
M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

 1

Supplemental Methods and Results 

 

Supplemental Methods 

 

Materials 

The tissue samples were collected by endoscopic biopsy for the normal colon mucosa from cancer-free 

study subjects (19 cases).  Normal colon from patients with cancer (22 cases) was obtained from the 

normal appearing resection margin of a surgical resection specimen.  The samples were obtained 

from the following sources: the University of Washington Medical Center and Fred Hutchinson 

Cancer Research Center through the ColoCare consortium (Seattle, WA), Vanderbilt University 

Medical Center and the Department of Veterans Affairs Tennessee Valley Health Care System, 

(Nashville, TN) and the University Hospitals of Cleveland (Cleveland, OH) following protocols 

approved by the Institutional Review Board of each institution. Snap-frozen tissue was also provided 

by the Cooperative Human Tissue Network.  All samples used for the methylation arrays were 

reviewed by a GI pathologist to confirm the diagnosis and ensure that the cancer samples were >60% 

tumor epithelium.  

 

Data filtering, normalization and differential analysis 

For the Illumina Infinium DNA methylation data analysis, we first removed unreliable probes using a 

detection P-value >0.05[1]. The normalization process was conducted using the Bioconductor minfi 

package, which includes Illumina background level correction, color adjustment and Subset-quantile 

Within Array Normalization (SWAN) normalization.  Note that SWAN is a newly-developed 

normalization scheme specifically designed for Illumina Infinium HumanMethylation450 array data to 
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account for the difference between the Infinium I and Infinium II probe designs [2]. In order to reduce 

the background signal effects and biases, we also filtered out probes that contain SNPs (Target ID 

starts with rs on the arrays), that assess non-CpG sites (Target IDs start with ch), that are chromosome 

X associated and that have a SNP present within 10 base pairs from the query sites. We also applied 

the ComBat algorithm to assess and correct for batch effects across all array runs [3]. The differential 

analyses comparing variable subgroups were performed based on the M-values converted from β 

values that were generated by the Illumina Infinium DNA methylation arrays.  We computed a 

refined F-statistics to quantify the difference in DNA methylation M-values for each probe between 

two different sample sets. This statistic is based on an empirical Bayes approach in which the 

estimated sample error variance is scaled toward a pooled estimate [4]. To account for multiple 

comparisons, we used FDR q-value to determine the significance of differentially methylated positions 

and reported lists of probes associated with q < 1E-5[5]. 

 

Unsupervised clustering analyses 

The clustering and sub-groups classification were conducted using unsupervised hierarchical 

clustering provided by R-based function hClust. To identify the sub-groups of CRC and adenoma, we 

used M-values from the 10,000 (2.5%) probes that showed the greatest variability across the samples 

in each group.  Leave-One-Out (LOO) cross validation was used to predict the error rate of the 

clustering results. 

 

Identification of potentially silenced methylated genes 

As compared with normal colon samples, we first identified lists of promoter associated differentially 

methylated probes (DMPs) (q < 1E-5) in adenomas and cancers. The genes that were found to have at 
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least one common probe among these two lists of DMPs and that harbored ES-cell associated bivalent 

domains were determined as being potentially methylated and silenced genes. 

 

Classification of Methyl-High CRC stem-cell associated methylated CpGs 

We first analyzed the CpG probes that are uniquely methylated in Methyl-High CRCs relative to 

Methyl-Intermediate/Low CRCs and to normal samples (q < 1E-5). This set of CpG probes comprises 

the Methyl-High-CRC specific methylated loci.  Next, we selected probes located in the 

intergenic/intragenic regions, whose methylation status has been proposed to reflect that of the cell of 

origin, as discussed above. The final set of probes was considered as Methyl-High CRC stem 

cell-associated probes/regions. 

 

Identify of adenoma-H/Methyl-Intermediate/Low-associated CpG loci 

We initially selected a set of methylated CpG probes that discriminated between Methyl-High (M-H) 

and Methyl-Intermediate/Low (M-I/M-L) CRCs and that were located in intergenic regions (q < 1E-5), 

because these probes have been suggested to indicate the cell of origin of the tissue or tumor.  We 

then used these probes to conduct an unsupervised clustering and heatmap analysis of the CRCs and 

adenoma-H polyps to assess the relationship between these 3 groups of tumors with regards to the 

methylation levels of these probes. 

 

Validation of the results generated from the DNA methylation microarrays 

In the current study, we carried out two levels of validation.  For technical validation of the array 

results, we used Pyrosequencing assays to assess a subset of the differentially probes identified on the 

HumanMethylation450 DNA methylation microarrays.  We also conducted clinical validation studies 
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in which assessed the methylated CpGs indentified in the discovery set of samples in an independent 

set of samples. For the technical validation studies, we first assessed the accuracy of the 

pyrosequencing assay.  We designed PyroMark assays that targeted the specific CpG dinucleotide 

identified on the arrays and first assessed a sample set that consisted of serial dilutions of a 100% 

methylated control sample with a 100% unmethylated control DNA sample (#59655 for methyl and 

#59665 for unmethyl EpiTect Control DNA; Qiagen, USA) (100%, 75%, 50%, 25% and 0). Upon 

confirmation of the accuracy of the assay, we then used the PyroMark assay to technically validate the 

HumanMethylation450 results by analyzing the identical samples run on the HumanMethylation450 

arrays.  We then used the validated PyroMark assay to analyze the candidate genes in an independent 

collection of samples for clinical validation of the methylated CpGs. 

 

Validation of methylated CpGs that classify the epigenotype of the CRCs  

In order to validate the methylated CpG sets that characterize the Methyl-High and 

Methyl-Intermediate/Low CRCs, we compared the classification results of our discovery set with 

those of an existing HumanMethylation27 data set (N=125 CRC samples, (GSE25062, [1]). Of note, 

out of these samples, one hundred and three cases were CIMP-negative and 22 were CIMP-positive as 

determined by MethyLight assays (Hinoue, 2012).  We performed unsupervised clustering analysis 

using the 10,000 most variable probes identified in the discovery set and that were also included in the 

HumanMethylation27 platform.  We also analyzed a second set of CRCs whose methylomes were 

determined as part of the TCGA.   

 

Correlation between DNA methylation level and gene expression level 
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A previous study has shown that less than 10% of hypermethylated promoter associated CpGs 

associate with decreased gene expression when compared to samples with unmethylated CpGs [1]. We 

used expression profiling datasets available for the samples described in the section above to assess for 

a correlation between DNA methylation status and expression levels.  

 

Supplemental Results 

 

Differentially methylated probes generated from the HumanMethylation450 arrays are reliable 

and reproducible 

 We first designed PyroMark assays targeting the following specific CpG dinucleotides: cg21101720, 

cg14215472, cg26532627 or cg03537386. The first 3 probes are hypermethylated in adenoma/cancer 

whereas the last probe is hypomethylated in adenoma/cancers based on the DNA methylation array 

data.  Analysis of the methylated DNA serial dilution sample sets demonstrated that the 

pyrosequencing assays can accurately determine the percentage of methylated DNA present in a 

sample (Figure S1). We then applied these assays to the samples that were analyzed with the DNA 

methylation arrays.  The results from the pyrosequencing assays correlated closely with the results 

from the methylation arrays (Figure S2).  In addition, we assessed the methylation status of the 

differentially methylated probes using the pyrosequencing assays on DNA from an independent 

collection of samples (Table S1). The results on the validation set of samples were very similar to 

those in the discovery set of samples.  For instance, cg21101720 was identified to be significantly 

hypermethylated in cancer/adenoma in two independent validation sets of samples (n=105 and n=119).   

cg21101720 methylation was detected in 0~5.7% of normal samples, 60%~75% of adenomas and 

69~80% cancer samples (The primers used for pyrosequencing are described in details in Table S2). 
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These results demonstrate that differentially methylated probes identified using the discovery set of 

samples and results the HumanMethylation450 arrays are reliable and reproducible [6, 7]. 

 

The epigenotype classifications of CRCs were validated using an independent collection of 

samples 

We identified the 506 most variable probes in our dataset that were also on the HumanMethylation27 

platform. This methylation-based cluster analysis applied using these probes the probes from the 

discovery set classified 125 CRCs into three groups (cluster 1, 2 and 3 showed in Supplemental 

Figure S11A), which corresponded to M-L, M-I and M-H sub-types in our discovery dataset. In 

addition, the cluster 3 CRCs were enriched with CIMP-positive CRCs as determined by MethyLight 

(p-value=2E-12), and were also enriched with BRAFV600E mutation (p-value=3E-11), which is 

consistent with our findings using the discovery set of samples. More important, as we described 

previously, we have performed the clustering analyses on TCGA samples (batch #99, 39 CRCs), 

which were assessed using HumanMethylation450 arrays.  We used the same 10,000 variable probes 

identified in the discovery set of samples and applied them to the TCGA CRCs.  As shown in 

Supplemental Figure S11B, three clusters were again identified based on the DNA methylation 

profiling data.  Taken together, these results suggest that the classification of CRC epigenotypes 

based on the discovery set of samples is reproducible and generalizable 

 

DNA promoter methylation correlates with absence of gene expression. 

Using publically available gene expression profiling data (GSE25070), we found ~53% of 

down-regulated genes (53%) are associated with hypermethylated CpGs (206 genes in total), 

presumably due to the expanded coverage of the methylation microarray platform (27K→450K).  Of 
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note, those 206 genes are targeted by 1,594 hypermethylated probes in promoter and intragenic 

regions.  Interestingly, seventy-two percent (1,152 probes) of these hypermethylated probes are 

located in promoter regions and 79% (1,258 probes) are in CpG islands. This suggests that the 

hypermethylation in promoter regions and CpG islands are very likely correlated with lack of gene 

expression, especially when compared to CpGs in intragenic regions and non-CpG islands.  In 

addition, we found 37% of genes with high expression (269 genes) are associated with 610 

hypomethylated probes.  Nearly 60% of these probes are located in intragenic regions and ~80% are 

in non-CpG islands including shores and shelves, which suggests that the hypomethylation in 

non-CpG islands likely correlates with down-regulation of gene expression, especially when compared 

to CpGs in CpG islands. 
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Supplemental Figure Legends 

Figure S1. Development of accurate PyroMark pyrosequencing assays to quantify the percentage 

of methylation of specific candidate CpG dinucleotides identified with the HumanMethylation450 

(HM450) arrays. PyroMark Assay Design software (version 2.0, Qiagen, USA) was used to design 

assays for pyrosequencing four CpG dinucleotides: cg21101720, cg14215472, cg26532627 and 

cg03537386, which were found to be differentially methylated between normal colon and colon 

neoplasms. The technical accuracy of each assay was tested using defined mixtures of standard EpiTect 

methyl/unmethyl control DNA. The following DNA mixtures were used for each assay: 100%, 75%, 

50%, 25% and 0% methylated DNA. The pyrosequencing results correlated well with the known DNA 

methylation content in the defined mixtures (r2 = 0.9994 for cg21101720, 0.9981 for cg14215472, 

0.9989 for cg26532627, and 0.9907 for cg03537386; all p<0.0001). 

 

Figure S2. Technical validation of methylation status of CpGs identified as differentially 

methylated CpGs on the HumanMethylation450 (HM450) arrays.  The pyrosequencing assays that 

were developed in Figure S1 were used to assess the percentage of methylated CpG alleles at 

cg21101720, cg14215472, cg26532627 and cg03537386 in the same samples that were run on the 

HumanMethylation450 arrays. These studies were conducted to determine the reliability of the HM450 

results.  Eighteen samples run on the HM450 arrays (randomly selected based on DNA availability) 

were used to assess the percentage of methylated cytosine of the cg21101720 (A) and cg14215472 (B) 

probes using pyrosequencing. The relative methylation levels measured by HM450 correlated 

reasonably well with the percentage of methylation determined by pyrosequencing (r2 =0.786 for 

cg21101720, and 0.893 for cg14215472, both p < 0.0001). 
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Figure S3. Determination of the distribution of the differentially methylated CpG probes when 

analyzed on the basis of the type of region in which the CpG is located.  The CpG probes that are 

on the HumanMethylation450 arrays have been annotated to include information regarding their location 

in promoter regions, intergenic regions, intragenic regions, etc.  We assessed the distribution of the 

location of the differentially methylated CpGs (colorectal neoplasms (adenoma and CRCs) vs. normal 

colon).  We identified 86,460 methylated probes whose methylation status varied significantly between 

normal colon samples and colorectal adenomas and CRCs with a q-value less than 1E-5.  Almost 40% 

of these probes are hypermethylated in colorectal neoplasms. The majority of CpG probes that are 

hypermethylated in colon adenomas and CRCs are located in the promoter regions, while the majority of 

the hypomethylated CpG probes are located in intergenic regions (Fisher-exact test p-value < 0.1).   

 

Figure S4. Heatmap of hypermethylated and hypomethylated CpG probes (differentially 

methylated probes, DMPs) (q-value < 1E-4) in adenoma-H relative to adenoma-L polyps. The color 

panel on the left of the heatmap indicates the type of region in which the CpG is located and the color 

panel on the top indicates the cluster group of the adenomas.  (A) Heatmap of the 1,072 

hypermethylated DMPs in adenoma-H polyps vs. adenoma-Lpolyps.  Half of the hypermethylated 

CpGs are located in the promoter regions (50%). (B) Heatmap of the 124 hypomethylated DMPs.  The 

majority of the hypomethylated CpG probes is located in intergenic/intragenic regions (85.5%). 

 

Figure S5. Clustering analysis of adenoma-L polyps, adenoma-H polyps and normal colon using 

DMPs (adenoma-H vs. adenoma-H) reveals similarity of adenoma-L polyps and normal samples. 

The right major branch in the dendrogram includes only the adenoma-L polyps and normal colon 
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samples, whereas the left branch has only adenoma-H polyps.  Both the heatmap and the clustering 

results indicate that the adenoma-L polyps are more like the normal colon than the adenoma-H polyps.  

 

Figure S6. Multi-dimensional scaling of pairwise distance derived from the 1,000 most variable 

probes across the adenoma and normal colon samples. Note that the adenoma-H polyps (green) are 

clustered together on the left, whereas the adenoma-L polyps (orange) are either inseparable from the 

normal colon or are in the intermediate distance from the normal cluster on the right. (Normal-H=normal 

colon with no adenoma or CRC; Normal-C=normal colon with concurrent CRC). 

 

Figure S7. Venn diagram of the hypermethylated promoters that are PcG-marked in cancers and 

adenomas. Almost all of PcG-marked hypermethylated promoters in CRCs are hypermethylated in the 

adenoma-H (A) polyps (99.5% of CpGs), however, they are not hypermethylated in the adenoma-L (B) 

polyps (2.1% of CpGs).  

 

Figure S8. Heatmap of DMPs showing the DMPs in Methyl-High CRCs compared to Methyl-Low 

CRCs. Comparison of the Methyl-High CRCs (M-H) to the Methyl-Low CRCs (M-L) identified 3,676 

DMPs (q < 1E-5) in intragenic regions (A) and 3,555 DMPs in intergenic regions (B).  

 

Figure S9. Clustering of M-H, M-I/M-L CRCs and the validation set of adenoma-H polyps using 

DMPs from a comparison of M-H CRCs vs. M-I/M-L CRCs. Using the intragenic (A) and intergenic 

(B) DMPs (M-H vs M-I/M-L, q < 1E-5), the cluster dendrograms for both the intragenic and intergenic 

CpGs show that most of the adenoma-H polyps cluster with the M-I/M-L CRCs rather than with the 

M-H CRCs. 
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Figure S10. Multi-dimensional scaling of pairwise distance derived from the 1000 most variable 

differentially methylated CpGs across adenoma-H polyps, M-H CRCs and M-I/M-L CRCs.  

Although a few of the M-H CRCs (green) are dispersed through out the space, most of them are 

clustered tightly together and show a substantial distance from the adenoma-H polyps. On the other hand, 

M-I/M-L CRCs (orange) and adenoma-H polyps (purple) cluster together more closely for CpGs located 

in intergenic (A) and intragenic (B) regions. 

 

Figure S11. Validation of Methyl-High (M-H), Methyl-Intermediate (M-I), and Methyl-Low (M-L) 

CRC classes through the analysis of published methylation array data. (A) The publically available 

data set GSE25062 was accessed through www.pubmed.com. We first identified the CpG probes that 

are common between the GSE25062 dataset and our datasets.  We then applied unsupervised clustering 

analysis of the shared differentially methylated CpG probes.  This clustering analysis resulted in the 

identification of 3 subtypes of CRCs, similar to our results using our discovery set of CRCs. (B) We 

next repeated this process using data from the HM450 methylation array studies of the TCGA colorectal 

cancers.  We again identified 3 subtypes of CRCs using the 10,000 most variable CpG probes 

identified in our discovery set of CRCs. 
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Supplemental Table Legends 

Table S1. Clinical validation of selected differentially methylated CpG probes identified using 

HumanMethylation450 arrays.  Pyrosequencing assays to determine the percentage of 

methylation of selected CpGs were run on samples from 2 independent sets of samples. 

 

Table S2. Pyrosequencing primers used for selected candidate CpGs that were identified as being 

differentially methylated CpGs on the HumanMethylation450 arrays. 

 

Table S3. Differentially methylated CpG probes in normal samples from CRC patients compared 

to normal colon from colon adenoma and CRC free individuals (65 probes, q-value < 1E-4). 

 

Table S4. Differentially methylated CpG probes in adenoma-H polyps compared to adenoma-L 

polyps (1,196 probes, q-value < 1E-3). 

 

Table S5. PcG-marked CpG probes that are hypermethylated in both adenomas and CRCs (1278 

probes of 384 unique genes). 

  

Table S6. A list of the 384 genes that have CpGs in their promoters or gene bodies that are 

hypermethylated or hypomethylated in adenomas and CRCs. 

 

Table S7. Intergenic (3,555 probes) and intragenic (3,676 probes) CpG probes that are 

differentially methylated in M-H CRCs relative to M-L CRCs (q < 1E-5). 
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Table S8. Intergenic (3,114) and intragenic (3,122) CpG probes that are differentially methylated 

in M-H CRCs compared to M-I/M-L CRCs (q < 1E-5). 
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Table S1. Validation of differentially methylated candidate probes identified on HumanMethylation450 arrays by pyrosequencing of 2 independent sample sets 

Probes  cg21101720 1   cg14215472   cg26532627    cg03537386 

Training set Test set Training set Test set Training set Test set Training set Test set 

  N 

Methylated 
cases  
(%) 2   N 

Methylated 
cases  
(%)   N 

Methylated 
cases  
(%)   N 

Methylated 
cases  
(%)   N 

Methylated 
cases  
(%)   N 

Methylated 
cases  
(%)   N 

Unmethylated 
cases  
(%)   N 

Unmethylated 
cases  
(%) 

Cancer 32 22 (68.8%) 36 29 (80.1%) 32 26 (81.3%) 31 26 (83.9%) 20 15 (75%) 18 11 (61.1%) 20 19 (95%) 18 17 (94.4%) 

Adenoma 20 15 (75.0%) 30 18 (60.0%) 14 12 (85.7%) 30 20 (66.7%) 

Normal colon epithelium 

CRC patients 32 0 35 2 (5.7%) 32 0 27 3 (11.1%) 

Cancer-free patients 3 21 0   18 0   20 0   16 0   20 2 (10%)   18 0   20 1 (5%)   18 0 
1 Probes cg21101720, cg14215472 and cg26532627 were hyperhypermethed, whereas cg03537386 was hypohypomethyled in cancer/adenoma samples on HumanMethylation450 arrays. 
2 Determined by pyrosequencing results. The details of each set of primers are described in Table S2. 
3 “Cancer-free patients’’ indicates that the patient did not have colorectal cancer. 
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Table S2. Pyrosequencing primers used for selected candidates  identified as differentially methylated probes on HumanMethylation450 arrays 

Probe ID Forward Primer Reversed Primer Sequencing Primer Anealing Temperature 

cg21101720  AGGTTTAGTTTAGGGTTAGG ACTCCTCCTCCTCCTAAC* GGTTGGAGATGGAATTG 60 0C 

cg14215472 TTGGGTAGAGGGTTGGGTAT ACTAACCCCCTCCACTAAAAAATAATAAC* GAGGGTTGGGTATTGA 56 0C 

cg26532627  AGAGGTAGGAGGTAGGTAAGTTT ATCTAACTCCACACTCCCTATA* TGGTTGTGTTGGATAG 54 0C 

cg03537386 TTTATGTTTGTTAGTGGGGTATAGT* TCATTCACCACAAAATTCCAAAATAAC CCAAAATAACCCAAAACTACATCC 54 0C 

* Biotin-labled primers (5-prime) 
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Table S3. Epigenetic field cancerization probes that are showing differently methylated between normal samples from CRC patients and those from healthy individuals 

ID p value q value 
mean M value 

  

mean β value 
sym CHR37 cpgi.relation probe.location cpg.coordinate 

Normal-Healthy Normal-Cancer Normal-Healthy Normal-Cancer 

cg16733298 6.05E-12 1.53E-06 2.478732215 3.544596955 0.844793557 0.919612937 ITPRIPL2 16 Island 1stExon, Body 19127132 
cg03077953 2.96E-11 3.76E-06 2.538855185 3.485685093 0.851534109 0.916311874 NA 17 S_Shore TSS1500 74534991 
cg05714773 1.26E-10 8.02E-06 2.142848736 2.859994352 0.814466394 0.877496667 TMEM176B 7 N_Shelf 5'UTR 150493706 
cg25986322 1.35E-10 8.02E-06 2.351582949 3.198735068 0.834819712 0.89991187 SMAD7 18 Island Body 46447961 
cg02112183 1.58E-10 8.02E-06 2.230778921 3.07517319 0.823092468 0.891896603 NA 6 N_Shore NA 170754881 
cg02565132 2.79E-10 1.18E-05 2.810741722 3.888402885 0.873321849 0.934202687 EDAR 2 S_Shore 5'UTR 109559473 
cg01105073 4.79E-10 1.40E-05 2.094300605 2.647316168 0.809702292 0.861474779 PGAP2 11 NA Body 3844858 
cg20109233 4.81E-10 1.40E-05 2.045243446 2.720260491 0.803355846 0.867235601 RBM19 12 NA Body 114313136 
cg00130866 5.01E-10 1.40E-05 2.765456605 3.308723673 0.871314736 0.907684716 DERL1 8 N_Shore Body 124052565 
cg03991106 5.51E-10 1.40E-05 3.457912389 4.637262472 0.915564839 0.958736753 NA 15 NA NA 101661445 
cg22080472 1.09E-09 2.32E-05 1.472453799 0.728759937 0.733520558 0.622351656 PPP1R8 1 NA Body 28176762 
cg05194316 1.13E-09 2.32E-05 2.225211338 3.376245462 0.820943583 0.907960983 FARP1 13 NA Body 98869706 
cg14046414 1.22E-09 2.32E-05 2.590134871 3.255686198 0.856503657 0.904071934 RGS3 9 NA Body, 5'UTR 116330571 
cg24350011 1.28E-09 2.32E-05 3.200769285 4.076402712 0.900029176 0.942574587 AJAP1 1 NA Body 4795114 
cg14195198 1.69E-09 2.78E-05 6.979529378 5.858340316 0.991648802 0.982329736 MYO9B 19 Island 3'UTR, Body 17322956 
cg08123903 1.80E-09 2.78E-05 2.09500819 2.683935624 0.809400448 0.864286854 RASA3 13 NA Body 114792210 
cg03844838 1.95E-09 2.78E-05 1.67582656 2.527237004 0.760413035 0.848801409 DIP2C 10 NA Body 661087 
cg08720365 1.97E-09 2.78E-05 1.636632823 2.371369691 0.755838487 0.83551216 ABCC2 10 NA Body 101569654 
cg07439157 2.19E-09 2.92E-05 2.946110636 3.923943763 0.883788773 0.935569565 CYGB 17 NA Body 74527263 
cg00230120 2.37E-09 3.01E-05 0.983213342 1.905890277 0.662081097 0.785761956 LOC100292680 12 NA TSS1500 1609346 
cg05791870 2.96E-09 3.57E-05 3.802208962 5.179161095 0.930197527 0.970677407 NPRL3 16 NA 3'UTR 136656 
cg00321638 3.23E-09 3.57E-05 2.216046807 2.975381171 0.822106815 0.884634193 MASP1 3 NA Body 186998894 
cg24351916 3.24E-09 3.57E-05 2.912467741 2.44046376 0.882119821 0.843922998 NA 3 S_Shelf Body 39452635 
cg01149415 3.58E-09 3.67E-05 1.770219579 2.393421364 0.772583163 0.838391411 CD40 20 N_Shore TSS1500 44745522 
cg14157417 3.62E-09 3.67E-05 1.822055596 2.638367838 0.77819849 0.858533553 PTPRN2 7 NA Body 158265485 
cg04651548 4.25E-09 4.15E-05 2.147550049 2.859996887 0.813971712 0.877362044 NA 8 NA NA 143085905 
cg09596260 4.50E-09 4.18E-05 3.110408982 4.446000626 0.892131195 0.952449489 ADCY7 16 NA Body 50338380 
cg27665188 4.62E-09 4.18E-05 1.198540548 1.937369909 0.696022677 0.789850155 NA 6 NA NA 168168453 
cg22893248 4.92E-09 4.19E-05 -2.417049944 -3.218744048 0.159150552 0.099365704 NA 7 Island 1stExon, 5'UTR 150020751 
cg02184281 4.96E-09 4.19E-05 1.754392309 2.538360228 0.770393397 0.850123532 SMAD7 18 Island Body 46447797 
cg11740103 5.56E-09 4.55E-05 -1.440695741 -2.114671197 0.270275455 0.189680402 NA 7 S_Shore TSS200, 5'UTR 150020945 
cg05218510 5.83E-09 4.62E-05 2.209930821 2.929095194 0.821164935 0.881827987 ITPRIPL2 16 Island 1stExon, Body 19127305 
cg26481896 6.04E-09 4.63E-05 1.930705244 2.607351544 0.791252311 0.856946126 WWP2 16 NA 3'UTR 69975405 
cg03549503 6.26E-09 4.63E-05 1.57014037 2.241634432 0.747485523 0.823021077 NA 17 N_Shelf NA 72197281 
cg18114890 6.41E-09 4.63E-05 3.372930012 4.303528545 0.910494095 0.949832431 MGAT1 5 Island Body 180219707 
cg02035961 6.57E-09 4.63E-05 1.934633648 2.642808172 0.791903745 0.859502838 CYTH3 7 NA Body 6288071 
cg01722566 7.35E-09 5.03E-05 1.625938124 2.306065654 0.754450441 0.829443398 NA 16 NA NA 84975714 
cg24489344 7.74E-09 5.16E-05 2.400854009 3.393339047 0.836058201 0.910636906 NA 22 Island NA 46457998 
cg03244701 8.28E-09 5.31E-05 2.254209087 3.119341376 0.8256579 0.893265265 NA 6 Island NA 170390429 
cg15883721 8.60E-09 5.31E-05 -3.093026171 -2.340749627 0.106133315 0.167583444 EFCAB4A 11 N_Shore TSS1500 826837 
cg20198819 8.69E-09 5.31E-05 2.289633076 2.897284114 0.82821273 0.880883687 NA 21 N_Shore NA 45622122 
cg13948330 8.87E-09 5.31E-05 2.388192726 2.981627788 0.83842548 0.886523577 SHANK2 11 NA Body 70559064 
cg22588144 9.18E-09 5.31E-05 1.154950092 -3.474885111 0.615431707 0.09392309 ISM1 20 Island TSS1500 13200929 
cg12433473 9.22E-09 5.31E-05 -2.371559555 -3.168334696 0.164239791 0.102213276 CHPF 2 Island Body 220406756 
cg01839742 9.79E-09 5.52E-05 1.675273865 2.433359386 0.760283033 0.840818562 ZBTB46 20 Island Body 62398410 
cg04488647 1.07E-08 5.88E-05 2.144641419 2.735897932 0.815023872 0.867828294 ARHGEF16 1 NA Body 3389969 
cg08651178 1.16E-08 6.25E-05 2.689993689 3.519690012 0.862969113 0.918026929 PRKCZ 1 N_Shelf TSS1500, Body, 5'UTR 2035295 
cg05361458 1.25E-08 6.58E-05 2.012712889 2.768499845 0.800138303 0.869224062 CBFA2T3 16 Island Body 88953254 
cg00368296 1.33E-08 6.87E-05 2.155389494 2.922151427 0.814433338 0.881180033 ELAVL1 19 NA Body 8052183 
cg00659271 1.42E-08 7.05E-05 0.337674016 1.163946125 0.557987747 0.687876817 NA 2 Island NA 114312189 
cg25979992 1.43E-08 7.05E-05 2.167131095 2.763874174 0.817061283 0.870106468 ALS2CL 3 NA Body, 5'UTR 46718369 
cg05262224 1.44E-08 7.05E-05 2.961719585 3.711935498 0.885158559 0.927268122 NA 16 NA NA 86482459 
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cg13448968 1.50E-08 7.19E-05 -2.809542487 -3.793741235 0.127420455 0.070288498 CHPF 2 Island Body 220406543 
cg25214898 1.68E-08 7.74E-05 2.113166049 2.671592606 0.81148011 0.862980495 NA 6 S_Shelf NA 167839518 
cg27420005 1.68E-08 7.74E-05 1.87338488 2.503666821 0.784848797 0.847996164 TSSC1 2 NA Body 3197996 
cg12181579 1.77E-08 7.90E-05 2.360733691 3.396596956 0.835488429 0.908477332 RBM19 12 NA Body 114312919 
cg27068206 1.78E-08 7.90E-05 1.711452745 2.543671244 0.763857801 0.850150109 SHANK2 11 NA Body 70559053 
cg03835233 1.86E-08 8.14E-05 2.13240466 3.060021827 0.811886614 0.88905881 NA 6 N_Shore NA 170754691 
cg26111913 1.96E-08 8.44E-05 2.690958844 2.178822378 0.865209969 0.817982073 FARP1 13 NA Body 99093662 
cg12853656 2.05E-08 8.63E-05 2.019012736 2.570673045 0.801336452 0.854544099 NA 7 Island NA 179032 
cg15175608 2.08E-08 8.63E-05 2.722621353 3.455748079 0.866256668 0.914963176 NA 12 S_Shore NA 123636717 
cg09476997 2.28E-08 9.33E-05 1.42849267 2.303460515 0.72745087 0.827023592 SLC9A3R2 16 N_Shore Body 2087932 
cg02009088 2.46E-08 9.84E-05 -3.367039183 -4.417238862 0.091259005 0.047173469 NRG2 5 Island Body 139228153 
cg13997990 2.48E-08 9.84E-05 3.272148186 4.215046763 0.903908835 0.946567261 DSCAML1 11 NA Body 117343801 
cg10228981 2.55E-08 9.95E-05 1.505651531 2.188937544 0.738417895 0.817542304 NA 16 NA NA 85283732 
cg24608144 2.63E-08 0.000100897 1.749481894 2.490289389 0.768847927 0.846285818 ZBTB46 20 N_Shore Body 62398219 
cg27120934 2.83E-08 0.000107275 -1.012649828 -0.35712637 0.333261452 0.438912801 LAMA2 6 NA Body 129480619 
cg24300154 2.97E-08 0.000110947 1.933202652 2.502728985 0.791523359 0.84849302 NA 7 NA NA 38356865 
cg27189723 3.14E-08 0.000115269 1.92594103 2.460240364 0.790439902 0.845175796 AKR1B1 7 NA Body 134137645 
cg04860238 3.20E-08 0.000115324 2.242430875 2.840832652 0.824764646 0.875748736 NA 14 Island NA 102394986 
cg08653904 3.25E-08 0.000115324 2.750381897 3.378688521 0.869568417 0.91086423 RERE 1 NA Body 8497643 
cg03101936 3.27E-08 0.000115324 2.27984878 2.91893975 0.827841583 0.881530593 JMJD5 16 NA Body 27227277 
cg23429735 3.43E-08 0.00011919 1.478938815 2.08390496 0.73446892 0.807577017 AP4E1 15 NA 3'UTR 51295331 
cg08581745 3.54E-08 0.000121361 2.981597986 3.577981531 0.886398694 0.921745913 CUBN 10 NA Body 17050868 
cg21133992 3.61E-08 0.000122099 1.034170082 1.638111071 0.671239485 0.754769917 GLI2 2 NA Body 121631710 
cg25948831 3.66E-08 0.000122153 2.23258417 2.953091536 0.822353195 0.883588989 CCDC40 17 N_Shore Body 78038002 
cg20333067 3.81E-08 0.000123538 -1.047499876 -0.599334126 0.327011637 0.397842083 NA 17 N_Shore TSS1500, TSS200 30676942 
cg19699807 3.83E-08 0.000123538 3.828098127 3.264524006 0.933306929 0.904897793 OR10H4 19 NA 1stExon 16060211 
cg21009747 3.85E-08 0.000123538 1.999889469 2.764494407 0.79839153 0.86870766 MYH9 22 NA Body 36681341 
cg20071561 4.22E-08 0.000132476 2.251261051 2.932558432 0.825350346 0.881760643 NA 8 NA NA 283885 
cg27320658 4.23E-08 0.000132476 1.601171595 2.097510281 0.751574136 0.809289834 FGFR4 5 N_Shore Body 176519389 
cg23621817 4.55E-08 0.000138164 1.964013029 2.700638857 0.794829913 0.863444704 CHRNA9 4 NA Body 40337853 
cg18756557 4.56E-08 0.000138164 2.001028321 2.535020109 0.798944425 0.851720861 LOC100292680 12 NA TSS1500 1609369 
cg02119840 4.61E-08 0.000138164 -2.124705735 -2.652428754 0.187782499 0.138216194 NA 7 S_Shore TSS200, 5'UTR 150020900 
cg17454561 4.68E-08 0.000138164 1.928222342 2.504951555 0.791094389 0.848445199 GLI2 2 S_Shore Body 121748215 
cg13008935 4.76E-08 0.000138164 1.811683821 2.589979635 0.777150503 0.853820769 SRGAP3 3 S_Shore Body 9032631 
cg03349935 4.79E-08 0.000138164 2.234487164 2.786746279 0.823926745 0.872003806 RASL12 15 S_Shore TSS1500 65361335 
cg15009331 4.79E-08 0.000138164 2.583223534 3.220708522 0.856019464 0.90136552 NA 10 NA NA 80502431 
cg11001108 4.86E-08 0.000138565 1.985432905 2.453634485 0.797357251 0.8449225 MDGA1 6 S_Shore Body 37618514 
cg25939543 5.12E-08 0.00014386 2.164708238 2.648536692 0.816853919 0.861509058 MRPL20 1 S_Shore TSS1500 1344064 
cg12138286 5.21E-08 0.00014386 2.413885178 3.030809318 0.841144982 0.88909567 NA 4 N_Shelf NA 71566524 
cg07404223 5.22E-08 0.00014386 1.903802221 2.48127867 0.788333036 0.846275344 NA 16 NA NA 84840564 
cg16389456 5.35E-08 0.000144991 1.539544687 2.277664163 0.742827688 0.825566628 NA 12 S_Shore NA 123636548 
cg07857225 5.40E-08 0.000144991 3.320109295 4.336832238 0.907978565 0.949318887 PLXND1 3 NA Body 129275971 
cg15042142 5.43E-08 0.000144991 2.238253083 2.751916575 0.824617963 0.869417295 LRRK1 15 NA Body 101563871 
cg27216969 5.49E-08 0.000144991 2.735677859 3.557517706 0.867982885 0.918726783 PAOX 10 S_Shore Body 135193704 
cg09180977 5.73E-08 0.000149862 2.438492286 3.139624378 0.843254049 0.895589926 WNT4 1 N_Shelf Body 22453144 
cg12572545 5.88E-08 0.000151885 -4.733632381 -3.967186622 0.037160867 0.061632677 MSMO1 4 N_Shore TSS1500 166248219 
cg15264020 5.94E-08 0.000151885 2.798086159 3.679219112 0.871645787 0.924811564 PTPRG 3 NA Body 61674210 
cg14555265 5.99E-08 0.000151885 2.190250913 2.843473496 0.818568346 0.875884254 GPSM1 9 N_Shore Body 139230436 
cg17335116 6.05E-08 0.000151885 1.411736754 2.087553343 0.725672181 0.806719716 NA 2 NA NA 1604080 
cg00509451 6.11E-08 0.000151945 2.038107971 2.691628163 0.80297232 0.863655579 SAC3D1 11 N_Shelf Body 64811775 
cg02891726 6.45E-08 0.000158702 3.879938085 3.241231218 0.934826642 0.903452687 NA 15 NA TSS1500 25229522 
cg11884243 6.71E-08 0.000163739 1.4701302 1.962531469 0.734069696 0.794591113 FCN2 9 NA Body 137772886 
cg15258156 6.86E-08 0.00016568 2.604268132 3.169488429 0.857714854 0.898715248 NA 7 NA NA 1602231 
cg02951526 6.94E-08 0.000166059 2.092291368 2.67854536 0.808410907 0.8634974 SNX29 16 NA Body 12191276 
cg00423597 7.12E-08 0.000167235 3.519388945 4.323617393 0.918581095 0.95063055 KIAA1522 1 Island Body 33235531 
cg09683430 7.12E-08 0.000167235 1.516521814 2.107678587 0.740077197 0.809581447 NA 16 NA NA 85285724 
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cg22602592 7.21E-08 0.000167766 1.570714279 2.070561918 0.747729623 0.806186699 COL20A1 20 S_Shelf Body 61956679 
cg22060611 7.46E-08 0.000169278 -3.482134254 -4.307511466 0.084798904 0.049518231 NRG2 5 Island Body 139227610 
cg21516287 7.46E-08 0.000169278 -3.078835159 -3.91053711 0.108542759 0.064292791 NA 7 S_Shore TSS200, 5'UTR 150020855 
cg13850312 7.48E-08 0.000169278 2.718152856 3.338708075 0.866871013 0.908565027 NA 9 NA 3'UTR 112931119 
cg16857641 8.23E-08 0.000184706 2.849799524 3.643545229 0.876928617 0.923173523 MICALL2 7 S_Shore Body 1492452 
cg22826038 8.70E-08 0.000193583 0.666753856 1.280202516 0.612971697 0.706188459 GRK5 10 NA Body 121169671 
cg25303023 8.84E-08 0.000194891 1.941725258 2.813055867 0.792096562 0.870530056 NA 6 NA NA 169301413 
cg23502253 8.92E-08 0.000194891 2.376501374 3.124276811 0.837828321 0.89384327 LOC283050 10 NA Body 80809181 
cg26782539 8.99E-08 0.000194891 1.46428062 2.425463235 0.731973964 0.836534384 STK32C 10 NA Body 134061662 
cg05314961 9.10E-08 0.000195608 2.42374119 3.020889558 0.842081883 0.888428028 AGPAT3 21 Island Body 45393393 
cg21415998 9.48E-08 0.000201318 2.194417899 2.777310403 0.818648783 0.871566982 SSBP3 1 N_Shelf Body 54818615 
cg13451979 9.56E-08 0.000201318 3.252277712 3.974207608 0.904281946 0.938217929 NA 2 NA NA 65773914 
cg05552490 9.61E-08 0.000201318 1.706616694 2.320989129 0.764591422 0.830829759 NA 6 NA NA 43952511 
cg01658605 1.02E-07 0.000212655 1.112317037 1.801428026 0.681825189 0.774634479 JPH3 16 S_Shore Body 87721132 
cg16553083 1.03E-07 0.000212931 3.17211317 4.177751726 0.898573632 0.944124515 NA 1 NA NA 224698080 
cg24413918 1.06E-07 0.00021629 1.827759011 2.617651127 0.77742302 0.856604111 ZNF606 19 S_Shore TSS1500 58516100 
cg00453679 1.07E-07 0.00021629 -6.845483886 -5.34818702 0.010147173 0.025944288 PHLDA1 12 Island TSS1500 76426216 
cg05359249 1.07E-07 0.00021629 -3.166976159 -3.991235257 0.101782517 0.061542702 CHPF 2 Island Body 220406470 
cg18749015 1.09E-07 0.000217062 -1.864183765 -3.094679755 0.222784556 0.111525978 NA 6 Island NA 45631363 
cg00949446 1.12E-07 0.000219333 2.651835068 3.125056915 0.861948373 0.896359666 CPN2 3 NA TSS200 194072066 
cg21562750 1.12E-07 0.000219333 2.324720734 2.79075773 0.833072569 0.872671904 NA 12 NA NA 92689433 
cg27005487 1.16E-07 0.000225755 1.14582506 1.881508988 0.688024301 0.782345719 TBX2 17 N_Shore Body 59484388 
cg16420340 1.22E-07 0.00023674 0.67302433 1.183422372 0.614148229 0.692923061 TSPAN11 12 S_Shelf 5'UTR 31083391 
cg14897419 1.27E-07 0.000244214 -6.664452774 -5.422085334 0.011437089 0.023660098 STK32C 10 Island 5'UTR, 1stExon 134121413 
cg06578353 1.29E-07 0.000246644 2.574318087 1.952754928 0.855370024 0.792057167 NA 19 S_Shelf NA 12628406 
cg24592370 1.36E-07 0.000256856 0.285913808 0.751649695 0.549134473 0.626760448 NA 12 N_Shore Body 132854818 
cg18887296 1.37E-07 0.000256943 2.424023127 3.183549641 0.840540921 0.898208271 PPFIA3 19 S_Shelf Body 49639677 
cg13559235 1.43E-07 0.000266206 1.640857597 2.198858766 0.756455398 0.819094305 NA 9 N_Shelf NA 134714915 
cg09872088 1.53E-07 0.000283099 2.644265915 3.244738705 0.860557054 0.9031874 RGS10 10 NA Body 121265893 
cg06252875 1.57E-07 0.000289385 2.528861291 3.167516885 0.85076707 0.898032879 VIPR2 7 NA Body 158828750 
cg27599329 1.59E-07 0.000289701 -5.656017335 -5.000655401 0.020006732 0.030780569 NETO2 16 N_Shore Body 47175842 
cg22636056 1.62E-07 0.000292419 3.268945987 2.429338005 0.901688916 0.841376403 NA 11 N_Shelf NA 118474243 
cg08032665 1.63E-07 0.000292419 1.219369824 1.954032541 0.695973106 0.793519577 NES 1 N_Shelf Body 156642838 
cg00789960 1.67E-07 0.000298149 5.152343809 4.139579048 0.970699715 0.943944237 MNAT1 14 NA Body 61227118 
cg23619431 1.70E-07 0.000301897 2.192241421 2.781577907 0.819044131 0.871286937 PRCD 17 S_Shore TSS200 74536068 
cg26819718 1.74E-07 0.000306418 1.656433199 2.371012807 0.757595758 0.834586287 C10orf11 10 Island Body 77872170 
cg18911129 1.80E-07 0.000312704 1.69248757 2.140818518 0.762957186 0.814165299 NA 12 N_Shelf NA 56470635 
cg07145229 1.80E-07 0.000312704 1.66677074 2.240612213 0.759361657 0.823346476 NA 8 NA NA 99422528 
cg18338293 1.88E-07 0.000321816 2.437904905 3.041449645 0.84293472 0.889889403 BBS1 11 NA TSS1500 66277283 
cg13800349 1.88E-07 0.000321816 3.174369616 4.24518761 0.897013289 0.946393026 B3GNTL1 17 S_Shore Body 80971527 
cg06400857 1.89E-07 0.000321816 2.080534365 2.56071581 0.808189671 0.853741065 ABCA2 9 Island 3'UTR 139901972 
cg03816625 1.96E-07 0.000331566 3.566345824 4.724832315 0.918684987 0.96033566 SNX29 16 NA Body 12192430 
cg12866769 1.98E-07 0.000333338 2.672061283 3.278486696 0.863878373 0.904472956 SMAD6 15 NA Body 67041828 
cg10230591 2.04E-07 0.000339487 1.390362757 2.004108541 0.722538907 0.798080069 NA 13 NA NA 44818496 
cg20329210 2.05E-07 0.000339487 -2.20547967 -3.076140959 0.182254342 0.109465231 OBSCN 1 Island Body 228566080 
cg11220043 2.10E-07 0.000343253 2.989398277 3.567097517 0.886643231 0.92117201 NA 12 NA NA 58275014 
cg26242024 2.11E-07 0.000343253 -2.66815149 -3.39272152 0.13809343 0.089148808 NA 15 N_Shore NA 101629063 
cg08941669 2.11E-07 0.000343253 2.451546732 3.355066749 0.841476789 0.907541946 CAMTA1 1 NA Body 7778234 
cg04755386 2.19E-07 0.000351733 2.11529385 2.79776633 0.811546372 0.871154707 NA 2 NA NA 109622481 
cg19721221 2.19E-07 0.000351733 1.289024349 1.938371661 0.708543911 0.790034087 NA 1 NA NA 181081214 
cg04940109 2.22E-07 0.000353573 -3.821448021 -2.783812386 0.069347119 0.13277011 BMPR2 2 Island TSS1500 203240432 
cg19107291 2.31E-07 0.00036568 2.436793373 3.169368659 0.843002333 0.896713015 ADAMTS17 15 NA Body 100537865 
cg05599759 2.42E-07 0.000374488 1.031747482 1.849534012 0.66963433 0.777960074 NA 20 N_Shore NA 62460114 
cg08637446 2.42E-07 0.000374488 2.427049121 3.152413166 0.840953934 0.896272976 NA 11 NA NA 2004118 
cg06466348 2.43E-07 0.000374488 1.602319277 2.22658742 0.751508266 0.820996482 ADCY7 16 NA Body 50337922 
cg12294633 2.44E-07 0.000374488 2.322951613 2.947213878 0.832178281 0.883048255 NA 7 NA NA 38356729 
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cg13096405 2.45E-07 0.000374488 1.77180697 2.326765553 0.772455671 0.831854075 NA 11 NA NA 1120954 
cg07617814 2.45E-07 0.000374488 1.545423864 2.19530719 0.743535827 0.81782217 ZNF217 20 Island 1stExon 52198164 
cg13821176 2.49E-07 0.000378632 1.015302752 1.740884914 0.667313703 0.76618304 TRIB1 8 S_Shelf Body 126448338 
cg04023226 2.56E-07 0.000386454 1.466040816 1.918739292 0.733586691 0.789649237 NA 17 S_Shore TSS1500 74535028 
cg05504665 2.58E-07 0.000386454 2.005169051 2.770534416 0.798199691 0.868605058 STK32C 10 NA Body 134061684 
cg03400942 2.64E-07 0.00039429 2.177682991 2.741973698 0.818065119 0.868011688 NA 2 S_Shore NA 65094359 
cg18998860 2.68E-07 0.000397344 2.61463065 3.229668262 0.857881919 0.902130699 FGFR4 5 S_Shelf Body 176522719 
cg23520119 2.70E-07 0.000397624 1.536649268 2.133904746 0.742472933 0.812034939 NA 10 NA NA 121249868 
cg12391945 2.71E-07 0.000397624 1.915288487 2.454829456 0.789822395 0.843662927 NA 22 S_Shelf NA 19515608 
cg06332339 2.78E-07 0.000397991 2.92540505 4.613879555 0.880745295 0.951926277 NPTN 15 NA Body 73889528 
cg01992765 2.78E-07 0.000397991 1.662697418 2.262439033 0.758714844 0.825132695 NA 21 Island NA 45622493 
cg05207583 2.81E-07 0.000397991 1.731349019 2.320336353 0.767594413 0.830736614 EGFR 7 NA Body 55167844 
cg05469695 2.82E-07 0.000397991 -2.220327115 -2.920409832 0.177547167 0.120056211 CDC42EP3 2 S_Shore TSS1500 37899953 
cg22792349 2.82E-07 0.000397991 2.618908789 3.148925416 0.858979827 0.897419625 NA 10 NA NA 89979884 
cg00163018 2.82E-07 0.000397991 1.361725134 1.909661885 0.718669514 0.788010518 RYR2 1 NA Body 237413813 
cg05367967 2.82E-07 0.000397991 2.166231651 2.912631432 0.815236242 0.879728208 NA 6 NA NA 106035490 
cg18023251 2.91E-07 0.000407437 1.874328043 2.393511402 0.784619785 0.838574196 PMEPA1 20 N_Shelf 5'UTR, Body 56281839 
cg17542333 2.94E-07 0.000409031 1.265070352 1.811530077 0.705482496 0.776139184 MRVI1 11 NA 5'UTR, 1stExon 10673844 
cg02065833 3.01E-07 0.000414601 1.417981949 1.95700811 0.72690239 0.793155839 C22orf34 22 N_Shore Body 50023741 
cg14340889 3.01E-07 0.000414601 1.399346877 2.004931738 0.723918505 0.79802075 LTBP2 14 NA Body 75072120 
cg09643398 3.11E-07 0.000425996 2.003925765 2.566395601 0.79914737 0.853712625 BCL6 3 N_Shore 5'UTR, TSS200 187454482 
cg22719902 3.14E-07 0.000427331 1.975896495 2.57218225 0.796240993 0.85364745 NA 10 NA NA 71499714 
cg10482051 3.15E-07 0.000427331 2.295407386 3.048718023 0.828193867 0.889253273 NA 6 N_Shore NA 170754942 
cg20556304 3.22E-07 0.000433158 2.281727243 3.113660243 0.826519161 0.892515161 NA 6 NA NA 170819931 
cg16278728 3.23E-07 0.000433158 4.331178534 5.714252811 0.950271464 0.97831576 SH2B3 12 NA Body 111885550 
cg11401784 3.29E-07 0.000437423 0.804836048 1.239725434 0.635692774 0.7013926 FBLIM1 1 NA Body 16092264 
cg27460056 3.29E-07 0.000437423 2.840979748 3.538398575 0.876424464 0.918358196 C7orf50 7 N_Shore Body 1038959 
cg17428519 3.36E-07 0.000443326 0.984787772 1.418799515 0.664007343 0.726614575 NKPD1 19 S_Shelf Body 45659496 
cg20342460 3.41E-07 0.000448444 2.22714635 2.97685371 0.821810676 0.884052105 NA 12 Island NA 52474047 
cg20426768 3.55E-07 0.000464702 0.961885615 1.526013618 0.659463483 0.740644769 NA 1 NA NA 1296671 
cg09486967 3.63E-07 0.000471987 2.190996951 2.771488744 0.81930171 0.870118812 PITPNA 17 NA Body 1437322 
cg27665860 3.80E-07 0.000491318 1.628634353 2.146460783 0.754811813 0.813906415 NA 11 NA NA 68970673 
cg10689175 3.88E-07 0.000499621 -4.945089306 -4.175541451 0.032045414 0.054736179 C6orf106 6 NA Body 34625341 
cg05476287 3.90E-07 0.000499732 0.957354301 1.488904687 0.65949761 0.735275001 FGFR4 5 S_Shore Body 176522511 
cg23311929 3.96E-07 0.000504907 1.887539421 2.532864964 0.786450608 0.849359257 CTBP2 10 NA Body 126698647 
cg17528170 3.99E-07 0.000505814 4.150286847 3.429027068 0.944242177 0.914063848 VWA3B 2 NA Body 98866217 
cg12106894 4.04E-07 0.000509392 3.143379813 3.765321936 0.896459136 0.930352584 KCNK6 19 S_Shelf Body 38813802 
cg24742912 4.06E-07 0.000510104 1.128302837 1.538112412 0.685748969 0.742863331 MYBPH 1 NA TSS1500 203146346 
cg15112442 4.14E-07 0.000516961 3.798600532 3.255261505 0.932167807 0.903930897 NA 5 NA NA 99382144 
cg11530678 4.16E-07 0.000517336 1.647747159 2.356996005 0.757069702 0.83252468 NA 15 NA NA 67081012 
cg26150981 4.22E-07 0.000522239 2.855851598 3.474164514 0.87650634 0.916145846 NA 7 NA NA 135608687 
cg06916706 4.25E-07 0.000522872 -6.111271107 -4.556750252 0.015199884 0.050438563 CORO7 16 N_Shore Body 4465613 
cg27296963 4.30E-07 0.000525493 1.42982359 2.185970516 0.7254699 0.816899447 NA 19 N_Shore NA 4579751 
cg09977718 4.32E-07 0.000525493 1.349706251 2.45687885 0.71551083 0.835605778 RPTOR 17 N_Shelf Body 78854273 
cg09105657 4.33E-07 0.000525493 2.011167031 2.498729687 0.799707566 0.848673064 C10orf125 10 S_Shore TSS1500 135172096 
cg25432392 4.37E-07 0.000525597 -4.490550719 -3.546270108 0.045273124 0.081752218 DNAJC19 3 S_Shore TSS200 180707711 
cg13370977 4.37E-07 0.000525597 2.736807547 3.306183775 0.868216261 0.906749256 NA 2 Island NA 241185137 
cg05325480 4.44E-07 0.000529894 0.8015531 1.471276717 0.634914786 0.73111875 ZBTB46 20 Island Body 62398775 
cg25899532 4.45E-07 0.000529894 2.487666593 2.903627892 0.848028163 0.881352415 NA 17 S_Shore NA 29878650 
cg14411612 4.47E-07 0.000529894 1.063829091 0.637938977 0.675286214 0.608468291 C14orf119 14 S_Shelf Body 23567027 
cg08337366 4.56E-07 0.000537602 1.952072611 2.50582708 0.792995909 0.848624178 ALKBH7 19 N_Shore TSS1500 6371622 
cg25450335 4.58E-07 0.000537602 2.147921358 2.768716374 0.814662506 0.86955248 NA 5 NA NA 135058453 
cg19341106 4.73E-07 0.000550687 2.518273315 3.106153206 0.850166436 0.894040812 PTPRN2 7 NA Body 157811843 
cg17971251 4.75E-07 0.000550687 1.88292034 2.60378608 0.786029467 0.854229633 SEC16B 1 NA Body 177907297 
cg21036096 4.79E-07 0.000550687 2.644973828 3.641026253 0.85946942 0.920770792 BMP4 14 N_Shore Body 54417114 
cg02827046 4.80E-07 0.000550687 2.751125522 2.083009272 0.866804915 0.807719921 PATE2 11 NA TSS1500 125649030 
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cg08703151 4.81E-07 0.000550687 1.009317348 1.576830786 0.667686234 0.746275353 WFS1 4 N_Shelf Body 6299846 
cg14742341 4.82E-07 0.000550687 4.63797734 4.126670216 0.961013473 0.944935227 UBA6 4 N_Shelf Body 68563317 
cg19076895 4.91E-07 0.000558268 1.122736546 1.609355175 0.684460825 0.751724606 NA 6 NA NA 7633299 
cg15334916 4.97E-07 0.00056221 1.728475707 2.360671294 0.767703933 0.833530603 COL13A1 10 S_Shore Body 71563776 
cg00638073 5.04E-07 0.000567846 0.926178058 1.324518739 0.654931978 0.713730996 NA 22 S_Shelf NA 19113955 
cg02046247 5.08E-07 0.000567846 1.918614058 2.589328423 0.788840775 0.854600682 NA 12 NA NA 1662459 
cg11135612 5.08E-07 0.000567846 1.608289457 2.089182841 0.75225375 0.808164303 MGC23270 14 NA Body 105287901 
cg12226639 5.29E-07 0.000588545 0.560355509 1.018976696 0.595604305 0.668387703 GHDC 17 NA TSS1500 40347260 
cg01701504 5.34E-07 0.000591432 1.754075593 2.334192749 0.770074117 0.832123428 GALNT9 12 Island Body 132682608 
cg00730077 5.40E-07 0.000595476 2.129289143 2.719672124 0.811921029 0.866398961 NA 6 NA NA 168068881 
cg01998801 5.46E-07 0.000599467 1.908198248 2.567875067 0.787268217 0.853079469 ZFYVE28 4 NA Body 2396368 
cg02196592 5.60E-07 0.000609782 -1.43126636 -0.504947996 0.273850629 0.41592182 NA 16 NA NA 85209260 
cg00551954 5.60E-07 0.000609782 2.464116263 2.97327436 0.845705923 0.885586969 SLC12A7 5 N_Shore Body 1054113 
cg04123157 5.67E-07 0.000611625 -3.820799449 -3.069505219 0.068115715 0.109154252 ANP32A 15 N_Shore Body 69109656 
cg12032027 5.67E-07 0.000611625 2.029007146 2.969134532 0.800421452 0.880548571 ZNF217 20 Island 1stExon 52198225 
cg24936179 5.73E-07 0.00061542 2.991385962 3.766892209 0.886910122 0.928716466 ZBTB46 20 Island Body 62398989 
cg21811896 5.80E-07 0.000620434 1.484578724 2.087993833 0.735912891 0.806522293 MEGF6 1 NA Body 3465381 
cg13383971 5.84E-07 0.000621865 3.015334409 3.595109743 0.888527344 0.92221297 ALOX12 17 N_Shelf Body 6912197 
cg03534208 5.91E-07 0.00062683 1.240763235 1.834279975 0.7014792 0.778371502 ADAMTS17 15 NA Body 100681334 
cg01554149 6.01E-07 0.000634843 1.220049006 1.860663678 0.698997261 0.780411268 NA 16 NA NA 86285923 
cg07702693 6.03E-07 0.000634843 6.111623138 4.357267314 0.984868759 0.939741552 NA 2 NA NA 11118564 
cg26666735 6.12E-07 0.000637021 2.237122966 2.693804663 0.824463702 0.864793783 NA 7 NA NA 29026999 
cg23475112 6.13E-07 0.000637021 3.439410168 4.365978277 0.91290428 0.950956996 SLC22A5 5 NA Body 131725325 
cg02770252 6.15E-07 0.000637021 1.642674685 2.394666236 0.755954098 0.83550256 NA 6 NA NA 14450312 
cg27560481 6.15E-07 0.000637021 2.66141432 3.106164645 0.862850005 0.894983034 NA 17 S_Shelf NA 33472370 
cg11106836 6.23E-07 0.000642492 3.438156319 4.123757216 0.914826304 0.943864806 NA 11 N_Shelf NA 117852822 
cg03756522 6.30E-07 0.000647045 2.561777884 3.127662291 0.852647906 0.8963334 NA 2 Island NA 242788804 
cg25552889 6.36E-07 0.000649924 2.903150255 3.497609217 0.881170202 0.916849374 FAM131A 3 S_Shore 5'UTR, Body 184057683 
cg16616918 6.41E-07 0.000652646 1.393879991 2.100150624 0.723517029 0.806228486 SMYD4 17 NA Body 1686627 
cg00151919 6.44E-07 0.000652779 -5.456357149 -4.584431728 0.023556289 0.041639148 SLC25A15 13 N_Shore TSS1500 41363245 
cg18045152 6.55E-07 0.000661525 1.54639141 2.076120181 0.744301871 0.806031514 DMKN 19 NA Body, TSS200 35992984 
cg01118868 6.62E-07 0.000664181 0.654824218 1.158936148 0.610860739 0.689330159 NA 20 N_Shore NA 62460177 
cg17805540 6.63E-07 0.000664181 -1.192103806 -1.88512156 0.305789889 0.217069829 NKX3-2 4 Island Body 13543730 
cg15358752 6.66E-07 0.00066542 -3.350300359 -3.983568552 0.091364953 0.060506825 OBSCN 1 Island Body 228566333 
cg04111577 6.74E-07 0.000670209 4.466036109 3.781405858 0.955236089 0.930891965 NA 11 NA NA 41741897 
cg02815282 6.78E-07 0.000670209 -4.575497515 -3.53056583 0.041995098 0.085363553 NA 11 Island Body, 1stExon, 5'UTR 67141135 
cg18712352 6.79E-07 0.000670209 -3.529353783 -2.897308148 0.081000683 0.120640124 ZBTB1 14 S_Shore 5'UTR 64972736 
cg19926144 6.89E-07 0.000674089 1.653049228 2.406040557 0.757006312 0.836578658 DIP2C 10 NA Body 661009 
cg15424250 6.90E-07 0.000674089 -4.689820929 -4.024446727 0.038422804 0.059134466 SCRN1 7 Island 1stExon, TSS1500, TSS200 30029808 
cg09473244 6.94E-07 0.000674089 2.682061493 3.240378667 0.864325747 0.902541685 NA 10 S_Shelf NA 121305246 
cg26663560 6.94E-07 0.000674089 4.782413971 4.304196313 0.964449377 0.951351327 DTWD1 15 NA 3'UTR 49936571 
cg03045831 6.98E-07 0.000674635 -6.134733827 -4.868548387 0.016118118 0.035578536 PTPN13 4 Island TSS200 87515380 
cg12856760 7.00E-07 0.000674635 6.281870273 4.897721146 0.984564552 0.965307654 TBC1D16 17 NA Body 77976092 
cg12982374 7.14E-07 0.000685813 1.579647353 2.121560121 0.748481965 0.810850067 FGFR4 5 S_Shelf Body 176523370 
cg19878884 7.19E-07 0.000687274 0.658324023 1.011418029 0.611942665 0.667874021 ESRRA 11 N_Shelf Body 64081631 
cg04650899 7.21E-07 0.000687274 -4.439930688 -5.563192001 0.046695504 0.022793662 SAMD14 17 Island Body 48194835 
cg17701417 7.37E-07 0.000700027 -3.391117425 -3.866297632 0.087913836 0.064851695 NA 8 S_Shore NA 80696520 
cg14806374 7.53E-07 0.000712315 -5.567556911 -5.013208901 0.020853791 0.030737603 FNBP4 11 S_Shore TSS200 47789155 
cg04422256 7.85E-07 0.000736991 -1.565698858 -2.445247439 0.25571893 0.161063225 GRID1 10 Island Body 88123169 
cg12471171 7.85E-07 0.000736991 2.214397679 3.017977598 0.819938504 0.885785627 WNT11 11 NA Body 75898203 
cg16704530 7.89E-07 0.000738191 0.999427594 1.712195262 0.665954675 0.761276391 TRAF3IP2 6 NA Body, TSS1500 111889939 
cg12161970 7.92E-07 0.000738492 4.334228477 3.768913196 0.951497991 0.931013111 NA 10 NA NA 43209934 
cg11905324 7.98E-07 0.000740892 2.650263301 3.118666655 0.861756954 0.895654145 NA 8 NA NA 49817266 
cg09003057 8.01E-07 0.000740892 2.86316197 3.628298338 0.878128025 0.921832839 CCDC88C 14 NA Body 91853728 
cg18905633 8.08E-07 0.000744796 1.6720578 2.194764849 0.759688381 0.819078794 NUDT14 14 S_Shore TSS1500 105648697 
cg11036032 8.11E-07 0.000745513 2.139647295 2.665539565 0.813419718 0.862400889 PAPD7 5 NA Body 6747615 
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cg13398027 8.28E-07 0.00075776 1.420479598 2.021180535 0.726835413 0.799454695 SMAD7 18 Island Body 46447840 
cg25233208 8.37E-07 0.00076212 1.591565004 2.282391395 0.750265789 0.82492586 NCRUPAR 5 N_Shelf TSS1500 76007292 
cg19359676 8.40E-07 0.00076212 2.862913268 3.489565021 0.877928276 0.916078832 NA 2 N_Shelf NA 45534806 
cg08282747 8.42E-07 0.00076212 4.053725312 3.475901269 0.942282793 0.916064218 NA 15 S_Shore NA 25019778 
cg22348654 8.47E-07 0.00076212 1.656516861 2.258355698 0.757217662 0.824788041 C1orf170 1 N_Shelf Body 916058 
cg11076902 8.47E-07 0.00076212 1.405384673 1.954570913 0.725041484 0.792476927 ODZ4 11 NA 5'UTR 78974086 
cg14319545 8.51E-07 0.000762423 1.504143341 1.986693165 0.737923824 0.797297455 NA 11 NA NA 2004113 
cg05681859 8.54E-07 0.000762789 -1.610617361 -2.214343021 0.247483174 0.180503872 FLOT1 6 NA Body 30698734 
cg13187820 8.60E-07 0.000765158 3.409155255 4.051688132 0.911998929 0.941913047 FARP1 13 NA Body 98960562 
cg15715933 8.72E-07 0.000773224 1.177246406 2.04051309 0.687445453 0.80140459 LRRC33 3 S_Shore Body 196388567 
cg02708003 8.77E-07 0.000775288 1.977553454 2.499464507 0.796598621 0.847744042 PRSS48 4 NA TSS1500 152197739 
cg17961892 8.85E-07 0.000778101 -4.925149009 -3.696031894 0.033434174 0.080812795 NA 6 N_Shore NA 30069296 
cg07978924 8.87E-07 0.000778101 -5.458937383 -4.228579539 0.025376936 0.053049925 SBK1 16 Island 5'UTR, 1stExon 28304175 
cg04777769 8.99E-07 0.000786469 1.658263523 2.243222436 0.757313339 0.823574007 NA 6 N_Shelf NA 170544352 
cg21128787 9.05E-07 0.000789055 2.40815799 3.005794392 0.839546805 0.887397846 NA 2 NA NA 11076220 
cg19932080 9.10E-07 0.000789917 1.940513634 2.536058559 0.79183329 0.850404291 CRABP1 15 N_Shore TSS1500 78631179 
cg17001430 9.17E-07 0.000793406 1.787370412 2.30592282 0.77444634 0.82977138 KIF25 6 NA TSS1500 168418276 
cg14522047 9.24E-07 0.000795968 1.195362719 1.667523422 0.695387713 0.758966599 CREB3L2 7 NA Body 137678229 
cg00534540 9.26E-07 0.000795968 1.903825273 2.423996187 0.788129063 0.840967075 PTPRN2 7 Island Body 157586789 
cg11771198 9.38E-07 0.0008038 1.509007633 2.049230628 0.739078276 0.803066458 NA 17 N_Shore NA 75250402 
cg02694037 9.58E-07 0.000818226 2.098467254 3.051258178 0.807037021 0.886099962 APBB2 4 NA 5'UTR 41125894 
cg11524260 9.87E-07 0.000839792 1.642813891 2.0341588 0.756664929 0.802977344 FAM86C2P 11 N_Shore Body 67571294 
cg15044322 9.91E-07 0.000840139 2.587496475 3.231251203 0.856028193 0.901165055 CABP2 11 S_Shelf TSS200 67291020 
cg20487932 9.98E-07 0.000843589 2.279321996 2.785898488 0.827983979 0.871856626 SSH1 12 NA Body 109234959 
cg13513411 1.02E-06 0.000860687 5.582679894 4.597890385 0.977479947 0.959015149 DPP9 19 N_Shore 3'UTR 4676202 
cg13261106 1.04E-06 0.000869677 1.605586855 2.171698925 0.751587314 0.815773587 NA 14 NA NA 55999890 
cg07204255 1.05E-06 0.000879696 -6.097962154 -5.287667787 0.015404648 0.02553319 NA 16 Island NA 4377893 
cg23095615 1.06E-06 0.000885699 -5.685189298 -4.369515291 0.021871719 0.050225066 FBXO30 6 Island TSS1500 146136563 
cg25921813 1.07E-06 0.000891453 1.809911915 2.805674312 0.775873997 0.86631816 XXYLT1 3 NA Body 194797138 
cg01636747 1.08E-06 0.00089623 -5.3139916 -4.29981189 0.025633766 0.052323257 NA 16 Island NA 28957148 
cg00605001 1.09E-06 0.000898598 4.790944915 4.262087875 0.964397007 0.949898107 NA 6 NA NA 88986261 
cg24408769 1.11E-06 0.000910156 0.895366492 1.587647639 0.649412045 0.746090018 JARID2 6 NA Body 15506085 
cg06911974 1.11E-06 0.000912591 2.005586628 2.479136374 0.799092938 0.846823071 ERGIC1 5 N_Shore TSS1500 172260464 
cg15809352 1.12E-06 0.000912591 2.277377145 2.795149553 0.827867685 0.872410013 GLI2 2 S_Shore Body 121748218 
cg13562011 1.12E-06 0.000915945 2.005166516 2.575196668 0.798965698 0.854141253 EXD3 9 N_Shelf 5'UTR 140308660 
cg11902641 1.13E-06 0.000917107 1.475778479 2.027787695 0.734702436 0.800445929 NA 6 NA NA 1418924 
cg06950666 1.14E-06 0.000922537 6.235649574 5.268036133 0.985797319 0.973135026 HDAC4 2 Island Body 240101752 
cg06996147 1.14E-06 0.000922537 2.072454303 3.005385137 0.802963952 0.883966772 NA 13 NA NA 112331836 
cg18912728 1.15E-06 0.000922537 -1.630222441 -2.243811048 0.246203104 0.176980773 NA 6 Island NA 45631106 
cg11992375 1.16E-06 0.000926894 -7.250851211 -4.881192928 0.009282797 0.035913691 NA 6 N_Shore 1stExon, TSS1500, 3'UTR 27840957 
cg11002709 1.16E-06 0.000926894 1.467405863 1.982150834 0.733623688 0.795821948 RBMS2 12 NA Body 56923557 
cg07052390 1.16E-06 0.000926894 -8.144632606 -6.239893936 0.002695035 0.014313389 IGSF9B 11 Island TSS200 133827076 
cg07251128 1.18E-06 0.00093379 1.588245366 2.067576542 0.74972658 0.805571944 NA 11 S_Shelf NA 67239107 
cg15992535 1.18E-06 0.00093379 -3.891887048 -5.192303275 0.066782374 0.030471827 NRG2 5 Island Body 139228150 
cg04718304 1.20E-06 0.000940562 0.740666342 1.244718034 0.624933092 0.701534011 NA 10 NA NA 134703407 
cg01270001 1.20E-06 0.000940562 -3.42141793 -4.240959908 0.087456205 0.052739242 NA 7 Island 1stExon, 5'UTR 150020401 
cg16326743 1.20E-06 0.000940562 2.090105298 2.736763854 0.80802197 0.866468346 FGFR4 5 S_Shore Body 176522599 
cg08734853 1.20E-06 0.000940562 2.481557614 3.133145965 0.846959134 0.894769125 NA 19 NA 5'UTR, TSS1500 14598345 
cg05260886 1.21E-06 0.000941542 1.729278678 2.325153882 0.767084191 0.830668348 CCDC88C 14 NA Body 91854239 
cg12084541 1.21E-06 0.000941542 0.365146679 1.083844425 0.562274572 0.675968403 NA 19 S_Shelf NA 670566 
cg12992689 1.21E-06 0.000941542 5.056087052 4.364491833 0.969380503 0.95299912 RNF10 12 N_Shelf 3'UTR 121015354 
cg01798385 1.22E-06 0.000944131 1.744661202 2.142007433 0.769571361 0.814280772 PREX1 20 S_Shelf Body 47284667 
cg14431850 1.23E-06 0.00094991 2.825487917 3.533463191 0.874359092 0.917835446 ABCA1 9 NA 5'UTR 107666012 
cg22846807 1.25E-06 0.000956966 1.052439063 1.471296176 0.674089398 0.733843404 HIGD1B 17 NA 5'UTR, 1stExon 42925300 
cg13996514 1.25E-06 0.000959276 2.428514017 3.0007817 0.840862235 0.887528612 GRK5 10 NA Body 121024508 
cg22775801 1.27E-06 0.000968317 0.570847928 0.956546604 0.597445683 0.659160613 NA 12 S_Shore NA 123636480 
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cg04880657 1.27E-06 0.000968317 3.174971257 3.676020151 0.899336905 0.926407252 NA 1 N_Shelf NA 23892009 
cg26118809 1.30E-06 0.000983372 -5.33660858 -4.511977633 0.025320239 0.043719144 NA 14 Island NA 105663402 
cg17719360 1.30E-06 0.000983993 2.14225917 2.777554135 0.81447827 0.86928706 SLC7A13 8 NA TSS1500 87243983 
cg18533833 1.31E-06 0.000985919 -8.092195385 -6.062587943 0.00238546 0.016435761 CHFR 12 Island TSS1500 133464613 
cg23131950 1.31E-06 0.000985919 1.511017496 2.091313031 0.738408692 0.807621844 AP2S1 19 S_Shore TSS1500 47354630 
cg16395457 1.32E-06 0.000985919 4.252764833 3.610866521 0.948763251 0.922704279 NA 7 Island NA 81240667 
cg18138484 1.32E-06 0.000985919 2.600681006 3.144593048 0.857302111 0.896667083 CABP2 11 S_Shelf TSS200 67291026 
cg19614748 1.33E-06 0.000990045 1.820774507 2.410616331 0.778158364 0.838890967 NA 2 NA NA 200995046 
cg11642676 1.33E-06 0.000990045 2.514107217 3.023391857 0.849575008 0.889198517 PALM 19 Island 3'UTR 746817 
cg00509007 1.34E-06 0.000990045 2.716711381 3.316694302 0.866069718 0.90694795 NA 11 N_Shelf Body 1781557 
cg10183885 1.35E-06 0.000996906 1.976591889 2.52431981   0.796330228 0.849558053 SLC16A3 17 Island 5'UTR 80187886 
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Table S4. Differentially methylated probes between adenoma-H and adenoma-L 

ID p value q value 
mean M value 

  

mean β value 
sym CHR37 cpgi.relation probe.location cpg.coordinate 

Adenoma-L Adenoma-H Adenoma-L Adenoma-H 

cg26449787 5.65E-12 1.11E-06 -1.860992275 1.651279572 0.221532686 0.755224865 EYA4 6 Island TSS1500 133562087 
cg02432280 8.59E-12 1.11E-06 -1.579672978 2.019434061 0.255491965 0.797445777 NA 7 Island NA 152622368 
cg13181974 5.01E-11 2.96E-06 -2.877765561 1.366140376 0.122431044 0.710838702 MEIS2 15 N_Shore Body 37389489 
cg04804539 6.87E-11 2.96E-06 -1.224280647 1.549723412 0.302286145 0.74188849 MAL 2 Island TSS1500 95691255 
cg16009633 8.21E-11 2.96E-06 -1.819416683 1.048967082 0.227292086 0.672533268 PREX2 8 N_Shore TSS1500 68864179 
cg05293738 8.82E-11 2.96E-06 -2.220471176 1.735408924 0.189198994 0.763724829 PREX2 8 N_Shore TSS1500 68864318 
cg14573089 9.17E-11 2.96E-06 -2.994890696 1.198888745 0.124694505 0.692201899 NA 2 Island NA 182548807 
cg17459204 9.18E-11 2.96E-06 -1.376823126 2.286354356 0.289048073 0.826435836 PREX2 8 N_Shore TSS200 68864523 
cg18500436 1.24E-10 3.55E-06 -1.963445752 0.727537737 0.207401119 0.621349229 NA 4 N_Shore NA 62065809 
cg02065637 1.61E-10 4.14E-06 -1.114044725 1.455205358 0.319596706 0.730459628 MIR124-3 20 Island TSS1500 61809035 
cg22823146 2.08E-10 4.88E-06 -2.504129342 1.003417365 0.15410584 0.661299775 NA 3 Island 5'UTR, TSS1500 71802594 
cg15190742 2.62E-10 5.62E-06 -2.07776957 1.340901399 0.198873047 0.710764492 BEND4 4 Island Body 42154140 
cg04408595 3.92E-10 7.14E-06 -3.066125675 1.01370767 0.115085688 0.660709002 NA 3 Island 5'UTR, TSS1500 71802608 
cg26987597 4.11E-10 7.14E-06 -1.434819868 1.946942437 0.276343665 0.786767235 FOXF2 6 Island 1stExon 1391207 
cg24694675 4.15E-10 7.14E-06 -2.476173147 1.216595481 0.16661676 0.695196179 NA 1 Island NA 76082066 
cg16476975 4.67E-10 7.23E-06 -3.79699131 1.035612759 0.085647843 0.666022251 NA 7 Island NA 155164995 
cg19523085 4.84E-10 7.23E-06 -1.794599015 0.962689511 0.225566034 0.656202971 ADAMTS5 21 Island TSS200 28339477 
cg21176643 5.05E-10 7.23E-06 -3.575680583 0.81104787 0.094832014 0.634587334 RFX4 12 Island Body 106979874 
cg07247419 5.75E-10 7.76E-06 -1.517221576 1.564182623 0.267505006 0.743451651 NKX2-4 20 Island 3'UTR 21376484 
cg04182321 6.25E-10 7.76E-06 -3.318558146 0.813530083 0.098549892 0.629049287 RAB39A 11 Island Body 107799979 
cg21497990 6.32E-10 7.76E-06 -1.143145656 1.389486083 0.314559451 0.719923495 EN2 7 Island Body 155255122 
cg03396151 7.93E-10 9.26E-06 -1.037695987 2.04671701 0.333537619 0.799709286 MEIS2 15 N_Shore Body 37387304 
cg24662718 8.31E-10 9.26E-06 -2.507672935 1.513875817 0.169622465 0.736145452 VAV3 1 Island 1stExon 108507468 
cg11362604 8.63E-10 9.26E-06 -0.887621802 1.378407565 0.352275 0.71890811 MEIS2 15 N_Shore Body 37389585 
cg00500564 9.07E-10 9.35E-06 -2.643906616 1.115171837 0.149561095 0.677402614 NA 10 Island 5'UTR, Body 128994030 
cg00088183 9.81E-10 9.72E-06 -1.579698999 1.510984881 0.261535533 0.736817481 NA 1 Island NA 91185168 
cg24625128 1.04E-09 9.97E-06 -2.004894414 1.098166158 0.206097985 0.675740742 JAM3 11 Island Body 133939064 
cg03957481 1.16E-09 1.03E-05 -4.464065334 -0.149311886 0.051924096 0.475217947 KLHDC7B 22 Island 1stExon 50986962 
cg13909534 1.19E-09 1.03E-05 -3.4615729 -0.330429611 0.086998481 0.446940235 ADAMTS2 5 Island TSS200 178772372 
cg13031210 1.20E-09 1.03E-05 -2.120235145 1.424939327 0.194483382 0.720073133 DBX2 12 Island TSS200 45444902 
cg17228900 1.31E-09 1.07E-05 -2.356680832 1.255113481 0.182997928 0.702481868 IRF4 6 Island 5'UTR, 1stExon 391764 
cg08448589 1.41E-09 1.07E-05 -1.250243134 1.932276429 0.302439303 0.785291211 NA 8 Island NA 69242921 
cg22685245 1.41E-09 1.07E-05 -4.44484714 0.03088264 0.054947704 0.505014945 DTX1 12 Island TSS1500 113495037 
cg00644823 1.43E-09 1.07E-05 -1.208703682 1.461877726 0.30834646 0.730532403 NA 1 Island NA 91301461 
cg26412722 1.46E-09 1.07E-05 -2.979048396 1.028169194 0.131046597 0.666657925 JAM2 21 S_Shore Body 27012615 
cg14103680 1.52E-09 1.09E-05 -2.744044856 1.307826156 0.143086519 0.703069784 NA 6 Island NA 28603059 
cg09726125 1.67E-09 1.13E-05 1.241004839 -1.029434198 0.699278941 0.331256072 NA 17 NA NA 77685623 
cg07244354 1.71E-09 1.13E-05 -2.627596575 -0.057117587 0.14378485 0.490748254 EBF3 10 Island Body 131757801 
cg12532169 1.75E-09 1.13E-05 0.1391536 2.242368603 0.523598806 0.82285961 NDN 15 Island 1stExon, 5'UTR 23932370 
cg26769720 1.83E-09 1.13E-05 -3.562028639 -0.320864469 0.084509714 0.445770884 NA 7 Island NA 121950506 
cg23093609 1.87E-09 1.13E-05 -0.800748889 1.657025879 0.36914331 0.756930106 NA 22 Island NA 32572422 
cg05384102 1.90E-09 1.13E-05 -1.476041917 1.03657339 0.269316161 0.669239669 SNAP91 6 Island TSS1500 84419329 
cg04865531 1.95E-09 1.13E-05 -0.681261245 2.171146673 0.386035755 0.810735829 SHANK3 22 Island Body 51159147 
cg02012576 2.00E-09 1.13E-05 -4.829499839 0.151240049 0.045551456 0.524740246 NA 12 Island NA 133485691 
cg02441747 2.01E-09 1.13E-05 -1.755713209 1.341735392 0.240620083 0.713436357 COL25A1 4 Island 1stExon, 5'UTR 110223646 
cg22413388 2.01E-09 1.13E-05 -3.030806585 1.070644794 0.120278962 0.668450424 WNT7B 22 Island Body 46367617 
cg05381746 2.11E-09 1.14E-05 -2.957054758 0.208869858 0.122175431 0.535051342 MKX 10 Island TSS1500 28035208 
cg04859219 2.13E-09 1.14E-05 2.699320215 -0.56606784 0.86178037 0.407180697 NA 17 N_Shelf NA 16516959 
cg25164624 2.29E-09 1.14E-05 -1.011265192 1.621638976 0.337199437 0.75140747 GFRA4 20 Island Body 3641641 
cg01328892 2.37E-09 1.14E-05 -0.889131749 2.331348536 0.361497395 0.829835185 EYA4 6 Island TSS200 133562332 
cg24176563 2.44E-09 1.14E-05 -1.03000789 1.455904122 0.33353958 0.729676597 EYA4 6 Island 5'UTR, 1stExon 133562776 
cg22932808 2.44E-09 1.14E-05 0.231658194 -3.329392493 0.539738184 0.096584993 NA 7 NA NA 41909842 
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cg14867604 2.45E-09 1.14E-05 -4.185342099 0.138477221 0.06040704 0.523902674 NA 14 Island NA 100438440 
cg27111463 2.47E-09 1.14E-05 -4.383867752 -0.248593705 0.051831901 0.461145789 FOXI3 2 Island Body 88751405 
cg17747005 2.50E-09 1.14E-05 -2.734554991 1.915018413 0.161233558 0.783360982 PREX2 8 N_Shore TSS1500 68864324 
cg11257429 2.56E-09 1.14E-05 -3.240516131 0.031847704 0.10448711 0.506017952 COL23A1 5 Island Body 178016796 
cg02492791 2.60E-09 1.14E-05 -3.058683101 0.043030711 0.118717578 0.507367238 SLC6A15 12 Island 1stExon, 5'UTR 85306548 
cg00006081 2.61E-09 1.14E-05 -1.072037353 1.777289344 0.331438366 0.771240092 HMX2 10 Island Body 124908907 
cg20248093 2.65E-09 1.14E-05 -1.278570597 1.718892725 0.304286433 0.764035435 NA 17 Island NA 77722496 
cg10716835 2.69E-09 1.14E-05 -2.243643206 1.223804031 0.186864347 0.693710438 CYP26A1 10 Island Body 94834582 
cg23831898 2.71E-09 1.14E-05 1.214787339 -1.820333198 0.690905387 0.224606266 HLA-DQB2 6 S_Shore Body 32730130 
cg03538436 2.83E-09 1.16E-05 -1.330115354 1.98984445 0.295322779 0.791784376 NOS1 12 Island 5'UTR, 1stExon 117799370 
cg06202276 2.84E-09 1.16E-05 -1.729445415 2.387904395 0.256560118 0.833783595 NA 4 N_Shore NA 154713333 
cg10008757 2.93E-09 1.17E-05 -2.432039214 1.793728493 0.174097674 0.764010157 GATA3 10 Island 5'UTR 8097183 
cg01940855 2.95E-09 1.17E-05 -2.293130128 1.023194239 0.18503103 0.666662108 CHST11 12 Island Body 104852355 
cg24418420 3.02E-09 1.18E-05 -2.93073226 0.680470584 0.131532349 0.611782162 SLC6A15 12 Island 1stExon, 5'UTR 85306574 
cg17174023 3.17E-09 1.20E-05 -2.135614882 1.238542923 0.195339031 0.694945582 KLHDC7B 22 Island 1stExon 50987453 
cg13213810 3.18E-09 1.20E-05 -1.662486144 1.314557216 0.249851735 0.708248301 SHANK3 22 Island Body 51158720 
cg09283154 3.31E-09 1.24E-05 -1.468878398 0.859481192 0.271345737 0.643011828 SLC35F1 6 Island Body 118229641 
cg04658772 3.40E-09 1.24E-05 -3.904885564 -0.034719795 0.070555416 0.496152952 VAT1L 16 Island TSS200 77822433 
cg06695663 3.52E-09 1.24E-05 -0.403443564 2.315397577 0.432996976 0.827182765 GSC2 22 Island TSS200 19137968 
cg08302913 3.53E-09 1.24E-05 -1.011914912 2.854690349 0.341644377 0.86874212 NA 2 Island NA 182548786 
cg07034660 3.53E-09 1.24E-05 -2.413177325 1.627930357 0.165682312 0.739384218 AMPH 7 N_Shore Body 38670412 
cg16619425 3.59E-09 1.24E-05 -1.8329831 1.802936511 0.238565118 0.771431148 CDH4 20 Island Body 59828528 
cg25940239 3.62E-09 1.24E-05 1.914431433 -1.498718713 0.779271991 0.269683366 NA 8 N_Shore NA 133140200 
cg25530246 3.79E-09 1.29E-05 -3.91846062 -0.340191949 0.073712015 0.44311794 NA 13 Island TSS1500, Body 110960563 
cg10864878 3.97E-09 1.30E-05 -2.475973773 1.05097116 0.174508616 0.672503138 NA 15 Island NA 47477004 
cg21359747 3.97E-09 1.30E-05 -2.2076537 2.114679055 0.205330914 0.804704021 ALDH1A3 15 Island Body 101420636 
cg27658416 4.00E-09 1.30E-05 -4.637947468 0.362536032 0.047775666 0.555577727 NA 6 Island NA 28603033 
cg14236735 4.30E-09 1.37E-05 -2.984369382 1.351280612 0.134214321 0.709244244 NA 9 Island NA 133536345 
cg07016258 4.32E-09 1.37E-05 -0.960204586 0.769805961 0.340908459 0.629326426 BNC1 15 Island TSS1500 83953929 
cg02400572 4.45E-09 1.39E-05 -0.212958678 1.998014859 0.463877433 0.796060937 NGB 14 Island Body 77736734 
cg09390001 4.48E-09 1.39E-05 0.353285024 2.712314765 0.559339664 0.864274168 KIAA1024 15 Island 5'UTR 79725642 
cg15902390 4.68E-09 1.42E-05 -0.927127305 2.194582504 0.354430756 0.816637666 MEIS2 15 Island Body 37387438 
cg02743222 4.69E-09 1.42E-05 -2.528775648 0.967508958 0.16947001 0.659515645 TLX3 5 Island 5'UTR, 1stExon 170736335 
cg03945807 4.90E-09 1.43E-05 3.055439104 -0.156812395 0.883584812 0.473561897 NA 20 N_Shore NA 60948434 
cg23815900 4.98E-09 1.43E-05 -1.242702559 1.391446977 0.30291694 0.719310374 NA 14 Island NA 60981978 
cg17722675 5.08E-09 1.43E-05 -1.443200924 1.722121163 0.284427771 0.763558872 EYA4 6 Island 5'UTR 133563382 
cg05350411 5.09E-09 1.43E-05 -1.041458067 1.308398807 0.330488492 0.70841976 NA 4 Island NA 569174 
cg01568998 5.15E-09 1.43E-05 -0.891588254 1.633993353 0.354981167 0.752194143 PREX2 8 Island Body 68864782 
cg25649784 5.16E-09 1.43E-05 0.22796228 -2.295046913 0.538754769 0.174242207 NA 8 NA NA 115565512 
cg05422683 5.26E-09 1.43E-05 -1.719086642 1.120643713 0.243972169 0.681431863 CNTNAP2 7 Island 1stExon 145814003 
cg06759058 5.26E-09 1.43E-05 -3.10805332 0.973691788 0.127044741 0.658495558 NA 6 Island NA 28602864 
cg21516162 5.35E-09 1.43E-05 2.33072284 -0.634660634 0.822000381 0.39392256 CARD11 7 NA Body 2953889 
cg12853633 5.36E-09 1.43E-05 -3.090351698 0.016868274 0.112052117 0.50309341 NA 14 Island NA 57264919 
cg02626657 5.37E-09 1.43E-05 -2.264314812 0.629653413 0.180898037 0.604101914 NA 11 Island NA 8040756 
cg02861926 5.38E-09 1.43E-05 0.126316542 -2.367097855 0.521967225 0.168386119 NA 19 NA TSS1500, 5'UTR 56348742 
cg24047044 5.53E-09 1.43E-05 1.578877072 -0.821529544 0.745655684 0.364964399 NA 1 NA NA 56299009 
cg16043144 5.60E-09 1.43E-05 -1.54156512 1.056333674 0.263269576 0.67173047 CPEB1 15 Island Body 83316378 
cg12324970 5.70E-09 1.43E-05 0.189397186 2.157177464 0.532610104 0.813834354 PITX3 10 Island 5'UTR 104000446 
cg15343461 5.74E-09 1.43E-05 -2.853530544 0.656704533 0.135158537 0.608058276 SYNDIG1 20 Island 5'UTR 24451084 
cg24788194 5.74E-09 1.43E-05 -2.319029206 1.128170838 0.17985225 0.67924303 GFRA4 20 Island Body 3641652 
cg16347317 5.79E-09 1.43E-05 -3.397081539 -0.528293125 0.09534741 0.410461867 EYA4 6 Island TSS200 133562336 
cg16650529 5.81E-09 1.43E-05 -2.379461346 0.920062861 0.178642156 0.650913421 NA 2 Island NA 182548750 
cg05667348 5.83E-09 1.43E-05 -2.508585778 1.073781768 0.165224286 0.672588311 VAX1 10 Island Body 118892581 
cg08354093 5.97E-09 1.45E-05 -1.432415426 0.670914382 0.277158953 0.613766276 THBD 20 Island 1stExon 23029640 
cg13960084 6.17E-09 1.47E-05 -3.662929377 1.696209777 0.101896247 0.751020493 CACNA1B 9 Island Body 140773147 
cg24562819 6.20E-09 1.47E-05 -0.868388478 2.106408124 0.360754803 0.805260492 THBD 20 Island 1stExon 23029806 
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cg13259925 6.23E-09 1.47E-05 -1.133096239 1.589845512 0.320413702 0.745870727 LRAT 4 Island Body 155665832 
cg04261408 6.32E-09 1.47E-05 -1.369021984 2.699401462 0.301091465 0.858302511 SDC2 8 Island Body 97506675 
cg07024786 6.45E-09 1.47E-05 0.359787442 -3.024821538 0.563019125 0.116947045 WIPF3 7 NA Body 29883787 
cg09990962 6.47E-09 1.47E-05 -1.356068289 1.488842049 0.293525469 0.734617244 PRDM16 1 Island Body 3164431 
cg03973705 6.47E-09 1.47E-05 0.868898058 -1.296145898 0.643007235 0.291771292 PRKCB 16 NA Body 24174850 
cg04130185 6.48E-09 1.47E-05 -2.743397461 0.591409932 0.142299949 0.597935166 NA 10 Island 1stExon, TSS1500 102988251 
cg11965976 6.65E-09 1.47E-05 -1.750864972 2.317631953 0.256289554 0.825711311 FBN2 5 Island TSS1500 127874463 
cg18023283 6.66E-09 1.47E-05 -1.093664558 2.701090184 0.339978653 0.86162181 SLC6A15 12 Island TSS1500 85306828 
cg26656135 6.75E-09 1.47E-05 -1.56687902 1.402787283 0.268839864 0.723801011 EYA4 6 Island 5'UTR, 1stExon 133562774 
cg13588800 6.79E-09 1.47E-05 -2.573439192 1.499326068 0.165546043 0.729058996 TWIST1 7 N_Shore 3'UTR 19155785 
cg27313572 6.83E-09 1.47E-05 -4.624420554 0.300393058 0.05224692 0.546323118 VIM 10 Island 5'UTR 17271294 
cg15370180 6.84E-09 1.47E-05 -1.239757332 0.869451613 0.299531412 0.64315442 NA 10 Island NA 23484326 
cg07201620 7.06E-09 1.49E-05 -1.676839404 1.822228171 0.248459443 0.76804827 EDIL3 5 Island Body 83679941 
cg14290904 7.07E-09 1.49E-05 -2.060503378 1.315414222 0.207236569 0.706591082 NKX2-1 14 Island Body 36986585 
cg04462132 7.15E-09 1.49E-05 1.081193772 -1.050559692 0.675448172 0.327804206 PARK2 6 NA Body 161860635 
cg05212802 7.16E-09 1.49E-05 -1.971130692 1.363587486 0.221948908 0.715888505 RNF150 4 Island 1stExon 142053623 
cg00646347 7.29E-09 1.50E-05 -0.306769638 2.352523329 0.450234775 0.833516388 UTF1 10 Island Body 135044856 
cg25092681 7.85E-09 1.60E-05 -3.218475103 0.440122869 0.113656641 0.573017977 11-Mar 5 Island TSS200 16180033 
cg01630690 7.90E-09 1.60E-05 -0.747470332 2.030922139 0.37974499 0.799117627 NA 14 Island NA 36992001 
cg03815358 8.08E-09 1.61E-05 -0.865476719 1.367114308 0.356105626 0.715941786 SNAP91 6 Island TSS1500 84419352 
cg18565783 8.09E-09 1.61E-05 -1.273501812 1.508095489 0.296446838 0.731640332 NA 10 Island NA 57390704 
cg00945234 8.13E-09 1.61E-05 -2.456103154 0.556004693 0.16455085 0.59240658 DMRTA2 1 Island Body 50886411 
cg02084669 8.57E-09 1.69E-05 -2.887839231 0.562724913 0.135443186 0.592584622 VSX2 14 Island Body 74707360 
cg05562381 8.71E-09 1.70E-05 -3.563360497 0.519100442 0.085326199 0.583417861 NA 17 Island NA 8230350 
cg01108118 8.86E-09 1.71E-05 -1.385740673 1.776932662 0.287863861 0.766287172 IRF4 6 Island TSS1500 391189 
cg16827475 8.94E-09 1.71E-05 -1.930133186 1.469482862 0.229413695 0.730666306 NA 10 Island NA 131767526 
cg11097433 9.00E-09 1.71E-05 -0.763656349 1.635001332 0.375375985 0.753004605 SORCS1 10 Island TSS1500 108924557 
cg17170568 9.03E-09 1.71E-05 -3.962461528 -1.746444982 0.062668514 0.233255252 NA 7 Island TSS200, 1stExon, 5'UTR 156433406 
cg12091732 9.26E-09 1.74E-05 -3.396518007 0.249936139 0.103235861 0.542729156 NA 10 Island TSS200, 5'UTR 82116446 
cg11811559 9.41E-09 1.76E-05 1.812778401 -0.901644313 0.77038442 0.352884471 TCL1A 14 N_Shore Body 96178999 
cg18254848 9.56E-09 1.77E-05 1.864428172 -0.316242704 0.779398894 0.446288344 CLC 19 NA Body 40227949 
cg22260952 9.82E-09 1.81E-05 -4.162595593 0.469176191 0.072513808 0.575672244 CHST11 12 S_Shore Body 104852446 
cg15015920 9.95E-09 1.81E-05 -2.993385826 0.552901781 0.127377892 0.590658751 11-Mar 5 Island 1stExon, 5'UTR 16179873 
cg06237774 9.98E-09 1.81E-05 -1.937520738 1.658082209 0.227175473 0.752110531 DPY19L2P4 7 Island TSS1500 89748278 
cg17293936 1.01E-08 1.82E-05 -3.094828306 0.641958781 0.120227659 0.6055704 DGKG 3 Island Body 185911519 
cg24053721 1.02E-08 1.82E-05 -2.710247749 0.475523203 0.14518275 0.578777521 RNF150 4 Island 1stExon, 5'UTR 142053970 
cg02742906 1.04E-08 1.83E-05 -0.873437281 1.424558447 0.358754101 0.725757327 NA 13 Island NA 112758625 
cg01112805 1.04E-08 1.83E-05 -0.127730669 2.200645619 0.478011173 0.815288782 FREM2 13 Island 1stExon 39262298 
cg07198552 1.04E-08 1.83E-05 -0.919779429 1.838097871 0.353437377 0.777236959 CDH4 20 Island Body 59828977 
cg07927540 1.06E-08 1.84E-05 0.110352098 -2.90179038 0.518775267 0.127762835 SMOC2 6 NA Body 169049163 
cg08701047 1.12E-08 1.93E-05 -2.386972474 0.637617705 0.176788277 0.606694226 NA 10 NA NA 130085199 
cg03340466 1.14E-08 1.96E-05 -0.8349517 1.76524574 0.365906551 0.768816318 FAM163A 1 Island 5'UTR 179712740 
cg03912954 1.15E-08 1.97E-05 -3.103712239 0.770826125 0.124209032 0.627075889 CACNA1B 9 Island Body 140773129 
cg01615424 1.17E-08 1.97E-05 -1.504750589 1.543808383 0.270451667 0.737003996 NA 15 Island NA 32639059 
cg02562431 1.17E-08 1.97E-05 -1.624512348 1.305128003 0.25749602 0.707235801 PCDH10 4 Island TSS200 134070369 
cg10443049 1.18E-08 1.97E-05 -1.431121261 1.857500251 0.286342347 0.77751325 NXPH1 7 N_Shore Body 8481537 
cg04350913 1.19E-08 1.98E-05 -1.1610924 1.762347584 0.321160023 0.767954287 FGF12 3 Island 5'UTR, 1stExon, Body 192126584 
cg25842285 1.22E-08 2.00E-05 -1.525321233 2.093718724 0.2816409 0.804626423 CNNM1 10 Island 1stExon 101089972 
cg16952286 1.22E-08 2.00E-05 -1.025514584 0.463989231 0.33067022 0.579372921 NA 6 Island NA 28602894 
cg06936631 1.24E-08 2.02E-05 -2.094477833 0.204186972 0.19444236 0.53395084 SHANK1 19 Island Body 51171997 
cg10151473 1.30E-08 2.08E-05 -3.067173753 0.302701066 0.125976198 0.551552047 ITIH5 10 NA TSS200 7708934 
cg20422099 1.30E-08 2.08E-05 -1.286750909 2.168158329 0.309288622 0.81129042 ADAMTS2 5 Island Body 178771393 
cg13181164 1.31E-08 2.08E-05 -2.168279588 1.212974766 0.188101386 0.686630749 MEIS2 15 N_Shore Body 37388828 
cg26725891 1.32E-08 2.08E-05 0.255938517 1.893194188 0.543583639 0.786099151 NDN 15 Island 1stExon, 5'UTR 23932412 
cg07498275 1.32E-08 2.08E-05 -1.051703466 2.175185435 0.340560473 0.813641287 SALL1 16 Island TSS1500, Body 51184886 
cg19909787 1.33E-08 2.08E-05 -2.587028617 0.347455329 0.152739584 0.558051019 HMX2 10 Island 1stExon, 5'UTR 124907708 
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cg10463150 1.34E-08 2.08E-05 -2.611649014 1.172443424 0.16893656 0.689106955 HELT 4 Island Body 185941601 
cg09021626 1.35E-08 2.08E-05 -1.133544162 1.891438778 0.318347094 0.777133749 SLC8A1 2 S_Shore 5'UTR 40679076 
cg03099431 1.35E-08 2.08E-05 -1.769097218 1.571703345 0.24226422 0.740708837 SHISA2 13 Island TSS200 26625396 
cg26071016 1.36E-08 2.08E-05 -0.957072897 1.835565172 0.349066969 0.777496586 KCNA3 1 Island TSS200 111217785 
cg06393563 1.40E-08 2.11E-05 -2.159746466 0.36949727 0.187311416 0.563702932 EYA4 6 S_Shore 5'UTR 133564066 
cg13828758 1.42E-08 2.11E-05 0.73372092 2.420293038 0.623738365 0.840124779 NDN 15 Island 1stExon, 5'UTR 23932373 
cg14643586 1.42E-08 2.11E-05 -0.312930252 1.948578063 0.447542763 0.790586883 NA 9 Island NA 95569618 
cg01983393 1.44E-08 2.11E-05 1.476631039 -1.485624186 0.727404837 0.270325107 SEMA3E 7 NA Body 83081175 
cg17287235 1.44E-08 2.11E-05 -2.219591493 0.702445813 0.189640879 0.61686658 NA 10 Island NA 131768149 
cg15890143 1.44E-08 2.11E-05 -2.617682647 1.103337072 0.168352158 0.68066785 NGB 14 Island Body 77736904 
cg06564900 1.47E-08 2.11E-05 -1.207772687 2.002314489 0.312629581 0.790713942 FIGN 2 N_Shore TSS200 164592568 
cg11968091 1.47E-08 2.11E-05 -3.105346715 0.568443446 0.12326836 0.593396261 ODZ4 11 Island 5'UTR 79149860 
cg08218734 1.48E-08 2.11E-05 -1.21536747 2.16672871 0.309566335 0.805484801 NA 10 Island 5'UTR, Body 128993810 
cg07857243 1.49E-08 2.11E-05 -3.52354322 -0.042963374 0.086540753 0.498161359 VAT1L 16 Island TSS200 77822441 
cg15573040 1.50E-08 2.11E-05 -4.580733968 -0.091025356 0.057903399 0.485078422 ST8SIA2 15 Island Body 92938295 
cg13939859 1.50E-08 2.11E-05 -3.390578441 0.348264288 0.105805132 0.55777091 BARHL2 1 Island TSS1500 91183519 
cg08826251 1.50E-08 2.11E-05 -0.885728104 1.863890189 0.356585702 0.777017642 NA 14 Island NA 58332909 
cg13596497 1.50E-08 2.11E-05 -1.496737289 1.164930071 0.273971853 0.689399573 NA 13 Island Body, TSS1500 110959104 
cg24504569 1.51E-08 2.11E-05 -2.081861354 0.387751632 0.199080672 0.56542756 SYNDIG1 20 Island 5'UTR 24451428 
cg03444245 1.51E-08 2.11E-05 -0.971945206 1.034787643 0.342215092 0.670535348 NA 11 Island NA 45377079 
cg17694795 1.55E-08 2.16E-05 -2.006604566 1.07776481 0.219577438 0.6765851 NA 8 Island NA 67874366 
cg19079845 1.56E-08 2.16E-05 -2.447022316 0.606039688 0.164177023 0.602477547 PAX1 20 Island 1stExon, 5'UTR 21686308 
cg20581321 1.57E-08 2.16E-05 -0.819294281 2.194876966 0.374741527 0.818975573 CNGA3 2 Island 5'UTR 98963585 
cg12816961 1.58E-08 2.16E-05 -2.489972662 0.826590371 0.17318011 0.636982046 NKX6-2 10 Island Body 134598927 
cg01059449 1.60E-08 2.16E-05 -0.768188623 1.776310341 0.376350957 0.770253616 ST8SIA5 18 Island TSS1500 44338099 
cg02165799 1.60E-08 2.16E-05 -1.941891322 2.091614878 0.23387625 0.800586485 NA 20 Island 1stExon, 5'UTR, Body 61885850 
cg11901272 1.60E-08 2.16E-05 -1.919339045 1.134145639 0.226385819 0.683788055 HCG4 6 Island Body 29760447 
cg20078817 1.61E-08 2.16E-05 3.181936902 0.578423649 0.89847111 0.594658255 RFPL3-AS1 22 NA TSS1500 32768114 
cg27357229 1.62E-08 2.17E-05 0.469284492 -2.074815521 0.578315473 0.19626309 SCN9A 2 NA Body 167115691 
cg14845689 1.65E-08 2.18E-05 -3.495072652 -0.379933668 0.092504431 0.436481901 EMX2 10 S_Shore Body 119306193 
cg23158731 1.65E-08 2.18E-05 -3.189574099 0.135554334 0.114873691 0.522977312 COL14A1 8 Island 5'UTR 121137734 
cg01229798 1.66E-08 2.18E-05 -2.336150231 1.375353351 0.189845772 0.717153191 GRID1 10 Island TSS1500 88126853 
cg10989763 1.67E-08 2.18E-05 -0.473521702 1.994362493 0.421923918 0.795507623 NXPH2 2 Island Body 139537745 
cg20286200 1.69E-08 2.19E-05 -1.110720099 1.755235276 0.322668361 0.763246474 EYA4 6 Island TSS1500 133562267 
cg23097534 1.69E-08 2.19E-05 -1.753145795 1.870145071 0.254656436 0.779924902 GDNF 5 Island 5'UTR, TSS1500 37836748 
cg12109455 1.71E-08 2.19E-05 -1.875768156 1.132814117 0.224283181 0.680438954 DPYSL4 10 Island Body 134000737 
cg06759189 1.73E-08 2.19E-05 -3.839918671 0.00135787 0.075919342 0.500873236 NA 17 Island NA 77777947 
cg11431055 1.74E-08 2.19E-05 -2.382892933 -0.104869885 0.162534001 0.482552628 NA 1 Island NA 148854588 
cg04642306 1.74E-08 2.19E-05 -0.220426702 2.281175178 0.463786441 0.824086718 NCAM1 11 Island Body 112834466 
cg19098619 1.74E-08 2.19E-05 0.871145534 -1.828018764 0.639140091 0.223340069 SCN9A 2 NA 5'UTR 167193695 
cg19156483 1.75E-08 2.19E-05 -1.387273524 1.28854907 0.285740115 0.704758567 FIGN 2 N_Shore TSS200 164592571 
cg06987468 1.75E-08 2.19E-05 -0.947559226 1.912045387 0.349602586 0.78332377 WNT2 7 Island TSS200 116963502 
cg25563456 1.78E-08 2.21E-05 -1.778179414 1.322697823 0.240366483 0.708062949 NA 11 Island Body, TSS1500 32456069 
cg24812837 1.78E-08 2.21E-05 -2.175046573 1.101324296 0.20545605 0.680276833 TLX1 10 Island Body 102894120 
cg01517740 1.80E-08 2.22E-05 -0.868291914 1.840744782 0.361302242 0.776039854 NA 8 S_Shore NA 65291990 
cg03266780 1.86E-08 2.28E-05 1.146775353 -1.436958759 0.679996404 0.27315559 COL19A1 6 NA Body 70762024 
cg23964057 1.89E-08 2.28E-05 -3.492423439 0.179244277 0.101084151 0.531059464 FGF4 11 Island 1stExon, 5'UTR 69590113 
cg14968543 1.90E-08 2.28E-05 -1.613777984 1.636900795 0.258566709 0.747142773 NA 8 Island NA 99986964 
cg23303074 1.90E-08 2.28E-05 -2.599267789 0.112913158 0.144510537 0.518534003 LRAT 4 Island Body 155665625 
cg20686234 1.91E-08 2.28E-05 -4.380704199 -0.066527796 0.060908384 0.488857314 SARM1 17 Island 1stExon 26699485 
cg19675084 1.92E-08 2.28E-05 -2.478028132 0.626592635 0.168716394 0.60381886 SLC32A1 20 N_Shore TSS1500 37351945 
cg00330492 1.92E-08 2.28E-05 -1.269478411 0.851074124 0.30149146 0.642615214 NA 15 Island NA 28352558 
cg11549615 1.94E-08 2.28E-05 -2.738148488 0.723742696 0.139741694 0.614949746 PREX2 8 N_Shore TSS1500 68864247 
cg27467929 1.94E-08 2.28E-05 -2.095058153 1.584028013 0.2123543 0.741796592 PREX2 8 N_Shore TSS200 68864529 
cg25942450 1.94E-08 2.28E-05 -1.162871275 1.98083631 0.323930886 0.792549535 TLX3 5 Island TSS200 170736251 
cg26136365 1.94E-08 2.28E-05 -0.829837786 1.680825993 0.368352231 0.759182233 FEZF2 3 Island Body 62358379 
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cg04991805 1.95E-08 2.28E-05 -1.980954918 1.726764372 0.232283543 0.764261196 CRTAC1 10 Island TSS1500 99790910 
cg07903677 1.98E-08 2.30E-05 -0.474402788 1.915234624 0.424386197 0.788189389 KCNA3 1 S_Shore TSS1500 111218079 
cg08211028 2.01E-08 2.32E-05 -1.579056649 1.58650831 0.256659231 0.737609182 NA 10 Island NA 109674963 
cg07821427 2.02E-08 2.32E-05 -3.201759975 1.719669361 0.136959034 0.757253142 VAT1L 16 Island TSS200 77822419 
cg14233354 2.05E-08 2.35E-05 -2.439620503 1.626428287 0.187687021 0.752227656 CRTAC1 10 Island TSS200 99790761 
cg15267232 2.08E-08 2.37E-05 -2.069099512 1.1534122 0.20600347 0.682841976 GATA3 10 Island Body 8097689 
cg13554086 2.10E-08 2.37E-05 -1.38389989 0.840415169 0.285178829 0.640492232 PDE8B 5 Island Body 76507100 
cg12882697 2.11E-08 2.37E-05 -3.220554454 -0.090599579 0.112079409 0.485071524 SLC6A3 5 Island TSS200 1445549 
cg10390058 2.12E-08 2.37E-05 -1.301383755 1.639948865 0.299412405 0.75041062 GALR1 18 Island 1stExon 74962794 
cg23991622 2.12E-08 2.37E-05 -4.164826026 0.452602483 0.064625369 0.565224861 VIM 10 Island 5'UTR 17271303 
cg25291138 2.14E-08 2.38E-05 -0.807257724 2.255699556 0.375431026 0.822047541 SFMBT2 10 Island 5'UTR 7451822 
cg18338311 2.14E-08 2.38E-05 -1.45679626 1.737232707 0.287397564 0.765237426 TMEM132E 17 Island 1stExon, 5'UTR 32907939 
cg03749016 2.19E-08 2.42E-05 -1.761045234 1.603422144 0.248531249 0.746061845 NKX2-6 8 Island TSS1500 23564591 
cg12656020 2.21E-08 2.43E-05 -1.648040243 0.571739262 0.250901518 0.596855492 NA 1 N_Shore NA 91185028 
cg04747226 2.22E-08 2.43E-05 -0.948752694 1.629730089 0.348364627 0.750733979 GRIA4 11 Island 5'UTR, TSS200 105481319 
cg06782035 2.22E-08 2.43E-05 -2.622576239 1.319232193 0.173448067 0.709636369 11-Mar 5 Island Body 16179135 
cg15607538 2.27E-08 2.47E-05 -2.73197445 1.100594365 0.147366158 0.670334882 NA 12 Island NA 133484853 
cg01831896 2.31E-08 2.50E-05 -3.615924681 -0.428770143 0.080728871 0.430394173 NA 15 Island NA 32638319 
cg03144232 2.32E-08 2.50E-05 0.500082638 3.329097339 0.5838286 0.905564028 STX1B 16 NA TSS1500 31022351 
cg01645753 2.34E-08 2.52E-05 -2.371864512 0.846739054 0.183421015 0.640266426 CPEB1 15 Island TSS200 83316734 
cg19897940 2.39E-08 2.55E-05 -2.139631812 1.37483114 0.191149832 0.706556033 FLI1 11 Island TSS200, 5'UTR 128563685 
cg19064258 2.41E-08 2.55E-05 -1.54465819 1.915661679 0.284024913 0.788690897 HS3ST2 16 Island 1stExon 22826117 
cg01914621 2.41E-08 2.55E-05 -0.543240513 2.249465619 0.414105059 0.820641427 NA 7 Island NA 155260474 
cg10379890 2.42E-08 2.55E-05 -1.322219604 1.595849673 0.297722361 0.745598983 IRF4 6 Island TSS1500 391208 
cg22653976 2.43E-08 2.55E-05 -1.750617731 0.947406758 0.243412722 0.656269496 MYOD1 11 Island TSS200 17741070 
cg01667646 2.44E-08 2.55E-05 -4.59853668 -0.116033681 0.056375879 0.480863751 SH3GL3 15 Island TSS200 84116018 
cg07363855 2.45E-08 2.55E-05 -0.902722034 1.373169633 0.352680689 0.717615584 NA 1 Island TSS1500, TSS200 2984470 
cg21148362 2.46E-08 2.55E-05 -3.002232196 0.614155022 0.129466007 0.599699485 NA 3 N_Shore NA 62353708 
cg23121993 2.47E-08 2.55E-05 -2.096942914 1.771295553 0.215883818 0.765176542 IRX4 5 Island TSS1500 1883954 
cg03535663 2.49E-08 2.57E-05 -3.586374826 0.941550533 0.095866714 0.644697638 FBN1 15 Island 5'UTR, 1stExon 48937856 
cg06617456 2.52E-08 2.59E-05 -0.81452095 1.827653651 0.369071177 0.77525553 PREX2 8 Island 1stExon 68864769 
cg22646710 2.53E-08 2.59E-05 -2.126712408 0.566435449 0.19025484 0.592634112 SYT6 1 N_Shore TSS1500 114696798 
cg24621437 2.56E-08 2.61E-05 -1.103920538 0.994956817 0.323821188 0.664230425 SORCS1 10 Island TSS1500 108924560 
cg16849609 2.61E-08 2.65E-05 -1.249063201 1.983005314 0.316754947 0.793759605 C1QL2 2 Island TSS200 119916662 
cg23352157 2.62E-08 2.65E-05 1.867013659 -0.74585694 0.7771162 0.377172871 CARD11 7 NA 5'UTR 3025689 
cg07653946 2.64E-08 2.66E-05 -1.759954443 1.287402954 0.244379864 0.704316542 GREB1L 18 Island 5'UTR 18823249 
cg25107289 2.68E-08 2.66E-05 -0.089331282 1.810472562 0.484779626 0.774005689 HCG4 6 Island TSS200 29760856 
cg08263589 2.68E-08 2.66E-05 -1.615220518 1.388007329 0.266018887 0.720749435 NA 3 Island NA 14852659 
cg23142394 2.69E-08 2.66E-05 -1.692059018 1.461685213 0.25753184 0.730560312 NA 12 Island Body, TSS1500 72665771 
cg09275869 2.70E-08 2.66E-05 -2.094675967 1.965211475 0.219285477 0.786427406 ST8SIA5 18 Island TSS200 44337099 
cg07279070 2.70E-08 2.66E-05 -0.544152772 1.692792865 0.410259741 0.759819137 EMX1 2 Island Body 73148229 
cg24782772 2.71E-08 2.66E-05 -1.072818957 1.101381272 0.32818286 0.679802443 NA 3 N_Shore Body, TSS1500 181428329 
cg12118269 2.71E-08 2.66E-05 -1.313401337 1.285491098 0.296497571 0.704789428 TLX1 10 Island Body 102893980 
cg11192141 2.73E-08 2.67E-05 2.591955154 -0.356018548 0.84755952 0.440694793 CARD11 7 NA Body 2962304 
cg26425256 2.74E-08 2.67E-05 -1.818538035 0.271478532 0.226256737 0.546246416 NA 2 Island NA 119611362 
cg00404838 2.75E-08 2.67E-05 -4.401393944 -1.50155808 0.047534078 0.271779031 NA 10 Island NA 22764922 
cg27137983 2.77E-08 2.67E-05 -2.041478703 1.138500719 0.20119527 0.677773423 HMX2 10 Island 3'UTR 124909711 
cg08572734 2.79E-08 2.67E-05 -4.140409601 0.185328918 0.069502731 0.528723779 NA 12 Island NA 133485298 
cg22878622 2.82E-08 2.67E-05 -3.423204207 0.608176662 0.090615351 0.601404243 NA 8 Island NA 67873476 
cg22060073 2.82E-08 2.67E-05 -1.461161661 1.153347732 0.275554672 0.684805861 ADCY8 8 Island TSS200 132052942 
cg27207796 2.83E-08 2.67E-05 -3.027749583 0.930509589 0.1223024 0.650653324 FAM184B 4 Island TSS200 17783322 
cg06777194 2.84E-08 2.67E-05 -1.468308356 0.900178083 0.274277845 0.648915555 SOX8 16 Island TSS1500 1030444 
cg20954960 2.84E-08 2.67E-05 -3.999102205 -0.4394564 0.063163928 0.435862287 NA 6 Island NA 28602854 
cg17872757 2.84E-08 2.67E-05 -2.674073792 1.679023823 0.158273784 0.746813337 FLI1 11 Island Body, 5'UTR 128564180 
cg17840707 2.85E-08 2.67E-05 1.394339116 -0.930747962 0.721167689 0.348348009 AGBL1 15 NA Body 86951099 
cg18221862 2.87E-08 2.68E-05 -2.365240118 1.340456649 0.191207531 0.711988657 TMEFF2 2 Island 1stExon 193059230 
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cg18772588 2.88E-08 2.68E-05 -3.329669059 0.667260379 0.109653234 0.607474353 MIR124-3 20 Island Body 61809932 
cg18099189 2.90E-08 2.68E-05 0.358539 2.230222771 0.560892169 0.820986247 NA 4 S_Shore NA 54960259 
cg17256532 2.91E-08 2.68E-05 -1.966912218 0.900879111 0.21566443 0.646769366 GFRA1 10 Island 5'UTR, TSS200 118031950 
cg27546237 2.91E-08 2.68E-05 -2.660877804 1.219795988 0.167326036 0.695415006 NA 13 Island TSS1500, Body 110960452 
cg14783814 3.04E-08 2.78E-05 -0.486324624 1.97053919 0.417896082 0.788575296 MIR137 1 S_Shore TSS200 98511792 
cg21346925 3.05E-08 2.78E-05 -3.974680354 -0.358524615 0.069858198 0.441344897 DPY19L2 12 Island TSS200 64062384 
cg04711998 3.06E-08 2.78E-05 -2.24887118 0.201044621 0.187911652 0.534614946 ITIH5 10 NA 1stExon, 5'UTR 7708869 
cg06173509 3.08E-08 2.78E-05 1.466583891 -0.923752316 0.728301646 0.34930395 CARD11 7 NA TSS1500 3084077 
cg17958315 3.08E-08 2.78E-05 -3.001418671 0.883734084 0.136385309 0.644048135 FBN2 5 Island 1stExon, 5'UTR 127873552 
cg12852499 3.10E-08 2.78E-05 -0.676201995 1.723234582 0.390153943 0.763238089 NA 13 Island NA 79170959 
cg00787290 3.12E-08 2.78E-05 1.001661143 -1.967403325 0.649995913 0.205845456 NA 6 N_Shore NA 118226103 
cg10304637 3.13E-08 2.78E-05 -2.746588345 1.532984344 0.156915929 0.729548326 NRN1 6 Island Body 6003220 
cg25856018 3.13E-08 2.78E-05 -2.623941695 0.112470921 0.146633478 0.515909577 NA 10 N_Shore TSS1500, Body 102891879 
cg12238343 3.13E-08 2.78E-05 -0.735056932 1.86175584 0.382295239 0.778793492 RXFP3 5 Island TSS200 33936402 
cg00020052 3.19E-08 2.83E-05 -0.633260856 1.923766922 0.395373657 0.78323242 CNRIP1 2 Island 1stExon, 5'UTR 68546899 
cg18599069 3.22E-08 2.83E-05 -2.35876962 1.26362397 0.172705235 0.690907756 GATA3 10 Island 5'UTR 8096991 
cg15156078 3.22E-08 2.83E-05 -1.949856784 0.943829161 0.216397163 0.653017913 RASGRF1 15 Island TSS200 79383413 
cg22825220 3.24E-08 2.83E-05 1.562733027 -0.660427039 0.741191716 0.389333124 UNC13C 15 NA Body 54582445 
cg08190291 3.24E-08 2.83E-05 -1.46498629 1.78788686 0.282812259 0.767623466 ADAMTS5 21 Island TSS200 28339442 
cg20846447 3.28E-08 2.85E-05 -2.951241838 0.539935466 0.134903361 0.589962481 FAM5B 1 Island TSS1500 177140305 
cg26166177 3.32E-08 2.88E-05 2.327270003 -0.421324688 0.83031561 0.432232224 FN1 2 NA Body 216260832 
cg00208153 3.35E-08 2.88E-05 -0.779448875 1.692162154 0.374614038 0.758298135 PCDH17 13 N_Shore 5'UTR, 1stExon 58206058 
cg20404387 3.35E-08 2.88E-05 -1.549353543 1.359695676 0.270103521 0.715023272 FAM43B 1 Island 1stExon, 5'UTR 20879296 
cg00497967 3.35E-08 2.88E-05 -3.219827064 0.092800556 0.105756549 0.517357685 VAT1L 16 Island TSS200 77822438 
cg07999845 3.37E-08 2.88E-05 -0.440178598 2.012876009 0.424944398 0.792313152 SFRP2 4 N_Shore TSS1500 154710961 
cg15677916 3.40E-08 2.90E-05 -0.811724119 1.96799703 0.370940225 0.793210023 NA 9 Island NA 3181007 
cg18686498 3.40E-08 2.90E-05 -2.210486513 1.427992757 0.199613455 0.720788457 NALCN 13 Island TSS1500 102069257 
cg08428452 3.42E-08 2.90E-05 -2.209404678 1.272312129 0.202648636 0.701281478 SLIT2 4 Island 5'UTR, 1stExon 20255343 
cg24151352 3.46E-08 2.92E-05 -2.757035916 0.492938624 0.151331062 0.583261423 FOXF2 6 Island 1stExon 1390838 
cg01545587 3.48E-08 2.92E-05 -2.834030004 1.178007158 0.143753936 0.680433017 TMEM121 14 Island 5'UTR 105993579 
cg02283366 3.49E-08 2.92E-05 -1.851278401 1.03316707 0.23010222 0.666256187 NA 1 Island NA 63785544 
cg04406454 3.49E-08 2.92E-05 -1.768516611 0.958934492 0.238003762 0.655942099 TFAP2A 6 N_Shore 3'UTR 10398494 
cg24778248 3.51E-08 2.93E-05 -2.011663735 1.806735599 0.222647287 0.766111322 CNGA3 2 Island 5'UTR 98963062 
cg01777397 3.54E-08 2.94E-05 -0.492296541 2.226762313 0.422429001 0.818921445 CLIP4 2 N_Shore TSS1500 29337946 
cg21825879 3.56E-08 2.95E-05 -2.090683724 1.710600717 0.217616691 0.756951959 NA 11 Island NA 91958458 
cg06141624 3.57E-08 2.95E-05 -2.575080408 1.189518873 0.157630913 0.682564346 SOX5 12 S_Shore TSS1500 24716590 
cg06933370 3.63E-08 2.98E-05 -0.102233173 1.734489523 0.482774146 0.765798789 MEIS2 15 Island Body 37387523 
cg16254309 3.63E-08 2.98E-05 -0.214674056 2.3080202 0.466242509 0.826811135 CNTNAP2 7 S_Shore Body 145814152 
cg13354679 3.66E-08 2.98E-05 0.642307276 -1.556420641 0.605004568 0.255748912 EYA4 6 NA Body 133713169 
cg27037551 3.67E-08 2.98E-05 -3.484982404 -0.15518079 0.097065496 0.47422571 CCBE1 18 Island Body 57364136 
cg13267931 3.68E-08 2.98E-05 -2.706198972 0.543499556 0.154090695 0.591485216 EMID2 7 Island 1stExon, 5'UTR 101006308 
cg22344727 3.69E-08 2.98E-05 -0.645472574 1.713680919 0.392869344 0.76036387 MYF6 12 Island Body 81102035 
cg09073398 3.71E-08 2.98E-05 -0.81929883 1.808135297 0.368512678 0.772593959 SLIT3 5 Island 5'UTR, 1stExon 168727762 
cg12221475 3.71E-08 2.98E-05 -2.578705446 1.796425982 0.168007145 0.759914904 FOXF2 6 Island 1stExon 1390622 
cg25266629 3.71E-08 2.98E-05 -1.394878326 1.576812837 0.294734634 0.745540517 TLX1 10 Island Body 102894148 
cg11017065 3.73E-08 2.98E-05 -1.497280642 2.197128994 0.285152838 0.816317387 FLI1 11 Island Body, 5'UTR 128564874 
cg10888790 3.79E-08 3.02E-05 -0.83373289 2.303571711 0.371239728 0.824147792 NA 10 Island NA 131766874 
cg16475705 3.82E-08 3.02E-05 -1.740447924 0.423441756 0.235968779 0.570990662 UNC5C 4 Island Body 96469565 
cg15397448 3.82E-08 3.02E-05 -2.382587815 0.303440248 0.174757558 0.551335952 MAP9 4 Island 5'UTR 156297858 
cg24280540 3.83E-08 3.02E-05 -2.154655899 1.157720025 0.204407365 0.684514669 NA 8 Island NA 69243510 
cg15045441 3.85E-08 3.02E-05 -1.027645535 1.445151258 0.335656012 0.725844856 LINC00472 6 Island Body 72130432 
cg19543367 3.85E-08 3.02E-05 -3.149558971 -0.543615179 0.110158753 0.409961633 ONECUT3 19 Island Body 1757961 
cg11737232 3.85E-08 3.02E-05 -3.928923272 1.064193601 0.088706696 0.667921978 NA 14 Island NA 60981638 
cg18450905 3.88E-08 3.02E-05 -2.747579991 0.423671545 0.1509749 0.571548367 FCRLB 1 Island Body 161695678 
cg09713234 3.90E-08 3.02E-05 -1.55895591 1.476117586 0.263944739 0.726289317 MKX 10 Island TSS1500 28035157 
cg05031521 3.91E-08 3.02E-05 -2.912417672 0.111048675 0.133741907 0.518652684 SOX8 16 Island TSS1500 1030561 
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cg17099397 3.91E-08 3.02E-05 -1.201899417 1.651681199 0.316896529 0.754371015 VAV3 1 S_Shore TSS1500 108508185 
cg00250422 3.91E-08 3.02E-05 -1.584172323 1.457491138 0.265457641 0.726457571 NA 15 Island NA 28352347 
cg10501976 3.96E-08 3.05E-05 0.641082943 2.750678427 0.606389934 0.86721948 NA 6 S_Shore NA 10883834 
cg17591915 3.99E-08 3.06E-05 3.070703878 -0.026991216 0.890375481 0.496174542 CHIT1 1 NA Body 203192720 
cg03790312 4.01E-08 3.06E-05 1.281609482 -1.088906643 0.701694643 0.323638911 NA 3 NA NA 116437373 
cg26024843 4.06E-08 3.09E-05 -0.963042065 1.601376165 0.345452239 0.746476806 COL5A1 9 Island 1stExon, 5'UTR 137533949 
cg00505502 4.08E-08 3.10E-05 -1.555140609 1.054465182 0.262940952 0.669950662 NA 9 Island NA 133028557 
cg01727145 4.12E-08 3.11E-05 -1.672593027 1.440208249 0.261213461 0.72771339 SPEG 2 Island Body 220313422 
cg26593267 4.12E-08 3.11E-05 -2.035178562 1.418725583 0.220459056 0.721963291 F7 13 Island Body 113764871 
cg24469464 4.14E-08 3.11E-05 0.461708672 2.764606211 0.576018323 0.868351953 MSX1 4 Island TSS1500 4860157 
cg21187769 4.14E-08 3.11E-05 -2.292078509 1.735210663 0.203521405 0.760135633 GRID2 4 Island Body 93226495 
cg06908778 4.22E-08 3.15E-05 -1.023750772 1.423460206 0.339239691 0.725777031 SPAG6 10 Island Body 22634602 
cg18403193 4.22E-08 3.15E-05 0.813846401 -1.725593586 0.63034759 0.235676751 LINC00473 6 N_Shelf Body 166349977 
cg01012089 4.23E-08 3.15E-05 -4.089662781 -0.483069635 0.061979424 0.425040955 NA 14 Island NA 60981556 
cg23095743 4.27E-08 3.17E-05 -1.837401394 1.065923421 0.229698836 0.669874457 PITX3 10 Island 5'UTR 104000831 
cg09030119 4.28E-08 3.17E-05 -1.249996823 1.425959674 0.307647509 0.725223282 ZNF285 19 NA 5'UTR 44905343 
cg01758805 4.30E-08 3.17E-05 -2.002547503 0.700154819 0.206049473 0.614041381 STOX2 4 Island 1stExon, 5'UTR 184826953 
cg19343566 4.36E-08 3.21E-05 -2.175005162 1.032022575 0.20185204 0.666233066 NA 1 Island NA 149156107 
cg23329272 4.37E-08 3.21E-05 -1.087737697 0.852441454 0.324621499 0.641703808 NA 5 NA NA 180085924 
cg20772332 4.41E-08 3.22E-05 -3.374573001 0.20956541 0.101242983 0.532226464 NA 6 N_Shore NA 28602639 
cg19039028 4.42E-08 3.22E-05 -1.136489164 1.724876767 0.322755533 0.760188063 COL25A1 4 Island 1stExon, 5'UTR 110223429 
cg23208176 4.43E-08 3.22E-05 -1.1741361 1.454987408 0.31531662 0.726269762 NA 5 Island NA 1876168 
cg00264591 4.50E-08 3.27E-05 -3.237548942 -0.145557647 0.100983826 0.478272506 IRX4 5 Island TSS1500 1883514 
cg24703168 4.54E-08 3.28E-05 -3.560895462 -0.55216264 0.087314631 0.409685082 ZSCAN23 6 NA TSS200 28411309 
cg27196745 4.56E-08 3.28E-05 -1.587049887 1.255533754 0.255133722 0.695429263 PTPRO 12 Island TSS200 15475319 
cg26298814 4.56E-08 3.28E-05 -2.136964422 1.319657945 0.199259596 0.702950419 SUSD5 3 N_Shore Body 33259889 
cg19752627 4.58E-08 3.28E-05 -4.04912909 0.997728727 0.091692607 0.660911902 TMEM130 7 Island Body 98467380 
cg09248613 4.58E-08 3.28E-05 2.035907753 -0.81920474 0.794965566 0.366264297 KCNH1 1 S_Shelf Body 210861240 
cg27405960 4.60E-08 3.29E-05 -3.4603431 -0.539577784 0.093303826 0.410724818 NA 18 N_Shore NA 44786886 
cg04303920 4.63E-08 3.29E-05 1.531913502 -0.696153764 0.737937369 0.384002295 KHDC1 6 NA Body 73951939 
cg27649239 4.65E-08 3.30E-05 -2.223664462 1.630394055 0.205470379 0.745843015 SKOR1 15 Island Body 68120393 
cg06770322 4.67E-08 3.30E-05 2.446434248 -0.31929001 0.8330401 0.445997052 NA 5 NA NA 142851098 
cg25115993 4.68E-08 3.30E-05 -2.995863532 0.07819306 0.127436937 0.512873552 ULBP1 6 Island Body 150285475 
cg02107879 4.73E-08 3.33E-05 -2.423785218 -0.168284735 0.159366046 0.472588252 NA 11 Island NA 45377038 
cg14696458 4.82E-08 3.38E-05 -1.327890668 1.546146097 0.294267528 0.736152709 NA 1 Island NA 91185157 
cg10174582 4.85E-08 3.39E-05 2.208513485 -0.584226854 0.815812956 0.403870256 NA 8 NA NA 91605912 
cg18331515 4.85E-08 3.39E-05 -3.035593303 0.385642304 0.130752776 0.56497938 ADAMTS2 5 Island TSS200 178772385 
cg24269074 4.90E-08 3.41E-05 -2.479374634 0.919841753 0.171974501 0.648564213 NA 2 Island NA 119614489 
cg15874092 4.94E-08 3.43E-05 -1.774459406 1.485561276 0.251559952 0.733445827 CDH4 20 Island Body 59827921 
cg18689295 4.96E-08 3.43E-05 0.221157134 2.146437318 0.537930047 0.811382957 SYT1 12 NA 5'UTR, 1stExon 79258855 
cg14192957 4.97E-08 3.43E-05 -0.554574426 2.061321186 0.411962697 0.802411482 NA 9 Island NA 133536793 
cg00099976 4.99E-08 3.43E-05 -1.07758826 1.056056436 0.327601686 0.672668956 SHISA2 13 Island TSS200 26625273 
cg23831864 4.99E-08 3.43E-05 1.443405903 -1.169345721 0.720742231 0.312088802 NA 4 NA NA 82813463 
cg12942681 5.04E-08 3.45E-05 1.678961334 -0.56694519 0.751049279 0.403939836 NA 3 NA NA 127109653 
cg01500945 5.07E-08 3.47E-05 -1.768831456 1.930023093 0.259882567 0.787561332 SALL1 16 Island TSS1500 51185672 
cg23676439 5.11E-08 3.49E-05 -0.555401368 1.662341958 0.409261167 0.75646747 LRAT 4 Island TSS1500 155663836 
cg05207495 5.15E-08 3.50E-05 -1.317848767 1.547376296 0.298940795 0.738515424 KCNH5 14 Island 5'UTR, TSS1500 63512710 
cg03202077 5.17E-08 3.50E-05 -0.83344359 1.608896937 0.362694551 0.745514478 ADAMTS5 21 Island 1stExon, 5'UTR 28338836 
cg20168412 5.19E-08 3.51E-05 -2.406491718 0.98988325 0.186690117 0.662595263 NA 3 Island NA 13324132 
cg20665002 5.20E-08 3.51E-05 -2.541550163 -0.342118749 0.150761214 0.442706268 ATP8A2 13 Island 1stExon, 5'UTR 25946220 
cg23129478 5.22E-08 3.51E-05 -1.572520678 1.722844648 0.275965769 0.762860695 ST8SIA5 18 Island TSS1500 44337922 
cg19236679 5.26E-08 3.53E-05 -1.855057206 1.100142142 0.235159063 0.677869416 GFRA1 10 Island 5'UTR, TSS1500 118032330 
cg05771261 5.28E-08 3.53E-05 -1.519704295 1.246822647 0.270567219 0.697770832 FAM43B 1 Island 1stExon, 5'UTR 20879286 
cg17471928 5.30E-08 3.54E-05 -1.176664853 1.663157298 0.319364168 0.754040396 STAC2 17 Island 1stExon, 5'UTR 37381830 
cg16096796 5.32E-08 3.54E-05 -2.896062804 -0.246138485 0.13131818 0.458178061 NA 11 Island NA 8290295 
cg01030121 5.36E-08 3.54E-05 -0.709502685 1.743076441 0.385985783 0.76479236 NA 12 Island Body, 1stExon 72667236 
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cg07752026 5.36E-08 3.54E-05 -3.700244014 -0.130509791 0.083289062 0.478686895 MATK 19 Island Body, TSS200 3786483 
cg19972696 5.38E-08 3.54E-05 -2.869195736 0.419879971 0.133901469 0.568777656 FBLN1 22 Island TSS200 45898553 
cg00405688 5.40E-08 3.54E-05 -2.065918719 1.508119737 0.219136294 0.733205931 FOXI2 10 N_Shore TSS1500 129534182 
cg26708220 5.41E-08 3.54E-05 -0.387752779 2.245379 0.436652987 0.821295728 MEIS2 15 Island Body 37387577 
cg23649435 5.41E-08 3.54E-05 -2.490205519 0.39638487 0.165874657 0.56597338 STOX2 4 Island TSS200 184826421 
cg11546385 5.42E-08 3.54E-05 -0.09910382 -3.140606704 0.48361305 0.109292282 NA 11 NA NA 269375 
cg19554461 5.42E-08 3.54E-05 -1.782446522 1.30503566 0.241024777 0.704408525 MMD2 7 Island Body 4998470 
cg10999413 5.48E-08 3.54E-05 -3.250975281 -0.474444208 0.097985748 0.422767144 NA 10 N_Shore TSS1500, Body 102892131 
cg14423417 5.49E-08 3.54E-05 -1.611618223 1.417343094 0.259590908 0.719359243 NA 22 Island NA 46263018 
cg12300353 5.49E-08 3.54E-05 -0.922927364 1.664450234 0.352629097 0.753274739 KCTD8 4 Island 1stExon 44450358 
cg00044796 5.50E-08 3.54E-05 -1.315963051 1.293803 0.292551518 0.703632082 NA 1 Island NA 146552390 
cg03308628 5.50E-08 3.54E-05 -2.387491921 0.1692628 0.171703491 0.528876472 USP44 12 Island 5'UTR 95942287 
cg01663016 5.54E-08 3.54E-05 -0.334633484 2.059315129 0.445687041 0.802817501 SLIT3 5 Island 5'UTR, 1stExon 168727752 
cg16898239 5.55E-08 3.54E-05 -2.370615876 1.137415982 0.190493694 0.683481389 GALR2 17 Island TSS1500 74070682 
cg22396057 5.55E-08 3.54E-05 -3.691746499 -0.61404572 0.076647739 0.40235336 KAZN 1 Island TSS200 14925078 
cg02759489 5.55E-08 3.54E-05 -2.496383762 0.270729699 0.161167568 0.545489429 PDGFRA 4 Island 5'UTR 55098483 
cg04391718 5.56E-08 3.54E-05 -1.231814742 1.849292472 0.308764841 0.772136499 DGKG 3 Island Body 185911702 
cg16657397 5.74E-08 3.64E-05 -1.475143031 1.489858815 0.271496636 0.727434057 DGKG 3 Island 5'UTR 186079367 
cg05827732 5.79E-08 3.65E-05 -1.878935716 1.532535927 0.238146908 0.736885402 EPHA6 3 S_Shore 1stExon 96533699 
cg17319774 5.80E-08 3.65E-05 -2.474628906 0.584624099 0.163876277 0.596460557 NA 13 Island NA 79171053 
cg15245095 5.81E-08 3.65E-05 -3.749552528 0.657021192 0.090821221 0.605194907 SYT1 12 NA 5'UTR, TSS200 79258438 
cg20316883 5.82E-08 3.65E-05 0.901459239 -1.367407602 0.644534195 0.281693268 NA 8 NA NA 138493473 
cg03679565 5.83E-08 3.65E-05 -3.241400453 0.777273006 0.129160452 0.627846658 IRX4 5 Island 5'UTR, 1stExon 1882775 
cg03299042 5.86E-08 3.66E-05 0.402232639 2.480267155 0.567670444 0.842954681 OTX1 2 N_Shore 3'UTR 63283806 
cg24025893 5.96E-08 3.71E-05 -1.301209722 0.930057909 0.293639384 0.651890083 NA 10 Island TSS200 134756164 
cg26619043 5.96E-08 3.71E-05 -3.805922184 -2.09956793 0.069633027 0.190503276 NA 17 Island 5'UTR, TSS200 66287492 
cg07194984 6.02E-08 3.73E-05 0.781843479 -1.528057857 0.623662317 0.259507245 NA 11 NA NA 2128771 
cg02612618 6.02E-08 3.73E-05 -2.593351835 0.357064902 0.151238516 0.557985166 ZNF43 19 Island Body 22018605 
cg06628999 6.06E-08 3.75E-05 1.805186782 -0.940018902 0.77064012 0.348298293 NA 6 NA NA 142129232 
cg08704681 6.08E-08 3.75E-05 -3.870016273 -1.807298374 0.068364681 0.224811147 KIAA1217 10 Island TSS200 23983534 
cg08160091 6.17E-08 3.79E-05 -0.77673621 1.912873042 0.381152992 0.786179793 NA 4 Island NA 1398383 
cg26942930 6.17E-08 3.79E-05 1.884325181 -0.342185637 0.782549364 0.444122141 CNTNAP2 7 NA Body 147804524 
cg21902544 6.20E-08 3.79E-05 -1.047003013 2.03374067 0.338359904 0.795144398 CBLN2 18 Island 1stExon, 5'UTR 70211515 
cg13964068 6.20E-08 3.79E-05 -2.415776405 -0.051200893 0.166850251 0.491642407 NA 9 Island NA 69197721 
cg18252309 6.23E-08 3.79E-05 0.208146909 2.585341447 0.535287406 0.853920252 DPP6 7 Island TSS1500 153583867 
cg00978051 6.26E-08 3.80E-05 1.575903947 -0.885889669 0.742372883 0.355510142 NA 16 N_Shelf NA 59786279 
cg01181227 6.30E-08 3.82E-05 -1.552334755 1.291932978 0.272072517 0.70599638 NA 4 Island NA 1399135 
cg04907257 6.35E-08 3.84E-05 -1.053505856 1.839225781 0.339761294 0.775245035 ADCY2 5 Island TSS1500 7395318 
cg06936155 6.44E-08 3.89E-05 -2.957917241 0.098775744 0.130447397 0.516938009 NA 1 Island NA 91192451 
cg10790429 6.46E-08 3.89E-05 -1.682552192 0.841922799 0.247556098 0.637424599 NA 12 Island NA 106974623 
cg26529712 6.48E-08 3.89E-05 1.199766865 -1.119529112 0.689312958 0.319303771 NA 19 S_Shelf NA 35399253 
cg09234672 6.49E-08 3.89E-05 -1.02266835 1.501603576 0.340542464 0.735511422 NA 16 Island NA 51187750 
cg24487076 6.53E-08 3.89E-05 -2.503062247 0.268738374 0.165842571 0.545745457 KIAA1217 10 Island TSS200 23983496 
cg14287112 6.54E-08 3.89E-05 -1.092452162 1.498774681 0.330113851 0.734565194 EYA4 6 Island TSS200 133562485 
cg17523124 6.54E-08 3.89E-05 -2.543725506 0.613752399 0.162356246 0.600196784 SYNDIG1 20 Island 5'UTR 24451769 
cg07104660 6.58E-08 3.91E-05 -3.384585197 0.729218774 0.109675229 0.617638814 NA 8 Island NA 67873511 
cg05094808 6.61E-08 3.91E-05 -3.025217978 0.667264051 0.123219034 0.602493877 NA 6 N_Shore NA 28602619 
cg07838603 6.78E-08 4.01E-05 -2.613140715 0.823618682 0.166559175 0.635501134 ZSCAN23 6 NA 5'UTR 28411030 
cg15698842 6.85E-08 4.02E-05 -1.09474399 1.762831294 0.332429375 0.76827414 CDH2 18 Island Body 25755641 
cg02377544 6.86E-08 4.02E-05 0.403426438 2.035507815 0.568360156 0.803208159 MEIS2 15 N_Shore Body 37388359 
cg08378830 6.87E-08 4.02E-05 -3.075990677 0.136224673 0.12142753 0.521880171 NA 5 Island NA 134825466 
cg00024280 6.88E-08 4.02E-05 -1.646115609 0.420125194 0.248904262 0.57151501 NA 19 N_Shore NA 17501257 
cg27395891 6.88E-08 4.02E-05 -2.033788879 0.893651043 0.206338601 0.642832948 NA 20 Island NA 34893942 
cg15458461 6.90E-08 4.03E-05 -1.39372775 0.808827987 0.284350532 0.634725856 RADIL 7 S_Shore TSS1500 4923615 
cg26590537 6.93E-08 4.03E-05 -0.542450143 2.021118845 0.412207949 0.794751191 KCNA1 12 Island 5'UTR 5020202 
cg17236169 6.94E-08 4.03E-05 -2.2086535 0.665835366 0.196745692 0.610957354 NRXN2 11 Island Body 64480683 
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cg13349651 7.00E-08 4.05E-05 -3.618683435 0.341378829 0.096577116 0.557427255 RXFP3 5 Island TSS200 33936307 
cg13909582 7.01E-08 4.05E-05 -1.078614817 1.34324615 0.324438118 0.710023433 DMRTA2 1 Island Body 50886071 
cg03264601 7.11E-08 4.10E-05 -1.479557769 1.494951603 0.283225016 0.73466284 NA 20 Island NA 55500670 
cg04627496 7.12E-08 4.10E-05 -3.292453197 0.762317812 0.12187875 0.624580169 NTRK3 15 Island TSS1500 88799973 
cg20985635 7.24E-08 4.15E-05 -4.35195135 -0.170134461 0.053099903 0.483889287 FSTL4 5 Island 5'UTR 132947278 
cg24298311 7.25E-08 4.15E-05 -2.106888401 0.405954497 0.197963122 0.567506942 NA 1 Island NA 158119610 
cg14015503 7.40E-08 4.23E-05 -3.488890311 -0.232780641 0.092765402 0.459735654 ZNF304 19 Island TSS200 57862554 
cg27579953 7.44E-08 4.24E-05 -1.339058535 1.196872289 0.295226199 0.69292339 NA 12 Island Body, 1stExon 72667150 
cg27028555 7.45E-08 4.24E-05 -1.201538652 1.467994234 0.310830021 0.727498681 FLI1 11 Island TSS1500, 5'UTR 128563027 
cg26698819 7.49E-08 4.25E-05 1.096718073 -0.917613394 0.675958203 0.348259508 NA 11 NA NA 11651507 
cg06274671 7.54E-08 4.27E-05 -1.852723402 0.214755648 0.223821511 0.536348149 SALL1 16 Island TSS1500, TSS200 51185236 
cg22961278 7.58E-08 4.27E-05 -1.523206943 1.357081164 0.277532907 0.717634308 PRDM8 4 S_Shore 5'UTR 81107087 
cg15885672 7.58E-08 4.27E-05 -1.98944354 1.272375125 0.212500749 0.696470332 C17orf82 17 Island TSS1500 59488116 
cg00368687 7.59E-08 4.27E-05 -1.747683356 1.321181259 0.246785055 0.706833315 NA 13 N_Shore NA 112758379 
cg08105352 7.61E-08 4.27E-05 -2.502413169 0.296718534 0.162565111 0.549814108 SYT6 1 Island 5'UTR 114695261 
cg26517714 7.67E-08 4.30E-05 -1.774035499 1.55514803 0.245701933 0.736080442 TLX3 5 Island TSS200 170736245 
cg23685759 7.75E-08 4.33E-05 -3.58266611 0.135220583 0.090010175 0.52028373 SLIT1 10 Island Body 98945131 
cg19761115 7.77E-08 4.33E-05 -4.344523365 -0.028709702 0.07295167 0.495679068 ZNF354C 5 Island TSS1500 178487310 
cg18011916 7.90E-08 4.38E-05 -0.221176709 2.590072334 0.46235055 0.850736918 TBX20 7 N_Shore TSS1500 35295120 
cg08500112 7.90E-08 4.38E-05 -0.348634611 -2.408080798 0.440865794 0.16438871 PDE4D 5 NA Body 59086432 
cg23998645 7.91E-08 4.38E-05 -2.327053314 1.545296861 0.198559258 0.735930533 DPY19L2P4 7 Island TSS1500 89748294 
cg25032336 7.92E-08 4.38E-05 -1.314803642 1.490024044 0.301998506 0.733020874 NA 4 N_Shore NA 134068592 
cg27625055 8.03E-08 4.42E-05 -2.839966675 0.397343251 0.144093374 0.567172023 PTPRT 20 Island TSS200 41818574 
cg13953838 8.06E-08 4.42E-05 1.22611167 -1.163083646 0.694005658 0.314100711 RNF150 4 NA Body 141859472 
cg16120828 8.06E-08 4.42E-05 -2.768748711 0.442914738 0.136940045 0.574159494 VAV3 1 Island 1stExon 108507340 
cg00010742 8.07E-08 4.42E-05 -0.906473101 1.348024853 0.352109247 0.71339731 BARHL2 1 N_Shore TSS200 91182989 
cg02063759 8.11E-08 4.43E-05 -1.141739582 1.52761058 0.322736589 0.737248935 NA 1 Island NA 119543295 
cg06468908 8.13E-08 4.43E-05 -1.899965092 0.773175553 0.228925699 0.628932675 COL25A1 4 Island 1stExon, 5'UTR 110223713 
cg14305278 8.14E-08 4.43E-05 -1.201895838 1.245373441 0.311787741 0.698197424 NA 9 Island NA 971046 
cg01782371 8.14E-08 4.43E-05 -2.22501687 0.554756862 0.193005574 0.592642724 ATP8A2 13 Island 1stExon, 5'UTR 25946347 
cg07128111 8.19E-08 4.44E-05 -2.413627166 0.224882889 0.162435484 0.535774251 GDNF 5 Island TSS1500 37840158 
cg08389151 8.25E-08 4.47E-05 0.721775762 3.198336064 0.614182088 0.898507638 NA 19 Island TSS1500, Body 58862087 
cg26526374 8.29E-08 4.48E-05 -3.640741377 0.393732405 0.091535559 0.567549614 NA 10 Island NA 109674854 
cg14423157 8.37E-08 4.50E-05 -4.43844709 -2.983566371 0.045224308 0.113177539 FUS 16 Island Body 31191859 
cg11554266 8.37E-08 4.50E-05 -1.659532565 0.862564824 0.252212617 0.641426218 ANKS1B 12 Island Body 99288473 
cg26675654 8.38E-08 4.50E-05 -0.466334332 2.108423578 0.425014753 0.805031504 NA 7 Island NA 1269693 
cg00817367 8.45E-08 4.53E-05 -2.851938358 1.31864145 0.151339115 0.702189937 GRASP 12 Island Body 52401214 
cg17926940 8.53E-08 4.56E-05 -1.4536177 1.557081554 0.286465302 0.740467575 NA 14 Island NA 97685060 
cg18240463 8.56E-08 4.57E-05 -0.87724811 1.658620389 0.358802639 0.751961144 PRDM16 1 Island Body 3164415 
cg15408073 8.63E-08 4.59E-05 -1.70015492 0.30310174 0.242734743 0.551656117 RXFP3 5 Island TSS200 33936322 
cg24134479 8.63E-08 4.59E-05 -4.665803113 -1.076757579 0.047664236 0.32918394 NA 5 Island NA 31639699 
cg23056157 8.66E-08 4.59E-05 -0.588602454 2.157703425 0.405132732 0.810687962 NALCN 13 Island TSS200 102069010 
cg22333214 8.71E-08 4.60E-05 -0.653955283 1.80958747 0.395357047 0.773162663 MIR137 1 S_Shore TSS200 98511789 
cg10922935 8.71E-08 4.60E-05 -2.374435527 1.033232531 0.189870495 0.669157417 NA 17 Island NA 78452048 
cg14560001 8.80E-08 4.64E-05 -3.555336775 0.845944374 0.103832256 0.633386333 NA 3 Island NA 44038250 
cg26429655 8.85E-08 4.65E-05 -2.469625191 1.233427412 0.170890415 0.687448341 ADAMTS2 5 Island TSS200 178772390 
cg05358729 8.86E-08 4.65E-05 -2.009824724 1.098034092 0.208306302 0.671233878 RAB11FIP4 17 Island Body 29719159 
cg13574488 8.89E-08 4.65E-05 -1.472790095 0.893858718 0.267874608 0.644781121 EMX2 10 S_Shore Body 119306246 
cg13791131 8.94E-08 4.66E-05 -2.451708145 1.510985497 0.184303118 0.726894112 NA 11 Island Body, 5'UTR 2161892 
cg27223047 8.95E-08 4.66E-05 -0.600607855 2.580506539 0.410826835 0.849775024 FBN2 5 Island TSS1500 127874825 
cg05082817 8.96E-08 4.66E-05 -3.037679524 1.029153648 0.131618903 0.656577515 NA 9 Island NA 133535896 
cg23720064 8.97E-08 4.66E-05 -1.540629941 1.41236177 0.267864481 0.717805594 SIM1 6 N_Shore Body 100895679 
cg01614102 9.08E-08 4.69E-05 -0.345808167 1.729946768 0.442443301 0.764870276 NA 12 N_Shore NA 115134918 
cg24595510 9.13E-08 4.69E-05 -2.210808127 2.123475679 0.228425664 0.808835502 SCRT2 20 Island 3'UTR 644302 
cg11518846 9.16E-08 4.69E-05 -1.687414035 0.823747606 0.248398713 0.635504541 EYA4 6 Island TSS1500 133562246 
cg06611358 9.18E-08 4.69E-05 -1.062432953 1.802503141 0.337524181 0.771495341 NA 19 Island NA 37464417 
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cg08533773 9.18E-08 4.69E-05 -1.988247937 0.364253512 0.209305292 0.561140141 NA 5 Island NA 113392004 
cg00737840 9.18E-08 4.69E-05 -1.616978235 1.070884484 0.260346728 0.673805528 PKNOX2 11 Island 5'UTR 125036420 
cg16080781 9.20E-08 4.69E-05 -1.857916078 1.651269871 0.238049843 0.746584795 DBX2 12 Island TSS200 45445061 
cg06082548 9.23E-08 4.69E-05 -1.151820058 0.386639392 0.31314415 0.565950091 NKX6-2 10 Island Body 134598908 
cg07997434 9.23E-08 4.69E-05 -0.529317052 2.089592172 0.417361031 0.806451522 NA 2 Island NA 238864969 
cg08569799 9.24E-08 4.69E-05 -1.65796515 2.026458533 0.275023698 0.797140132 NA 5 Island NA 1886828 
cg27662483 9.24E-08 4.69E-05 -1.923840833 1.151562811 0.225261191 0.682364626 GUCY1A3 4 Island 5'UTR, TSS200 156588683 
cg01901262 9.25E-08 4.69E-05 0.000299686 2.785235574 0.499758245 0.869884121 IRX5 16 Island Body 54966837 
cg06340552 9.30E-08 4.70E-05 -3.217162139 1.003207966 0.129704566 0.661219599 RNF150 4 Island 1stExon, 5'UTR 142054329 
cg09812623 9.30E-08 4.70E-05 -2.341213811 0.801633772 0.181125151 0.628789918 HBM 16 Island TSS200 215781 
cg07531228 9.34E-08 4.70E-05 -0.944106703 1.045714756 0.346839522 0.671036648 NA 7 Island NA 149745299 
cg23849169 9.37E-08 4.70E-05 -1.098809571 1.505177253 0.326531943 0.733024909 HCG4 6 Island Body 29760495 
cg08242194 9.39E-08 4.70E-05 1.649905179 -1.237470866 0.747295652 0.303092881 SDK1 7 S_Shelf Body 4157691 
cg03986829 9.42E-08 4.70E-05 -1.314596634 1.237955451 0.299446079 0.69829098 FEZF2 3 Island Body 62358234 
cg13966567 9.42E-08 4.70E-05 -2.655743492 1.229153475 0.163152197 0.688431623 NXN 17 Island Body 882342 
cg18789663 9.43E-08 4.70E-05 -2.02813598 1.284105392 0.217539332 0.700890928 PLD5 1 Island TSS1500 242688591 
cg26983177 9.47E-08 4.70E-05 -2.518819259 1.005190344 0.17656631 0.661677569 NA 19 Island NA 35395973 
cg12346881 9.48E-08 4.70E-05 3.258671343 0.509522142 0.898028507 0.582344124 ZNF300 5 N_Shore 5'UTR 150283885 
cg08496276 9.48E-08 4.70E-05 -1.492295033 1.038671864 0.275526786 0.669491908 COL23A1 5 Island TSS200 178017669 
cg12076463 9.48E-08 4.70E-05 -0.594431773 2.045941039 0.404642452 0.798467091 NKX6-1 4 Island Body 85418265 
cg01889143 9.62E-08 4.76E-05 -1.084941106 1.676302274 0.328311414 0.753963305 NA 5 Island NA 134825791 
cg05646686 9.74E-08 4.79E-05 -1.096056728 1.304704116 0.325202594 0.706364976 NA 14 Island NA 33402368 
cg12741420 9.74E-08 4.79E-05 -0.746706673 1.689374013 0.38340088 0.760938529 IRF4 6 Island 5'UTR 392131 
cg10900455 9.75E-08 4.79E-05 -1.075205234 1.459908049 0.322459332 0.721665907 TOX2 20 Island 5'UTR, Body 42545099 
cg21621906 9.76E-08 4.79E-05 -2.020200293 1.392940854 0.223858489 0.717143646 NA 7 Island NA 142494914 
cg00049664 9.87E-08 4.83E-05 -0.967886458 1.638532784 0.351607664 0.753509228 CMTM2 16 Island TSS200 66613334 
cg17147045 9.91E-08 4.85E-05 -2.652451755 0.877186541 0.169982685 0.645857704 PREX2 8 N_Shore TSS200 68864546 
cg17398677 9.94E-08 4.85E-05 -2.181138683 0.499953066 0.191028282 0.581676633 NKX2-4 20 Island Body 21376921 
cg19727439 9.98E-08 4.85E-05 -2.087968201 0.396729376 0.202806219 0.56638972 GRIK3 1 Island TSS1500 37500508 
cg17277529 9.99E-08 4.85E-05 -2.007139717 0.539389817 0.20742328 0.588978632 FGF3 11 Island 1stExon, 5'UTR 69633959 
cg01082512 1.00E-07 4.85E-05 -1.292982835 1.502820232 0.305564943 0.733703727 NA 10 N_Shore NA 23462117 
cg16451661 1.00E-07 4.85E-05 -1.764696098 1.231950936 0.247822119 0.696483653 NA 3 Island NA 128274597 
cg09405790 1.00E-07 4.85E-05 -2.004838565 1.025913757 0.215912492 0.663218031 ANK1 8 Island Body 41753440 
cg09056181 1.01E-07 4.86E-05 -1.659840922 1.2611814 0.258292499 0.700043898 GAD2 10 Island 5'UTR, 1stExon 26505503 
cg21309100 1.02E-07 4.86E-05 -4.796324836 -0.086753367 0.043547373 0.497624699 NGFR 17 Island Body 47575150 
cg21771528 1.02E-07 4.86E-05 0.041210895 -1.886783674 0.507335652 0.216316321 NA 5 NA NA 18745861 
cg22871668 1.02E-07 4.86E-05 -0.708604328 1.644255522 0.386084411 0.753158802 EYA4 6 Island TSS200 133562492 
cg19604496 1.02E-07 4.86E-05 -1.150656641 1.693234893 0.322725669 0.755561658 NA 9 Island NA 69197696 
cg17500265 1.02E-07 4.86E-05 -0.867562838 1.106784961 0.359439187 0.680626692 ONECUT1 15 Island 1stExon 53081248 
cg27603283 1.02E-07 4.86E-05 -2.017445013 0.34268514 0.212023676 0.558211333 MMD2 7 Island 1stExon, 5'UTR 4998649 
cg07918545 1.02E-07 4.86E-05 0.003447743 2.66581067 0.503543938 0.859608226 FOXI2 10 Island 1stExon 129535669 
cg26173630 1.02E-07 4.86E-05 -1.264043027 0.997282829 0.307303969 0.665435153 NA 10 Island NA 131767960 
cg12694372 1.02E-07 4.86E-05 -1.070991376 2.107096926 0.330182124 0.79596109 TNXB 6 Island Body 32064582 
cg01995743 1.03E-07 4.86E-05 -1.074393826 1.149302938 0.327345189 0.684656985 SLC35F1 6 Island Body 118229732 
cg11108676 1.03E-07 4.87E-05 -1.433977292 1.312895375 0.286990974 0.710354578 NTRK3 15 Island TSS1500 88801004 
cg01667575 1.03E-07 4.87E-05 2.358666696 0.115003987 0.831047976 0.520331142 SDK1 7 NA Body 4175403 
cg04123385 1.04E-07 4.87E-05 -2.730120715 0.668855601 0.153484701 0.611075482 NA 20 N_Shore NA 37302636 
cg10526659 1.04E-07 4.87E-05 -2.007778677 0.86839751 0.220330317 0.643431678 ITGA4 2 Island 5'UTR, 1stExon 182322058 
cg15871127 1.04E-07 4.87E-05 -1.597464307 0.986420293 0.261190581 0.660610935 NA 13 Island TSS1500, 5'UTR 110960198 
cg01577992 1.04E-07 4.87E-05 -1.394292954 -0.028002405 0.278415826 0.495179508 DPY19L2P2 7 Island TSS1500, TSS200 102921052 
cg15092343 1.04E-07 4.87E-05 -0.344685573 2.198072016 0.445954665 0.814913107 MSX1 4 Island TSS1500 4860061 
cg11528849 1.04E-07 4.87E-05 -0.98128156 1.25838762 0.346507978 0.703755778 NEUROD1 2 NA Body 182542901 
cg26667699 1.05E-07 4.88E-05 -1.040811781 1.500531507 0.336374155 0.735193917 COL23A1 5 Island TSS200 178017667 
cg25924217 1.05E-07 4.88E-05 -1.773703546 0.837231137 0.232735979 0.636238899 NPTX1 17 Island TSS1500 78451563 
cg26848718 1.05E-07 4.89E-05 -2.95598255 0.503527316 0.136961453 0.582366644 WT1 11 Island Body 32454975 
cg16783279 1.06E-07 4.89E-05 -0.621491611 1.742256708 0.399223517 0.764787173 GPR26 10 Island TSS1500 125425625 
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cg22128431 1.07E-07 4.93E-05 -3.392752118 0.196880051 0.108049811 0.533853082 PPP1R16B 20 Island 1stExon, 5'UTR 37434409 
cg05209584 1.07E-07 4.93E-05 -0.08194879 2.065140027 0.486938642 0.80316425 FBN2 5 Island 1stExon 127873283 
cg14306956 1.07E-07 4.93E-05 -1.184413016 1.737489056 0.320473985 0.762344282 PAX5 9 Island Body 37027384 
cg04784672 1.07E-07 4.93E-05 -0.364142059 1.758147977 0.440531122 0.767367528 LRFN5 14 S_Shore 5'UTR, 1stExon 42077674 
cg00469207 1.08E-07 4.94E-05 -3.545638531 1.57256999 0.131904523 0.741572779 NA 7 Island NA 152622455 
cg05457563 1.08E-07 4.95E-05 -0.311710553 1.879379056 0.447615178 0.781175421 APC2 19 Island Body 1467029 
cg00618450 1.08E-07 4.95E-05 -1.414492444 1.229360639 0.27686087 0.691055272 SEZ6L 22 Island Body 26565951 
cg26468007 1.08E-07 4.95E-05 -2.388697712 1.32852026 0.187657515 0.707469903 MMD2 7 Island 1stExon, 5'UTR 4998714 
cg10416206 1.09E-07 4.95E-05 -2.448163552 0.376955932 0.167862209 0.561120783 NA 2 N_Shore Body, TSS200 223162797 
cg10281977 1.09E-07 4.95E-05 -2.71738002 0.48302029 0.148323781 0.579533196 TMEM179 14 Island 1stExon 105070864 
cg12874479 1.09E-07 4.95E-05 1.823107446 -0.577902971 0.773307263 0.403547521 NA 22 S_Shelf NA 21028739 
cg23905216 1.09E-07 4.95E-05 -1.861263367 1.337913769 0.231274594 0.706757343 NA 11 Island Body, TSS1500, 5'UTR 2161390 
cg06946708 1.10E-07 4.95E-05 -1.243090581 1.396717246 0.30924982 0.719514804 NA 10 Island NA 125732373 
cg15736524 1.10E-07 4.95E-05 -0.180905381 2.519244789 0.468548771 0.842650848 NA 11 Island NA 43568922 
cg04248271 1.10E-07 4.95E-05 -2.003070417 0.988696433 0.220364974 0.660728658 EBF1 5 Island Body 158524404 
cg07445963 1.10E-07 4.95E-05 -1.859156127 0.571013675 0.230014442 0.595956082 NA 5 Island Body, 1stExon 140856469 
cg14443519 1.11E-07 4.98E-05 -1.516311859 1.666797603 0.28806874 0.758205361 HCG4 6 Island Body 29760410 
cg04081201 1.12E-07 5.04E-05 -1.906235966 0.174547391 0.221511061 0.529929166 FOXC2 16 Island 1stExon 86601024 
cg08482531 1.13E-07 5.05E-05 -0.675973369 1.55830043 0.391327249 0.742837314 NA 10 Island NA 8078127 
cg01802258 1.13E-07 5.07E-05 -1.577817084 1.338954853 0.27068808 0.711962997 SLC24A4 14 Island TSS200, 5'UTR 92790097 
cg14035969 1.14E-07 5.08E-05 1.158296546 4.118669376 0.674608201 0.942867927 NA 1 N_Shore NA 221068423 
cg01889237 1.14E-07 5.08E-05 -0.689301545 2.138972416 0.393284369 0.811900626 OLIG3 6 Island TSS1500 137816623 
cg17493815 1.14E-07 5.08E-05 -1.467818707 1.823239151 0.278789792 0.765112547 GUCY1B3 4 Island Body 156681385 
cg23771185 1.14E-07 5.08E-05 0.727066841 -1.502841442 0.615651525 0.26427499 OR8S1 12 N_Shelf TSS200 48919385 
cg01941895 1.15E-07 5.10E-05 -1.674536393 0.57088507 0.248713273 0.596109254 VSX1 20 Island TSS200 25062771 
cg10884142 1.16E-07 5.10E-05 1.253179247 -1.171926048 0.698192912 0.313887066 NA 11 NA NA 45736465 
cg27552679 1.16E-07 5.10E-05 -0.656772415 1.565923958 0.393766189 0.743984663 ISLR2 15 Island Body 74425757 
cg10269365 1.16E-07 5.10E-05 -1.03288835 1.149617536 0.332664554 0.684641917 CCDC140 2 N_Shore 5'UTR 223166989 
cg25720804 1.16E-07 5.10E-05 -2.009494071 1.371236551 0.231462001 0.717595456 TLX3 5 Island 1stExon 170736389 
cg16642284 1.16E-07 5.10E-05 -1.82125713 2.307537886 0.251653704 0.816625501 FOXI2 10 Island TSS200 129535378 
cg15987885 1.17E-07 5.10E-05 -2.48861987 0.193838007 0.165292607 0.532273215 NMNAT2 1 Island Body 183386054 
cg18507707 1.17E-07 5.10E-05 -3.159915665 0.425495134 0.122382948 0.571724791 GABBR2 9 Island TSS200 101471553 
cg13033990 1.17E-07 5.10E-05 -1.464683747 1.393524679 0.27933413 0.717583203 NA 3 Island NA 28617304 
cg20388823 1.17E-07 5.10E-05 -1.065420899 2.248185859 0.343943445 0.817267058 GRID2 4 S_Shore Body 93227270 
cg19365673 1.17E-07 5.12E-05 -2.8488595 0.230297022 0.141692689 0.539354965 LPPR5 1 Island TSS200 99470618 
cg10451253 1.18E-07 5.13E-05 -2.108119626 1.011007324 0.207671018 0.662373593 NA 17 Island TSS200, TSS1500 32907705 
cg27470066 1.18E-07 5.13E-05 -0.096061963 1.487323798 0.4836165 0.735104094 TBX2 17 Island Body 59485779 
cg27521476 1.18E-07 5.13E-05 -1.698779425 1.002344473 0.241320061 0.658244451 TLX1 10 Island Body 102896376 
cg20977794 1.19E-07 5.13E-05 -1.725646799 1.151120168 0.254249437 0.687260001 TRIM9 14 Island Body 51560748 
cg03132773 1.19E-07 5.13E-05 -3.643436634 0.677640421 0.092614832 0.606799795 HS3ST2 16 Island TSS1500 22824877 
cg18552939 1.20E-07 5.17E-05 -0.274603422 1.687765827 0.453215913 0.757827408 NDN 15 S_Shore TSS200 23932620 
cg17030173 1.20E-07 5.17E-05 -0.830542236 1.887692106 0.373857448 0.783821976 11-Mar 5 Island TSS200 16180062 
cg04549162 1.21E-07 5.19E-05 -0.788606871 1.652193458 0.375242512 0.754777836 GPR26 10 Island TSS200 125425690 
cg06201642 1.22E-07 5.22E-05 -2.040478332 1.242529893 0.223570498 0.698315758 ST6GALNAC5 1 Island 1stExon, 5'UTR 77333198 
cg26651233 1.22E-07 5.22E-05 -1.283041342 1.720084088 0.313575484 0.764168337 FLRT2 14 N_Shore TSS1500 85996101 
cg10004780 1.22E-07 5.22E-05 -1.33202432 1.425092993 0.299592111 0.723935252 ARHGEF4 2 S_Shore Body 131722307 
cg03882585 1.22E-07 5.22E-05 -1.235174859 1.693516825 0.315044961 0.75784265 SYNE1 6 Island 5'UTR, 1stExon 152957910 
cg09688546 1.23E-07 5.25E-05 -0.459494976 1.364058016 0.422921578 0.716668253 GLRB 4 Island 1stExon, TSS200, 5'UTR 157997363 
cg26371172 1.23E-07 5.25E-05 3.306874824 0.897936679 0.90527702 0.643909206 MAS1L 6 NA 1stExon 29454888 
cg00460235 1.25E-07 5.29E-05 -1.570355887 1.079919264 0.267071474 0.674733325 ADRA1A 8 Island TSS1500 26723946 
cg23887396 1.25E-07 5.29E-05 -2.865271277 0.327428463 0.143646113 0.555876083 SARM1 17 Island Body 26699551 
cg05336698 1.25E-07 5.31E-05 -4.626314701 -0.595959101 0.05064667 0.410753557 NA 10 Island NA 102497298 
cg00490655 1.26E-07 5.32E-05 -2.955437129 0.435329731 0.138840114 0.572635692 FIGN 2 N_Shore TSS1500 164592854 
cg04748357 1.26E-07 5.33E-05 -3.392664416 -1.659855533 0.089711858 0.24331402 NA 22 N_Shore TSS1500, TSS200 50946135 
cg19337180 1.27E-07 5.34E-05 -2.456928763 0.636971296 0.158516173 0.602349704 NA 9 Island NA 129373499 
cg11146971 1.27E-07 5.35E-05 -1.104458888 2.058104879 0.330289825 0.794120737 NOVA1 14 S_Shore TSS1500 27068354 
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cg03650119 1.27E-07 5.35E-05 2.038903247 4.455836609 0.793471468 0.954185033 GJC2 1 Island Body 228346014 
cg16714055 1.28E-07 5.37E-05 -3.467262372 0.837553297 0.115929395 0.635236529 GATA5 20 Island TSS1500 61051341 
cg18530551 1.29E-07 5.37E-05 -1.13181938 1.068267082 0.322686552 0.674621446 NA 5 Island NA 172670879 
cg10070260 1.29E-07 5.37E-05 -1.418788768 2.074450711 0.285265903 0.790594316 NA 15 Island 5'UTR, TSS1500, TSS200 74422632 
cg16825290 1.29E-07 5.37E-05 -2.48617757 0.624818865 0.170678237 0.604240551 HPSE2 10 Island Body 100993826 
cg24988625 1.29E-07 5.37E-05 -2.236649843 0.583384795 0.185702218 0.594608212 EDIL3 5 Island Body 83680066 
cg13569486 1.29E-07 5.37E-05 -1.143587107 2.30288178 0.31395211 0.808100632 NA 11 S_Shore NA 8290738 
cg02446647 1.30E-07 5.40E-05 -0.522656582 1.758659228 0.415119362 0.769402045 EYA4 6 Island TSS1500 133562101 
cg00891278 1.30E-07 5.41E-05 -1.543011616 1.449928353 0.275276096 0.726005928 CCDC37 3 Island 1stExon, 5'UTR 126113784 
cg23300368 1.31E-07 5.43E-05 -2.542270896 0.099564231 0.161780145 0.516551022 PREX2 8 Island Body 68864908 
cg19769760 1.31E-07 5.43E-05 -4.128780145 0.109827617 0.084316762 0.519286616 POU3F1 1 Island 1stExon 38511105 
cg03671802 1.32E-07 5.43E-05 -0.416901072 1.805648692 0.43088689 0.771745017 RAX 18 Island TSS1500 56941473 
cg08004425 1.32E-07 5.43E-05 -1.439762871 1.225750968 0.287965326 0.698306301 GRIK3 1 Island Body 37499547 
cg06457811 1.32E-07 5.43E-05 -2.064573973 0.482824927 0.198783193 0.578535713 NA 7 Island NA 155175061 
cg13346013 1.32E-07 5.43E-05 -1.24044494 1.524833885 0.311961311 0.736691022 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032872 
cg20933109 1.33E-07 5.45E-05 -2.066236975 1.16319881 0.220788083 0.6874645 NA 14 Island NA 36991034 
cg06954658 1.33E-07 5.45E-05 -1.499525928 1.507487136 0.276925678 0.732404897 SALL3 18 Island TSS200 76740093 
cg02816816 1.33E-07 5.45E-05 -1.098401412 1.465993974 0.324352338 0.725483017 FAM184B 4 Island TSS1500 17783356 
cg11913496 1.34E-07 5.45E-05 -3.270106921 0.118690032 0.118600013 0.520046049 RNF165 18 Island 1stExon, 5'UTR 43914226 
cg05730365 1.34E-07 5.45E-05 -1.83903472 1.109513804 0.236841536 0.677053302 GDNF 5 Island 5'UTR 37838563 
cg02488942 1.34E-07 5.45E-05 -0.98642443 0.698138111 0.337377745 0.617184696 NA 2 Island NA 105480687 
cg07620039 1.34E-07 5.45E-05 -2.12407998 1.005694005 0.202089053 0.659822295 NA 19 Island NA 22034747 
cg12940822 1.35E-07 5.47E-05 -0.962202971 1.140172917 0.345912274 0.684976944 FBN2 5 Island 1stExon, 5'UTR 127873397 
cg02202141 1.35E-07 5.47E-05 -2.675603133 0.300408946 0.142766094 0.550974426 NA 3 Island NA 35681158 
cg24403845 1.36E-07 5.49E-05 -2.359082649 1.654611419 0.208434558 0.754427583 SORCS1 10 Island TSS200 108924366 
cg02201239 1.36E-07 5.50E-05 0.326302423 -1.472065283 0.554747568 0.268211357 NA 11 S_Shelf NA 134286475 
cg01805282 1.36E-07 5.50E-05 -0.9380617 1.4446791 0.348668035 0.724964216 EYA4 6 Island 5'UTR 133563764 
cg05755497 1.37E-07 5.50E-05 2.443002661 -0.700991898 0.836703456 0.389374447 NA 12 NA NA 80816860 
cg06108782 1.37E-07 5.51E-05 -2.176870997 0.653048825 0.19878112 0.60875613 NA 10 Island TSS1500, 1stExon, 5'UTR 50817213 
cg04728429 1.38E-07 5.51E-05 -1.116175267 1.213969222 0.322860364 0.69344628 NA 7 Island NA 35225862 
cg13102822 1.38E-07 5.51E-05 -2.120736395 -0.074911164 0.192736437 0.487091643 NA 7 Island NA 155261295 
cg14992768 1.38E-07 5.51E-05 0.517046056 -1.663176073 0.586101281 0.24113872 NA 2 NA NA 209981979 
cg03622666 1.38E-07 5.51E-05 0.463619117 2.05713732 0.578562006 0.803628182 NA 16 Island NA 49499091 
cg02083234 1.39E-07 5.51E-05 -2.20620349 0.652413927 0.192063587 0.607766232 FEZF2 3 Island Body 62357769 
cg06915470 1.39E-07 5.51E-05 1.871051985 -0.629742102 0.77426631 0.395864476 SEMA6B 19 Island Body 4555999 
cg12419135 1.39E-07 5.51E-05 -1.692440581 1.407741597 0.252208274 0.716088216 RAB11FIP4 17 Island 1stExon 29719023 
cg14127859 1.40E-07 5.54E-05 -1.66770439 1.196097905 0.246879424 0.687329025 BARX1 9 Island Body 96716928 
cg08334984 1.40E-07 5.54E-05 -0.573449984 1.772341581 0.408382548 0.76906904 FREM3 4 Island TSS200 144621938 
cg13165109 1.41E-07 5.58E-05 -2.484196088 0.428181884 0.168677647 0.571416182 TDH 8 Island Body 11205155 
cg04362586 1.41E-07 5.58E-05 -2.288569358 1.665310445 0.198667942 0.745614412 NA 2 Island NA 45231782 
cg00757933 1.42E-07 5.58E-05 -0.419751419 1.372441641 0.429097724 0.717522807 HCG4 6 Island TSS200 29760864 
cg11664500 1.42E-07 5.58E-05 -0.769996331 1.584274723 0.376288081 0.744686212 EYA4 6 Island TSS200 133562479 
cg09070799 1.42E-07 5.58E-05 -2.287550404 1.152564291 0.180106027 0.672187558 AKAP12 6 N_Shore 5'UTR 151561236 
cg13575339 1.42E-07 5.58E-05 -3.545953245 0.455049645 0.113226729 0.575928939 VSX2 14 S_Shore Body 74708313 
cg02076785 1.44E-07 5.64E-05 -2.131314495 0.861866551 0.212479921 0.643222917 CNGA3 2 Island 5'UTR 98963582 
cg01791874 1.44E-07 5.64E-05 -1.967111905 1.188245984 0.231562441 0.690955989 11-Mar 5 Island TSS200 16180055 
cg05316043 1.45E-07 5.64E-05 -2.182559298 -0.245219691 0.190331962 0.457765965 NRG3 10 Island TSS200 83634974 
cg22374415 1.45E-07 5.64E-05 1.73593529 -0.740221923 0.76559406 0.38067862 CALCRL 2 NA 3'UTR 188210673 
cg06152845 1.45E-07 5.64E-05 1.270820256 -0.701075108 0.701414314 0.38297671 NA 7 NA NA 1216568 
cg05616355 1.45E-07 5.65E-05 0.526692705 -1.729744917 0.589219077 0.240684328 PANX3 11 NA TSS1500 124480990 
cg01132056 1.45E-07 5.65E-05 1.078549488 -1.564475832 0.669473773 0.260249902 NA 4 NA NA 178170788 
cg15458338 1.46E-07 5.66E-05 -1.955767268 1.070603575 0.219260541 0.669613871 ADCYAP1 18 Island TSS1500, TSS200 904899 
cg06386307 1.46E-07 5.67E-05 -0.37675964 2.156554359 0.438731379 0.809555448 SIM1 6 Island Body 100895211 
cg21124497 1.47E-07 5.68E-05 -1.49975115 1.540172156 0.27318741 0.732745078 TRIM71 3 Island TSS200 32859377 
cg04150055 1.47E-07 5.68E-05 -0.65360066 2.067922021 0.4013304 0.803132034 NA 9 Island NA 133536855 
cg07173635 1.47E-07 5.69E-05 -0.101097653 2.596600614 0.485034692 0.851778692 NA 9 Island NA 971480 
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cg11201710 1.48E-07 5.69E-05 -0.134318777 2.011642882 0.478820925 0.797701595 FGF12 3 Island Body 192232468 
cg17088073 1.48E-07 5.70E-05 -2.499773496 0.858460328 0.166048342 0.635116229 NA 1 N_Shore NA 50882910 
cg11293190 1.49E-07 5.70E-05 -1.667844595 0.435238613 0.248397156 0.573373782 PLK5 19 Island TSS1500 1523856 
cg02640612 1.49E-07 5.70E-05 -0.725700238 1.368443524 0.382695462 0.7183218 NPBWR1 8 Island 1stExon 53853444 
cg12464561 1.49E-07 5.70E-05 -0.817466099 1.488823959 0.368991522 0.732699165 NA 4 Island NA 1401729 
cg14717557 1.50E-07 5.73E-05 -0.081056929 2.268232843 0.487350921 0.822215302 SIM1 6 N_Shore Body 100895618 
cg00043788 1.50E-07 5.74E-05 -1.562179229 1.368925671 0.270509939 0.714034969 VSX1 20 Island 5'UTR, 1stExon 25062754 
cg01078989 1.50E-07 5.74E-05 -1.968724286 0.515158343 0.213062248 0.585050569 ITGA8 10 Island 1stExon 15761657 
cg23993425 1.51E-07 5.75E-05 -0.296021391 1.937902211 0.451767854 0.789094674 FAM43B 1 Island 1stExon, 3'UTR 20880591 
cg03705912 1.51E-07 5.75E-05 -1.368770595 1.393559792 0.288239333 0.714690297 11-Mar 5 Island 1stExon 16179210 
cg16100120 1.52E-07 5.75E-05 -0.504547307 2.200035772 0.418203064 0.812829291 EFEMP1 2 Island TSS200, 5'UTR 56150475 
cg24840099 1.52E-07 5.75E-05 -0.108663935 2.407030548 0.483889531 0.836164072 MSX1 4 N_Shore Body 4864430 
cg22572159 1.52E-07 5.77E-05 -1.174679658 2.287523175 0.328661713 0.820021189 NGF 1 Island 5'UTR 115880646 
cg22694067 1.53E-07 5.80E-05 0.278465451 1.990536088 0.54748038 0.795256091 NDN 15 Island 1stExon, 5'UTR 23932397 
cg09257824 1.54E-07 5.82E-05 -1.340996021 1.446272578 0.295330605 0.723381719 WT1 11 Island Body 32455642 
cg05506365 1.55E-07 5.85E-05 -3.231076002 -0.128628785 0.111214107 0.480216776 POU3F3 2 Island 1stExon 105472193 
cg23679471 1.56E-07 5.88E-05 -1.55896342 1.250329685 0.269348713 0.698590933 NA 10 Island NA 102473810 
cg25366582 1.57E-07 5.88E-05 -3.531673348 1.815458368 0.138888409 0.76985776 NA 13 Island NA 25621027 
cg07108581 1.57E-07 5.88E-05 0.859057574 -1.140838604 0.638010615 0.314204248 MCHR2 6 NA Body 100380550 
cg02108033 1.59E-07 5.95E-05 -1.633643695 1.123283177 0.25078444 0.676924054 FAM184B 4 Island TSS200 17783294 
cg26155939 1.60E-07 5.98E-05 -2.028128484 1.068307777 0.222435173 0.67302051 ST8SIA5 18 Island TSS1500 44337853 
cg14219236 1.60E-07 5.98E-05 1.716007047 -0.951466111 0.747785196 0.343604909 NA 14 NA TSS1500 101448093 
cg07449209 1.61E-07 5.99E-05 2.513407212 -0.738137268 0.839447957 0.382341957 NA 3 NA NA 117267936 
cg03760919 1.61E-07 5.99E-05 0.725909963 -1.518592389 0.621670244 0.266467515 RUNX1T1 8 NA 5'UTR 93103361 
cg01656244 1.61E-07 5.99E-05 -0.93883346 1.891399216 0.357456745 0.781316695 NA 8 N_Shore NA 65284080 
cg23855505 1.61E-07 5.99E-05 -3.518233547 1.041176881 0.122057501 0.666211186 CHST11 12 S_Shore Body 104852439 
cg16269431 1.62E-07 6.01E-05 -0.385012464 1.490083517 0.4353586 0.733091777 GLRB 4 Island 1stExon, TSS200, 5'UTR 157997367 
cg10806820 1.62E-07 6.01E-05 -0.95944676 1.200610855 0.347339927 0.694102443 CELSR3 3 Island 1stExon 48699090 
cg22539738 1.62E-07 6.01E-05 1.364841723 -0.545041381 0.717861269 0.409482651 NA 13 N_Shore TSS1500, Body 45562280 
cg06758591 1.63E-07 6.02E-05 -0.90523783 0.650419496 0.351909018 0.61028209 FAM5B 1 Island TSS1500 177140203 
cg05652533 1.64E-07 6.05E-05 -1.107908173 1.906148979 0.330960448 0.780253464 DPYSL4 10 Island TSS200 134000287 
cg11758945 1.64E-07 6.05E-05 -1.471380955 1.082466307 0.274434361 0.673397802 NA 8 Island NA 143533532 
cg00583003 1.65E-07 6.07E-05 1.478245309 -0.963508402 0.724205998 0.342749794 SPP1 4 NA TSS1500 88895691 
cg14225031 1.66E-07 6.08E-05 -0.325534958 1.367504835 0.445192243 0.71888579 LMX1B 9 Island Body 129387848 
cg19691505 1.66E-07 6.08E-05 0.876546836 -1.746568762 0.637965412 0.236370634 SDK1 7 NA Body 4175336 
cg09397460 1.67E-07 6.09E-05 2.026266825 -0.611299201 0.788210227 0.39814806 NA 17 N_Shelf NA 64827581 
cg19884262 1.67E-07 6.09E-05 -0.331130969 1.759037697 0.446178943 0.768584411 FOXI2 10 Island 1stExon 129535968 
cg19170208 1.67E-07 6.09E-05 -0.85946065 1.38427125 0.362493883 0.71849568 NA 22 Island NA 25679272 
cg02442436 1.67E-07 6.09E-05 -1.614584823 1.368525617 0.258918878 0.710412954 PALM2 9 Island TSS200 112402882 
cg03443751 1.67E-07 6.09E-05 -3.931577629 0.746132918 0.086529409 0.616415781 NA 19 Island TSS1500, 5'UTR, 1stExon 37407462 
cg13267264 1.67E-07 6.09E-05 -1.969224402 1.927881739 0.245709614 0.784962543 PRDM14 8 Island TSS200 70983600 
cg00824767 1.68E-07 6.11E-05 -0.601873169 2.130343051 0.409259854 0.810282907 NA 10 Island NA 23488272 
cg01427848 1.69E-07 6.12E-05 0.576842898 -1.951804777 0.592728202 0.213421438 NA 11 NA NA 56972618 
cg23690904 1.70E-07 6.14E-05 -2.532198844 0.06220077 0.152962476 0.511009942 D4S234E 4 Island TSS1500 4387697 
cg11235663 1.70E-07 6.14E-05 -1.809152962 0.550494944 0.230025864 0.590844478 SORCS1 10 S_Shore TSS1500 108924867 
cg24296626 1.70E-07 6.14E-05 -1.151857759 1.176047198 0.318553834 0.68801736 FAM123A 13 Island TSS200 25746012 
cg26702958 1.71E-07 6.14E-05 -2.042564924 0.528751924 0.208360826 0.587151278 FLJ41350 10 Island Body 102996254 
cg15699267 1.71E-07 6.14E-05 -3.390866107 0.38917144 0.11149142 0.564596523 MIR124-3 20 Island TSS1500 61809557 
cg24406668 1.71E-07 6.14E-05 -3.035811566 -0.376757516 0.119977667 0.438259245 MMP9 20 Island Body 44639431 
cg13421062 1.71E-07 6.15E-05 -0.529838254 1.979820318 0.413925657 0.789382813 NA 7 N_Shore NA 35301069 
cg17444738 1.72E-07 6.15E-05 -0.474769499 1.647284912 0.421116669 0.751899123 NKX6-1 4 Island Body 85417969 
cg25970230 1.72E-07 6.15E-05 -1.672362798 0.405219113 0.24405485 0.568411137 POU4F2 4 Island TSS1500 147558544 
cg19903766 1.72E-07 6.15E-05 0.152836748 2.471851224 0.526722753 0.839853678 ATP4A 19 Island Body 36049672 
cg17641904 1.72E-07 6.15E-05 -2.090227102 1.490955043 0.206451943 0.719337076 C9orf4 9 Island 1stExon 111929547 
cg18976437 1.73E-07 6.16E-05 -2.136868951 0.953735812 0.213028288 0.657157738 PIK3CD 1 Island 5'UTR 9712576 
cg25757115 1.74E-07 6.16E-05 -0.763381158 1.527916208 0.376791394 0.738270996 NA 1 Island NA 46913787 
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cg03048654 1.74E-07 6.16E-05 -2.310463366 1.564222844 0.20030324 0.735962955 VAX1 10 N_Shore 3'UTR, Body 118893138 
cg09648702 1.74E-07 6.16E-05 -2.391518594 0.498178347 0.170304198 0.579173413 NA 11 Island NA 20184779 
cg06545143 1.74E-07 6.16E-05 -1.726440995 1.063195623 0.252397684 0.67335463 NA 6 Island Body, TSS1500 166402638 
cg16185834 1.74E-07 6.16E-05 -1.420742392 1.146260754 0.285903006 0.684960439 VSX1 20 Island TSS200 25062819 
cg00532157 1.74E-07 6.16E-05 -1.423828624 1.604364002 0.285287121 0.741062191 ADAMTS2 5 Island Body 178771329 
cg15475851 1.74E-07 6.16E-05 -2.594483734 -0.220163505 0.157195288 0.462211721 INA 10 Island 1stExon 105037349 
cg22795470 1.75E-07 6.16E-05 -1.806130501 1.264474043 0.245015272 0.699582507 HECW1 7 Island 5'UTR 43152542 
cg14174099 1.75E-07 6.16E-05 -3.936558068 0.256451227 0.081283206 0.541163432 SLC8A3 14 Island TSS200 70655862 
cg09760963 1.75E-07 6.16E-05 -1.643306629 1.471473978 0.261172103 0.726543503 RNF175 4 Island Body 154680808 
cg09410234 1.76E-07 6.18E-05 -1.034823702 1.816916167 0.344724852 0.774070497 KCNA3 1 Island TSS200 111217715 
cg17302155 1.76E-07 6.18E-05 -1.3458586 1.210487249 0.293338044 0.692352017 PRDM13 6 Island Body 100061111 
cg11723713 1.77E-07 6.19E-05 -0.948333375 1.363852578 0.350637509 0.715924673 ARHGEF4 2 Island Body 131721477 
cg25532099 1.77E-07 6.19E-05 -2.136891368 1.842094561 0.224817683 0.774717576 FBN2 5 Island TSS1500 127874466 
cg14855972 1.78E-07 6.20E-05 -0.332809539 1.804338308 0.447413929 0.773399531 GPR88 1 Island 5'UTR 101004472 
cg03244560 1.79E-07 6.21E-05 -2.757580254 -0.32499333 0.136540751 0.445555031 NA 8 N_Shore NA 25909171 
cg15540138 1.79E-07 6.21E-05 -1.760103088 2.138081886 0.244396492 0.790676889 TLL1 4 S_Shore Body 166795622 
cg05588496 1.79E-07 6.21E-05 -2.406331416 1.050157104 0.187877007 0.669291741 DOK6 18 Island TSS1500 67067721 
cg03714110 1.80E-07 6.21E-05 -0.354831414 1.578051819 0.439077955 0.742264028 NR2F1 5 Island Body 92923623 
cg18493027 1.80E-07 6.21E-05 -4.478070809 -0.989836778 0.051078961 0.348777063 SMOC1 14 Island 5'UTR, 1stExon 70346151 
cg22441533 1.80E-07 6.21E-05 -3.17683393 -0.808517269 0.109269389 0.365816409 TFPI2 7 Island TSS200 93520175 
cg02924487 1.80E-07 6.21E-05 0.797854206 2.66058881 0.630307213 0.861650203 TP73 1 Island Body, 3'UTR 3649344 
cg25806701 1.81E-07 6.21E-05 -1.657921914 0.907421249 0.258891292 0.650099948 LRAT 4 Island TSS1500 155663990 
cg14510812 1.81E-07 6.21E-05 -1.761600964 0.783559568 0.242023225 0.629570889 SLC6A15 12 Island TSS200 85306797 
cg25185173 1.81E-07 6.21E-05 -3.065219108 0.493545998 0.135777981 0.580444815 NA 4 Island NA 154712580 
cg23677243 1.81E-07 6.21E-05 -1.004262155 1.108827832 0.340122453 0.681105539 MEIS2 15 Island Body 37387525 
cg21255438 1.81E-07 6.21E-05 -0.854585669 1.480545602 0.363292239 0.730609034 PRDM14 8 Island TSS200 70983760 
cg02774523 1.81E-07 6.21E-05 -3.193812148 0.023707062 0.105789966 0.502794877 NA 3 Island NA 44039657 
cg07295678 1.81E-07 6.21E-05 -1.918160703 1.009114484 0.217878509 0.657838034 DPYSL4 10 Island TSS1500 134000009 
cg14217069 1.82E-07 6.22E-05 -0.476713285 1.514405056 0.422484348 0.73774278 ONECUT1 15 Island 1stExon 53081526 
cg14266251 1.82E-07 6.22E-05 -2.864385976 -0.08361106 0.136013329 0.487347464 BARHL1 9 Island Body 135462291 
cg17429382 1.82E-07 6.22E-05 -3.734366009 0.527509799 0.095338861 0.587236946 MATK 19 Island 5'UTR, Body, 1stExon 3786246 
cg20219457 1.83E-07 6.23E-05 -0.57475854 1.772261294 0.405926461 0.767112197 DCLK1 13 Island 1stExon, 5'UTR 36705446 
cg22035259 1.83E-07 6.23E-05 1.416583574 -1.132030722 0.715851607 0.317409271 NA 15 NA NA 80657823 
cg21702506 1.84E-07 6.25E-05 -3.193650753 -0.424688007 0.112710752 0.428848843 SLC6A15 12 Island TSS200 85306648 
cg09228327 1.84E-07 6.25E-05 1.588594796 -0.795789558 0.744151481 0.371260304 NA 12 NA NA 24908780 
cg08835464 1.85E-07 6.27E-05 1.62803292 -0.977347748 0.750599463 0.344515073 TRPV6 7 NA 3'UTR 142569053 
cg14855607 1.85E-07 6.27E-05 -1.515791581 1.553872611 0.269474623 0.732050695 VSX2 14 Island Body 74706891 
cg10277651 1.86E-07 6.28E-05 -1.514017314 0.830828059 0.268909788 0.637374243 NA 20 Island NA 623361 
cg03564415 1.87E-07 6.28E-05 1.997604982 -0.513456393 0.791383168 0.414942052 MOG 6 NA 3'UTR, Body 29638575 
cg01439078 1.87E-07 6.28E-05 0.087652932 -2.091902822 0.514431113 0.196870738 ERBB4 2 NA Body 212363715 
cg09279949 1.87E-07 6.28E-05 -1.6209359 1.577615628 0.269843611 0.742405263 THBD 20 Island 1stExon, 5'UTR 23030250 
cg05362548 1.87E-07 6.28E-05 -2.350674652 1.581197385 0.201058729 0.739674936 TDH 8 Island Body 11205166 
cg06660395 1.87E-07 6.28E-05 -0.155360701 2.18297472 0.474483718 0.811422086 NA 4 Island NA 1396306 
cg09103619 1.87E-07 6.28E-05 -2.162845117 1.511940297 0.210870913 0.728369613 ANKRD34C 15 Island TSS200 79575048 
cg10541517 1.88E-07 6.28E-05 -2.999202863 0.79959957 0.148572147 0.63354493 TMEM132C 12 Island Body 128753103 
cg24691167 1.89E-07 6.31E-05 -1.369814568 1.195859672 0.28801634 0.690227492 NA 3 NA NA 10749371 
cg27304110 1.89E-07 6.32E-05 -3.326339421 1.077319274 0.136971999 0.675071943 SYT6 1 Island 5'UTR 114695695 
cg09638407 1.89E-07 6.32E-05 -3.297808428 1.128594705 0.128639469 0.673344355 CHST2 3 Island 5'UTR, 1stExon 142839022 
cg18788664 1.92E-07 6.41E-05 -0.175163154 3.470538435 0.482016305 0.910917568 NA 1 Island NA 221068171 
cg14263171 1.93E-07 6.43E-05 3.262907436 0.629447367 0.898062767 0.603378124 NA 7 NA NA 116202492 
cg15242061 1.93E-07 6.43E-05 -2.479448584 0.063360773 0.156478022 0.511540499 NA 7 S_Shore NA 90226535 
cg18592561 1.94E-07 6.43E-05 -2.533276371 0.108718771 0.152638599 0.515755911 SCRT2 20 Island 3'UTR 644081 
cg05363616 1.94E-07 6.44E-05 0.260500749 2.448392566 0.543834434 0.841595053 TBX15 1 N_Shore 5'UTR 119529219 
cg04112590 1.94E-07 6.44E-05 1.677667897 -1.259140514 0.752722973 0.305183799 NA 4 NA NA 127368659 
cg03170056 1.95E-07 6.46E-05 -2.402640431 -0.045822823 0.169501491 0.492263733 TMEFF2 2 Island TSS1500 193060326 
cg12786548 1.98E-07 6.54E-05 -2.38797744 0.752342157 0.177714095 0.620625158 PAX2 10 Island Body 102507733 
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cg02071076 1.99E-07 6.56E-05 -2.428033476 0.330236794 0.163879946 0.55245517 STOX2 4 Island 1stExon, 5'UTR 184827086 
cg11982072 2.00E-07 6.57E-05 -3.123685161 0.577935262 0.124006008 0.595989697 GATA5 20 Island TSS1500 61051348 
cg19585816 2.00E-07 6.57E-05 -2.421088322 1.516009257 0.178444185 0.724739058 ANK1 8 Island TSS1500 41754742 
cg07217924 2.00E-07 6.58E-05 -2.496022658 0.916386022 0.178525684 0.647011317 PTPN5 11 Island TSS1500 18814078 
cg08776832 2.00E-07 6.58E-05 -1.765793714 1.227491661 0.239528789 0.689991617 NRG1 8 Island TSS1500 31496699 
cg25942031 2.01E-07 6.58E-05 -4.880968335 -0.936829255 0.049335763 0.349644813 ZNF354C 5 Island TSS200 178487410 
cg18969232 2.01E-07 6.58E-05 -1.509805014 1.571612863 0.271790552 0.735685694 NA 2 Island NA 45156937 
cg03324821 2.02E-07 6.58E-05 -2.00869433 1.169952242 0.202317305 0.675402657 SYT3 19 Island 5'UTR 51142933 
cg05854644 2.02E-07 6.58E-05 -2.981772583 0.389620832 0.138976293 0.565026316 SARM1 17 Island 1stExon 26699187 
cg13391810 2.02E-07 6.60E-05 -3.35872161 -0.119765737 0.093084615 0.484704728 NPTX1 17 Island TSS1500 78451573 
cg14851482 2.03E-07 6.60E-05 -1.760989098 0.157679751 0.237987803 0.527076026 SNAP25 20 Island TSS1500 10198732 
cg14511698 2.03E-07 6.60E-05 -0.666513611 1.838438309 0.394644276 0.776636136 SIX6 14 Island Body 60976898 
cg18104012 2.03E-07 6.60E-05 -1.796218835 1.257961681 0.25006561 0.701630874 FEZF2 3 Island Body 62358241 
cg12539711 2.04E-07 6.60E-05 -2.230284005 -0.400455948 0.181004609 0.432349407 NA 15 Island NA 84748613 
cg04456238 2.04E-07 6.60E-05 0.347492128 2.571682102 0.557289623 0.851633627 WT1 11 S_Shore Body 32450104 
cg15488722 2.04E-07 6.60E-05 -1.103947954 1.614297326 0.333120243 0.747926137 FREM2 13 Island 1stExon 39262147 
cg27389185 2.04E-07 6.60E-05 -0.659404601 1.170238357 0.392745332 0.690338456 ZNF540 19 S_Shore TSS200 38042123 
cg24190603 2.05E-07 6.61E-05 -0.462582114 2.543261007 0.436297689 0.85027189 SNAP91 6 Island Body, 5'UTR 84418433 
cg16438688 2.05E-07 6.62E-05 -0.441400927 1.391401005 0.425748988 0.720328477 NA 1 Island Body 156815529 
cg16433156 2.06E-07 6.62E-05 -1.765347593 1.510338546 0.25398562 0.733361396 SALL3 18 Island TSS200 76740091 
cg24981593 2.06E-07 6.62E-05 -1.76530789 1.202230051 0.242071779 0.687761081 NA 2 N_Shore NA 45160253 
cg02430935 2.06E-07 6.62E-05 -1.324869043 1.405017583 0.302328859 0.720533638 HMX2 10 Island Body 124909028 
cg01150270 2.06E-07 6.62E-05 -1.661109867 0.838383173 0.254777508 0.638062857 NA 15 N_Shore NA 95869918 
cg01228134 2.07E-07 6.62E-05 -1.229774305 0.740158238 0.307281321 0.624305537 ECEL1 2 Island 5'UTR 233351921 
cg00653960 2.07E-07 6.62E-05 -1.156868599 1.21946993 0.316333403 0.693474151 TNFRSF8 1 N_Shore TSS200 12123313 
cg18944010 2.08E-07 6.64E-05 -0.050621025 2.060092361 0.493821084 0.803807319 TBX15 1 S_Shore 5'UTR 119522855 
cg20557595 2.08E-07 6.64E-05 -0.790729361 1.705202617 0.377222991 0.761412768 NA 14 NA NA 45381239 
cg24507144 2.09E-07 6.67E-05 -1.259705799 2.246048392 0.304356543 0.805625097 FGF14 13 Island Body 103047225 
cg01202666 2.10E-07 6.68E-05 -0.789460141 1.228278318 0.371451654 0.697554037 TWIST1 7 Island TSS1500 19157650 
cg05882522 2.11E-07 6.69E-05 -3.698591467 0.135367433 0.084608505 0.52978154 EHD3 2 Island TSS200 31456789 
cg25233139 2.11E-07 6.69E-05 -0.512570521 2.223826959 0.417164818 0.814532368 NA 13 NA NA 112187396 
cg23291886 2.11E-07 6.69E-05 -0.06997762 2.517045182 0.490522292 0.844961675 NA 4 S_Shore NA 174440681 
cg14761514 2.11E-07 6.70E-05 0.190797794 -2.402057402 0.529112222 0.166065492 NA 12 NA NA 114714301 
cg18349911 2.13E-07 6.73E-05 -2.144306727 0.476283731 0.199804371 0.579435522 NA 5 Island NA 1877135 
cg01830294 2.13E-07 6.74E-05 -0.82040714 1.69603112 0.374314171 0.759669014 WNT2 7 Island TSS200 116963492 
cg23689219 2.13E-07 6.74E-05 1.69903319 -1.028589534 0.74486813 0.332418216 OR10J1 1 NA TSS1500 159408079 
cg09516959 2.14E-07 6.74E-05 -1.212819006 0.461441529 0.305690648 0.57822017 CRHR2 7 Island Body 30721478 
cg00234384 2.14E-07 6.74E-05 -1.287102866 0.622764605 0.298461894 0.605102443 NA 5 Island NA 54179570 
cg21200353 2.14E-07 6.74E-05 -1.066352666 1.15655599 0.33341344 0.687223272 MCF2L2 3 Island Body 183145532 
cg26682580 2.15E-07 6.74E-05 -3.785868403 0.232930906 0.091531536 0.538273557 TMEM132C 12 Island Body 128752058 
cg11089595 2.15E-07 6.74E-05 -1.048410433 1.736204349 0.333025882 0.757694393 RALYL 8 N_Shelf TSS1500 85094437 
cg25433188 2.16E-07 6.74E-05 -3.753540121 -1.768180372 0.071326925 0.232640669 SFMBT2 10 Island TSS200 7453511 
cg05404010 2.16E-07 6.74E-05 -2.011174979 1.256944837 0.222523807 0.697142907 SALL1 16 Island TSS1500 51186211 
cg04499648 2.16E-07 6.74E-05 -1.586080035 0.8266904 0.262969889 0.636336016 MYOD1 11 Island TSS1500 17740887 
cg13557668 2.16E-07 6.74E-05 -2.291458371 0.715605435 0.194829044 0.619390784 FBXL21 5 Island TSS200 135265931 
cg00593536 2.17E-07 6.74E-05 -0.85901212 1.259846553 0.363847397 0.703020701 NXPH2 2 Island TSS1500 139538222 
cg24287438 2.17E-07 6.74E-05 -3.476440496 0.44509884 0.112453258 0.573705194 ADCYAP1 18 Island TSS1500, TSS200 904878 
cg07514505 2.17E-07 6.74E-05 -2.994120717 -0.115332166 0.118792334 0.480670387 HS6ST3 13 Island 1stExon 96743754 
cg12338552 2.17E-07 6.74E-05 -0.675642672 2.640477985 0.396620197 0.848723182 NA 20 Island NA 690915 
cg10975889 2.18E-07 6.76E-05 0.691053002 2.667881025 0.615141087 0.859323109 HLX 1 S_Shore Body 221057808 
cg01407345 2.19E-07 6.78E-05 0.169480345 1.706727802 0.528751281 0.763808077 NA 5 Island NA 180100701 
cg25363607 2.19E-07 6.78E-05 -2.223771611 1.937140277 0.209447463 0.776760738 NA 7 Island NA 90226284 
cg21971285 2.21E-07 6.82E-05 -0.742714652 1.361899413 0.378694284 0.714739193 NA 11 Island NA 31841818 
cg24792289 2.21E-07 6.82E-05 -1.039955553 0.776188516 0.332147415 0.629721952 NA 5 Island NA 134825895 
cg23089549 2.21E-07 6.82E-05 -3.288196572 1.03084804 0.118030646 0.656089316 ALX4 11 N_Shore TSS200 44331905 
cg20255874 2.22E-07 6.84E-05 -1.058033992 0.838369279 0.329978913 0.639300592 CNNM1 10 N_Shore TSS200 101088811 
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cg20521389 2.23E-07 6.85E-05 -2.315587081 1.234902325 0.18956559 0.689956344 GFRA2 8 Island Body 21645509 
cg12266167 2.23E-07 6.85E-05 0.749833179 -1.953267428 0.616409819 0.211767254 SDK1 7 NA Body 3691268 
cg15445554 2.23E-07 6.86E-05 -0.865503754 1.916800194 0.357407547 0.775785152 SLC6A1 3 N_Shore TSS200 11034311 
cg19504005 2.24E-07 6.87E-05 -3.229442924 -0.128563273 0.099861303 0.485176414 SMOC1 14 Island 1stExon 70346417 
cg07974473 2.24E-07 6.87E-05 -1.985619028 0.545279301 0.215612359 0.5911911 FOXG1 14 Island TSS1500 29235092 
cg23609571 2.25E-07 6.87E-05 -4.781043941 0.148596318 0.051052218 0.521011135 SLC8A3 14 Island TSS200 70655845 
cg18849102 2.25E-07 6.87E-05 -0.686373005 1.586926178 0.390244943 0.747060349 MSX1 4 Island TSS1500 4859935 
cg07224726 2.25E-07 6.87E-05 -1.027676264 1.382666431 0.335698197 0.716064488 AQPEP 5 Island 1stExon 115298511 
cg24054190 2.26E-07 6.87E-05 -0.529478246 1.734767605 0.413484922 0.763598411 FGF12 3 Island Body 192232863 
cg06204711 2.26E-07 6.87E-05 -1.375848862 1.496732753 0.286244403 0.727459901 TBX15 1 N_Shore 5'UTR 119528424 
cg23097402 2.27E-07 6.91E-05 -1.842929398 1.874175224 0.258568003 0.779570831 DMRTA2 1 Island 3'UTR 50883394 
cg00955497 2.28E-07 6.93E-05 -2.451845075 0.57311524 0.172886545 0.593594091 NA 15 Island NA 89148699 
cg04276723 2.28E-07 6.93E-05 -2.994197546 -0.105233759 0.125989849 0.482847434 AMPH 7 Island Body 38670597 
cg03637878 2.29E-07 6.94E-05 -3.452040071 0.435538219 0.106533176 0.572877222 JAM3 11 N_Shore TSS200 133938788 
cg03410436 2.31E-07 6.98E-05 -2.746895091 0.968858942 0.1653072 0.656869596 ADARB2 10 Island TSS200 1779904 
cg05050944 2.31E-07 6.98E-05 -0.799489855 1.278768094 0.367944339 0.703178297 NA 4 S_Shelf NA 54970135 
cg23262218 2.32E-07 6.98E-05 -0.631139066 1.94060328 0.402627952 0.789886048 NA 10 Island NA 101290270 
cg01783070 2.32E-07 6.98E-05 -2.934607444 0.843508217 0.149135053 0.638405546 PAX1 20 Island TSS200 21686293 
cg13302823 2.32E-07 6.98E-05 -0.105313771 2.224287671 0.483450621 0.819788616 SCRT1 8 Island 1stExon 145559792 
cg26256401 2.32E-07 6.98E-05 -3.339430836 1.271212203 0.125593308 0.694604807 NA 3 Island NA 44037543 
cg00196787 2.33E-07 6.99E-05 -2.226328991 1.044974722 0.193981496 0.663548217 NA 17 Island TSS1500 32907132 
cg20506184 2.33E-07 7.00E-05 -0.719030471 1.716833911 0.38389385 0.760515657 SFMBT2 10 Island 1stExon, 5'UTR 7453329 
cg12467933 2.33E-07 7.00E-05 -1.353523191 1.187298439 0.298783773 0.692786201 BTBD17 17 Island Body 72353536 
cg15493970 2.34E-07 7.00E-05 1.910855106 -0.840424155 0.771290503 0.361583649 PPFIA4 1 S_Shore 3'UTR 203046885 
cg05864011 2.34E-07 7.01E-05 0.644618755 -1.140099554 0.607619762 0.315025747 NA 7 NA NA 56419094 
cg04018622 2.35E-07 7.01E-05 -2.414669999 0.483284246 0.18023876 0.581252141 PRMT8 12 Island Body 3602291 
cg02232208 2.35E-07 7.01E-05 -0.444812798 1.879282682 0.426704349 0.778260012 NA 3 Island NA 147137147 
cg15613567 2.35E-07 7.01E-05 -1.447288335 0.960275943 0.272983648 0.655030102 GPR123 10 Island 1stExon, 5'UTR 134901497 
cg07416656 2.36E-07 7.01E-05 -1.218347728 0.566988877 0.306708144 0.595919629 TLX1 10 Island Body 102894441 
cg11232276 2.36E-07 7.01E-05 -3.174649844 0.005323505 0.112073013 0.504924397 HCG4 6 Island Body 29760782 
cg15712559 2.36E-07 7.01E-05 -1.528980757 1.474183398 0.272399252 0.725039808 PHACTR3 20 Island Body 58180616 
cg14602530 2.36E-07 7.01E-05 -0.855175955 1.4112822 0.363666336 0.722570789 NA 4 Island NA 4859772 
cg24232378 2.37E-07 7.01E-05 1.377827692 -1.38276423 0.720705063 0.290998863 PIK3CG 7 NA 3'UTR 106545895 
cg13620034 2.37E-07 7.01E-05 -0.492269895 2.211342033 0.421017862 0.813311209 MSC 8 N_Shore Body 72755052 
cg03243165 2.37E-07 7.01E-05 2.845527604 0.10539556 0.873434495 0.516811312 NA 2 N_Shore NA 3832511 
cg23912454 2.37E-07 7.01E-05 -1.228043986 1.389905078 0.307973915 0.714848343 GUCY1A3 4 Island 5'UTR, TSS1500 156588387 
cg05970311 2.39E-07 7.05E-05 -2.032645869 0.748440903 0.215885938 0.623171261 NA 3 NA NA 10749977 
cg02020675 2.40E-07 7.07E-05 0.513464692 -1.563692273 0.583377107 0.255738117 NA 14 N_Shelf NA 92786270 
cg07167168 2.40E-07 7.08E-05 -2.287095132 0.716013146 0.195088424 0.618922938 PTPRT 20 Island TSS1500 41818788 
cg26755793 2.41E-07 7.08E-05 1.314710982 -0.579798607 0.710046584 0.403697169 KCTD1 18 NA TSS1500 24220540 
cg08510658 2.42E-07 7.10E-05 -1.801151941 0.388378321 0.232674631 0.566007075 GCM2 6 Island TSS1500 10882927 
cg11982718 2.42E-07 7.11E-05 -2.614084496 -1.262231294 0.142960843 0.295342314 NA 15 Island TSS1500, Body 82555456 
cg22322465 2.43E-07 7.12E-05 -0.327885077 1.355688251 0.444301081 0.715369222 NBLA00301 4 Island Body 174459201 
cg15305511 2.43E-07 7.12E-05 -0.896076953 1.457398559 0.357297405 0.727046801 NA 4 N_Shore TSS1500 5712676 
cg06204735 2.45E-07 7.16E-05 -2.049964853 2.008833958 0.240418926 0.792920422 SYNDIG1L 14 Island TSS200 74892986 
cg06902367 2.46E-07 7.18E-05 0.701511168 -1.47971115 0.612267596 0.265046611 NA 7 NA NA 136768089 
cg22912834 2.46E-07 7.18E-05 -0.406314479 1.814786803 0.431408333 0.77257591 NA 2 Island NA 45227645 
cg00185566 2.46E-07 7.18E-05 -1.189407226 1.12670418 0.310384861 0.679573887 KAZN 1 Island Body 14925856 
cg20324206 2.47E-07 7.18E-05 -2.039923534 0.518008665 0.207086503 0.58546869 ONECUT2 18 Island 1stExon 55103562 
cg13547644 2.47E-07 7.18E-05 -1.48139227 1.382161923 0.276754399 0.714150372 ACTA1 1 Island 5'UTR 229569608 
cg03237648 2.48E-07 7.20E-05 -0.780408898 1.231665876 0.372696039 0.697761508 SFMBT2 10 Island TSS1500 7454759 
cg24899571 2.48E-07 7.20E-05 -3.291134295 0.398043811 0.117298327 0.566911501 JAM3 11 N_Shore TSS200 133938810 
cg23936023 2.49E-07 7.21E-05 -5.55465022 0.298519937 0.043339805 0.547105171 VCAN 5 Island 5'UTR 82769030 
cg19518308 2.49E-07 7.21E-05 -2.577120003 0.401071633 0.155774551 0.564246227 NA 2 Island NA 11622904 
cg05622465 2.50E-07 7.24E-05 -2.656282138 0.775040051 0.164272161 0.62506592 ALX3 1 Island 1stExon 110613072 
cg20267897 2.52E-07 7.28E-05 1.128366469 -1.185387496 0.674411567 0.308711788 ZBTB46 20 N_Shore 5'UTR 62433369 
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cg04512917 2.53E-07 7.28E-05 -1.570142826 1.049805388 0.260551603 0.666008933 EDIL3 5 N_Shore Body 83679211 
cg01461847 2.53E-07 7.28E-05 -1.107369639 1.887674549 0.340717922 0.782637753 NA 6 S_Shore NA 27648057 
cg25218453 2.53E-07 7.28E-05 -3.245921478 -0.575811665 0.099710207 0.407339959 NA 6 Island NA 28603027 
cg00378313 2.54E-07 7.29E-05 3.028422319 -0.198811062 0.888195365 0.468150102 NA 13 NA NA 74779339 
cg11149930 2.54E-07 7.29E-05 -1.995671228 1.385687178 0.219726233 0.710324758 NA 2 Island NA 119593625 
cg01779340 2.54E-07 7.29E-05 3.400930681 1.297393994 0.910490692 0.704615022 NA 1 NA NA 173411316 
cg18468394 2.54E-07 7.29E-05 -3.607861187 -0.43354792 0.094146293 0.428026093 TLX3 5 Island TSS1500 170736021 
cg04413320 2.56E-07 7.29E-05 -0.398959519 2.460937626 0.439048537 0.838023528 PCDH17 13 Island 1stExon 58208929 
cg08259413 2.56E-07 7.29E-05 -0.626812052 1.171169784 0.394794521 0.688831458 NA 16 Island NA 22959819 
cg16522250 2.56E-07 7.29E-05 0.646288006 -2.001408968 0.606237638 0.212107459 CNTN6 3 NA Body 1382597 
cg14741939 2.56E-07 7.29E-05 -0.642980036 2.191522048 0.400657668 0.813993843 ZIC1 3 Island TSS200 147127137 
cg22410478 2.57E-07 7.29E-05 -1.403156159 0.987665307 0.288846598 0.662992608 METTL24 6 Island Body 110678956 
cg03087912 2.57E-07 7.29E-05 -1.674479941 0.745314916 0.252344678 0.623581725 NA 8 Island NA 55379034 
cg06000994 2.57E-07 7.29E-05 -1.430822149 1.048131704 0.282129619 0.668105724 ZNF536 19 Island 5'UTR 30866194 
cg03561455 2.57E-07 7.29E-05 -3.270729364 1.424233771 0.127949596 0.713069772 CBLN2 18 Island 5'UTR 70210433 
cg00100012 2.58E-07 7.31E-05 -1.49735462 1.134787831 0.281570563 0.684504852 NA 20 Island NA 37302983 
cg04392488 2.58E-07 7.31E-05 2.228275163 4.514863872 0.813030903 0.956195487 TP73 1 NA Body 3644226 
cg03803071 2.58E-07 7.31E-05 -1.767445815 1.834130932 0.257120326 0.769183707 NA 19 Island NA 22034523 
cg11464895 2.59E-07 7.31E-05 -0.312256043 2.304721948 0.451406928 0.82694935 UTF1 10 Island Body 135044789 
cg11227598 2.59E-07 7.31E-05 2.572082344 -0.598364269 0.84858678 0.403473654 NA 11 NA NA 28658101 
cg22967396 2.60E-07 7.34E-05 -1.846389773 0.964996757 0.230895692 0.65396768 OTX2OS1 14 N_Shore Body 57283942 
cg00109356 2.60E-07 7.34E-05 -1.085831406 1.117774873 0.331223767 0.682081013 SHISA2 13 Island TSS200 26625307 
cg12874092 2.63E-07 7.40E-05 -5.970413633 -0.105491352 0.02989671 0.490606282 VIM 10 Island Body 17271519 
cg14202325 2.64E-07 7.41E-05 -1.744892483 0.85126656 0.239919949 0.637716324 IQSEC1 3 Island TSS1500 13115107 
cg10811045 2.64E-07 7.43E-05 -2.222121809 0.521636928 0.189532699 0.58636332 NA 2 Island NA 91635283 
cg00310215 2.65E-07 7.44E-05 -0.898431947 1.080796052 0.35712818 0.677629887 SALL1 16 Island TSS1500, TSS200 51185346 
cg08131100 2.66E-07 7.45E-05 -2.130101242 2.512080184 0.239039509 0.835991083 KRBA1 7 Island TSS1500 149411652 
cg02745636 2.67E-07 7.46E-05 -1.09782405 1.380704287 0.325730745 0.71498462 NA 14 Island NA 61104571 
cg05377214 2.67E-07 7.46E-05 2.526395841 -0.680836878 0.830149029 0.389808882 NA 12 N_Shelf NA 98848415 
cg12065840 2.67E-07 7.46E-05 -1.837267944 1.657685815 0.235292988 0.740750883 COL14A1 8 S_Shore 5'UTR 121138133 
cg24320612 2.67E-07 7.46E-05 -3.67598624 0.376243863 0.110243318 0.563454233 GATA5 20 Island TSS1500 61051317 
cg16792800 2.68E-07 7.48E-05 0.028423403 2.2456402 0.505292383 0.823067004 GPC6 13 Island 1stExon, 5'UTR 93879361 
cg04980590 2.69E-07 7.49E-05 -0.574117303 1.709886163 0.406489106 0.75916786 NA 5 Island NA 3590820 
cg03175305 2.69E-07 7.49E-05 -2.019290822 0.198238705 0.209180137 0.533928926 PEX5L 3 N_Shore 1stExon, 5'UTR 179754483 
cg05048624 2.70E-07 7.49E-05 -0.249687634 -2.188959235 0.459195842 0.182939412 PLA2G2D 1 NA Body 20441579 
cg14538332 2.70E-07 7.50E-05 -2.534515938 0.738769786 0.174531278 0.620747669 SDC2 8 Island 5'UTR, 1stExon 97506180 
cg19050990 2.71E-07 7.50E-05 -0.840779316 1.452334588 0.365000882 0.726157421 NA 1 Island NA 98511523 
cg23676551 2.71E-07 7.50E-05 -2.2176195 0.997658918 0.197736488 0.660119922 NA 11 Island Body, TSS1500, 5'UTR 2161374 
cg19501982 2.72E-07 7.50E-05 -0.9337397 1.357998674 0.353327247 0.716011529 NA 4 Island NA 190938265 
cg11893763 2.72E-07 7.50E-05 -0.787648232 1.991384101 0.37864129 0.79280342 GPR26 10 Island TSS200 125425688 
cg03100509 2.72E-07 7.50E-05 1.544211991 -1.458011692 0.730992517 0.277891631 NA 12 S_Shelf NA 49584947 
cg06550340 2.73E-07 7.52E-05 -1.613329098 1.048360406 0.266143199 0.671311253 BHLHE23 20 Island TSS200 61638420 
cg23934404 2.73E-07 7.52E-05 -1.314115638 1.302804636 0.303574204 0.707326789 NA 13 N_Shore NA 112758491 
cg01908338 2.73E-07 7.52E-05 -1.7099689 1.024528338 0.242050761 0.660816904 NA 1 Island TSS1500 2984525 
cg17804348 2.76E-07 7.57E-05 -0.239971032 2.173048761 0.462143766 0.813364284 TP73 1 Island Body, 3'UTR 3649473 
cg13778709 2.76E-07 7.57E-05 -0.835331379 1.479524023 0.367663359 0.731346547 APCDD1L 20 Island TSS200 57089961 
cg10511904 2.76E-07 7.57E-05 -1.29586999 1.422916391 0.306983171 0.722558016 FGF12 3 Island TSS1500, Body 192127327 
cg27079740 2.76E-07 7.57E-05 0.649522234 -1.297027823 0.604233889 0.29108871 GPM6A 4 NA 1stExon, 5'UTR, Body 176733877 
cg22651079 2.77E-07 7.57E-05 2.440124193 -0.806161718 0.827325652 0.370770765 NA 8 NA NA 91796396 
cg25230074 2.77E-07 7.57E-05 -3.450823284 0.488215228 0.101178464 0.575376737 NRG1 8 Island 1stExon, 5'UTR, Body 32405792 
cg25025247 2.78E-07 7.60E-05 -3.030492067 0.150494764 0.126950151 0.523748536 NA 1 S_Shore TSS1500 34632118 
cg00869796 2.79E-07 7.60E-05 3.38759974 0.355608406 0.907047896 0.557874676 NA 3 NA NA 107141260 
cg02866454 2.79E-07 7.60E-05 -0.70294745 1.708112622 0.385767877 0.759628137 SFMBT2 10 Island TSS200 7453455 
cg12619536 2.79E-07 7.60E-05 -2.673873586 1.520113627 0.168058712 0.723607392 VAV3 1 S_Shore TSS1500 108508067 
cg02468050 2.80E-07 7.63E-05 -1.839503616 1.710506751 0.255071874 0.758821315 GRID2 4 Island Body 93226380 
cg08768569 2.81E-07 7.63E-05 -2.090669666 1.307398156 0.217152562 0.703326121 SORCS3 10 Island TSS1500 106400565 
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cg07480567 2.81E-07 7.63E-05 -1.983282811 1.219857239 0.22940297 0.692960327 HS3ST3A1 17 Island 1stExon, 5'UTR 13505174 
cg06274396 2.82E-07 7.63E-05 -3.075460783 0.226087678 0.117261107 0.541279033 HELT 4 Island Body 185941625 
cg11382963 2.82E-07 7.63E-05 -1.854787507 0.64279948 0.231369782 0.606298468 MSC 8 Island 3'UTR 72754469 
cg19791395 2.82E-07 7.63E-05 -3.022844094 1.576475322 0.150232772 0.737601026 NA 19 Island NA 51162508 
cg08697503 2.83E-07 7.66E-05 -2.23278627 0.294488251 0.18185241 0.547080616 CCDC140 2 N_Shore 5'UTR 223166946 
cg04834436 2.84E-07 7.68E-05 0.3665547 2.293589074 0.561786714 0.827481248 IRX6 16 Island Body 55362754 
cg07159961 2.85E-07 7.70E-05 -0.265471272 1.472517853 0.454481439 0.730352804 GDF6 8 N_Shore Body 97171332 
cg26612849 2.86E-07 7.71E-05 -2.199872254 0.339588942 0.190481499 0.557208903 NA 19 Island TSS1500, 5'UTR, 1stExon 37407413 
cg07137606 2.87E-07 7.71E-05 0.41294545 2.468601615 0.568100154 0.845588456 PLD5 1 Island 5'UTR 242687018 
cg18016181 2.87E-07 7.71E-05 -2.146987932 1.112697048 0.214696545 0.678671353 FOXD4 9 Island 1stExon 117608 
cg23424003 2.87E-07 7.72E-05 -1.508587446 1.898730591 0.295691206 0.784233837 EMID2 7 Island TSS200 101006035 
cg06849504 2.88E-07 7.72E-05 -0.928589118 1.523631222 0.353253507 0.735687405 NA 1 Island NA 91301484 
cg09831026 2.89E-07 7.74E-05 -4.509454666 -0.426893783 0.055125227 0.433119066 NA 12 S_Shore NA 133485765 
cg10764357 2.89E-07 7.74E-05 -0.837866371 1.187237684 0.362621221 0.690005208 BCAT1 12 Island 1stExon, 5'UTR 25102072 
cg10362591 2.89E-07 7.74E-05 -1.0239634 1.787505684 0.345190526 0.771294311 SLC6A2 16 Island TSS1500 55689865 
cg01454215 2.90E-07 7.76E-05 -2.471373342 -0.126375531 0.157552897 0.478044735 UCN 2 Island 3'UTR 27530363 
cg23042510 2.92E-07 7.79E-05 -2.547209828 -0.0755847 0.154286358 0.489741235 EBF3 10 Island Body 131757695 
cg06343355 2.94E-07 7.83E-05 -0.005507197 1.906614292 0.498041576 0.786242947 NA 6 N_Shore NA 29521023 
cg06400704 2.94E-07 7.83E-05 -1.530089001 2.100404446 0.291878494 0.801157133 FMN2 1 Island 1stExon 240256644 
cg16368442 2.95E-07 7.85E-05 -2.132720735 1.22654898 0.218873583 0.696199396 GRIN2A 16 Island TSS1500, TSS200 10276799 
cg16990168 2.95E-07 7.85E-05 0.161036729 2.414200144 0.526652055 0.838179103 TBX15 1 N_Shore 5'UTR 119526060 
cg08694680 2.96E-07 7.85E-05 -3.746953061 -0.252420325 0.099180357 0.457339974 ONECUT3 19 Island 1stExon 1754700 
cg08829841 2.97E-07 7.87E-05 -0.198793913 2.197681529 0.468936611 0.813607491 FOXI2 10 Island TSS200 129535348 
cg23702412 2.97E-07 7.87E-05 -3.097812768 0.203596087 0.131618883 0.534212399 SLC8A3 14 Island TSS200 70655803 
cg03571927 2.98E-07 7.89E-05 -3.135603409 0.82488213 0.123904278 0.629156454 DPY19L2P4 7 Island TSS1500 89748238 
cg01665970 2.99E-07 7.91E-05 1.773222133 -0.664000336 0.757566326 0.389099467 C6orf10 6 NA Body 32269478 
cg10285337 3.00E-07 7.92E-05 -2.372362837 1.258954077 0.189431897 0.693674155 NA 7 Island NA 84815543 
cg07755735 3.00E-07 7.92E-05 -1.103510629 0.586275898 0.32286291 0.599408051 GDF7 2 Island Body 20870362 
cg22903300 3.00E-07 7.92E-05 -1.594573165 1.161985391 0.256456664 0.680711102 HCG4 6 Island Body 29760765 
cg16340963 3.02E-07 7.95E-05 0.74239526 -1.435803391 0.623233709 0.277408514 NA 5 NA NA 117002269 
cg03111498 3.02E-07 7.95E-05 -1.851487629 0.401664185 0.232092243 0.568396545 VSX1 20 Island TSS200 25062860 
cg11432962 3.02E-07 7.95E-05 -1.791561285 0.968708256 0.241670841 0.656951435 NA 13 Island NA 95354741 
cg24319381 3.03E-07 7.95E-05 -0.969350715 1.970845073 0.353400518 0.786830291 CPEB1 15 Island TSS200 83316911 
cg00557947 3.03E-07 7.96E-05 -2.121892442 1.405450308 0.222835675 0.719206973 NA 10 Island NA 102419245 
cg24768649 3.05E-07 7.99E-05 -2.91217413 -0.183267005 0.126473526 0.469441991 ERBB4 2 Island Body 213402181 
cg15469350 3.05E-07 7.99E-05 -1.031556587 1.497975024 0.337652238 0.730872278 SLIT2 4 Island TSS200 20255187 
cg19292008 3.07E-07 8.01E-05 -3.149558738 0.169308256 0.116636754 0.524868002 FOXE1 9 Island 5'UTR, 1stExon 100615796 
cg11355135 3.07E-07 8.01E-05 -0.807814031 1.902367423 0.370819896 0.778197067 SLC5A7 2 Island TSS200 108602860 
cg19639184 3.07E-07 8.02E-05 -3.170545535 0.543498848 0.121289448 0.588153913 ANO5 11 Island 5'UTR, 1stExon 22214934 
cg03935055 3.08E-07 8.04E-05 -1.598783626 0.940970399 0.259095254 0.652472184 NA 3 Island NA 27771905 
cg23637385 3.09E-07 8.05E-05 -2.157639 0.650515853 0.196042129 0.605564551 NA 2 Island NA 45161510 
cg10903451 3.09E-07 8.05E-05 -4.059475966 -0.482517441 0.075855701 0.421134164 FIGN 2 N_Shore TSS1500 164592851 
cg23340017 3.10E-07 8.05E-05 -0.321878303 1.730387449 0.447075155 0.764330236 TLX1 10 N_Shore Body 102895133 
cg03442378 3.11E-07 8.07E-05 -1.259863357 0.965641963 0.308422314 0.659550916 ALX4 11 Island TSS1500 44332385 
cg09584358 3.11E-07 8.07E-05 0.225107467 2.728012618 0.538527101 0.856978467 NA 17 N_Shore NA 14201680 
cg01655831 3.11E-07 8.07E-05 -2.287877142 1.120671672 0.197427247 0.676302775 GREB1L 18 Island 5'UTR 18822994 
cg13160799 3.12E-07 8.08E-05 0.395391755 2.31580142 0.565972323 0.829923582 SPTBN4 19 Island Body 41074150 
cg22989103 3.12E-07 8.08E-05 -1.32355246 0.327964563 0.291753624 0.55618513 FAM19A5 22 Island Body, 1stExon 48972331 
cg15272362 3.13E-07 8.09E-05 -2.203126432 1.234594427 0.214040416 0.697257468 VSX1 20 Island TSS200 25062823 
cg10396546 3.13E-07 8.09E-05 -2.726793684 0.905501186 0.175316011 0.650891471 ZSWIM2 2 Island TSS200 187713902 
cg20731875 3.14E-07 8.10E-05 1.074862874 3.420077679 0.667393268 0.910849742 NA 17 Island Body 14207701 
cg27448110 3.14E-07 8.10E-05 -1.340348492 1.346360592 0.3007618 0.712395116 PTPRN2 7 Island Body 157484647 
cg21269843 3.19E-07 8.18E-05 -1.667769324 1.231967551 0.255547133 0.692942706 OTP 5 Island TSS200 76934696 
cg18239753 3.19E-07 8.18E-05 -1.031989698 1.70499353 0.344031245 0.759854808 KHDRBS2 6 Island 1stExon, 5'UTR 62995963 
cg21210758 3.19E-07 8.18E-05 -1.336580291 1.81374773 0.291247724 0.760093638 EVC 4 N_Shore 1stExon, 5'UTR 5713005 
cg12328063 3.19E-07 8.18E-05 -2.229615394 0.75790937 0.192125994 0.622635698 SFMBT2 10 Island 5'UTR 7451838 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S4 
 

cg01162672 3.20E-07 8.18E-05 -0.929327428 1.352875949 0.352360094 0.713381601 EYA4 6 Island TSS1500 133562275 
cg26132774 3.20E-07 8.18E-05 -0.820213098 1.767284428 0.374806129 0.769081762 NA 13 Island NA 79170146 
cg02671880 3.20E-07 8.18E-05 -0.989614567 1.109869033 0.343403752 0.680987606 NA 13 Island NA 95355117 
cg24260323 3.20E-07 8.18E-05 4.063928963 0.421911258 0.929521386 0.567035815 NA 15 NA NA 47497566 
cg05553502 3.21E-07 8.18E-05 -1.062728348 1.266823232 0.33398933 0.701687912 NR2F1 5 Island Body 92924091 
cg06999323 3.21E-07 8.18E-05 -2.157267757 1.201499307 0.206838506 0.688376879 NEFL 8 S_Shore TSS1500 24814393 
cg10040329 3.21E-07 8.18E-05 -0.988104373 1.71565283 0.346482643 0.758318779 RFX4 12 Island Body 106979482 
cg12804010 3.21E-07 8.18E-05 -2.148635433 1.036420461 0.210106114 0.666323442 SYT6 1 Island TSS1500 114697113 
cg21806580 3.21E-07 8.18E-05 -0.787896738 -2.802273244 0.371218074 0.129407537 NA 5 NA NA 18746010 
cg12880658 3.25E-07 8.25E-05 -1.200631397 1.378611375 0.313504543 0.714971275 CDO1 5 Island 1stExon, 5'UTR 115152386 
cg07362328 3.27E-07 8.31E-05 -1.834928993 0.729966527 0.229132391 0.618310643 DMRTA2 1 Island Body 50886393 
cg23206461 3.28E-07 8.31E-05 0.348727402 2.629565018 0.557922183 0.856356083 NA 1 Island NA 147782116 
cg19509715 3.28E-07 8.31E-05 -3.948492821 0.489033971 0.083318527 0.58553635 NA 3 Island NA 44037128 
cg14073722 3.28E-07 8.31E-05 -1.025726613 1.274060842 0.3412487 0.705257677 CA10 17 Island 1stExon, 5'UTR 50235737 
cg20536041 3.28E-07 8.31E-05 -1.790334885 0.550038153 0.233996804 0.591421447 NA 2 Island NA 45029004 
cg24366314 3.30E-07 8.34E-05 0.073378518 1.923029471 0.512388475 0.787100018 SLITRK5 13 Island Body 88329680 
cg13313616 3.32E-07 8.35E-05 1.995047042 -0.568689698 0.791516877 0.407379944 NA 11 NA NA 2127569 
cg27034576 3.32E-07 8.35E-05 -1.569475072 1.14736112 0.266763163 0.682223668 GFRA1 10 Island 5'UTR, 1stExon 118031654 
cg14657525 3.32E-07 8.35E-05 -1.454196375 1.709130157 0.28478558 0.752763576 TRIM71 3 Island TSS1500 32859099 
cg00353659 3.32E-07 8.35E-05 3.212329501 0.688755926 0.893565294 0.61255173 CAMTA1 1 NA Body 7602013 
cg04257097 3.32E-07 8.35E-05 1.77823553 -0.79072911 0.759005023 0.36957803 NA 2 S_Shore NA 72080104 
cg13157483 3.33E-07 8.35E-05 2.292115579 0.109078114 0.820662439 0.518709556 PKNOX2 11 NA 5'UTR 125145672 
cg03227184 3.33E-07 8.35E-05 -1.92958289 1.475109166 0.237065853 0.726049429 NA 4 Island TSS200, Body 122686432 
cg21848524 3.33E-07 8.35E-05 -1.294819193 1.61017151 0.306461099 0.745543635 NA 3 N_Shore NA 27771053 
cg14062468 3.33E-07 8.35E-05 -1.556509528 1.1843484 0.2707217 0.688248553 SYN3 22 Island 5'UTR 33453893 
cg09236176 3.35E-07 8.36E-05 -1.190144611 1.171705003 0.319227515 0.690079513 RBFOX3 17 Island 5'UTR 77179455 
cg01466288 3.35E-07 8.36E-05 -3.09738374 0.458156944 0.134729316 0.575575741 NA 1 Island NA 119550803 
cg07419704 3.35E-07 8.36E-05 -0.611359941 2.374907317 0.40174424 0.829746574 NA 4 Island NA 1398139 
cg12936335 3.35E-07 8.36E-05 -2.03224331 0.989286551 0.221321134 0.660214562 ULBP1 6 Island Body 150286212 
cg13272644 3.36E-07 8.37E-05 -0.232621451 1.911666292 0.463313571 0.785368163 GRIK3 1 Island Body 37499476 
cg19144684 3.36E-07 8.37E-05 -1.508899666 0.621817563 0.272250687 0.604511736 NA 2 Island NA 137522960 
cg10746936 3.37E-07 8.37E-05 -1.543247019 1.679494353 0.282612271 0.754205746 NA 14 Island NA 95240143 
cg15608939 3.37E-07 8.38E-05 -2.207721863 0.968707812 0.194049639 0.653438662 NA 17 Island NA 8907074 
cg21606447 3.39E-07 8.41E-05 -5.264370068 -3.763990581 0.026139438 0.069875468 PUS7 7 Island TSS200 105162735 
cg08026818 3.39E-07 8.41E-05 -2.147745921 0.841310042 0.188453847 0.630888513 VAT1L 16 S_Shore Body 77823221 
cg26730369 3.40E-07 8.42E-05 -0.608534548 2.111355792 0.403113443 0.801794411 ADRA1A 8 Island TSS1500 26724001 
cg06952671 3.40E-07 8.42E-05 -0.806768579 1.246051906 0.369794784 0.699445035 ITGA4 2 Island 5'UTR, 1stExon 182322268 
cg13824555 3.42E-07 8.44E-05 -2.452304889 0.610156814 0.171023524 0.598402753 TMEM132C 12 Island Body 128753138 
cg27603915 3.42E-07 8.44E-05 -3.032850509 0.352222489 0.139316082 0.559555729 NELL1 11 S_Shore Body 20692113 
cg02286715 3.44E-07 8.47E-05 -1.424888326 0.738934227 0.278850144 0.621409347 PPP2R2C 4 Island Body 6473881 
cg13685951 3.44E-07 8.47E-05 -3.047677909 1.077884827 0.146700517 0.673556369 FAM5B 1 Island TSS1500 177140322 
cg24292235 3.44E-07 8.47E-05 -1.399377636 1.103115799 0.289593557 0.677628082 NA 12 Island NA 8171463 
cg01715455 3.45E-07 8.50E-05 -2.149567438 0.584785454 0.207221277 0.598519818 VSX1 20 Island TSS200 25062827 
cg05686497 3.47E-07 8.53E-05 -1.310131859 1.132355381 0.302514865 0.6835172 FBN2 5 Island TSS1500 127874587 
cg02898293 3.47E-07 8.53E-05 -0.629254387 1.561878653 0.397752433 0.742844506 VSX1 20 Island Body 25061762 
cg27106513 3.50E-07 8.59E-05 -1.507478406 0.836700924 0.268333044 0.637157275 RGS20 8 Island Body 54790372 
cg26986911 3.51E-07 8.60E-05 -4.017192902 0.306792365 0.081266792 0.55613371 RXFP3 5 Island TSS200 33936292 
cg10819259 3.52E-07 8.61E-05 -0.504449195 1.673921604 0.417952126 0.757064141 ACTN2 1 S_Shore Body 236850361 
cg27525446 3.52E-07 8.61E-05 -1.901592173 0.608656923 0.226704272 0.601445015 ESPNP 1 Island Body 17019810 
cg13962186 3.53E-07 8.62E-05 -3.14682988 -0.566455394 0.111753687 0.406396657 FOXB2 9 Island TSS1500 79633650 
cg00089091 3.53E-07 8.62E-05 -0.80616638 1.871585246 0.369274629 0.772931539 DPP10 2 Island Body 115919950 
cg06367693 3.54E-07 8.62E-05 -1.994861753 1.174176354 0.2168653 0.681522386 STOX2 4 Island 1stExon, 5'UTR 184827491 
cg19952303 3.54E-07 8.62E-05 -2.051936976 0.695867669 0.216461291 0.616028765 SLC6A15 12 Island 1stExon, 5'UTR 85306323 
cg20229534 3.54E-07 8.62E-05 -2.891357413 0.249298885 0.133988138 0.54280781 GCM2 6 N_Shore TSS200 10882250 
cg10864596 3.54E-07 8.62E-05 -6.057367919 -1.163960219 0.030826133 0.32040367 ZNF354C 5 Island TSS1500 178487382 
cg14526953 3.55E-07 8.62E-05 -0.886481581 1.522145855 0.362931062 0.738587407 GPR123 10 Island 5'UTR 134901975 
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cg05735384 3.55E-07 8.63E-05 -0.455381224 1.922600516 0.427577551 0.785805996 NA 15 Island NA 32639426 
cg04457196 3.56E-07 8.63E-05 -2.0564774 1.655464128 0.21702148 0.741104888 FIGN 2 Island TSS1500 164593264 
cg14862722 3.56E-07 8.63E-05 1.518214767 -0.778857447 0.731714634 0.372070072 CNTN4 3 NA Body 2908279 
cg13577076 3.56E-07 8.63E-05 -0.784985119 1.775400913 0.378220347 0.771720261 PRKAR1B 7 S_Shore 5'UTR, TSS1500 752456 
cg27665188 3.59E-07 8.68E-05 1.320137033 -0.585430282 0.706673354 0.401257775 NA 6 NA NA 168168453 
cg02305242 3.60E-07 8.69E-05 -0.895980337 1.592938405 0.361655612 0.745511985 FLRT2 14 N_Shore TSS1500 85996202 
cg06169131 3.60E-07 8.70E-05 -0.291587428 1.817735638 0.453868676 0.775845884 FGF8 10 Island TSS1500 103536348 
cg25655324 3.61E-07 8.72E-05 2.831296602 -0.021428728 0.861794244 0.49571767 SEMA6B 19 Island Body 4556011 
cg14822490 3.63E-07 8.75E-05 0.171141619 2.197044 0.528766818 0.817452128 HMX2 10 Island 3'UTR 124909889 
cg17352975 3.64E-07 8.76E-05 -1.70830654 1.490956851 0.265286109 0.731997377 NA 20 Island NA 5297429 
cg16707405 3.65E-07 8.77E-05 -1.5075364 0.794954354 0.274039173 0.632198262 CDO1 5 Island TSS200 115152413 
cg03942051 3.65E-07 8.78E-05 -0.132267751 1.564722178 0.477518286 0.743950696 TBX15 1 S_Shore TSS1500 119532655 
cg26708235 3.67E-07 8.81E-05 -1.610883353 1.391800562 0.253451531 0.706785399 ATP8A2 13 Island 1stExon 25946397 
cg21512124 3.67E-07 8.81E-05 -2.569459896 -0.118780337 0.147188619 0.480977111 SLC8A3 14 Island TSS200 70655805 
cg06266613 3.68E-07 8.82E-05 -2.647513501 0.624206993 0.168068601 0.604108933 NA 2 Island NA 119593464 
cg11998703 3.69E-07 8.84E-05 -0.564735853 1.558666527 0.409901869 0.742735221 ZNF418 19 Island 1stExon, 5'UTR 58446669 
cg19241327 3.70E-07 8.84E-05 -3.267005112 0.245686041 0.111899206 0.541322327 PTPRN2 7 Island Body 157484559 
cg00592781 3.70E-07 8.84E-05 -2.721658084 0.11796205 0.151378989 0.519630198 NA 12 Island NA 66122874 
cg15259986 3.71E-07 8.85E-05 -0.593270489 2.708458517 0.412236082 0.854211428 FIGN 2 N_Shore TSS200 164592561 
cg08949101 3.71E-07 8.85E-05 0.424212142 -1.837828395 0.570965942 0.224897739 TCP10L 21 NA TSS200 33957957 
cg16098981 3.71E-07 8.85E-05 -2.132502492 1.264342716 0.210791483 0.695843637 SYNDIG1 20 Island 5'UTR, 1stExon 24449865 
cg05221057 3.72E-07 8.86E-05 -1.542409065 1.244036196 0.276100153 0.697919216 NA 13 Island NA 112711587 
cg05550893 3.73E-07 8.87E-05 -0.030135107 1.95639545 0.495198683 0.789833692 RTN4RL1 17 Island Body 1880884 
cg02892624 3.73E-07 8.87E-05 0.06520928 -1.785157875 0.512370771 0.228878533 S100A7 1 NA 5'UTR 153432128 
cg25732687 3.73E-07 8.87E-05 1.630525764 -0.855324671 0.744301222 0.360894975 CHIT1 1 NA Body 203192642 
cg02353184 3.74E-07 8.87E-05 -1.907784976 0.821524652 0.231203943 0.634794928 SFMBT2 10 Island TSS1500 7454561 
cg09843874 3.74E-07 8.87E-05 -2.294800839 0.626356258 0.18440274 0.600302546 NA 19 Island NA 51162513 
cg17506460 3.75E-07 8.87E-05 -1.705188241 1.579210644 0.257912516 0.73695616 HDGFRP3 15 N_Shore Body 83875537 
cg10939691 3.75E-07 8.87E-05 -2.349490212 0.10077317 0.180079145 0.517409546 NA 2 Island NA 45155408 
cg13914094 3.76E-07 8.89E-05 -2.645357342 0.156770036 0.148806643 0.527113387 NA 5 S_Shore NA 77148665 
cg01151966 3.77E-07 8.89E-05 -1.630394129 1.312077156 0.267261971 0.707484281 NRG3 10 Island TSS1500 83634485 
cg26996818 3.78E-07 8.92E-05 -0.042672168 2.007608148 0.494197285 0.796266048 COL23A1 5 S_Shore TSS1500 178017853 
cg03414318 3.80E-07 8.95E-05 -2.578882293 2.358590319 0.221282278 0.830699977 NA 20 Island NA 34894648 
cg25185881 3.80E-07 8.95E-05 -2.220356018 1.09756455 0.197674689 0.670966064 GUCY1B3 4 Island Body 156681047 
cg21204804 3.85E-07 9.06E-05 -2.527803666 1.00913609 0.172479897 0.657653931 NA 11 Island NA 8290321 
cg16338011 3.85E-07 9.06E-05 0.306197997 -1.700198811 0.550171838 0.238983073 NA 3 NA NA 137301727 
cg24283289 3.86E-07 9.06E-05 -0.204335753 1.617343784 0.466299533 0.751973725 NA 22 Island NA 19016892 
cg13434352 3.87E-07 9.08E-05 -1.802683821 0.229331282 0.230259582 0.539035949 GABBR2 9 Island TSS1500 101471921 
cg13066983 3.87E-07 9.08E-05 -0.740353617 1.369165758 0.380832777 0.716329912 FAM19A1 3 S_Shore Body 68057306 
cg10189695 3.90E-07 9.13E-05 -1.163068197 1.666357056 0.325401881 0.752369419 GPR78 4 Island 1stExon, 5'UTR 8582300 
cg10124413 3.92E-07 9.18E-05 -2.23814171 0.641513549 0.187003671 0.603250156 NA 18 Island NA 73167919 
cg22871002 3.93E-07 9.20E-05 -3.083628097 0.743661923 0.129174921 0.613589704 NA 14 Island NA 62279623 
cg24109980 3.94E-07 9.20E-05 -1.875722388 0.845404391 0.239116236 0.640835324 NA 10 Island 5'UTR, 1stExon 50818707 
cg04455430 3.94E-07 9.20E-05 -1.36091467 1.127278847 0.299551573 0.684268581 DMRTA2 1 Island Body 50886920 
cg09175749 3.95E-07 9.22E-05 -1.760219421 1.00315075 0.246934438 0.661359002 AJAP1 1 Island 5'UTR, 1stExon 4715467 
cg15028514 3.96E-07 9.23E-05 -1.107163213 1.309979644 0.3268437 0.705881304 MIR124-3 20 Island TSS200 61809841 
cg25262044 3.97E-07 9.23E-05 -4.148850337 -0.489129343 0.076035752 0.418912133 DKK2 4 S_Shore TSS1500 107958491 
cg24870497 3.97E-07 9.24E-05 -1.149589073 0.923616158 0.31966649 0.65221089 UNC5C 4 Island Body 96469519 
cg07139330 3.98E-07 9.25E-05 -3.554481497 0.426042255 0.084117247 0.565802433 BAI1 8 Island Body 143591596 
cg06865612 3.99E-07 9.25E-05 -1.139502527 1.24130916 0.325231669 0.698878581 SNTG2 2 Island Body 946999 
cg12366895 3.99E-07 9.25E-05 0.68720767 -1.540313415 0.608466674 0.258403779 NA 13 S_Shelf NA 112613543 
cg23778149 4.01E-07 9.27E-05 -1.563621213 1.348867905 0.261818735 0.706489498 LOC401463 8 N_Shore Body 65489653 
cg10837429 4.01E-07 9.27E-05 -2.042178032 0.634485191 0.21427097 0.605466385 NA 5 Island NA 177411733 
cg23955431 4.01E-07 9.27E-05 -2.393579188 0.851891701 0.178697205 0.633520799 LRFN5 14 S_Shore TSS1500 42076492 
cg05658487 4.01E-07 9.28E-05 -0.742781816 1.441640969 0.381882556 0.726254667 NA 5 Island NA 1887583 
cg22987590 4.02E-07 9.29E-05 -3.916687322 0.307939554 0.082706109 0.553942457 GFRA2 8 Island Body 21645524 
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cg07374509 4.03E-07 9.30E-05 -2.078723427 1.132531301 0.218782691 0.67921551 NA 6 Island NA 30419070 
cg15041550 4.04E-07 9.30E-05 -2.302126106 0.574053147 0.189813992 0.595476335 GLP1R 6 Island 1stExon, 5'UTR 39016590 
cg23729417 4.05E-07 9.33E-05 -0.569584213 1.329632698 0.406815516 0.713284416 NA 2 Island NA 118593926 
cg03442350 4.06E-07 9.33E-05 -2.612717799 1.11249209 0.178449851 0.676645062 NA 6 NA NA 28641629 
cg20291049 4.06E-07 9.33E-05 -1.350114611 1.417445157 0.296626704 0.718849407 POU3F3 2 Island 1stExon 105472217 
cg24556441 4.06E-07 9.33E-05 -0.920537232 1.208725643 0.351677623 0.693077097 SYN3 22 Island 5'UTR 33453994 
cg07837260 4.08E-07 9.36E-05 -0.144128591 2.428311804 0.479552578 0.840379167 NA 9 Island NA 19788564 
cg22524980 4.08E-07 9.36E-05 1.317848477 -0.690709037 0.711045068 0.385768402 NA 12 S_Shelf NA 115893200 
cg07765621 4.09E-07 9.36E-05 -1.430359455 1.682907207 0.282336776 0.747216216 COL23A1 5 S_Shore TSS1500 178018015 
cg18451114 4.09E-07 9.36E-05 -2.586687672 0.181737361 0.16572629 0.530931762 POU3F1 1 Island 1stExon 38511677 
cg04922810 4.11E-07 9.39E-05 -2.601771734 0.753179982 0.160861577 0.620034333 CRHR2 7 Island 1stExon 30721888 
cg05338433 4.11E-07 9.39E-05 -2.751634436 0.787799861 0.162886612 0.628142571 CD1D 1 Island Body 158151363 
cg09074113 4.12E-07 9.39E-05 0.61749036 2.211441848 0.602695409 0.819816469 GDF7 2 Island Body 20870087 
cg18007463 4.12E-07 9.39E-05 -1.137333188 1.533785298 0.319574856 0.731048962 TLL1 4 S_Shore Body 166795913 
cg19396601 4.13E-07 9.39E-05 -4.212629805 -0.877592281 0.068848256 0.354717973 GPR123 10 Island 5'UTR 134901689 
cg11871421 4.13E-07 9.39E-05 -0.393557726 2.437279369 0.440773121 0.840020612 FBXO39 17 Island TSS200 6679476 
cg06523224 4.13E-07 9.39E-05 -0.724242705 1.775899277 0.390603561 0.771625749 BNC1 15 Island TSS1500 83953883 
cg11093548 4.13E-07 9.39E-05 -0.901642115 2.314106222 0.359571357 0.815671892 CREB5 7 Island 5'UTR 28450001 
cg11214140 4.14E-07 9.39E-05 -0.035738248 1.676884452 0.494376911 0.759959154 SOX17 8 Island TSS200 55370429 
cg13564533 4.14E-07 9.40E-05 -1.151830197 1.417159753 0.314140539 0.714979873 NA 8 Island NA 55379081 
cg03758150 4.15E-07 9.40E-05 -2.120086169 0.97810593 0.219781004 0.661688468 ZNF536 19 Island 5'UTR 30866192 
cg12146546 4.17E-07 9.43E-05 -3.122777355 1.130004832 0.147374446 0.680478776 SLC13A5 17 Island TSS200 6616883 
cg05546863 4.21E-07 9.52E-05 -1.303771624 0.59533739 0.297676112 0.600992193 CMTM2 16 Island TSS200 66613220 
cg04541474 4.21E-07 9.52E-05 -1.040548579 2.278213867 0.339631244 0.812334876 RNF220 1 Island 5'UTR 44873592 
cg18790597 4.23E-07 9.54E-05 -1.716715891 0.891453202 0.243173032 0.645113343 FAM184B 4 Island TSS200 17783331 
cg26365534 4.25E-07 9.60E-05 -1.480374588 0.577848846 0.277511928 0.59826113 LRRC3B 3 Island 5'UTR 26664741 
cg09563405 4.26E-07 9.60E-05 -1.122835706 1.355203671 0.317352641 0.707560635 NA 16 Island NA 32127656 
cg14252519 4.27E-07 9.60E-05 -1.107105596 1.266210716 0.332095476 0.704129433 COL5A1 9 Island 1stExon, 5'UTR 137533851 
cg26116950 4.27E-07 9.60E-05 -0.009570451 2.112997703 0.499904086 0.807572598 PDZRN4 12 N_Shore TSS1500 41582017 
cg01043019 4.29E-07 9.64E-05 -3.175916709 0.680619201 0.111901862 0.608929027 RSPO3 6 Island Body 127440510 
cg08863953 4.30E-07 9.65E-05 -0.726594322 1.843751993 0.394205113 0.780759964 NA 10 Island NA 22542444 
cg09330153 4.32E-07 9.67E-05 -1.12639635 1.680500921 0.335664849 0.75851693 KIAA1217 10 N_Shore TSS1500 23983111 
cg00580978 4.32E-07 9.67E-05 -1.5747958 0.940704442 0.270468505 0.654894479 NA 12 Island TSS200, Body 72667386 
cg20023231 4.32E-07 9.67E-05 -2.585898508 0.825668003 0.16921722 0.633350467 HS3ST2 16 Island TSS1500 22825282 
cg10157251 4.32E-07 9.67E-05 -2.432688748 0.281554483 0.16531692 0.54561778 NA 15 Island NA 89914608 
cg08695336 4.33E-07 9.67E-05 -2.144603383 0.761171499 0.193294871 0.619919652 NRG1 8 Island 1stExon, 5'UTR, Body 32406150 
cg20026798 4.33E-07 9.67E-05 -2.073727741 0.313409847 0.197162296 0.55090585 STOX2 4 Island TSS200 184826443 
cg25213550 4.34E-07 9.68E-05 1.100773228 -1.144388799 0.677603755 0.318653124 GALNTL5 7 NA Body 151692197 
cg25078444 4.34E-07 9.68E-05 -2.394542795 1.577393995 0.205735339 0.74046299 FOXG1 14 Island TSS1500 29235193 
cg22663372 4.34E-07 9.68E-05 -1.319299457 0.668178985 0.288824037 0.610208064 NA 2 N_Shore NA 45161107 
cg12019893 4.35E-07 9.69E-05 1.180682059 -1.144656019 0.689334545 0.320153896 ZNF662 3 S_Shore Body 42950090 
cg18627360 4.37E-07 9.71E-05 -1.189728884 1.372247335 0.316944806 0.715332539 MIR124-3 20 Island TSS200 61809834 
cg01539036 4.37E-07 9.71E-05 -4.443668794 0.139243996 0.06137839 0.532044435 NTSR1 20 Island TSS200 61340116 
cg00177451 4.37E-07 9.71E-05 -1.272452804 1.887115036 0.303339032 0.772368736 SALL1 16 Island TSS1500 51186266 
cg26444741 4.38E-07 9.72E-05 -1.107289751 -0.043496161 0.317430598 0.492544376 DPY19L2P2 7 Island TSS1500, TSS200 102921054 
cg18349835 4.39E-07 9.72E-05 -1.740878154 0.366670977 0.239246371 0.561335826 VIPR2 7 Island Body 158937107 
cg18761549 4.39E-07 9.72E-05 -1.232806109 1.498589923 0.312503459 0.730416783 NA 12 N_Shore NA 115134391 
cg14245102 4.39E-07 9.72E-05 0.339602882 2.273365402 0.556087898 0.824944664 MEG3 14 Island Body 101292967 
cg10166283 4.39E-07 9.72E-05 -1.820953661 0.938979795 0.244930447 0.654686147 ZNF229 19 Island TSS200 44952766 
cg27346707 4.40E-07 9.73E-05 -1.04270604 1.725307851 0.339113727 0.758529488 MEGF10 5 Island TSS200 126626348 
cg03794617 4.42E-07 9.75E-05 1.5523304 -0.273633381 0.737283841 0.453323064 RPTOR 17 N_Shore Body 78796999 
cg12975862 4.42E-07 9.75E-05 -1.955820527 1.126466894 0.227955015 0.678804237 FBN1 15 Island 5'UTR 48937319 
cg13512069 4.43E-07 9.76E-05 -3.981989875 -1.210658308 0.075484614 0.302637679 NA 15 Island TSS200 82555113 
cg21375294 4.44E-07 9.78E-05 -2.443660093 0.323584964 0.16481816 0.55143889 CELF4 18 Island Body 35065040 
cg23229261 4.46E-07 9.80E-05 -4.879467113 -0.701047966 0.03479718 0.411336308 OTX1 2 Island 3'UTR 63284066 
cg01149449 4.46E-07 9.80E-05 -3.983974816 -0.534883591 0.066710812 0.423275631 ODZ4 11 Island 5'UTR 79150906 
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cg11178293 4.46E-07 9.80E-05 0.521785813 2.614810062 0.586214884 0.855929326 FEZF2 3 Island 3'UTR 62355505 
cg25084878 4.47E-07 9.80E-05 -1.008362618 1.681884551 0.33993644 0.751298593 FBN2 5 Island 1stExon, 5'UTR 127873711 
cg12399700 4.47E-07 9.80E-05 -2.195382882 1.274634086 0.221582948 0.704684186 LHX5 12 Island Body 113902262 
cg03928546 4.47E-07 9.80E-05 -0.105096403 2.074409878 0.484404737 0.803166416 CCDC105 19 Island 5'UTR, 1stExon 15121591 
cg16803520 4.48E-07 9.80E-05 -0.42276381 2.256156694 0.433850435 0.819431555 NA 7 Island NA 64030739 
cg20442573 4.49E-07 9.82E-05 -1.862768242 1.199278567 0.225047773 0.683965078 NGFR 17 Island Body 47575315 
cg09979478 4.49E-07 9.82E-05 -2.94018725 0.102057878 0.128044691 0.516369922 NA 8 Island NA 145925997 
cg03965333 4.51E-07 9.85E-05 2.349104758 -0.144525656 0.822057728 0.476293145 C7orf72 7 N_Shore Body 50197348 
cg10981009 4.51E-07 9.85E-05 -2.709345153 1.155996685 0.15228779 0.670083025 NA 14 Island NA 62279702 
cg08620154 4.54E-07 9.88E-05 -0.453349178 2.058754577 0.427092175 0.798809253 NA 8 S_Shore NA 69244553 
cg09275910 4.55E-07 9.88E-05 -3.084947908 0.095693354 0.119050367 0.519429729 RASGRF1 15 Island TSS1500 79383861 
cg02640041 4.55E-07 9.88E-05 -0.561298987 1.619756896 0.41196574 0.752201477 RXFP3 5 Island 1stExon, 5'UTR 33936520 
cg23686014 4.55E-07 9.88E-05 -1.515061892 1.293988261 0.277270136 0.703379094 TFPI2 7 Island 1stExon 93519924 
cg16808373 4.55E-07 9.88E-05 0.095922609 2.003381586 0.516826538 0.797353372 BSX 11 S_Shore Body 122850140 
cg25932164 4.55E-07 9.88E-05 -4.649507234 0.471991455 0.070302034 0.581201842 PPP1R16B 20 Island 5'UTR 37434950 
cg19547319 4.56E-07 9.88E-05 -2.228770167 0.865442721 0.198760223 0.638796897 NA 10 Island Body, TSS1500 102987993 
cg08812189 4.56E-07 9.88E-05 -0.668887155 2.059675203 0.400239403 0.802614315 ZIC4 3 Island Body, TSS200 147110367 
cg26426632 4.58E-07 9.91E-05 0.358146962 2.193403193 0.561064221 0.817837528 SYT6 1 S_Shore TSS1500 114697707 
cg19019537 4.60E-07 9.94E-05 -2.057577002 1.912398036 0.242672344 0.782084794 C8orf42 8 Island TSS1500 495817 
cg25402228 4.60E-07 9.94E-05 1.103440577 -1.30948638 0.671236317 0.292110521 NA 15 N_Shelf NA 47474134 
cg08265644 4.61E-07 9.96E-05 -4.456319096 0.11052252 0.056808923 0.509553212 SLC8A3 14 Island TSS200 70655871 
cg12011596 4.62E-07 9.96E-05 2.683646713 0.312474465 0.863265893 0.551532102 NA 19 N_Shore NA 22442461 
cg08866608 4.62E-07 9.97E-05 -0.772134281 1.415319893 0.373388367 0.720434494 NA 13 Island NA 58203798 
cg03186486 4.64E-07 9.99E-05 -2.358609939 1.071255881   0.183761157 0.665666831 FAM19A4 3 Island 5'UTR 68980947 
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Table S5. Commonly methylated probes in adenoma and CRCs that are also PcG-marked genes 

ID 
Normal samples 

  
Adenoma samples 

  
CRC samples 

sym CHR37 cpgi.relation probe.location cpg.coordinate 
mean β value mean M value mean β value mean M value mean β value mean M value 

cg27200446 0.024246729 -6.903082631 
 

0.510593597 -0.355151747 
 

0.499167497 -0.092917753 MDFI 6 Island 5'UTR 41606439 
cg07136998 0.098698397 -3.416788397 

 
0.617865663 0.670625582 

 
0.609933115 0.696546032 SLIT3 5 Island 5'UTR, 1stExon 168728081 

cg11732619 0.054795324 -4.329185455 
 

0.446270512 -0.628141674 
 

0.39027873 -0.770172355 SLIT3 5 Island 5'UTR, 1stExon 168728076 
cg21995919 0.040843955 -4.97548509 

 
0.515988963 0.079338618 

 
0.478655198 -0.279653416 ITGA4 2 Island 5'UTR, 1stExon 182322279 

cg01350077 0.045578636 -4.515376957 
 

0.400015759 -0.835970825 
 

0.392444931 -0.791451638 MDFI 6 Island 5'UTR, 1stExon 41606317 
cg14763548 0.079816007 -3.771541864 

 
0.547645321 -0.425376257 

 
0.555591981 0.288498983 VSX1 20 Island 1stExon 25062447 

cg15950068 0.129241731 -2.856941037 
 

0.560791178 0.311440967 
 

0.534571231 0.189500088 SNAP91 6 Island Body, 5'UTR 84418659 
cg22403344 0.053727213 -4.539865084 

 
0.450398823 -0.593208757 

 
0.433854248 -0.52588538 MAL 2 Island 5'UTR, 1stExon 95691500 

cg08002883 0.096406044 -3.677475417 
 

0.555274325 0.247569342 
 

0.544977337 0.228964888 FGF12 3 Island TSS1500, Body 192127457 
cg17393267 0.092466271 -3.597389919 

 
0.464464098 -0.36301884 

 
0.461508833 -0.289016723 FGF12 3 Island TSS1500, Body 192127356 

cg04050867 0.109206004 -3.211492607 
 

0.461308834 -0.404163569 
 

0.466659519 -0.243488778 RSPO2 8 Island 1stExon, 5'UTR 109095572 
cg16697214 0.063875528 -4.428533908 

 
0.48224852 -0.518638506 

 
0.459878101 -0.309156823 IKZF1 7 Island TSS1500 50343361 

cg00421139 0.090555684 -3.640939562 
 

0.574344257 -0.081644622 
 

0.563260746 0.374882849 GDF6 8 Island 1stExon, 5'UTR 97172961 
cg00910695 0.072128705 -3.965699576 

 
0.49965621 -0.404477063 

 
0.495146018 -0.09067942 RSPO2 8 Island 1stExon, 5'UTR 109095568 

cg06733470 0.084971517 -3.559761244 
 

0.452591801 -0.457867075 
 

0.45604075 -0.328318647 PPP1R16B 20 Island 5'UTR 37435204 
cg06952671 0.026801616 -6.532613629 

 
0.571247715 0.447732829 

 
0.527662532 -0.01169051 ITGA4 2 Island 5'UTR, 1stExon 182322268 

cg25024074 0.117110678 -3.217486381 
 

0.492260896 -0.205149202 
 

0.496045155 -0.071817135 ITGA4 2 Island 1stExon 182322501 
cg10526659 0.097278574 -3.249247184 

 
0.47889226 -0.250115451 

 
0.441701859 -0.408352444 ITGA4 2 Island 5'UTR, 1stExon 182322058 

cg25081106 0.094772376 -3.398379774 
 

0.516062369 -0.084665951 
 

0.529276397 0.117367897 SLITRK5 13 Island TSS1500 88324169 
cg18596362 0.099784879 -3.384695173 

 
0.489594086 -0.226374176 

 
0.469058114 -0.260065103 CBLN2 18 Island 5'UTR 70210955 

cg03864000 0.075808708 -3.824903648 
 

0.441242565 -0.500448136 
 

0.405000462 -0.675956454 LAYN 11 Island 5'UTR, 1stExon 111411381 
cg03403065 0.072798537 -3.955447959 

 
0.545499622 0.217819628 

 
0.486381616 -0.165047051 PTPRT 20 Island 1stExon 41818358 

cg05791136 0.066646297 -3.874822579 
 

0.471904641 -0.388619509 
 

0.412853881 -0.646094177 COL25A1 4 Island TSS200 110223969 
cg08492619 0.087289936 -3.466141687 

 
0.468484378 -0.439297121 

 
0.48681612 -0.161797378 SLITRK5 13 Island TSS1500 88324193 

cg06668555 0.19680111 -2.08426897 
 

0.603214232 0.675970346 
 

0.60329451 0.653244204 FAM135B 8 Island TSS200 139509129 
cg21688264 0.054898995 -4.361245561 

 
0.467550163 -0.64343766 

 
0.424530301 -0.599612281 SNAP91 6 Island Body, 5'UTR 84418724 

cg02318629 0.067107701 -3.834281974 
 

0.303504943 -1.634917212 
 

0.378784939 -0.880372972 KCNK12 2 Island 1stExon 47797415 
cg24847829 0.12908925 -3.014719819 

 
0.621114213 0.779526207 

 
0.574809482 0.445107662 SPOCK1 5 Island 5'UTR 136834464 

cg07167168 0.054274104 -4.455546096 
 

0.454098405 -0.451862295 
 

0.443647487 -0.469631486 PTPRT 20 Island TSS1500 41818788 
cg23861668 0.126358843 -3.220774129 

 
0.539549041 -0.187118816 

 
0.547223111 0.246216927 NELL1 11 Island 5'UTR, 1stExon 20691126 

cg18213472 0.083526752 -3.614664854 
 

0.538876954 0.136252757 
 

0.472230464 -0.243911984 SNAP91 6 Island TSS200 84419189 
cg08311610 0.008950185 -8.100318504 

 
0.383897327 -1.642156535 

 
0.330763204 -1.551624825 PDE8B 5 Island 1stExon 76506759 

cg00741836 0.069241192 -4.039583115 
 

0.452146513 -0.49872365 
 

0.491427433 -0.142469664 DOK5 20 Island TSS200 53092233 
cg11097433 0.155538473 -2.547832225 

 
0.606149031 0.702190011 

 
0.552840103 0.311006871 SORCS1 10 Island TSS1500 108924557 

cg20113732 0.139644671 -2.788668914 
 

0.521468486 -0.050768392 
 

0.552091745 0.31847841 NELL1 11 Island 5'UTR, 1stExon 20691180 
cg27341128 0.151161831 -2.545442346 

 
0.417781607 -0.597249453 

 
0.476585464 -0.164495139 DOK5 20 Island TSS200 53092259 

cg24621437 0.105061793 -3.4235825 
 

0.531849055 0.178726735 
 

0.487715222 -0.131328259 SORCS1 10 Island TSS1500 108924560 
cg16334314 0.060405812 -4.323260509 

 
0.49019489 -0.198976188 

 
0.452709304 -0.422615002 SNAP91 6 Island Body, 5'UTR 84418789 

cg05099508 0.051625987 -4.637221939 
 

0.441645038 -0.513886972 
 

0.415421133 -0.685541733 SPAG6 10 Island 1stExon, 5'UTR 22634432 
cg04209911 0.039475598 -4.931299542 

 
0.427592758 -0.869332387 

 
0.36936784 -0.98906296 FAM5B 1 Island TSS1500 177140145 

cg13168820 0.151461019 -2.580709472 
 

0.584379362 0.543383216 
 

0.548403561 0.31675272 PTPRT 20 Island 1stExon 41818356 
cg22795470 0.109245509 -3.107296304 

 
0.52280636 0.070350054 

 
0.502498199 -0.012847459 HECW1 7 Island 5'UTR 43152542 

cg07095995 0.101962532 -3.252210269 
 

0.599630539 0.527733558 
 

0.538416631 0.218783715 COL25A1 4 Island TSS200 110223980 
cg06207052 0.171666288 -2.344993271 

 
0.439032302 -0.568773322 

 
0.493851141 -0.061532679 PPP1R16B 20 Island TSS200 37434231 

cg04883903 0.08480377 -4.0010066 
 

0.559078278 0.021341342 
 

0.557185628 0.292135386 NOS1 12 Island 5'UTR 117798954 
cg14689623 0.136968938 -3.049892979 

 
0.545354199 -0.103836353 

 
0.551617197 0.290729446 NELL1 11 Island 5'UTR, 1stExon 20691161 

cg21304453 0.150854895 -2.622326891 
 

0.507712079 0.019119026 
 

0.500216605 -0.020620584 SLC4A11 20 Island TSS1500 3218794 
cg24190603 0.240986097 -1.733226315 

 
0.689281923 1.374322015 

 
0.672008272 1.152910876 SNAP91 6 Island Body, 5'UTR 84418433 

cg15272362 0.112539351 -3.116713077 
 

0.509339725 -0.102297018 
 

0.500997149 -0.034139405 VSX1 20 Island TSS200 25062823 
cg03603951 0.029071306 -5.333669807 

 
0.392574441 -1.433149865 

 
0.406165837 -0.849618908 KCNK12 2 Island TSS200 47797488 

cg21859781 0.057037472 -4.312164312 
 

0.439925898 -0.675328522 
 

0.429250294 -0.602091858 GDF6 8 Island TSS200 97173034 
cg25088758 0.077548597 -3.661450613 

 
0.503606392 -0.088654244 

 
0.423216638 -0.582242416 COL25A1 4 Island 1stExon, 5'UTR 110223598 

cg24031355 0.036955576 -5.19572147 
 

0.42400486 -0.59519778 
 

0.382973663 -0.945491991 SPAG6 10 Island 1stExon, 5'UTR 22634439 
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cg13405887 0.072270746 -4.296629219 
 

0.49509294 -0.375247568 
 

0.497295553 -0.170671256 C9orf50 9 Island 1stExon 132382812 
cg14233354 0.089705092 -3.443262138 

 
0.532684076 0.045187091 

 
0.48358097 -0.142932716 CRTAC1 10 Island TSS200 99790761 

cg13952031 0.016444852 -7.703007847 
 

0.393291657 -1.849321078 
 

0.383137451 -1.135576716 COL15A1 9 Island TSS200 101706041 
cg20061155 0.151285202 -2.593605913 

 
0.56881228 0.411977921 

 
0.565511127 0.419879936 RSPO2 8 Island 5'UTR 109095388 

cg01715455 0.101528554 -3.254503257 
 

0.446348163 -0.478574004 
 

0.444570131 -0.427007647 VSX1 20 Island TSS200 25062827 
cg17767285 0.054166796 -4.418040932 

 
0.512473921 -0.064584309 

 
0.447444288 -0.481514883 SNAP91 6 Island TSS200 84419202 

cg08354093 0.094850324 -3.411635139 
 

0.482863428 -0.14704721 
 

0.466046869 -0.315597604 THBD 20 Island 1stExon 23029640 
cg14650610 0.093906918 -3.534645166 

 
0.624266639 0.883259211 

 
0.582800171 0.482806294 SPOCK1 5 Island 5'UTR 136834492 

cg10145246 0.212158748 -1.930255047 
 

0.548254703 0.293365441 
 

0.590303095 0.606588276 TBX15 1 N_Shore 5'UTR 119527884 
cg27625055 0.052034913 -4.457843793 

 
0.402641437 -0.861610609 

 
0.394637766 -0.840093478 PTPRT 20 Island TSS200 41818574 

cg05673756 0.101663771 -3.288243521 
 

0.447087543 -0.369623134 
 

0.41439181 -0.606472539 NALCN 13 Island 5'UTR 102068650 
cg07033372 0.148255854 -2.724651699 

 
0.473636296 -0.251226833 

 
0.458657122 -0.282214059 SLC32A1 20 Island TSS200 37353032 

cg11979589 0.048473671 -4.773076352 
 

0.483419475 -0.653844942 
 

0.432004775 -0.594400905 COL25A1 4 Island TSS200 110223967 
cg18089852 0.14137679 -2.697510176 

 
0.574545729 0.449140953 

 
0.562625056 0.372560206 PDE8B 5 Island 1stExon 76507050 

cg08413157 0.051876814 -4.636583516 
 

0.544185286 -0.111339355 
 

0.486565346 -0.223760858 PTPRT 20 Island TSS200 41818756 
cg14348439 0.054837668 -4.709976401 

 
0.452181054 -0.487764191 

 
0.417884088 -0.670342476 LONRF2 2 Island 1stExon 100938444 

cg25832771 0.065987774 -4.342736644 
 

0.471760014 -0.598866325 
 

0.443463894 -0.470514275 MSC 8 Island 1stExon 72756058 
cg07304692 0.097121485 -3.357710003 

 
0.50461543 -0.111520445 

 
0.474519119 -0.226936268 LONRF2 2 Island 5'UTR, 1stExon 100939045 

cg18587340 0.080595307 -3.649699033 
 

0.409350783 -0.763926075 
 

0.407032106 -0.682538913 EMILIN3 20 Island TSS200 39995654 
cg10511904 0.135141401 -2.817254756 

 
0.560945576 0.365610576 

 
0.54362223 0.26743203 FGF12 3 Island TSS1500, Body 192127327 

cg15720995 0.189232445 -2.163397046 
 

0.542148804 0.226994265 
 

0.517953758 0.098377224 TMTC1 12 Island 5'UTR 29936972 
cg24424545 0.07321868 -3.877490595 

 
0.539886903 0.104812838 

 
0.442682429 -0.456480356 CNNM1 10 Island 1stExon 101089592 

cg07972135 0.110670618 -3.235959884 
 

0.607824491 0.688290833 
 

0.527247811 0.107738617 GRIA4 11 Island 5'UTR, TSS200 105481322 
cg14015706 0.041424538 -5.695873276 

 
0.548599631 -0.451292933 

 
0.495597328 -0.299455275 C9orf50 9 Island 1stExon 132382433 

cg10237419 0.06440274 -4.020059213 
 

0.460130389 -0.447353865 
 

0.385087365 -0.864165549 COL25A1 4 Island TSS1500 110224235 
cg02631468 0.140011982 -2.698963386 

 
0.530730252 0.091240911 

 
0.513651246 0.050841167 VSX1 20 Island TSS200 25062777 

cg03781266 0.092391796 -3.41761309 
 

0.50743342 -0.066585249 
 

0.450253967 -0.381436747 HECW1 7 Island 5'UTR 43153023 
cg25433624 0.138262797 -2.696685296 

 
0.472831079 -0.29996369 

 
0.466857004 -0.24740867 PPP1R16B 20 Island 5'UTR 37435119 

cg12975862 0.106460386 -3.156605936 
 

0.503473984 -0.072200436 
 

0.49336147 -0.07030539 FBN1 15 Island 5'UTR 48937319 
cg23562261 0.114500334 -3.086917392 

 
0.481561259 -0.147173634 

 
0.442999179 -0.388225426 EFCAB1 8 Island 5'UTR, 1stExon, Body 49647833 

cg19820372 0.124319737 -2.897807166 
 

0.556919189 0.306648062 
 

0.488249158 -0.091839341 LAYN 11 Island TSS200 111411216 
cg10351287 0.071515813 -4.107230135 

 
0.518343348 0.080860652 

 
0.452704075 -0.434923794 STK32B 4 Island TSS200 5053341 

cg00804628 0.093001375 -3.483186923 
 

0.466623905 -0.248446299 
 

0.426213165 -0.552804182 NXPH2 2 Island TSS200 139537845 
cg25842285 0.124563027 -2.911618682 

 
0.601243164 0.686314296 

 
0.563230217 0.395406951 CNNM1 10 Island 1stExon 101089972 

cg05766140 0.078318443 -3.899353092 
 

0.515083122 0.035300226 
 

0.501904342 -0.046332354 IRF4 6 Island TSS200 391743 
cg24176563 0.129330247 -2.860825313 

 
0.575623313 0.489160561 

 
0.529142387 0.153780274 EYA4 6 Island 5'UTR, 1stExon 133562776 

cg06682197 0.063642515 -4.023669252 
 

0.364017857 -1.174335508 
 

0.364346229 -0.999366462 SLITRK5 13 N_Shore 1stExon, 5'UTR 88324879 
cg26656135 0.116195243 -3.053184718 

 
0.546871676 0.247917054 

 
0.513257335 0.051071335 EYA4 6 Island 5'UTR, 1stExon 133562774 

cg14880499 0.156483844 -2.526085438 
 

0.528233766 0.142606987 
 

0.482746947 -0.133470281 FAM123A 13 Island 1stExon, 5'UTR 25745768 
cg10143811 0.200987405 -2.027483156 

 
0.613794836 0.71249967 

 
0.588332804 0.606654674 LMO3 12 NA 5'UTR 16757985 

cg22266749 0.066591079 -4.092185573 
 

0.488244209 -0.356695838 
 

0.439692245 -0.527570051 COL25A1 4 Island TSS200 110223959 
cg14777772 0.035998209 -5.836015869 

 
0.390269499 -1.482111878 

 
0.406618965 -0.790212443 PDGFRA 4 Island 5'UTR 55098130 

cg14923640 0.090710815 -3.50847634 
 

0.487400065 -0.102574378 
 

0.438313958 -0.495102189 NXPH2 2 Island TSS200 139537826 
cg02914422 0.143138607 -2.796211975 

 
0.522624209 0.098512729 

 
0.482965268 -0.148696907 PDE1C 7 Island 5'UTR 32110145 

cg06008912 0.099280387 -3.455265054 
 

0.511821763 -0.322653469 
 

0.517047033 -0.006085453 TMEFF2 2 Island TSS200 193059645 
cg23095743 0.147913438 -2.620566406 

 
0.498695049 -0.06314734 

 
0.507059383 0.01288052 PITX3 10 Island 5'UTR 104000831 

cg02497758 0.191999459 -2.131703842 
 

0.585355457 0.55467933 
 

0.581248641 0.502386704 MAFB 20 Island 1stExon 39317194 
cg14070647 0.098725047 -3.299810852 

 
0.493390571 -0.142286168 

 
0.438776487 -0.445833445 RSPO2 8 Island 5'UTR 109095264 

cg16818740 0.058216521 -4.178520128 
 

0.448586405 -1.196694386 
 

0.427558528 -0.635163133 RASSF2 20 Island 5'UTR 4803300 
cg22434409 0.103226662 -3.291078255 

 
0.592252592 0.625290743 

 
0.560599568 0.321239248 KCNIP4 4 Island TSS1500 21950722 

cg01151966 0.125719818 -2.945794928 
 

0.536286716 0.167782767 
 

0.528848177 0.168843869 NRG3 10 Island TSS1500 83634485 
cg07212778 0.097626665 -3.428302157 

 
0.462730817 -0.297738684 

 
0.414910349 -0.618298718 C1QL2 2 Island TSS200 119916510 

cg09054633 0.187189582 -2.256264149 
 

0.57832996 0.470657191 
 

0.519567061 0.082783206 SPOCK1 5 Island 5'UTR 136834294 
cg08190291 0.097700305 -3.384897384 

 
0.579085775 0.522880635 

 
0.523394408 0.108691733 ADAMTS5 21 Island TSS200 28339442 

cg21858380 0.132748628 -2.846042924 
 

0.527605455 0.14982146 
 

0.460232277 -0.300217998 C1QL2 2 Island TSS200 119916486 
cg21097881 0.169608802 -2.804256495 

 
0.600523059 0.600424406 

 
0.568318419 0.394225007 NPY 7 Island 5'UTR 24323939 
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cg23977631 0.025128989 -7.013940224 
 

0.456902578 -1.06126438 
 

0.428666647 -0.824773918 LONRF2 2 Island 5'UTR, 1stExon 100938799 
cg21656726 0.055121506 -4.227814949 

 
0.363587459 -1.250244756 

 
0.368761371 -0.996412355 PPP1R16B 20 Island TSS200 37434262 

cg03629943 0.148352081 -2.659569064 
 

0.623402889 0.762923888 
 

0.580144237 0.491105453 CNNM1 10 Island 1stExon 101089149 
cg24403845 0.063115685 -4.22946833 

 
0.542096962 0.093730393 

 
0.527273999 0.012382683 SORCS1 10 Island TSS200 108924366 

cg17967577 0.074719264 -3.787807205 
 

0.480103563 -0.315655627 
 

0.487307245 -0.211026346 SLITRK5 13 N_Shore TSS200 88324711 
cg17839237 0.036716408 -6.133176764 

 
0.466772595 -0.791459432 

 
0.493786873 -0.313480527 TWIST1 7 Island 1stExon, 5'UTR 19157193 

cg03382304 0.059472746 -4.161637204 
 

0.480156803 -0.350647563 
 

0.432188725 -0.586757111 JAM2 21 Island 1stExon 27012176 
cg17722675 0.168279484 -2.355146613 

 
0.57723011 0.491162573 

 
0.552018973 0.339102083 EYA4 6 Island 5'UTR 133563382 

cg01610231 0.143773825 -2.804612791 
 

0.492592471 -0.156963282 
 

0.504205569 0.018445825 PITX2 4 Island 5'UTR 111555314 
cg15760257 0.041545002 -4.996001687 

 
0.43279263 -1.053880711 

 
0.461301793 -0.538458497 SARM1 17 Island 1stExon 26699169 

cg17859110 0.052591752 -4.590470135 
 

0.578321075 0.347452023 
 

0.524105527 0.027289981 PTPRT 20 Island TSS1500 41818770 
cg17228900 0.049523851 -4.629655988 

 
0.500460336 -0.149473196 

 
0.454757 -0.453369648 IRF4 6 Island 5'UTR, 1stExon 391764 

cg24834740 0.098292177 -3.2943653 
 

0.471193022 -0.274555567 
 

0.416274708 -0.587863763 PPP1R16B 20 Island 5'UTR 37434552 
cg07589773 0.049453786 -5.159298895 

 
0.502365934 -0.300459764 

 
0.462449099 -0.51264195 IKZF1 7 Island TSS1500 50343883 

cg06825142 0.045192043 -4.566381609 
 

0.288305403 -2.320529187 
 

0.474066811 -0.387470594 DRD4 11 Island TSS200 637170 
cg01683883 0.146412065 -2.664454837 

 
0.487151613 -0.243483718 

 
0.481945357 -0.149651856 CMTM2 16 Island TSS1500 66613053 

cg12510981 0.020520527 -6.358608579 
 

0.347525832 -1.928228129 
 

0.349295736 -1.339227926 PPP1R16B 20 Island TSS200 37434260 
cg12741420 0.170374297 -2.412305282 

 
0.614118332 0.742009302 

 
0.545385403 0.267900096 IRF4 6 Island 5'UTR 392131 

cg25729826 0.057720837 -4.132243846 
 

0.429994454 -0.804711968 
 

0.459256524 -0.414370631 CASR 3 Island 5'UTR 121903095 
cg03753331 0.089721586 -3.546110284 

 
0.521293044 -0.033117831 

 
0.51064508 -0.055075663 DPP10 2 Island TSS1500, Body 115919006 

cg12666279 0.090117219 -3.47805865 
 

0.553272717 0.332697581 
 

0.549868292 0.286266481 DPP10 2 Island TSS1500, Body 115918745 
cg00556112 0.05717605 -4.13758289 

 
0.311284866 -1.997766244 

 
0.516680163 -0.075832542 DRD4 11 Island TSS200 637173 

cg03559235 0.125124542 -3.065410957 
 

0.505367799 0.012751687 
 

0.454381283 -0.339211809 LONRF2 2 Island 1stExon 100937944 
cg24792682 0.087298532 -3.496130219 

 
0.5438827 0.244750294 

 
0.4788863 -0.218992916 GFRA1 10 Island 5'UTR, 1stExon 118031632 

cg19039028 0.152597032 -2.518662994 
 

0.590075412 0.612123349 
 

0.528135751 0.167914535 COL25A1 4 Island 1stExon, 5'UTR 110223429 
cg24446548 0.024144391 -6.853724712 

 
0.473202298 -1.183753654 

 
0.470865543 -0.503476685 TWIST1 7 Island 1stExon, 5'UTR 19157263 

cg27034576 0.064400701 -4.097017334 
 

0.520655694 0.090813712 
 

0.464403479 -0.385618043 GFRA1 10 Island 5'UTR, 1stExon 118031654 
cg16185834 0.205467153 -1.978241849 

 
0.529771437 0.147981753 

 
0.511341609 0.063282961 VSX1 20 Island TSS200 25062819 

cg27111250 0.447310542 -0.310338418 
 

0.776254017 2.122567933 
 

0.748151846 1.714229221 PRDM8 4 S_Shore 5'UTR 81111177 
cg04117435 0.117991587 -2.959635011 

 
0.487554806 -0.157826638 

 
0.458283808 -0.313013167 NALCN 13 Island TSS1500 102069251 

cg04075191 0.116227495 -3.051747612 
 

0.528116418 0.161612515 
 

0.487590161 -0.140679138 DPP10 2 Island Body, 1stExon, 5'UTR 115919785 
cg22931604 0.211334991 -1.96030945 

 
0.566289497 0.399592295 

 
0.515318288 0.07804366 TRH 3 Island 5'UTR 129694392 

cg12584684 0.055698957 -4.526831922 
 

0.498838379 -0.563844245 
 

0.487377018 -0.192411436 UNC5C 4 S_Shore TSS1500 96471105 
cg18150439 0.079477239 -3.747316906 

 
0.449315328 -0.341632366 

 
0.394899137 -0.783646355 NXPH2 2 Island TSS200 139537824 

cg02269161 0.126364477 -2.810963952 
 

0.393777723 -0.771149378 
 

0.435241688 -0.468722011 SYT9 11 Island TSS200 7273154 
cg18277754 0.127363822 -2.936200424 

 
0.54749588 0.282949003 

 
0.461341878 -0.30418656 ALK 2 Island 5'UTR, 1stExon 30144152 

cg14872657 0.05374633 -4.459206135 
 

0.418521931 -0.904282963 
 

0.383236192 -0.96253913 HECW1 7 Island 5'UTR 43153216 
cg17872757 0.036921011 -5.355450229 

 
0.517936845 -0.013847472 

 
0.52859022 -0.013062377 FLI1 11 Island Body, 5'UTR 128564180 

cg24562819 0.152395878 -2.595478038 
 

0.632397168 0.949542779 
 

0.596124323 0.629349133 THBD 20 Island 1stExon 23029806 
cg16376000 0.117706874 -3.345227392 

 
0.590444548 0.554420665 

 
0.548318969 0.21081826 FGF12 3 Island TSS1500, Body 192127330 

cg17108819 0.067511663 -4.015923606 
 

0.389517783 -0.948041718 
 

0.396958424 -0.783478399 CD8A 2 Island 5'UTR, 1stExon, Body 87017953 
cg14997226 0.022685735 -6.841812739 

 
0.36509625 -1.516193009 

 
0.340565638 -1.407698792 LONRF2 2 Island 5'UTR, 1stExon 100938813 

cg23359394 0.044153257 -4.630744227 
 

0.320959557 -1.776000163 
 

0.414644182 -0.80597125 DOK5 20 Island TSS1500 53092040 
cg16907558 0.22251283 -1.876276731 

 
0.611158183 0.670988293 

 
0.568245346 0.417934914 FIGLA 2 Island 1stExon 71017637 

cg00593536 0.094181321 -3.508970598 
 

0.571119972 0.435845958 
 

0.500514527 -0.085925586 NXPH2 2 Island TSS1500 139538222 
cg09424759 0.176733487 -2.28863346 

 
0.538362605 0.192858659 

 
0.552569195 0.319300672 SLC35F3 1 Island 1stExon, 5'UTR 234040781 

cg14197071 0.489086584 -0.055770069 
 

0.772036521 2.14196951 
 

0.797008607 2.187317561 PRDM8 4 Island 5'UTR 81110459 
cg20286200 0.077860046 -3.903268925 

 
0.591910541 0.640697074 

 
0.533112373 0.083640035 EYA4 6 Island TSS1500 133562267 

cg13281139 0.102516147 -3.276619255 
 

0.545886524 0.107797797 
 

0.498950495 -0.068855448 SLIT2 4 Island TSS200 20255061 
cg11414560 0.120712561 -3.046887207 

 
0.517129003 -0.095047985 

 
0.537196639 0.183469078 PHACTR3 20 Island 5'UTR, 1stExon 58179996 

cg06298519 0.066404859 -4.162632034 
 

0.608000244 0.48970008 
 

0.559636823 0.273099729 GFRA1 10 Island 5'UTR, TSS200 118031864 
cg19523085 0.053122405 -4.371696205 

 
0.488733051 -0.10958936 

 
0.379940578 -0.933260537 ADAMTS5 21 Island TSS200 28339477 

cg06856528 0.109420665 -3.107272227 
 

0.452907198 -0.37931426 
 

0.447839433 -0.390059411 TMEFF2 2 Island 5'UTR, 1stExon 193059405 
cg25884711 0.086866717 -4.261817238 

 
0.660940148 1.059540344 

 
0.558358876 0.263180818 NPY 7 Island 5'UTR, 1stExon 24323840 

cg05937969 0.068071029 -3.959235812 
 

0.446626163 -0.919483426 
 

0.507779518 -0.079183378 CASR 3 Island 5'UTR 121903016 
cg12210736 0.076845739 -3.639295778 

 
0.429337423 -0.586241011 

 
0.378791518 -0.899081795 COL25A1 4 S_Shore TSS1500 110224288 
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cg00355281 0.194690764 -2.232563216 
 

0.640107378 0.93936619 
 

0.603457217 0.673722699 NPY 7 Island TSS200 24323767 
cg11214140 0.299402787 -1.313781267 

 
0.656677171 1.010864513 

 
0.628442596 0.82150435 SOX17 8 Island TSS200 55370429 

cg05701791 0.156246731 -2.487246963 
 

0.520125728 0.093005251 
 

0.469285056 -0.221523991 GDF6 8 Island 1stExon 97172825 
cg04991805 0.135115386 -2.743611966 

 
0.557380997 0.284873537 

 
0.540592341 0.245905032 CRTAC1 10 Island TSS1500 99790910 

cg09926747 0.142357074 -2.67021292 
 

0.598703678 0.613556727 
 

0.532492904 0.196488993 COL25A1 4 Island TSS1500 110224247 
cg20787173 0.129585385 -2.863840337 

 
0.659734723 1.056209082 

 
0.549797454 0.259330438 EYA4 6 Island TSS200 133562475 

cg03815358 0.165092504 -2.387814754 
 

0.576005501 0.498884464 
 

0.51716906 0.099221402 SNAP91 6 Island TSS1500 84419352 
cg02441747 0.10490985 -3.155195274 

 
0.529563361 0.137172047 

 
0.454726385 -0.367982357 COL25A1 4 Island 1stExon, 5'UTR 110223646 

cg01423964 0.09347121 -3.92085976 
 

0.53612037 0.112975154 
 

0.500812549 -0.130213366 KCNA3 1 Island 1stExon, 5'UTR 111217575 
cg04125371 0.025563341 -6.550683467 

 
0.394398463 -1.230508101 

 
0.425218796 -0.886317536 FBN1 15 Island 5'UTR 48937213 

cg05209584 0.168325591 -2.381514874 
 

0.680187625 1.230161043 
 

0.578776045 0.499001289 FBN2 5 Island 1stExon 127873283 
cg23302570 0.212576127 -1.964570005 

 
0.530729894 0.157154275 

 
0.513758465 0.082599188 NXPH2 2 Island TSS1500 139538601 

cg09799658 0.082068763 -3.758457098 
 

0.52674364 0.170690276 
 

0.486397621 -0.184202752 TWIST1 7 Island TSS200 19157304 
cg08185661 0.158640437 -2.441611674 

 
0.435076513 -0.46968848 

 
0.477662426 -0.162299622 SYT9 11 Island 1stExon 7273498 

cg16368442 0.063478604 -4.899710745 
 

0.510572691 -0.079833687 
 

0.477699433 -0.27968919 GRIN2A 16 Island TSS1500, TSS200 10276799 
cg20846447 0.056101015 -4.232016173 

 
0.412995045 -0.817744596 

 
0.360350668 -1.062450164 FAM5B 1 Island TSS1500 177140305 

cg02532096 0.166342298 -2.441566892 
 

0.530334711 0.170987684 
 

0.495152321 -0.076144276 LAYN 11 Island 5'UTR, 1stExon 111411289 
cg01764020 0.135795668 -2.812992422 

 
0.515016204 0.070343717 

 
0.475806668 -0.217975585 TRPC4 13 Island TSS200 38444087 

cg26447413 0.220832396 -1.878975368 
 

0.629495882 0.856447307 
 

0.599934143 0.636727937 GAS1 9 Island 1stExon 89560715 
cg17045801 0.064709878 -4.083888982 

 
0.485480511 -0.318796099 

 
0.433616366 -0.606878763 HECW1 7 Island 5'UTR 43153223 

cg16115720 0.082736279 -3.851323124 
 

0.484570602 -0.147400203 
 

0.431955402 -0.575394009 CD34 1 Island 1stExon 208084415 
cg24842733 0.180524823 -2.233886087 

 
0.568362497 0.423837601 

 
0.515303281 0.087248836 SNAP91 6 Island TSS200 84419237 

cg13843613 0.067966754 -3.989216383 
 

0.4577071 -0.453124381 
 

0.418842207 -0.601654025 FAM5B 1 Island TSS1500 177140126 
cg09607276 0.147948777 -2.760715365 

 
0.506302641 -0.069787193 

 
0.472788963 -0.227838888 DRD4 11 Island 1stExon 637491 

cg15701178 0.050898545 -4.64778392 
 

0.364696298 -1.101244053 
 

0.364785375 -1.060782393 UNC5C 4 S_Shore TSS1500 96471143 
cg04617755 0.046458797 -4.567133159 

 
0.357217903 -1.208261707 

 
0.352939531 -1.196489505 DPP10 2 Island TSS1500, Body 115919366 

cg00737840 0.169442773 -2.380315901 
 

0.513015994 0.025604538 
 

0.496093329 -0.031839837 PKNOX2 11 Island 5'UTR 125036420 
cg25943503 0.088228629 -3.527899725 

 
0.507978102 -0.001957483 

 
0.451434113 -0.419580627 DCLK1 13 Island TSS200 36705608 

cg00240432 0.050354866 -4.702303869 
 

0.481373475 -0.335896997 
 

0.465496328 -0.377369673 TWIST1 7 Island TSS200 19157296 
cg17438849 0.123419343 -2.963209459 

 
0.459375345 -0.48954511 

 
0.479617447 -0.178488853 HECW1 7 Island 1stExon, 5'UTR 43152468 

cg00043788 0.153702476 -2.523162574 
 

0.541553013 0.229051543 
 

0.504876525 0.013610504 VSX1 20 Island 5'UTR, 1stExon 25062754 
cg02829688 0.163873732 -2.372532034 

 
0.444315107 -0.454322184 

 
0.508517055 0.049662367 TBX15 1 Island 5'UTR 119527008 

cg16711792 0.08720642 -3.505094826 
 

0.438715762 -0.603867888 
 

0.403931921 -0.737929155 TIAM1 21 Island 5'UTR 32930054 
cg12928379 0.0389477 -4.986306279 

 
0.294454102 -2.284422493 

 
0.481869822 -0.396310803 DRD4 11 Island TSS200 637175 

cg04555373 0.08803662 -3.57845718 
 

0.501087572 -0.059256352 
 

0.444941208 -0.468050641 NRG1 8 Island TSS1500 31497042 
cg11229862 0.138665036 -2.754492113 

 
0.430771011 -0.636171382 

 
0.444230566 -0.407554108 CCDC37 3 Island TSS200 126113682 

cg13755070 0.036575228 -5.228441064 
 

0.524464676 -0.560994648 
 

0.524416711 -0.012895643 FLI1 11 Island TSS200, 5'UTR 128563714 
cg15929698 0.270821773 -1.48429218 

 
0.681969744 1.195360496 

 
0.608223421 0.702566258 NPY 7 Island TSS200 24323792 

cg04034767 0.029313 -5.560338554 
 

0.424054818 -0.921596806 
 

0.457179093 -0.63063862 GRASP 12 Island 1stExon 52400907 
cg10401879 0.168436511 -2.467264089 

 
0.514941072 0.052742906 

 
0.474560414 -0.205637275 NRG3 10 Island TSS1500 83634276 

cg18560328 0.057282877 -4.279130126 
 

0.451584416 -0.890901437 
 

0.529738635 -0.045109439 SYT9 11 Island TSS200 7273148 
cg18263365 0.241254919 -1.69650467 

 
0.628211788 0.862053109 

 
0.589849812 0.578637025 SPOCK1 5 Island 5'UTR 136834453 

cg05307923 0.059183497 -4.155733382 
 

0.476184902 -0.229656002 
 

0.390319565 -0.88339031 ADARB2 10 Island 1stExon, 5'UTR 1779667 
cg13685951 0.05214271 -4.353468367 

 
0.468667982 -0.526500681 

 
0.413137254 -0.748397827 FAM5B 1 Island TSS1500 177140322 

cg06072021 0.035591272 -5.194152474 
 

0.510399654 -0.742186968 
 

0.479807417 -0.447612963 FLI1 11 Island 1stExon, 5'UTR 128564106 
cg15186181 0.146586408 -2.819101569 

 
0.536651984 0.165459102 

 
0.513717814 0.043539062 SOX17 8 Island TSS200 55370434 

cg11682071 0.070706574 -3.833553291 
 

0.460318971 -0.318890357 
 

0.399764432 -0.819948264 STK32B 4 N_Shore TSS1500 5053085 
cg05062333 0.083911497 -3.573177142 

 
0.567369386 0.452680232 

 
0.468657927 -0.3077151 EYA4 6 Island TSS1500 133562269 

cg16269431 0.167705185 -2.424237367 
 

0.617306653 0.760879524 
 

0.546790619 0.258667274 GLRB 4 Island 1stExon, TSS200, 5'UTR 157997367 
cg21455438 0.076605875 -3.99777551 

 
0.452436707 -0.46280661 

 
0.443527414 -0.529220006 CD34 1 Island 5'UTR, 1stExon 208084436 

cg21109744 0.193662511 -2.117918815 
 

0.515637091 0.031038164 
 

0.519348238 0.108896024 CCDC37 3 Island TSS200 126113743 
cg08032924 0.190281416 -2.299645761 

 
0.54788195 0.197184281 

 
0.539863753 0.217495094 CMTM2 16 Island TSS1500 66613096 

cg05835982 0.230711729 -1.846481511 
 

0.646240622 0.997411434 
 

0.621663331 0.795396453 TRH 3 Island 5'UTR 129693791 
cg25932164 0.026992811 -5.43293689 

 
0.382518583 -1.51970248 

 
0.407942049 -1.003927361 PPP1R16B 20 Island 5'UTR 37434950 

cg09169953 0.158318961 -2.551810666 
 

0.489964721 -0.14731002 
 

0.482140838 -0.128059207 PITX2 4 Island 5'UTR 111555102 
cg22723056 0.035222264 -4.984587241 

 
0.313479883 -1.736474934 

 
0.351414675 -1.274917597 SYT9 11 Island 1stExon, 5'UTR 7273378 
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cg19909239 0.195440263 -2.1429829 
 

0.474407269 -0.203221837 
 

0.501617065 0.005493959 PITX2 4 Island 5'UTR 111555503 
cg10640119 0.100686059 -3.261589627 

 
0.436838232 -0.628168651 

 
0.436628628 -0.493723173 C9orf50 9 S_Shore TSS200 132383095 

cg00891278 0.160968307 -2.441503622 
 

0.550722104 0.286007254 
 

0.508121424 0.035551499 CCDC37 3 Island 1stExon, 5'UTR 126113784 
cg06666025 0.116333378 -3.179330964 

 
0.499722323 -0.191504322 

 
0.470116569 -0.252557958 CMTM2 16 Island TSS200 66613278 

cg04922810 0.088125079 -3.427409399 
 

0.44146715 -0.551523463 
 

0.441997628 -0.444893868 CRHR2 7 Island 1stExon 30721888 
cg13298841 0.227531991 -1.803216932 

 
0.63847718 1.01395971 

 
0.627880222 0.898031867 HECW1 7 Island TSS200 43152021 

cg18686498 0.097234022 -3.296427117 
 

0.51810929 0.013028596 
 

0.429806821 -0.532697411 NALCN 13 Island TSS1500 102069257 
cg03734437 0.050632039 -4.529297431 

 
0.523000104 0.086897439 

 
0.457044396 -0.512721683 GDF6 8 Island TSS1500 97173526 

cg26818735 0.055048936 -4.797421198 
 

0.452109481 -1.131364346 
 

0.450030746 -0.553692544 TWIST1 7 Island 1stExon 19156621 
cg13080379 0.141377375 -2.656176313 

 
0.442715098 -0.496834597 

 
0.479763217 -0.146897753 TBX15 1 Island 5'UTR 119527156 

cg26530498 0.203246235 -2.06763762 
 

0.560292878 0.366882613 
 

0.576847197 0.482450453 C1QL2 2 Island 1stExon, 5'UTR 119916431 
cg21672843 0.083010476 -3.676528376 

 
0.525248517 0.106321513 

 
0.455524111 -0.393362158 PTPRT 20 Island TSS1500 41818905 

cg01805282 0.236861644 -1.728082376 
 

0.578626813 0.518057678 
 

0.572753757 0.469771575 EYA4 6 Island 5'UTR 133563764 
cg21432954 0.169988867 -2.4625785 

 
0.550755868 0.293131441 

 
0.530873713 0.163816244 TRPC4 13 Island 1stExon, 5'UTR 38443809 

cg04292718 0.088394518 -3.864774524 
 

0.592473565 0.572278215 
 

0.541196203 0.080264197 CD34 1 Island 5'UTR, 1stExon 208084456 
cg15175143 0.232255795 -1.810018923 

 
0.641401535 0.985721437 

 
0.617588754 0.801021927 NXPH2 2 Island TSS1500 139538356 

cg14243481 0.13076558 -2.847382253 
 

0.458618633 -0.392093826 
 

0.480981296 -0.183263482 SYT9 11 Island TSS1500 7272867 
cg00812833 0.098754737 -3.334175351 

 
0.50077295 -0.097497769 

 
0.461117172 -0.367205422 PLD5 1 Island 5'UTR 242687412 

cg23458558 0.120334803 -2.939083214 
 

0.483798014 -0.215170722 
 

0.481175808 -0.146446488 RALYL 8 Island 5'UTR, TSS1500 85096868 
cg24676071 0.252323774 -1.630509925 

 
0.650222126 1.132536018 

 
0.644366963 0.996603373 ADCY1 7 Island TSS1500 45613410 

cg01791874 0.098827373 -3.306674316 
 

0.512302943 -0.03883764 
 

0.43397004 -0.502599864 11-Mar 5 Island TSS200 16180055 
cg19939997 0.020712099 -5.958529561 

 
0.367936346 -1.15733629 

 
0.347934177 -1.440390273 GDF6 8 Island TSS1500 97173335 

cg23335460 0.098313698 -3.310289232 
 

0.477688113 -0.402631412 
 

0.412789803 -0.659392941 CRTAC1 10 Island TSS200 99790593 
cg19944763 0.088748072 -3.502071078 

 
0.467864653 -0.383690841 

 
0.45553385 -0.394948845 ITGA8 10 Island TSS200 15761854 

cg04549162 0.231338116 -1.783374776 
 

0.607180765 0.70299333 
 

0.54875479 0.302089831 GPR26 10 Island TSS200 125425690 
cg17958315 0.032623587 -5.188748478 

 
0.446623703 -0.627158654 

 
0.365286877 -1.224644802 FBN2 5 Island 1stExon, 5'UTR 127873552 

cg19236679 0.057281662 -4.14162854 
 

0.505704279 -0.049102049 
 

0.408023337 -0.791204427 GFRA1 10 Island 5'UTR, TSS1500 118032330 
cg04350913 0.139344468 -2.729013941 

 
0.594200962 0.625454257 

 
0.539989409 0.213230427 FGF12 3 Island 5'UTR, 1stExon, Body 192126584 

cg06132028 0.097691778 -3.329454107 
 

0.549725528 0.297926449 
 

0.447018712 -0.461143156 EYA4 6 Island TSS200 133562466 
cg04804539 0.139251072 -2.682735352 

 
0.570932022 0.470944056 

 
0.489584839 -0.126015489 MAL 2 Island TSS1500 95691255 

cg11893763 0.246622165 -1.65569758 
 

0.63174037 0.910649305 
 

0.58296959 0.548411403 GPR26 10 Island TSS200 125425688 
cg00339556 0.061308316 -4.383575191 

 
0.51179513 -0.158763218 

 
0.417056833 -0.66992734 11-Mar 5 Island TSS200 16180048 

cg05774699 0.345966084 -0.961306284 
 

0.622153707 0.819063697 
 

0.700686198 1.381615418 HOXA5 7 Island TSS1500 27184316 
cg10569606 0.062192877 -4.161255495 

 
0.4701943 -0.266541218 

 
0.397923843 -0.849472992 KCNA1 12 Island TSS200 5019004 

cg16626067 0.132762484 -2.947164791 
 

0.545107759 0.196512823 
 

0.506652818 -0.008280354 CMTM2 16 Island TSS200 66613266 
cg11163620 0.0827199 -3.847736728 

 
0.591853598 0.495982599 

 
0.542454845 0.086905543 GLRB 4 Island 5'UTR, 1stExon 157997554 

cg15927720 0.096258186 -3.694798407 
 

0.564064624 0.032748722 
 

0.523366271 0.010439731 SLIT3 5 Island TSS200 168728149 
cg01466678 0.013774558 -7.633128885 

 
0.377766909 -1.663299895 

 
0.337058128 -1.684690095 NDRG4 16 Island TSS1500, TSS200 58497395 

cg03329976 0.285279503 -1.355941804 
 

0.604561304 0.651541576 
 

0.58534508 0.53927944 SOX17 8 Island TSS1500 55370283 
cg20631014 0.086410607 -3.522537377 

 
0.448884144 -0.544563246 

 
0.392802698 -0.823068042 SNAP91 6 Island TSS200 84419242 

cg05686497 0.132666518 -2.873537916 
 

0.535349625 0.182499232 
 

0.4888231 -0.152142891 FBN2 5 Island TSS1500 127874587 
cg25724283 0.119210077 -3.064297534 

 
0.515634807 0.079596268 

 
0.44642781 -0.434056723 DCLK1 13 Island TSS200 36705475 

cg04377145 0.149389629 -2.634330234 
 

0.482470421 -0.266701889 
 

0.463377629 -0.281060978 KCNQ5 6 Island TSS1500 73331191 
cg09746736 0.090058599 -3.533706161 

 
0.511869295 -0.168456083 

 
0.473839438 -0.289708162 SLC6A2 16 Island TSS1500 55690130 

cg20931042 0.048130789 -4.383281508 
 

0.234235704 -2.587203389 
 

0.389151892 -0.986007257 DRD4 11 Island TSS200 637162 
cg12644264 0.048613614 -4.630136673 

 
0.420132346 -1.061480181 

 
0.428209249 -0.650121343 COL24A1 1 Island 1stExon, 5'UTR 86622113 

cg19292008 0.068265648 -3.855680254 
 

0.366111405 -1.121362242 
 

0.375161581 -0.948454484 FOXE1 9 Island 5'UTR, 1stExon 100615796 
cg16964348 0.134987623 -3.193017614 

 
0.676355761 1.165455465 

 
0.588163527 0.486756895 NPY 7 Island TSS200 24323799 

cg10363246 0.046659383 -4.531979606 
 

0.459549986 -0.58400471 
 

0.397741289 -0.913675537 KCNA1 12 Island 5'UTR, 1stExon 5019482 
cg05447008 0.129380945 -3.057826558 

 
0.541516906 -0.465525911 

 
0.563304878 0.342954118 KCNQ5 6 Island TSS1500 73331114 

cg24885417 0.112606835 -3.582169831 
 

0.526113862 0.134638788 
 

0.461560015 -0.311455579 NPY 7 Island TSS200 24323764 
cg04627496 0.050795179 -4.34635829 

 
0.429085173 -0.814537581 

 
0.3586825 -1.115030637 NTRK3 15 Island TSS1500 88799973 

cg21647227 0.135449524 -2.713080502 
 

0.428022484 -0.629634537 
 

0.479810795 -0.156946995 TBX15 1 Island 5'UTR 119527111 
cg02743222 0.131031068 -2.79392487 

 
0.468942343 -0.392157278 

 
0.448111948 -0.391489796 TLX3 5 Island 5'UTR, 1stExon 170736335 

cg09731694 0.157920626 -2.532280783 
 

0.615943022 0.738771696 
 

0.537550255 0.199616107 C9orf50 9 Island 1stExon, 5'UTR 132383003 
cg25437385 0.079428376 -3.720212896 

 
0.458144513 -0.371319768 

 
0.450043045 -0.45119015 SLC35F3 1 Island 1stExon 234040833 
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cg08195943 0.043360136 -4.710151919 
 

0.433003862 -0.816499194 
 

0.423499845 -0.769086572 TRH 3 Island 5'UTR 129694487 
cg03368099 0.24240982 -1.717514043 

 
0.507461327 -0.032921467 

 
0.560191412 0.367064501 HOXA5 7 Island TSS1500 27184521 

cg18755296 0.121506736 -3.335257417 
 

0.516864908 -0.082973455 
 

0.494586836 -0.101689108 NPBWR1 8 Island TSS200 53852446 
cg03430846 0.219375268 -1.972335655 

 
0.700546937 1.487240469 

 
0.649117032 1.010027293 NRG1 8 Island TSS200 31497082 

cg00467420 0.094242944 -3.408676932 
 

0.563418985 0.405566106 
 

0.463348094 -0.347483577 ADARB2 10 Island 1stExon, 5'UTR 1779432 
cg19897940 0.058820722 -4.108321433 

 
0.506120288 0.008095547 

 
0.474443369 -0.334885416 FLI1 11 Island TSS200, 5'UTR 128563685 

cg10074544 0.079799308 -3.629154314 
 

0.510977002 -0.075390343 
 

0.39930432 -0.77984501 COL25A1 4 Island 1stExon, 5'UTR 110223700 
cg13265789 0.111406119 -3.289770216 

 
0.596382082 0.643514946 

 
0.533147983 0.16835728 UNC5C 4 Island TSS1500 96470584 

cg12821278 0.200197815 -2.114212643 
 

0.663006049 1.170268018 
 

0.64450212 0.994234409 DBC1 9 Island TSS200 122131895 
cg01808545 0.064477555 -4.13563906 

 
0.456200915 -0.412926179 

 
0.440106792 -0.561651955 TMEFF2 2 Island TSS200 193059717 

cg06468908 0.073146051 -3.736156135 
 

0.473374406 -0.266379142 
 

0.380231325 -0.904096627 COL25A1 4 Island 1stExon, 5'UTR 110223713 
cg02237470 0.156145192 -2.754830825 

 
0.538007226 0.033174379 

 
0.49556358 -0.087520225 NPBWR1 8 Island TSS200 53852443 

cg07566080 0.107705456 -3.348453484 
 

0.441318632 -0.745612234 
 

0.43808163 -0.466826916 DAB1 1 Island 5'UTR 57889475 
cg05940231 0.172213408 -2.334891701 

 
0.520532592 0.065508019 

 
0.484015553 -0.127448538 TBX15 1 Island TSS200 119532189 

cg18128969 0.180360554 -2.218626 
 

0.560886635 0.377390547 
 

0.496172245 -0.037988723 NCAM2 21 Island TSS1500 22369908 
cg09734791 0.051268618 -5.235003952 

 
0.510018972 -0.420497932 

 
0.512711136 -0.247027358 MSC 8 Island 1stExon 72756155 

cg04937080 0.111520601 -3.201730515 
 

0.409705499 -0.822254059 
 

0.428924728 -0.542237517 DAB1 1 Island 5'UTR 58715532 
cg21197774 0.133576628 -2.937668637 

 
0.471845916 -0.383064582 

 
0.462186755 -0.314711694 FGF12 3 Island 5'UTR, 1stExon, Body 192126742 

cg21782409 0.076382493 -4.335383476 
 

0.526466991 -0.583160058 
 

0.508300514 -0.08877565 UNC5C 4 Island TSS1500 96470887 
cg21170796 0.299581333 -1.234711827 

 
0.60978755 0.773596304 

 
0.611050156 0.749626942 TBX15 1 N_Shore 5'UTR 119528164 

cg12973941 0.2047854 -2.032546992 
 

0.656508224 1.044863822 
 

0.581707929 0.519717821 NKX3-2 4 Island 1stExon 13545639 
cg03535663 0.049527523 -4.36476504 

 
0.43126339 -0.819309329 

 
0.381190766 -0.999311584 FBN1 15 Island 5'UTR, 1stExon 48937856 

cg17371081 0.307720735 -1.265091343 
 

0.677505438 1.190954465 
 

0.694808646 1.364974437 NELL1 11 Island TSS200 20690957 
cg16366473 0.060470487 -4.07512649 

 
0.439157628 -0.563687717 

 
0.439088679 -0.603555656 FGF12 3 Island TSS200, Body 192126849 

cg03226737 0.079691678 -3.670291304 
 

0.429431427 -0.744401136 
 

0.452164086 -0.494092095 SYT9 11 Island TSS200 7273049 
cg00920970 0.091245648 -3.679249732 

 
0.464764595 -0.333637212 

 
0.443592947 -0.489053751 ESR1 6 Island Body, 1stExon 152129388 

cg06602847 0.231062946 -1.777414709 
 

0.612124309 0.725345369 
 

0.549473865 0.320427014 DBC1 9 Island 5'UTR, 1stExon 122131497 
cg19671533 0.124007336 -2.927749613 

 
0.519851469 0.087948207 

 
0.437030604 -0.45534911 SNAP91 6 Island TSS200 84419234 

cg26459372 0.111994296 -3.085408965 
 

0.461491395 -0.509944109 
 

0.434157468 -0.489149769 ADCY1 7 Island TSS1500 45613676 
cg12940822 0.064624664 -4.13694693 

 
0.553118461 0.322582294 

 
0.436113335 -0.621074974 FBN2 5 Island 1stExon, 5'UTR 127873397 

cg25084878 0.13652389 -2.759343809 
 

0.591324422 0.635677319 
 

0.52913971 0.151117693 FBN2 5 Island 1stExon, 5'UTR 127873711 
cg07252731 0.06178211 -4.380161294 

 
0.453495421 -0.747216198 

 
0.421754251 -0.736391053 NTRK3 15 Island TSS1500 88799999 

cg09073398 0.15390009 -2.618789566 
 

0.615451238 0.786355359 
 

0.568108589 0.41964879 SLIT3 5 Island 5'UTR, 1stExon 168727762 
cg15778745 0.100230115 -3.375305764 

 
0.559863185 0.179908759 

 
0.525204723 0.07293929 SLITRK5 13 Island TSS1500 88324570 

cg07710481 0.055005613 -4.292321772 
 

0.438014384 -1.081565354 
 

0.420981133 -0.703807802 SLITRK5 13 N_Shore 5'UTR 88325384 
cg20980055 0.030739553 -5.403700515 

 
0.471349999 -0.226694434 

 
0.357108183 -1.298143518 EYA4 6 Island TSS1500 133562258 

cg26013553 0.198044894 -2.310073123 
 

0.56241729 0.359986471 
 

0.544005139 0.213801197 KCNA3 1 Island 1stExon 111217406 
cg09168604 0.127708142 -2.802265464 

 
0.427477005 -0.660768073 

 
0.456323952 -0.335743485 GRID1 10 Island TSS1500 88127188 

cg02446647 0.16616649 -2.394585101 
 

0.631625446 0.871480858 
 

0.554749328 0.300089959 EYA4 6 Island TSS1500 133562101 
cg26449787 0.096764983 -3.307143235 

 
0.547677907 0.285396076 

 
0.483989882 -0.201671926 EYA4 6 Island TSS1500 133562087 

cg21245277 0.028386511 -6.128431647 
 

0.286715506 -2.421723488 
 

0.367388889 -1.267986882 ZNF804A 2 Island 1stExon, 5'UTR 185463218 
cg01458504 0.084566972 -3.596684571 

 
0.473838819 -0.527632983 

 
0.44374859 -0.481344218 GUCY1A3 4 Island 5'UTR 156589291 

cg02582387 0.070533782 -3.950528521 
 

0.483030637 -0.31013985 
 

0.437771074 -0.618969896 FAM43B 1 Island 1stExon 20879813 
cg09526758 0.177949838 -2.230993691 

 
0.503449971 0.008132646 

 
0.483234494 -0.105755731 LMO3 12 NA 5'UTR 16758047 

cg25340966 0.130773273 -2.8665198 
 

0.521736045 0.015390459 
 

0.48733863 -0.147754512 TBX15 1 Island TSS200 119532195 
cg01815671 0.126481106 -2.97762838 

 
0.493076152 -0.289372554 

 
0.478451061 -0.224787805 CCDC37 3 Island TSS200 126113663 

cg27361134 0.151857403 -2.623361787 
 

0.61703973 0.899132118 
 

0.613117115 0.771088468 RIMS4 20 Island TSS1500 43439545 
cg09688546 0.154914318 -2.592765164 

 
0.602433435 0.654898519 

 
0.521340425 0.072679194 GLRB 4 Island 1stExon, TSS200, 5'UTR 157997363 

cg03063639 0.13068598 -3.091601459 
 

0.577832761 0.353799574 
 

0.565506208 0.310785934 TM6SF1 15 Island 5'UTR, 1stExon 83776422 
cg25818292 0.037441767 -4.994278766 

 
0.430757446 -0.798109718 

 
0.345720718 -1.306979407 NCAM2 21 S_Shore 5'UTR, 1stExon 22370758 

cg27341926 0.05997435 -4.19128331 
 

0.509884791 -0.402746821 
 

0.472401815 -0.434619023 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032905 
cg06392169 0.164006873 -2.709830723 

 
0.629370349 0.808881745 

 
0.553384525 0.276037921 IRF4 6 Island 5'UTR 391936 

cg09854734 0.187999337 -2.265090746 
 

0.573337895 0.419675572 
 

0.540580916 0.240947128 CMTM2 16 Island TSS200 66613273 
cg25825488 0.114530772 -3.092193694 

 
0.486065606 -0.243975007 

 
0.465905535 -0.334973698 ITGA8 10 Island TSS200 15761876 

cg01663016 0.213069337 -1.986922801 
 

0.663933433 1.128335113 
 

0.601638909 0.672200581 SLIT3 5 Island 5'UTR, 1stExon 168727752 
cg01718116 0.103896773 -3.200743512 

 
0.492356651 -0.110991805 

 
0.458532491 -0.410240826 DPP10 2 Island Body, 1stExon 115919829 
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cg19852958 0.126092199 -2.939001296 
 

0.589962196 0.521112683 
 

0.522243977 0.042786891 NKX3-2 4 Island 1stExon 13545760 
cg08194313 0.058729688 -4.371969811 

 
0.507341227 -0.29250773 

 
0.49271796 -0.295034997 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032892 

cg13346013 0.1667544 -2.347720746 
 

0.571518357 0.449447675 
 

0.507653968 0.042042877 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032872 
cg18221862 0.128094039 -2.859860962 

 
0.509462663 -0.100647649 

 
0.525361906 0.128190027 TMEFF2 2 Island 1stExon 193059230 

cg14782672 0.17294748 -2.336666481 
 

0.530194978 0.184032634 
 

0.514146926 0.069289807 TWIST1 7 Island TSS1500 19157634 
cg04965987 0.160322463 -2.452506351 

 
0.545086156 0.255492825 

 
0.515754165 0.061546497 DSCR6 21 Island TSS1500 38378539 

cg23294090 0.215948335 -1.988690561 
 

0.530580065 0.143329687 
 

0.53002149 0.156864616 FAM135B 8 Island TSS1500 139509672 
cg03503087 0.061554378 -4.098200247 

 
0.486122061 -0.376718315 

 
0.45578023 -0.471607333 GFRA1 10 Island 5'UTR, TSS1500 118032626 

cg18501555 0.206571437 -2.037457701 
 

0.584266387 0.533739786 
 

0.558437779 0.387857064 PITX2 4 Island 5'UTR 111554966 
cg04747226 0.064881018 -4.360370396 

 
0.594257008 0.626986784 

 
0.480220707 -0.287552225 GRIA4 11 Island 5'UTR, TSS200 105481319 

cg14768785 0.136475943 -2.772276572 
 

0.507198432 -0.03190693 
 

0.481081945 -0.196706049 GHSR 3 Island TSS1500 172166517 
cg01328892 0.15450026 -2.531990425 

 
0.647703822 1.078939536 

 
0.572329308 0.464928303 EYA4 6 Island TSS200 133562332 

cg01162672 0.106655484 -3.158677506 
 

0.572984348 0.465352414 
 

0.458106292 -0.365298927 EYA4 6 Island TSS1500 133562275 
cg15861585 0.129186312 -2.886582972 

 
0.374969524 -1.151008467 

 
0.48579674 -0.20201573 DRD4 11 Island TSS1500 637038 

cg04652097 0.132325094 -2.862389637 
 

0.534924072 0.208938238 
 

0.481398594 -0.215660061 MAGI2 7 Island TSS1500 79083445 
cg27264249 0.121698597 -2.900632512 

 
0.512830466 -0.012570109 

 
0.430507006 -0.496688873 CNTN4 3 Island TSS1500 2141686 

cg26433102 0.119561646 -3.045395171 
 

0.545375881 0.283156953 
 

0.462263394 -0.300999913 IRF4 6 Island TSS1500 391441 
cg27347269 0.059160444 -4.301682723 

 
0.56066339 0.013591042 

 
0.538560945 0.02855431 DOK6 18 Island TSS1500 67067867 

cg03202077 0.144006103 -2.660582787 
 

0.596640062 0.659097844 
 

0.482028551 -0.163662739 ADAMTS5 21 Island 1stExon, 5'UTR 28338836 
cg15988350 0.043722717 -4.767335087 

 
0.380318693 -1.089040001 

 
0.399709383 -0.954604763 PDE1C 7 Island 5'UTR 32110650 

cg10816489 0.103213158 -3.196466601 
 

0.490577307 -0.120305727 
 

0.419541602 -0.629564121 CYP7B1 8 Island 1stExon, 5'UTR 65711274 
cg07926691 0.054476903 -4.23052636 

 
0.452105384 -0.597596541 

 
0.440077135 -0.662157369 AMPH 7 Island 5'UTR, 1stExon 38670987 

cg22128431 0.045465371 -4.516978682 
 

0.368262921 -1.199088015 
 

0.36628351 -1.184637777 PPP1R16B 20 Island 1stExon, 5'UTR 37434409 
cg18044663 0.042728453 -4.915295403 

 
0.526019085 -0.329668581 

 
0.428546607 -0.769857738 GFRA1 10 Island 5'UTR, TSS1500 118032081 

cg05212802 0.100109572 -3.3012146 
 

0.523800884 0.066752639 
 

0.443027986 -0.477815386 RNF150 4 Island 1stExon 142053623 
cg09083627 0.060232173 -4.255413495 

 
0.491346087 -0.641815524 

 
0.449263404 -0.573140005 SLITRK5 13 Island TSS1500 88324597 

cg07808555 0.140459543 -2.777705175 
 

0.570740606 0.404890848 
 

0.500421161 -0.072365493 KCNA3 1 Island TSS200 111217712 
cg25757598 0.190831608 -2.252191241 

 
0.641137423 0.902565397 

 
0.535821697 0.200504118 RALYL 8 Island 5'UTR, 1stExon 85097195 

cg25317585 0.208804919 -2.151547903 
 

0.591212732 0.540582224 
 

0.610733886 0.68883904 FGF14 13 Island Body, 1stExon 102568886 
cg15237494 0.218005371 -1.949534214 

 
0.699311096 1.362973004 

 
0.602933164 0.658871036 ADAMTS5 21 Island 1stExon, 5'UTR 28339334 

cg01718447 0.121679817 -3.159391358 
 

0.517489809 0.001215375 
 

0.486127139 -0.159588929 CRHR2 7 Island TSS200 30722327 
cg18206027 0.03929171 -4.879209674 

 
0.415104054 -0.881554571 

 
0.363468886 -1.236928164 VWC2 7 Island 1stExon, 5'UTR 49813486 

cg15488722 0.200150741 -2.086190459 
 

0.586612734 0.557201939 
 

0.571497527 0.435476707 FREM2 13 Island 1stExon 39262147 
cg26059468 0.274172195 -1.54773804 

 
0.647697242 0.924135348 

 
0.614050751 0.711878045 SOX17 8 Island 5'UTR, 1stExon 55370579 

cg19485539 0.081612581 -3.768390628 
 

0.607521698 0.676921914 
 

0.538823004 0.12842471 GFRA1 10 Island 5'UTR, TSS200 118031870 
cg13874817 0.097129304 -3.318599443 

 
0.425347587 -0.657188281 

 
0.401747253 -0.758886828 SPSB4 3 Island 5'UTR, 1stExon 140770751 

cg17124224 0.1616862 -2.482985147 
 

0.505501478 -0.107584016 
 

0.477287242 -0.185301328 BNC1 15 Island TSS1500 83953880 
cg16783279 0.171003935 -2.448414769 

 
0.622623529 0.823021251 

 
0.533589765 0.147249139 GPR26 10 Island TSS1500 125425625 

cg06204711 0.183345123 -2.17140695 
 

0.555876096 0.379617681 
 

0.517953989 0.127423407 TBX15 1 N_Shore 5'UTR 119528424 
cg16422098 0.137668146 -2.841770073 

 
0.511489883 -0.014348538 

 
0.504421546 -0.066491761 ITGA8 10 Island TSS200 15761881 

cg14343214 0.052541796 -4.42451922 
 

0.431772092 -0.741924896 
 

0.435554192 -0.637927667 EYA4 6 N_Shore TSS1500 133562056 
cg20973720 0.155395017 -2.892773041 

 
0.56389881 0.084864874 

 
0.544419433 0.19227847 RASGRF1 15 Island 5'UTR, 1stExon 79383167 

cg09426834 0.098878184 -3.414670969 
 

0.504018744 -0.12127415 
 

0.454686101 -0.43634665 SNTG2 2 Island 1stExon, 5'UTR 946648 
cg06955749 0.091233799 -3.473883617 

 
0.461930018 -0.302674712 

 
0.424599684 -0.60482797 RALYL 8 N_Shore TSS1500 85094923 

cg08463758 0.279392048 -1.393491942 
 

0.630434633 0.915467762 
 

0.60504132 0.704564397 EMILIN3 20 Island TSS200 39995649 
cg10774877 0.176775936 -2.293276643 

 
0.594739758 0.610099662 

 
0.565757746 0.443540139 NALCN 13 Island TSS200 102068989 

cg10999932 0.087844643 -3.584761737 
 

0.474010161 -0.2074644 
 

0.448406399 -0.464234989 GLRB 4 S_Shore 5'UTR 157997750 
cg12528713 0.044044624 -4.784930092 

 
0.436044621 -1.171774249 

 
0.385211943 -1.052713864 FGF5 4 Island TSS200 81187605 

cg26460092 0.123932805 -3.196801566 
 

0.506789197 -0.456736209 
 

0.501642036 -0.124164822 TM6SF1 15 Island 5'UTR, 1stExon 83776420 
cg15531403 0.129422089 -2.953203068 

 
0.550979911 0.082906574 

 
0.503162645 -0.027216071 NPBWR1 8 Island TSS1500 53852184 

cg21678377 0.061729434 -4.229496089 
 

0.482416911 -0.355380088 
 

0.469881611 -0.429723818 DPP10 2 Island TSS1500, Body 115919009 
cg12799689 0.05128055 -4.748535459 

 
0.527209848 -0.490339132 

 
0.496838107 -0.325405608 DOK6 18 Island TSS1500 67067893 

cg23971170 0.155847445 -2.539614505 
 

0.434741481 -0.484932986 
 

0.558463041 0.411360042 LMX1A 1 Island TSS1500 165326269 
cg02700891 0.245592688 -1.754014843 

 
0.585545438 0.517928311 

 
0.550251652 0.285341085 TRH 3 Island 5'UTR, 1stExon 129693586 

cg13912115 0.112639586 -3.178526154 
 

0.476789049 -0.292376573 
 

0.44710081 -0.442292309 RXFP3 5 Island TSS200 33936362 
cg09813525 0.092123384 -3.461392999 

 
0.509769757 -0.101601894 

 
0.467362661 -0.366293545 PCDH8 13 Island 1stExon 53420386 
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cg11718030 0.12319805 -2.92016984 
 

0.474768199 -0.215386364 
 

0.423907711 -0.517078882 BDNF 11 Island TSS1500 27744363 
cg08428452 0.150469479 -2.558310013 

 
0.507368706 -0.081688851 

 
0.483326396 -0.150583901 SLIT2 4 Island 5'UTR, 1stExon 20255343 

cg22280038 0.128708846 -2.903652681 
 

0.533721335 0.212594785 
 

0.492544782 -0.146924267 MAGI2 7 Island TSS1500 79083408 
cg04417028 0.050028318 -4.633615829 

 
0.434284114 -0.827366913 

 
0.384571866 -1.00287933 ARHGAP20 11 Island TSS1500 110583882 

cg01962428 0.074504233 -4.16420919 
 

0.460916114 -0.56523208 
 

0.418650848 -0.67351182 DKK2 4 Island 1stExon, 5'UTR 107957362 
cg20107395 0.084199196 -3.680430779 

 
0.469935337 -0.376528585 

 
0.511404724 -0.115188545 DOK5 20 Island 1stExon, 5'UTR 53092334 

cg13142700 0.086670592 -3.584228491 
 

0.510058722 -0.273056629 
 

0.443700087 -0.520864987 SLC6A1 3 Island 1stExon, 5'UTR 11034501 
cg06482428 0.178191946 -2.303478691 

 
0.559611601 0.432222769 

 
0.540275376 0.251766663 KCNIP4 4 Island 5'UTR 21950173 

cg19657174 0.188297021 -2.207281455 
 

0.613673552 0.738090417 
 

0.504481755 0.01069414 TBX1 22 Island 5'UTR 19746268 
cg14696396 0.170777608 -2.590581658 

 
0.500854215 -0.167091156 

 
0.482847624 -0.168200208 TM6SF1 15 Island 1stExon 83776446 

cg12935979 0.215298271 -1.901285621 
 

0.510834137 0.03367748 
 

0.515757699 0.082268227 POU4F2 4 Island TSS1500 147559648 
cg14882265 0.349353919 -0.938562915 

 
0.648146791 1.066101468 

 
0.715034239 1.565578574 HOXA5 7 Island TSS1500 27184375 

cg05588496 0.089726307 -3.42882347 
 

0.4820749 -0.294032876 
 

0.407313009 -0.720694315 DOK6 18 Island TSS1500 67067721 
cg26429655 0.076500222 -3.762720772 

 
0.486564703 -0.2066486 

 
0.418925331 -0.680261071 ADAMTS2 5 Island TSS200 178772390 

cg10333808 0.06320619 -4.060598414 
 

0.43799478 -0.473874807 
 

0.394093258 -0.904806805 ST8SIA1 12 Island 5'UTR, 1stExon 22487459 
cg19751300 0.181909277 -2.235803517 

 
0.555696204 0.320318597 

 
0.487886546 -0.087666377 ST8SIA5 18 Island 1stExon 44336399 

cg13078140 0.157869043 -2.536160028 
 

0.564128463 0.292872132 
 

0.523845643 0.113776004 SLIT2 4 Island TSS200 20255082 
cg07049592 0.420717047 -0.469400259 

 
0.671046986 1.197955659 

 
0.735953016 1.656423186 HOXA5 7 Island TSS1500 27184450 

cg23898073 0.059041063 -4.16794975 
 

0.445149198 -0.765474526 
 

0.388252203 -0.950610377 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032948 
cg04529370 0.181821187 -2.280110242 

 
0.611446615 0.715354227 

 
0.516108064 0.07923055 NRG3 10 Island 1stExon 83635300 

cg19478298 0.205710245 -2.000306741 
 

0.591647202 0.636030857 
 

0.555066302 0.370911466 RELN 7 Island TSS200 103630093 
cg26945996 0.099150417 -3.298547042 

 
0.418129362 -0.76075803 

 
0.473118888 -0.303892783 SYT9 11 Island TSS1500 7272876 

cg19064258 0.164667648 -2.380203024 
 

0.592431903 0.56998173 
 

0.525990069 0.154529697 HS3ST2 16 Island 1stExon 22826117 
cg12926104 0.020414673 -6.478810655 

 
0.401828434 -1.189779493 

 
0.331544663 -1.629896328 TWIST1 7 Island TSS200 19157339 

cg24663256 0.038217957 -5.282118587 
 

0.357638708 -1.12653961 
 

0.346298 -1.330846849 KCNIP4 4 Island 5'UTR, 1stExon 21950307 
cg07832473 0.064204245 -4.059069781 

 
0.348956143 -1.256187253 

 
0.402601711 -0.862615299 RXFP3 5 Island TSS1500 33936253 

cg23816347 0.071640971 -3.977944157 
 

0.41744235 -1.108640317 
 

0.394994096 -0.87284403 CCDC37 3 Island TSS200 126113640 
cg05051043 0.099189804 -3.34661831 

 
0.417600635 -0.695293498 

 
0.411844167 -0.67269979 SLC35F3 1 Island 1stExon, 5'UTR 234040765 

cg09792204 0.074465373 -3.697465694 
 

0.42243866 -0.889435929 
 

0.428185828 -0.647676625 OCA2 15 Island 5'UTR 28342183 
cg23559689 0.22157132 -1.928338654 

 
0.670022724 1.211899594 

 
0.61337662 0.755182735 GRIA4 11 Island 5'UTR, TSS200 105481292 

cg24239329 0.102852856 -3.423454056 
 

0.578440949 0.501724811 
 

0.485166579 -0.212099632 DCLK1 13 Island TSS200 36705622 
cg13062406 0.128795098 -3.094041433 

 
0.526061884 -0.473032441 

 
0.56246342 0.287177199 PTPN5 11 Island TSS200 18813544 

cg10784386 0.143972038 -2.647716853 
 

0.532635029 0.177263836 
 

0.495272397 -0.076058524 THBS4 5 Island TSS200 79330943 
cg07285673 0.175286415 -2.362154727 

 
0.562230085 0.39605107 

 
0.538041768 0.216286711 CLIP4 2 Island TSS1500 29337984 

cg22060073 0.153398828 -2.620613802 
 

0.525652621 0.136594079 
 

0.476446258 -0.187404834 ADCY8 8 Island TSS200 132052942 
cg00969405 0.414122095 -0.509130514 

 
0.677522546 1.293328643 

 
0.755416666 1.891113628 HOXA5 7 Island TSS1500 27184441 

cg13823136 0.177156597 -2.448491112 
 

0.557814055 0.228334519 
 

0.595193617 0.649194806 ST6GALNAC5 1 Island TSS200 77333138 
cg24463471 0.33431145 -1.049645556 

 
0.648678188 1.047540711 

 
0.689349739 1.309336016 RUNX3 1 Island TSS1500, Body 25257978 

cg06523224 0.244685835 -1.692461155 
 

0.623450454 0.80362184 
 

0.57038062 0.451467541 BNC1 15 Island TSS1500 83953883 
cg27633530 0.030992453 -7.12822022 

 
0.384555514 -1.500866122 

 
0.363007386 -1.468003563 IKZF1 7 Island TSS200 50344294 

cg03410436 0.058069246 -4.320040363 
 

0.465706442 -0.476156516 
 

0.388406061 -0.964754042 ADARB2 10 Island TSS200 1779904 
cg11782635 0.213013911 -2.042926154 

 
0.606614306 0.681837267 

 
0.545963966 0.241978594 KCNIP1 5 N_Shore TSS200, Body 169930919 

cg02593932 0.175072019 -2.353605233 
 

0.611531224 0.729627034 
 

0.538202254 0.212345955 GALNT13 2 N_Shore TSS200 154728308 
cg11410023 0.136945266 -2.802369134 

 
0.603826641 0.613456207 

 
0.556762128 0.301000571 EPHA6 3 Island 1stExon 96533511 

cg01255414 0.208003617 -2.018349826 
 

0.589246236 0.540161346 
 

0.545870646 0.280616832 FGF12 3 Island TSS1500, Body 192127991 
cg14595003 0.170734037 -2.433461907 

 
0.603939382 0.381785285 

 
0.571557052 0.509536354 TRH 3 Island 5'UTR 129694156 

cg23050442 0.202669962 -2.041602291 
 

0.588597355 0.58536293 
 

0.518526451 0.109362846 GAD2 10 Island TSS200 26505156 
cg24662718 0.093719009 -3.370085047 

 
0.515830957 -0.050059809 

 
0.516906531 -0.039930609 VAV3 1 Island 1stExon 108507468 

cg16437728 0.084681316 -3.600261931 
 

0.435290097 -0.683740938 
 

0.462415062 -0.424276074 SYT9 11 Island TSS200 7273046 
cg16886987 0.139601539 -2.674082787 

 
0.521379045 0.045737317 

 
0.549541438 0.3125884 DSCR6 21 Island TSS1500 38378634 

cg05700339 0.0985522 -3.472885969 
 

0.505895967 -0.047529055 
 

0.430316167 -0.58295973 CIDEA 18 Island Body, TSS200 12254566 
cg14197923 0.098805584 -3.29166797 

 
0.458999269 -0.463729671 

 
0.451784736 -0.418597305 FGF5 4 Island 1stExon, 5'UTR 81187906 

cg09279949 0.127948198 -3.038448382 
 

0.558631287 0.333734478 
 

0.551185158 0.216199155 THBD 20 Island 1stExon, 5'UTR 23030250 
cg07609788 0.274203885 -1.428198575 

 
0.614838594 0.807302443 

 
0.602281624 0.687283834 EMILIN3 20 Island TSS200 39995652 

cg13349651 0.058449275 -4.239452664 
 

0.378207757 -1.198645385 
 

0.40973938 -0.845978233 RXFP3 5 Island TSS200 33936307 
cg00333226 0.155405963 -2.52000626 

 
0.574007048 0.481964939 

 
0.510678573 0.085933013 VWC2 7 Island 5'UTR 49813763 
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cg03175653 0.119751249 -2.997149861 
 

0.502642069 -0.058092076 
 

0.43480514 -0.49574641 GALR1 18 Island TSS1500 74961798 
cg00251610 0.046871757 -4.727592685 

 
0.393515303 -1.088231853 

 
0.375821388 -1.145548607 EBF1 5 Island TSS1500 158527817 

cg27662483 0.058093318 -4.253206059 
 

0.504602179 -0.044427495 
 

0.407544311 -0.839566884 GUCY1A3 4 Island 5'UTR, TSS200 156588683 
cg10756099 0.052755955 -4.293173263 

 
0.452774268 -0.510656225 

 
0.395995202 -0.924508925 COL25A1 4 Island TSS1500 110224036 

cg03882585 0.144959649 -2.923869801 
 

0.585643549 0.55458117 
 

0.560231611 0.368670877 SYNE1 6 Island 5'UTR, 1stExon 152957910 
cg17543296 0.155573458 -2.478119226 

 
0.507860419 0.032841892 

 
0.495530876 -0.070072061 FAM43B 1 Island 1stExon 20880378 

cg14675211 0.037951777 -5.574393974 
 

0.419653448 -0.712995316 
 

0.375556248 -1.133601154 LONRF2 2 Island 5'UTR, 1stExon 100938903 
cg07547000 0.070876876 -3.980579446 

 
0.444133403 -0.699220265 

 
0.403679535 -0.834985096 GALNT13 2 Island TSS1500 154728210 

cg16404157 0.2940375 -1.36941552 
 

0.662529002 1.130156923 
 

0.646116845 0.938097214 CLEC14A 14 Island 1stExon 38724648 
cg23663774 0.104406479 -3.656159189 

 
0.494597306 -0.258975012 

 
0.508003904 -0.071011035 PITX2 4 Island 5'UTR 111555440 

cg26301788 0.125558188 -2.900921905 
 

0.49852746 -0.101413359 
 

0.431260617 -0.495680739 VEGFC 4 Island 1stExon 177713423 
cg27247697 0.116324344 -3.069492477 

 
0.401820996 -0.871666348 

 
0.438901566 -0.505750354 CD8A 2 Island 5'UTR, 1stExon, Body 87018054 

cg25012919 0.053105811 -4.592036807 
 

0.47947902 -0.241979066 
 

0.438513781 -0.682790071 DCLK1 13 Island TSS200 36705606 
cg02002231 0.040949648 -4.716321962 

 
0.333408698 -1.547879514 

 
0.417410157 -0.884864692 FGF5 4 Island 1stExon, 5'UTR 81187798 

cg26468007 0.11603963 -3.074001774 
 

0.505320641 -0.117064507 
 

0.485419222 -0.185105317 MMD2 7 Island 1stExon, 5'UTR 4998714 
cg13193455 0.196482823 -2.138934058 

 
0.583026568 0.460215985 

 
0.525336139 0.150590513 POU3F1 1 Island 1stExon 38511455 

cg20078466 0.019396401 -6.810079228 
 

0.39235481 -1.31357296 
 

0.366778835 -1.495699488 IKZF1 7 Island TSS200 50344331 
cg09591286 0.112920782 -3.105026612 

 
0.497601153 -0.049632929 

 
0.528064178 0.10256892 ZNF804B 7 N_Shore TSS1500 88388244 

cg27331524 0.127202041 -2.907865026 
 

0.464563186 -0.469298639 
 

0.436472988 -0.503083682 WNT2 7 Island Body, 5'UTR, 1stExon 116963193 
cg08712932 0.063950681 -4.166699226 

 
0.493831785 -0.065946631 

 
0.411173794 -0.823234309 EYA4 6 Island TSS200 133562463 

cg23676439 0.194834071 -2.097731649 
 

0.621442796 0.79988622 
 

0.515929735 0.093839257 LRAT 4 Island TSS1500 155663836 
cg25993718 0.261648683 -1.558298122 

 
0.651486416 0.966369369 

 
0.565157808 0.409690541 CBLN4 20 Island TSS200 54580196 

cg23501406 0.117797065 -3.033072683 
 

0.334402557 -1.430226317 
 

0.424590137 -0.605076958 DRD4 11 Island TSS1500 637035 
cg12328333 0.172487514 -2.308514764 

 
0.638148682 1.010462759 

 
0.540012053 0.242121846 DCLK1 13 Island 5'UTR 36705041 

cg26364205 0.120797195 -2.938505662 
 

0.529817 0.120426172 
 

0.480235435 -0.196772919 EPHA6 3 S_Shore 1stExon 96533824 
cg16426537 0.216409783 -1.961889143 

 
0.501243336 -0.210964887 

 
0.533494587 0.152577261 PTPN5 11 Island TSS200 18813556 

cg18115507 0.111261585 -3.249252637 
 

0.534123532 0.193323826 
 

0.462411009 -0.380810287 NALCN 13 Island TSS1500 102069169 
cg09175749 0.120397701 -3.027319828 

 
0.500193894 -0.071493205 

 
0.425363594 -0.54923936 AJAP1 1 Island 5'UTR, 1stExon 4715467 

cg05493394 0.076722803 -3.69031525 
 

0.397529794 -0.893156106 
 

0.424215859 -0.601683894 EYA4 6 N_Shore TSS1500 133562035 
cg13769223 0.058247546 -4.212649386 

 
0.426823024 -0.799580592 

 
0.422726794 -0.777524657 JAM2 21 Island 1stExon, 5'UTR 27011963 

cg17432857 0.357420578 -0.885211859 
 

0.636716247 1.032246638 
 

0.719125852 1.609112496 HOXA5 7 Island TSS1500 27184438 
cg20140110 0.170338666 -2.401329111 

 
0.555264789 0.311679599 

 
0.501304619 -0.043527 TMTC1 12 Island 5'UTR 29936845 

cg06172475 0.062540837 -4.0322863 
 

0.368756335 -1.23330975 
 

0.366445937 -1.065636343 FLI1 11 Island 1stExon, 5'UTR 128563903 
cg19109538 0.105430979 -3.179686315 

 
0.427868191 -0.635780859 

 
0.441940828 -0.421268626 SLITRK5 13 N_Shore 5'UTR 88325263 

cg00055557 0.159220779 -2.492915089 
 

0.541496113 0.237815881 
 

0.476790435 -0.173172399 DOK5 20 Island 1stExon, 5'UTR 53092474 
cg19206040 0.0875801 -3.59823856 

 
0.463591618 -0.39518162 

 
0.431809348 -0.612997243 GRIK3 1 Island TSS1500 37500441 

cg11518846 0.033002536 -5.103319454 
 

0.484963386 -0.152815255 
 

0.372230736 -1.235225303 EYA4 6 Island TSS1500 133562246 
cg16642284 0.176838615 -2.335374819 

 
0.596914247 0.70189538 

 
0.613319971 0.782895959 FOXI2 10 Island TSS200 129535378 

cg06672560 0.223967159 -1.854940401 
 

0.621265768 0.779042291 
 

0.532003991 0.193075905 CBLN4 20 Island TSS200 54580175 
cg01645753 0.079551234 -3.689108128 

 
0.462604322 -0.40494011 

 
0.41141401 -0.76188991 CPEB1 15 Island TSS200 83316734 

cg18034232 0.162943337 -2.440278708 
 

0.497660698 -0.040144625 
 

0.481599931 -0.161371288 FAM123A 13 Island TSS200 25745986 
cg13405783 0.124223143 -3.245232795 

 
0.489801117 -0.093335213 

 
0.473648174 -0.268133269 OPRK1 8 Island TSS200 54164296 

cg06243400 0.179453116 -2.269490584 
 

0.535464977 0.173306135 
 

0.502538608 -0.005421178 TWIST1 7 Island TSS1500 19157813 
cg12426234 0.075395442 -3.754983637 

 
0.452189514 -0.448858439 

 
0.377728968 -0.987244847 NCAM2 21 Island TSS1500 22370347 

cg23056157 0.274330783 -1.475686843 
 

0.652972039 1.089695583 
 

0.653771492 1.061582863 NALCN 13 Island TSS200 102069010 
cg04190807 0.084499582 -3.517463821 

 
0.493486221 -0.148623503 

 
0.461644229 -0.385607047 NDRG4 16 Island TSS1500 58497230 

cg10390058 0.17191013 -2.362181964 
 

0.575022425 0.496097291 
 

0.524572698 0.113163668 GALR1 18 Island 1stExon 74962794 
cg23405575 0.070763434 -3.854005626 

 
0.475291765 -0.414489468 

 
0.391360201 -0.886400739 SLC6A1 3 N_Shore TSS200 11034281 

cg21001487 0.209469919 -2.024631436 
 

0.592701097 0.588734088 
 

0.545167412 0.284235368 NPBWR1 8 Island 1stExon 53853112 
cg14749465 0.142748561 -2.923573118 

 
0.524345836 -0.253503777 

 
0.511499596 -0.007751841 NELL1 11 Island TSS1500 20690720 

cg08776832 0.117425307 -3.003476855 
 

0.514811628 0.063436237 
 

0.456168453 -0.363918155 NRG1 8 Island TSS1500 31496699 
cg27223047 0.372145957 -0.789620012 

 
0.67907295 1.343406497 

 
0.703792513 1.444968384 FBN2 5 Island TSS1500 127874825 

cg24021956 0.165162517 -2.445303021 
 

0.60544031 0.705872854 
 

0.526796229 0.151613406 MAGI2 7 Island TSS1500 79083509 
cg15966229 0.08320115 -3.517052261 

 
0.445285651 -0.53488726 

 
0.389916988 -0.8663987 ST8SIA5 18 Island TSS1500 44337664 

cg25617725 0.187897738 -2.177320475 
 

0.54252804 0.206449018 
 

0.488095951 -0.094565161 GFRA1 10 Island TSS1500, TSS200 118033290 
cg11965976 0.13707808 -2.765100891 

 
0.604269517 0.735438704 

 
0.546665194 0.274308976 FBN2 5 Island TSS1500 127874463 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S5 
 

cg08361126 0.188076226 -2.167667125 
 

0.518317544 0.128083833 
 

0.518681139 0.125452925 ITGA8 10 Island TSS1500 15762091 
cg26071016 0.257287745 -1.594773676 

 
0.610885068 0.749539256 

 
0.593524773 0.589212891 KCNA3 1 Island TSS200 111217785 

cg06201642 0.140393141 -2.770738962 
 

0.513692601 -0.034195528 
 

0.457650284 -0.296289749 ST6GALNAC5 1 Island 1stExon, 5'UTR 77333198 
cg18011364 0.063324615 -4.103154658 

 
0.466377626 -0.393388119 

 
0.40590599 -0.858972009 RELN 7 Island TSS200 103630086 

cg20253551 0.105239482 -3.427065729 
 

0.455047709 -0.330300182 
 

0.419639353 -0.602629546 ESR1 6 Island Body, 1stExon 152129400 
cg01245966 0.20082675 -2.121166137 

 
0.587847591 0.510229253 

 
0.540645459 0.262842443 ADCY8 8 Island TSS1500 132053823 

cg01112805 0.303784371 -1.213267156 
 

0.684125268 1.295165951 
 

0.613243193 0.764452242 FREM2 13 Island 1stExon 39262298 
cg06039355 0.073252761 -3.734417375 

 
0.507819819 0.017305679 

 
0.42867286 -0.630059711 GFRA1 10 Island 5'UTR, TSS1500 118032033 

cg25720804 0.18324126 -2.246599312 
 

0.528543557 0.056507976 
 

0.492964115 -0.097190585 TLX3 5 Island 1stExon 170736389 
cg02383130 0.03052616 -5.54229934 

 
0.458865334 -0.741649757 

 
0.413126798 -1.01793929 AMPH 7 Island 5'UTR, 1stExon 38670957 

cg21393713 0.121210668 -3.418855808 
 

0.638549376 0.876114059 
 

0.573401791 0.290556457 AUTS2 7 Island 1stExon 69064801 
cg07918545 0.312152401 -1.206894405 

 
0.721138781 1.63044731 

 
0.670213488 1.177310962 FOXI2 10 Island 1stExon 129535669 

cg25652029 0.156480305 -2.579211091 
 

0.562686735 0.376066491 
 

0.498606337 -0.091872894 ITGA4 2 Island 5'UTR, 1stExon 182321786 
cg11167100 0.035858177 -5.857866078 

 
0.455643807 -1.03861047 

 
0.437919499 -0.852286944 TM6SF1 15 Island TSS200 83776269 

cg23121993 0.116501344 -3.057501521 
 

0.551562705 0.266980593 
 

0.520596401 0.023958511 IRX4 5 Island TSS1500 1883954 
cg15984718 0.170318551 -2.401080278 

 
0.620277354 0.754204351 

 
0.485747114 -0.148996419 UNC5C 4 Island TSS200 96470349 

cg03502002 0.209752093 -2.175313022 
 

0.655919626 1.023610791 
 

0.648211919 0.912599355 GALR1 18 Island 1stExon, 5'UTR 74962133 
cg05375728 0.15663486 -2.59352611 

 
0.494091074 -0.112450365 

 
0.499363247 -0.065056773 DAB1 1 Island 5'UTR 58715539 

cg15916399 0.152385892 -2.646940833 
 

0.564053379 0.375046586 
 

0.472944071 -0.263296213 DOK6 18 Island 1stExon, 5'UTR 67068457 
cg17215863 0.265454347 -1.514713004 

 
0.654033758 1.064145142 

 
0.590315499 0.602515664 RALYL 8 Island 5'UTR, 1stExon 85097246 

cg05622465 0.073725931 -3.723096528 
 

0.445868347 -0.559363022 
 

0.406569974 -0.78480147 ALX3 1 Island 1stExon 110613072 
cg27304110 0.038099248 -4.778692435 

 
0.465810854 -0.635214663 

 
0.341895642 -1.398899117 SYT6 1 Island 5'UTR 114695695 

cg04454951 0.055925875 -4.390040197 
 

0.441946918 -0.775059455 
 

0.415163763 -0.806908646 VWC2 7 Island TSS1500 49813031 
cg10486998 0.108848228 -3.175470893 

 
0.523109832 0.07009392 

 
0.468534485 -0.28619321 GALR1 18 Island TSS1500 74961787 

cg18930994 0.110831555 -3.098048516 
 

0.535148163 0.089855333 
 

0.441332615 -0.477331292 NPY2R 4 Island TSS1500 156129424 
cg04842146 0.105715542 -3.648577019 

 
0.558090869 0.199560068 

 
0.473672345 -0.285856672 RALYL 8 Island TSS200, 5'UTR 85097056 

cg06806958 0.217535959 -1.960853819 
 

0.620370889 0.777877959 
 

0.569448378 0.429946356 KIAA1217 10 Island 5'UTR, 1stExon 23983686 
cg10162522 0.180275841 -2.407101401 

 
0.567324179 0.392253006 

 
0.485710813 -0.1405909 KCNH5 14 Island 5'UTR, TSS1500 63512760 

cg18277764 0.18565305 -2.338735193 
 

0.61113727 0.746890622 
 

0.535912747 0.201442093 CHL1 3 Island 5'UTR 239188 
cg09339194 0.158232714 -2.619122401 

 
0.552247337 0.210488216 

 
0.505233061 -0.018527687 GATA5 20 Island TSS1500 61051585 

cg05258261 0.111389304 -3.039691725 
 

0.448202999 -0.454748528 
 

0.438304248 -0.502625218 SPSB4 3 Island TSS200 140770608 
cg03419885 0.084311855 -4.028064791 

 
0.478968598 -0.416649737 

 
0.454116174 -0.473116706 PKNOX2 11 Island 5'UTR 125036385 

cg20219457 0.067087981 -4.571596829 
 

0.626651078 0.859531358 
 

0.544272527 0.026063598 DCLK1 13 Island 1stExon, 5'UTR 36705446 
cg07073391 0.214052879 -1.918704068 

 
0.600664026 0.672029259 

 
0.544014392 0.255532728 ITGA8 10 Island TSS200 15761869 

cg24820783 0.137393572 -2.929464834 
 

0.478203813 -0.296745484 
 

0.450946095 -0.407422617 GAD2 10 Island TSS1500 26504969 
cg07990546 0.123474484 -2.872292878 

 
0.46954453 -0.354620464 

 
0.512762101 -0.047960229 TLX2 2 Island 1stExon 74742309 

cg24033330 0.068180704 -4.181160829 
 

0.50227422 -0.014487848 
 

0.408502243 -0.775002373 MAFB 20 Island 1stExon 39317034 
cg21701379 0.178346693 -2.296046195 

 
0.535961935 0.211810043 

 
0.49679929 -0.06457335 TSPAN11 12 Island TSS200 31079694 

cg03225817 0.079612633 -4.042177509 
 

0.550705314 0.3068281 
 

0.457951187 -0.44580344 GRIA4 11 Island 5'UTR, TSS200 105481317 
cg11769163 0.188636421 -2.194485236 

 
0.531803313 0.156064018 

 
0.488925561 -0.117939843 THBD 20 Island 1stExon 23030102 

cg21607030 0.091374598 -3.675790157 
 

0.55088236 0.037155545 
 

0.497111808 -0.136195447 EYA4 6 Island 5'UTR 133563532 
cg15014975 0.243481542 -1.743759095 

 
0.626321459 0.9446093 

 
0.601399885 0.701600994 RUNX3 1 Island TSS1500, Body 25257547 

cg13914083 0.173758727 -2.422391759 
 

0.577335188 0.476596118 
 

0.491872075 -0.124462605 GRIA2 4 Island TSS1500 158141526 
cg09056181 0.115349123 -3.08252757 

 
0.528251688 0.125228275 

 
0.454871032 -0.38305059 GAD2 10 Island 5'UTR, 1stExon 26505503 

cg04942472 0.107288991 -3.137001127 
 

0.489273643 -0.15695775 
 

0.502093051 -0.054920608 NDRG4 16 Island TSS1500 58497239 
cg05854644 0.107991979 -3.164015492 

 
0.399340196 -0.921476607 

 
0.430442714 -0.568727772 SARM1 17 Island 1stExon 26699187 

cg02485200 0.022234034 -6.305662051 
 

0.367093342 -1.735134353 
 

0.331514309 -1.750177745 JAM2 21 Island 1stExon, 5'UTR 27011788 
cg05534710 0.214077532 -2.020787559 

 
0.654311073 1.034620347 

 
0.556193457 0.336492258 IRX1 5 Island TSS1500 3595728 

cg17339147 0.193492475 -2.113042961 
 

0.494500268 -0.140631797 
 

0.500122474 -0.04201076 WNT2 7 Island TSS200 116963500 
cg21773872 0.133770979 -3.132047326 

 
0.567410548 0.380314789 

 
0.545380642 0.226784441 CRHR2 7 Island TSS200 30722320 

cg09354309 0.049400798 -4.415676617 
 

0.407145724 -0.77424042 
 

0.386434944 -1.033850723 ST8SIA1 12 Island 5'UTR, 1stExon 22487437 
cg12079322 0.100775104 -3.566718786 

 
0.621202934 0.739375095 

 
0.557110026 0.186065691 GALNT13 2 N_Shore 5'UTR, 1stExon 154728468 

cg15048660 0.099321677 -3.53706838 
 

0.511727394 -0.13117906 
 

0.499503684 -0.196984279 FGF12 3 Island TSS200, Body 192126935 
cg19593767 0.168150428 -2.367033464 

 
0.526902444 0.13052334 

 
0.491729279 -0.06836651 TOX2 20 Island TSS200, Body 42544666 

cg11172693 0.134423923 -2.886453146 
 

0.48750774 -0.704935186 
 

0.541645264 0.144988431 PPP1R16B 20 Island TSS200 37434229 
cg00070680 0.194768556 -2.142606216 

 
0.554076455 0.332426738 

 
0.546316225 0.289466599 DGKI 7 Island TSS1500 137531956 
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cg24288310 0.122419078 -2.922723151 
 

0.496618039 -0.082173348 
 

0.448731952 -0.395061917 ST8SIA2 15 Island TSS1500 92936678 
cg10900455 0.159069194 -2.469262849 

 
0.566418906 0.474030661 

 
0.476318216 -0.170427803 TOX2 20 Island 5'UTR, Body 42545099 

cg11017065 0.041461001 -5.705453342 
 

0.609753396 0.760414135 
 

0.53493736 -0.188297228 FLI1 11 Island Body, 5'UTR 128564874 
cg06812991 0.186394074 -2.185906377 

 
0.532521176 0.152188652 

 
0.492941056 -0.085508727 NPY2R 4 Island TSS1500 156129574 

cg26626663 0.157888696 -2.44614868 
 

0.464817351 -0.33323733 
 

0.50433409 0.038116101 COL14A1 8 S_Shore 5'UTR 121137879 
cg09410234 0.163291715 -2.552279424 

 
0.607102746 0.707906218 

 
0.542309272 0.22140224 KCNA3 1 Island TSS200 111217715 

cg02248486 0.238432271 -1.755787728 
 

0.581451049 0.596808607 
 

0.643150508 1.034175396 HOXA5 7 Island 1stExon 27183196 
cg20546002 0.037582707 -4.901396129 

 
0.425216153 -0.751256117 

 
0.384149739 -1.131563685 COL23A1 5 Island 5'UTR, 1stExon 178017376 

cg09549073 0.269938142 -1.49376401 
 

0.564504215 0.450657381 
 

0.636974909 0.958344929 HOXA5 7 Island 5'UTR, 1stExon 27183274 
cg22889573 0.069117676 -4.032383727 

 
0.537343731 -0.014790495 

 
0.430262271 -0.71103076 KY 3 Island TSS200 134369939 

cg23684973 0.121872257 -2.999594051 
 

0.583155126 0.602633747 
 

0.50851593 -0.03097421 ADARB2 10 Island TSS1500 1780003 
cg12880658 0.17642895 -2.316953907 

 
0.558845324 0.375572519 

 
0.525028587 0.125590758 CDO1 5 Island 1stExon, 5'UTR 115152386 

cg22871668 0.045378074 -5.173088062 
 

0.61040765 0.729254469 
 

0.492050543 -0.44111086 EYA4 6 Island TSS200 133562492 
cg20505223 0.053291082 -4.459979011 

 
0.448261547 -0.875851716 

 
0.389751181 -1.024156812 SCTR 2 Island 1stExon, 5'UTR 120281813 

cg20675505 0.079364921 -3.921556817 
 

0.496173339 -0.091988473 
 

0.430677815 -0.596884334 MSC 8 S_Shore TSS200 72756812 
cg00049664 0.248413879 -1.691929303 

 
0.597214176 0.624925301 

 
0.558650598 0.382394445 CMTM2 16 Island TSS200 66613334 

cg22418909 0.267588407 -1.534967419 
 

0.646083655 0.945927014 
 

0.579826111 0.496798554 SFRP1 8 Island 1stExon, 5'UTR 41166738 
cg08729318 0.123498937 -3.102943189 

 
0.551136017 0.232932495 

 
0.499066704 -0.14116935 TMTC1 12 Island 5'UTR 29936839 

cg25201811 0.068409569 -4.241254433 
 

0.486465509 -0.240956996 
 

0.439920405 -0.59434065 NALCN 13 Island 5'UTR 102068530 
cg08748948 0.111006281 -3.182930177 

 
0.478280233 -0.293079041 

 
0.427227266 -0.588871549 SCARF2 22 Island TSS1500 20792476 

cg08323075 0.25024958 -1.862627972 
 

0.701314181 1.316426019 
 

0.630244751 0.803960651 STK32B 4 Island TSS200 5053504 
cg05013728 0.139917628 -2.725169907 

 
0.514405158 0.005062635 

 
0.462197109 -0.280543803 TRH 3 Island 5'UTR 129694057 

cg11359210 0.059979323 -4.400978516 
 

0.442960191 -0.703335882 
 

0.425920454 -0.794061516 RGS7BP 5 Island TSS200 63802280 
cg22029275 0.276868907 -1.538586855 

 
0.712343121 1.54776937 

 
0.674014614 1.227311078 FAM123A 13 Island 1stExon, 5'UTR 25745784 

cg26023912 0.371960827 -0.786369682 
 

0.586601872 0.575238506 
 

0.684456349 1.267783895 HOXA5 7 Island TSS1500 27184369 
cg03032214 0.089565118 -3.535130175 

 
0.512158668 -0.029490574 

 
0.423036377 -0.615859675 GALR1 18 Island TSS200 74961809 

cg00173504 0.154933316 -2.490014299 
 

0.462187636 -0.338343168 
 

0.475429384 -0.210752277 TBX15 1 Island 5'UTR 119530144 
cg10725720 0.209942474 -2.002270153 

 
0.592529096 0.62276579 

 
0.560805306 0.39173552 HCRTR2 6 Island 5'UTR, 1stExon 55039232 

cg03744763 0.2905288 -1.351469963 
 

0.622234041 0.794522887 
 

0.629426286 0.873229712 HOXA5 7 Island TSS1500 27184737 
cg05311412 0.090965384 -3.543022069 

 
0.487518152 -0.332634801 

 
0.398463348 -0.806300386 SLC5A7 2 Island TSS200 108602906 

cg13694927 0.319019599 -1.137275541 
 

0.583503741 0.495686506 
 

0.620935406 0.801212973 HOXA5 7 Island TSS1500 27184712 
cg00585733 0.092170914 -3.383912278 

 
0.459677487 -0.321107361 

 
0.392570058 -0.822913438 AUTS2 7 Island 1stExon 69064884 

cg10480343 0.035793237 -5.018735482 
 

0.367028933 -1.481680956 
 

0.403573776 -1.075085467 FBN1 15 Island TSS1500 48938347 
cg20330472 0.059743693 -4.150940137 

 
0.364585315 -1.009957362 

 
0.382906636 -0.984332377 EYA4 6 N_Shore TSS1500 133561932 

cg03091551 0.292211578 -1.345212661 
 

0.639804767 0.959934234 
 

0.621130726 0.800379027 OTX2 14 Island 5'UTR 57275967 
cg03538436 0.184250119 -2.248103835 

 
0.598715977 0.698748971 

 
0.534443221 0.22327792 NOS1 12 Island 5'UTR, 1stExon 117799370 

cg16182986 0.194235897 -2.095763227 
 

0.5148891 0.073885535 
 

0.495094511 -0.063323424 11-Mar 5 Island TSS1500 16180419 
cg09239744 0.06947095 -3.868368193 

 
0.425526256 -0.706404033 

 
0.378258549 -0.997523038 GRIN2A 16 Island TSS1500, 5'UTR, 1stExon 10276580 

cg09463233 0.0733241 -3.873668386 
 

0.505514703 -0.180099152 
 

0.407769444 -0.811867007 SUSD5 3 Island 5'UTR, 1stExon 33260366 
cg19759481 0.19676952 -2.1178686 

 
0.512264336 0.05748705 

 
0.590537394 0.636143744 HOXA5 7 Island TSS200 27183401 

cg01370449 0.335691752 -1.01586437 
 

0.613592113 0.816545196 
 

0.67299219 1.201776739 HOXA5 7 Island TSS200 27183369 
cg21646598 0.098051004 -3.60566476 

 
0.592002753 0.571491544 

 
0.508881967 -0.086004798 ADAMTS5 21 Island TSS1500 28339907 

cg11384848 0.132509376 -2.797287407 
 

0.479792233 -0.164288898 
 

0.449137016 -0.392897871 SPSB4 3 Island 5'UTR 140770864 
cg13463054 0.08739506 -4.097757455 

 
0.48013856 -0.878068683 

 
0.511498132 -0.095624252 ST6GALNAC5 1 Island TSS200 77333159 

cg12933162 0.145157075 -2.601409657 
 

0.465705345 -0.372316361 
 

0.445173398 -0.369134888 COL15A1 9 Island TSS1500 101705908 
cg21656205 0.195914266 -2.135309218 

 
0.629513158 0.832081926 

 
0.554436886 0.363673339 RIMS4 20 S_Shore TSS1500 43439688 

cg02526522 0.037962406 -5.322053429 
 

0.548799073 -0.320394452 
 

0.532065746 -0.168846951 FLI1 11 Island TSS200, 5'UTR 128563716 
cg23300732 0.137168014 -3.147676227 

 
0.52425569 0.125299848 

 
0.473648558 -0.242858359 STK32B 4 Island TSS200 5053496 

cg23936031 0.294908832 -1.330445907 
 

0.600376148 0.698040661 
 

0.660885898 1.129980053 HOXA5 7 Island 1stExon 27183133 
cg08452658 0.029312699 -5.989322756 

 
0.421342553 -1.093795612 

 
0.391511047 -1.235753336 TM6SF1 15 Island TSS200 83776271 

cg11008243 0.105581328 -3.550917435 
 

0.545474692 -0.15875034 
 

0.499819105 -0.114858801 KCNQ5 6 Island TSS1500 73331238 
cg11880855 0.039809254 -4.73430778 

 
0.359493394 -1.374239745 

 
0.387735931 -1.089362913 C1QL3 10 Island 1stExon 16562917 

cg24296626 0.170778974 -2.398807944 
 

0.5443371 0.270750826 
 

0.485202768 -0.127040184 FAM123A 13 Island TSS200 25746012 
cg17712694 0.174020218 -2.439295109 

 
0.591222439 0.565638408 

 
0.522208362 0.077898418 11-Mar 5 Island TSS200 16180068 

cg25346915 0.179551501 -2.645503783 
 

0.598409716 0.495068056 
 

0.536054273 0.18018108 FOLH1 11 Island 1stExon, 5'UTR 49230036 
cg14045872 0.065676508 -3.966500891 

 
0.458668183 -0.524286869 

 
0.40803462 -0.858052224 VWC2 7 Island TSS200 49813065 
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cg08676249 0.174371975 -2.378756715 
 

0.633418512 0.879548745 
 

0.531163733 0.162099087 AUTS2 7 Island 1stExon 69064868 
cg01277542 0.060778473 -4.257009826 

 
0.428120223 -0.912952613 

 
0.382358668 -1.037398776 SLC6A2 16 Island TSS1500 55689901 

cg25230074 0.048730814 -4.482825184 
 

0.390966297 -1.043633083 
 

0.417754938 -0.889208738 NRG1 8 Island 1stExon, 5'UTR, Body 32405792 
cg01664666 0.086228623 -3.641678464 

 
0.49072828 -0.121812668 

 
0.4314449 -0.587465973 PLD5 1 Island 5'UTR 242687465 

cg20170533 0.242268613 -1.836150522 
 

0.622274915 0.688544322 
 

0.556032963 0.33464728 DLEU7 13 Island 1stExon, 5'UTR 51417846 
cg03384825 0.046643495 -5.014475674 

 
0.494195926 -0.942967526 

 
0.461181942 -0.632201401 DAB1 1 Island 5'UTR 57889604 

cg00687686 0.091888069 -3.360941958 
 

0.464313 -0.394580469 
 

0.443136612 -0.499640348 NDRG4 16 Island TSS1500 58497236 
cg11942956 0.066203231 -4.17172156 

 
0.60470808 0.682619654 

 
0.499725735 -0.305896117 EYA4 6 Island TSS200 133562470 

cg15343119 0.12369088 -2.942665457 
 

0.515153801 0.031247641 
 

0.464668209 -0.312306981 GALR1 18 Island TSS1500 74961785 
cg23912454 0.085605826 -3.571911651 

 
0.556619399 0.371813776 

 
0.45854989 -0.473188514 GUCY1A3 4 Island 5'UTR, TSS1500 156588387 

cg11723848 0.083517535 -4.110494955 
 

0.53331927 0.188244815 
 

0.42809786 -0.638345899 UNC5C 4 Island TSS200 96470286 
cg26986911 0.046216574 -4.616107277 

 
0.371463242 -1.374757461 

 
0.348559673 -1.326136349 RXFP3 5 Island TSS200 33936292 

cg01202666 0.207050067 -2.01567758 
 

0.570736444 0.443602251 
 

0.518278532 0.098787907 TWIST1 7 Island TSS1500 19157650 
cg20528583 0.045532765 -4.931288074 

 
0.416681225 -0.986260283 

 
0.376173138 -1.165289401 FGF5 4 Island TSS200 81187610 

cg09275869 0.137631967 -2.746017957 
 

0.565872211 0.386366359 
 

0.517469661 0.046595568 ST8SIA5 18 Island TSS200 44337099 
cg10293925 0.047424583 -4.653538404 

 
0.458002555 -0.772435802 

 
0.443634051 -0.74114247 AMPH 7 Island 5'UTR, 1stExon 38670985 

cg26983710 0.162910371 -2.581476275 
 

0.52775608 0.066644755 
 

0.485791525 -0.181590304 GALNT13 2 Island TSS1500 154728202 
cg20560075 0.027051281 -6.454434566 

 
0.405265916 -1.913036946 

 
0.369436369 -1.443483471 PPP2R2B 5 Island Body, 5'UTR 146257484 

cg01323381 0.295325205 -1.328678122 
 

0.591366703 0.625815425 
 

0.654808298 1.109636586 HOXA5 7 Island TSS1500 27184264 
cg03203223 0.02186466 -6.598636602 

 
0.390456982 -1.327559811 

 
0.362294832 -1.59383793 RELN 7 Island TSS1500 103630549 

cg27319898 0.066662293 -3.860597065 
 

0.302168525 -1.527308541 
 

0.425861479 -0.676348574 ZNF804B 7 Island 1stExon, 5'UTR 88389003 
cg10185099 0.205130937 -2.019496788 

 
0.652998008 1.148534304 

 
0.582427144 0.57315325 THBD 20 Island TSS1500 23031246 

cg14327531 0.187781324 -2.144339169 
 

0.515487595 0.081486595 
 

0.517745359 0.091811701 GATA3 10 Island 5'UTR 8097331 
cg04120171 0.119573348 -3.002343585 

 
0.493858538 -0.241934331 

 
0.511264804 0.015311653 TM6SF1 15 N_Shore TSS1500 83775850 

cg15405439 0.168777544 -2.357664752 
 

0.552920982 0.302775372 
 

0.507870997 0.013823406 EPHA6 3 Island 1stExon 96533530 
cg14073722 0.176220885 -2.484311118 

 
0.563698631 0.379699054 

 
0.517013604 0.032156908 CA10 17 Island 1stExon, 5'UTR 50235737 

cg11334818 0.179447048 -2.646280957 
 

0.637380653 1.171150685 
 

0.689255845 1.318254626 PTPN5 11 Island 1stExon, 5'UTR 18813191 
cg15603568 0.231923196 -1.857087387 

 
0.711930259 1.504553711 

 
0.616724301 0.783869271 GRIA4 11 Island 5'UTR, TSS200 105481283 

cg25552435 0.033129521 -5.278185557 
 

0.405687501 -1.168723519 
 

0.383013667 -1.251069282 COL23A1 5 Island 5'UTR, 1stExon 178017300 
cg03929977 0.121771734 -3.046193104 

 
0.534435199 0.196026301 

 
0.452373775 -0.433213349 KCNA1 12 Island TSS200 5019017 

cg14250833 0.065330873 -4.050944179 
 

0.473507138 -0.244136075 
 

0.429627054 -0.72627029 GCM2 6 N_Shore TSS200 10882240 
cg16657397 0.142208547 -2.735469808 

 
0.55012506 0.336802542 

 
0.497586765 -0.025436725 DGKG 3 Island 5'UTR 186079367 

cg14893163 0.233723121 -1.854332466 
 

0.601333994 0.633940674 
 

0.56546937 0.403476601 PCDH17 13 N_Shore 5'UTR, 1stExon 58206036 
cg24687051 0.184294709 -2.472299324 

 
0.606522651 0.565506279 

 
0.592785853 0.532270082 KCNQ5 6 Island 1stExon 73332073 

cg16943083 0.056183107 -4.226255441 
 

0.395536923 -1.270023678 
 

0.397465587 -0.959722396 COLEC12 18 S_Shore TSS200 500817 
cg06181518 0.029964123 -6.268700312 

 
0.453704443 -0.801686852 

 
0.358782076 -1.477752039 EYA4 6 Island TSS1500 133562196 

cg01108118 0.139778679 -2.737830652 
 

0.580233662 0.547004143 
 

0.483476714 -0.133118204 IRF4 6 Island TSS1500 391189 
cg18603028 0.218060169 -1.920390333 

 
0.582963446 0.540737196 

 
0.535246188 0.20424373 SPOCK1 5 Island 5'UTR 136834392 

cg15674193 0.054394067 -4.38172644 
 

0.480828517 -0.461209027 
 

0.427769809 -0.74291947 LRRFIP1 2 Island TSS1500 238535910 
cg15100100 0.141626498 -2.787034999 

 
0.561866092 0.205715407 

 
0.506337888 -0.032517566 ST6GALNAC5 1 N_Shore TSS200 77332993 

cg02181639 0.227068296 -1.793633709 
 

0.545897278 0.282951702 
 

0.532380433 0.204461562 NGB 14 Island 1stExon, 5'UTR 77737621 
cg10410142 0.183586983 -2.411309353 

 
0.596339748 0.606675261 

 
0.54254047 0.171113637 GRIA2 4 Island TSS200, TSS1500 158141542 

cg11540007 0.016134955 -7.377771241 
 

0.329376641 -2.021987338 
 

0.318883233 -1.961166423 ZEB2 2 Island Body, 5'UTR 145274975 
cg02916332 0.3225911 -1.105193446 

 
0.617970748 0.913760236 

 
0.675612463 1.27169955 HOXA5 7 Island TSS1500 27183591 

cg22174742 0.114225808 -3.075809993 
 

0.503729921 -0.045291463 
 

0.451309889 -0.418752494 DAAM2 6 N_Shore TSS1500 39759966 
cg05207495 0.158428989 -2.531534058 

 
0.567569735 0.433122104 

 
0.468048843 -0.249802737 KCNH5 14 Island 5'UTR, TSS1500 63512710 

cg05037662 0.215550653 -1.917116012 
 

0.666698313 1.124881562 
 

0.544801053 0.264668717 HS3ST4 16 Island 1stExon 25704296 
cg09303936 0.140028746 -2.805918297 

 
0.542943404 -0.014697079 

 
0.479121442 -0.174295519 KCNQ5 6 Island TSS1500 73331290 

cg16339238 0.138698653 -3.038388874 
 

0.584561511 0.51794683 
 

0.542223677 0.121452925 THBD 20 Island 1stExon 23029298 
cg01009664 0.326873124 -1.12434564 

 
0.698116598 1.394072926 

 
0.65658124 1.05748471 TRH 3 Island 5'UTR, 1stExon 129693613 

cg17453778 0.261354862 -1.519045589 
 

0.514780565 0.13885766 
 

0.562797584 0.42332798 CASR 3 N_Shore 5'UTR, 1stExon 121902561 
cg09829319 0.154257238 -2.547391799 

 
0.526197659 0.156837239 

 
0.472616099 -0.227376316 GCM2 6 N_Shore TSS200 10882238 

cg15710198 0.188060854 -2.146070374 
 

0.50877992 0.053339219 
 

0.499636905 -0.014767531 SOX17 8 Island TSS200 55370334 
cg06169131 0.286029831 -1.367162388 

 
0.650632526 0.997443335 

 
0.587949224 0.557016421 FGF8 10 Island TSS1500 103536348 

cg17923358 0.181528412 -2.214214208 
 

0.519953678 0.154859043 
 

0.487620407 -0.108619053 RELN 7 Island 1stExon 103629618 
cg05384102 0.061461997 -4.199243985 

 
0.513713861 0.059445215 

 
0.436444011 -0.699495885 SNAP91 6 Island TSS1500 84419329 
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cg17368760 0.123693763 -3.254925537 
 

0.573563777 0.455843904 
 

0.520905787 -0.022167825 THBD 20 Island 1stExon 23029287 
cg14409559 0.076594525 -4.183228837 

 
0.548719715 -0.07898227 

 
0.509839253 -0.252774648 MSC 8 Island 1stExon 72756341 

cg17318297 0.039988343 -5.601081317 
 

0.422915195 -1.107086128 
 

0.404773919 -1.049880193 RGS7BP 5 Island TSS200 63802272 
cg04431946 0.282822335 -1.434010222 

 
0.64655662 1.013393217 

 
0.636513185 0.90494135 KCNK12 2 Island TSS200 47797569 

cg10362591 0.263249612 -1.565995337 
 

0.605587283 0.694156596 
 

0.577899529 0.49029896 SLC6A2 16 Island TSS1500 55689865 
cg27037018 0.043505013 -4.625219021 

 
0.378023351 -1.268566268 

 
0.397398882 -1.056128168 SLC6A3 5 Island TSS200 1445567 

cg06582394 0.130174268 -2.787325605 
 

0.397981608 -0.769896579 
 

0.455024981 -0.313015486 CASR 3 N_Shore 5'UTR, 1stExon 121902622 
cg23244289 0.087419504 -3.551135986 

 
0.369905821 -1.31819768 

 
0.405595937 -0.794991412 THBS4 5 Island 5'UTR 79331135 

cg23207710 0.073921195 -3.888838809 
 

0.461921908 -0.47432221 
 

0.421535971 -0.745724918 FGF12 3 Island TSS200, Body 192126960 
cg12128839 0.132992066 -2.827425938 

 
0.336110747 -1.186072672 

 
0.456891124 -0.373961375 HOXA5 7 Island TSS200 27183436 

cg15469350 0.223675783 -1.850151878 
 

0.577953374 0.514268286 
 

0.529058427 0.185358662 SLIT2 4 Island TSS200 20255187 
cg15543616 0.078336473 -3.723645161 

 
0.461523623 -0.277212893 

 
0.379178998 -0.98831313 KCNA1 12 Island TSS200 5019024 

cg25866143 0.365990086 -0.824139254 
 

0.660233368 1.227174558 
 

0.708262714 1.538315312 HOXA5 7 Island 5'UTR, 1stExon 27183262 
cg06987468 0.275845771 -1.434314279 

 
0.61465442 0.799976927 

 
0.585426196 0.557847372 WNT2 7 Island TSS200 116963502 

cg06391199 0.210655066 -1.958876106 
 

0.517966419 -0.010633316 
 

0.53491137 0.193963406 PTH2R 2 Island 1stExon, 5'UTR 209271661 
cg25975621 0.169321487 -2.426080836 

 
0.418533986 -0.576229165 

 
0.474348231 -0.203831394 ESRRG 1 Island TSS200 217311177 

cg04210284 0.041432856 -4.746079121 
 

0.346813424 -1.45677547 
 

0.371149596 -1.266844493 SLC6A3 5 Island TSS200 1445561 
cg20702559 0.059214061 -4.364909828 

 
0.405984983 -1.363675706 

 
0.413600365 -0.818771442 FAM110B 8 Island 5'UTR 58907821 

cg14014955 0.354510013 -0.895588815 
 

0.656708784 1.25521535 
 

0.7096139 1.594517302 HOXA5 7 Island TSS1500 27183701 
cg24924779 0.106069514 -3.166335819 

 
0.422917789 -0.609843521 

 
0.431192477 -0.593544763 KCNG1 20 Island TSS1500 49639998 

cg19788831 0.143535882 -2.740277891 
 

0.485661312 -0.250517778 
 

0.4718721 -0.293402917 DBX2 12 Island 1stExon 45444623 
cg03361585 0.046812331 -4.527034258 

 
0.463636632 -0.556688321 

 
0.418896055 -0.927263002 PREX1 20 Island 1stExon 47444241 

cg01401376 0.088724529 -3.549920354 
 

0.467919247 -0.285299363 
 

0.427709016 -0.608409935 EYA4 6 Island 5'UTR 133563342 
cg02288301 0.103117864 -3.246646011 

 
0.355437812 -1.192038185 

 
0.432849425 -0.555099736 TMEFF2 2 Island TSS1500 193060811 

cg18725867 0.20442603 -2.136674005 
 

0.585102996 0.560236773 
 

0.528858503 0.126338413 GDNF 5 Island 5'UTR, TSS200 37834958 
cg26295057 0.132688203 -2.932859707 

 
0.54298668 0.237268034 

 
0.509072317 -0.090450876 GDNF 5 Island TSS200 37839829 

cg21784383 0.262290411 -1.533930498 
 

0.526862608 0.159612852 
 

0.569990295 0.45987804 ESRRG 1 Island TSS200 217311172 
cg17569124 0.226900471 -1.845103666 

 
0.514862218 0.112018974 

 
0.588432782 0.605142206 HOXA5 7 Island TSS1500 27183643 

cg25614094 0.22931757 -1.913312857 
 

0.691612033 1.28604385 
 

0.593757643 0.61185959 OPRK1 8 Island TSS200 54164374 
cg04863892 0.234579365 -1.764723087 

 
0.539776528 0.260182617 

 
0.606463561 0.747311354 HOXA5 7 Island TSS200 27183375 

cg27134816 0.148679209 -2.702348585 
 

0.55980852 0.364053911 
 

0.498336428 -0.136273505 FGF14 13 S_Shore Body, TSS1500 102569815 
cg13101087 0.064222181 -4.233478991 

 
0.455348622 -0.801880181 

 
0.394742531 -0.93798627 GALNT13 2 Island 5'UTR 154729059 

cg08808128 0.109681365 -4.275528968 
 

0.667020599 1.095110272 
 

0.569470525 0.23022979 CLIP4 2 Island 1stExon, 5'UTR 29338432 
cg22679728 0.17461329 -2.28435448 

 
0.491724316 -0.074641594 

 
0.497318397 -0.038293683 PLD5 1 Island TSS1500 242688523 

cg09695033 0.172804183 -2.424164685 
 

0.616665492 0.773233642 
 

0.540979971 0.169371891 CLIP4 2 Island TSS1500 29337988 
cg11319389 0.098268256 -3.264987522 

 
0.396873544 -0.80268904 

 
0.419442851 -0.583565727 TOX2 20 Island TSS200, Body 42544648 

cg06288251 0.192842225 -2.251905493 
 

0.585916298 0.494362841 
 

0.52652419 0.098833386 TMEM108 3 Island TSS200 132757087 
cg12456714 0.230594905 -1.841162827 

 
0.60493784 0.656249709 

 
0.583683217 0.477686075 11-Mar 5 Island TSS1500 16180393 

cg06630204 0.056795599 -4.531554873 
 

0.369530629 -1.427560238 
 

0.364498616 -1.15577385 TMTC1 12 Island 1stExon, 5'UTR 29937343 
cg24778248 0.163304574 -2.432975594 

 
0.554764197 0.321802525 

 
0.513853135 0.04299066 CNGA3 2 Island 5'UTR 98963062 

cg18827954 0.287891316 -1.3691898 
 

0.679562545 1.195779586 
 

0.620315229 0.791709941 STK32B 4 Island 1stExon, 5'UTR 5053585 
cg05210258 0.288853252 -1.38595844 

 
0.693556966 1.353155538 

 
0.636294458 0.914122979 FGF14 13 S_Shore Body, TSS1500 102569538 

cg12278754 0.069692514 -3.839948895 
 

0.377317761 -0.941688578 
 

0.39071505 -0.914399766 ZNF804B 7 Island TSS200 88388564 
cg14270292 0.074501535 -4.060393775 

 
0.623575908 0.869622695 

 
0.528710804 -0.057433019 EYA4 6 Island 5'UTR, 1stExon 133562494 

cg04765848 0.156610404 -2.541632701 
 

0.477011032 -0.224589144 
 

0.531886039 0.14672324 PODN 1 Island TSS1500 53527576 
cg17030173 0.254214355 -1.613048446 

 
0.624391326 0.830600973 

 
0.568049875 0.431166331 11-Mar 5 Island TSS200 16180062 

cg19651132 0.066931586 -4.401166367 
 

0.488011407 -0.475775459 
 

0.434773262 -0.723302923 KCNA1 12 Island TSS1500 5018805 
cg08327106 0.101319719 -3.290129481 

 
0.472070835 -0.280434851 

 
0.409556065 -0.709471326 RALYL 8 N_Shore TSS1500 85094842 

cg23931421 0.045245107 -5.000523298 
 

0.442203284 -0.860947836 
 

0.397175613 -1.08347533 SYNE1 6 Island 5'UTR, TSS200 152957999 
cg18009496 0.07821454 -3.776950621 

 
0.452911409 -0.706613464 

 
0.409049941 -0.830094279 IRX4 5 Island TSS1500 1883940 

cg12087643 0.15068097 -2.626685845 
 

0.504433539 -0.02197629 
 

0.465900825 -0.289613338 GFRA1 10 Island TSS1500 118033370 
cg03168582 0.034041675 -5.522114811 

 
0.43867565 -0.939278279 

 
0.420976364 -1.049614602 DMRT1 9 Island 1stExon 841850 

cg02216246 0.147640021 -2.680792908 
 

0.564312414 0.3228607 
 

0.510601442 -0.005453401 FLI1 11 Island Body, 5'UTR 128564756 
cg18672939 0.053797155 -4.347663898 

 
0.540202556 -0.466999296 

 
0.500552709 -0.364806198 GFRA1 10 Island 1stExon, 5'UTR, TSS1500, TSS200 118032879 

cg17029156 0.128919256 -2.827639066 
 

0.417623487 -0.585404569 
 

0.464221481 -0.29347103 DPYSL5 2 Island TSS1500 27070458 
cg00615473 0.035347551 -5.155938355 

 
0.315242268 -1.995139042 

 
0.342336306 -1.558395217 TIAM1 21 Island 5'UTR 32930423 
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cg06528306 0.320476881 -1.201267968 
 

0.717868257 1.535512477 
 

0.655999209 1.059776665 NPBWR1 8 Island 1stExon 53852661 
cg18952647 0.206544167 -2.093163443 

 
0.644229443 0.962167144 

 
0.538985364 0.200927228 BNC1 15 Island TSS1500 83953744 

cg08516516 0.095905078 -3.804031511 
 

0.464659144 -0.487564695 
 

0.417465195 -0.688696284 CDO1 5 Island TSS200 115152492 
cg18789663 0.117354513 -3.017463971 

 
0.512920862 -0.003988475 

 
0.495802495 -0.153898557 PLD5 1 Island TSS1500 242688591 

cg07920503 0.375814534 -0.828675802 
 

0.770059193 2.055087305 
 

0.723622035 1.602598739 FAM123A 13 Island 1stExon 25745406 
cg20392607 0.067591719 -4.11047518 

 
0.510861354 -0.088945336 

 
0.445899485 -0.617306735 KCNA1 12 Island TSS1500 5018798 

cg06570167 0.025722705 -5.994824985 
 

0.315382654 -2.408223078 
 

0.407710389 -1.264830012 NRCAM 7 Island 5'UTR 108095719 
cg05893614 0.114814157 -3.122373321 

 
0.480084244 -0.309749535 

 
0.444518538 -0.474322072 FAM19A4 3 Island TSS1500 68981956 

cg09670128 0.195489917 -2.508128259 
 

0.659839497 0.993190367 
 

0.600763117 0.616002609 KRT7 12 Island 5'UTR, 1stExon 52627047 
cg14470895 0.137140035 -2.911021797 

 
0.549447142 0.276976994 

 
0.459529966 -0.375591331 CDO1 5 Island TSS200 115152431 

cg01939274 0.077764179 -3.854200658 
 

0.563614108 0.01726072 
 

0.50023274 -0.195547276 FBN2 5 Island TSS1500 127874478 
cg20415809 0.258723684 -1.63917698 

 
0.685007762 1.31543696 

 
0.634428361 0.875664689 ITGA4 2 Island 5'UTR, 1stExon 182321855 

cg24530250 0.107318344 -3.181196521 
 

0.462611531 -0.425575061 
 

0.454321939 -0.405249565 PHOX2A 11 Island TSS1500 71955599 
cg19884262 0.267848477 -1.506785923 

 
0.643204507 0.946194327 

 
0.570809154 0.440981242 FOXI2 10 Island 1stExon 129535968 

cg09812623 0.128129772 -2.855921408 
 

0.454698064 -0.420584733 
 

0.451887261 -0.350161069 HBM 16 Island TSS200 215781 
cg00614182 0.301705414 -1.29433919 

 
0.688411407 1.287998232 

 
0.621628245 0.786919759 NRG1 8 Island 1stExon 31498006 

cg21217024 0.140768827 -2.897234498 
 

0.577004028 0.535691332 
 

0.512963738 0.009882152 GRIA4 11 Island 5'UTR, TSS200 105481406 
cg18115215 0.136711158 -3.011288598 

 
0.497621896 -0.165075491 

 
0.460630676 -0.369787147 TMEM108 3 Island TSS200 132757090 

cg01777397 0.263607862 -1.543174365 
 

0.664729939 1.169350536 
 

0.59124351 0.623753408 CLIP4 2 N_Shore TSS1500 29337946 
cg22836229 0.308769569 -1.222134554 

 
0.720397943 1.528441528 

 
0.623992526 0.866857404 EFCAB1 8 Island 5'UTR, 1stExon, Body 49647717 

cg00034076 0.197802526 -2.168671185 
 

0.625610226 0.838931326 
 

0.50173074 -0.020104718 RALYL 8 N_Shore 5'UTR, TSS1500, 1stExon 85096037 
cg14416311 0.13239151 -2.881457072 

 
0.633900669 0.921077528 

 
0.544759664 0.127091327 GAS1 9 Island 1stExon 89560881 

cg26410450 0.174912423 -2.380647319 
 

0.559900446 0.345021155 
 

0.504040722 -0.069263416 MYOD1 11 Island TSS200 17740967 
cg01534145 0.180360801 -2.442522902 

 
0.648442976 1.11165815 

 
0.602822814 0.587676192 CREB5 7 Island 5'UTR 28449474 

cg14287112 0.041416045 -5.165021419 
 

0.57727856 0.491075353 
 

0.482071457 -0.60053911 EYA4 6 Island TSS200 133562485 
cg23474211 0.045865069 -4.767599302 

 
0.459644727 -0.831228918 

 
0.405515397 -1.014993715 ZNF804B 7 Island TSS200 88388646 

cg00208153 0.23306558 -1.872337692 
 

0.609087653 0.730980087 
 

0.561790786 0.388079157 PCDH17 13 N_Shore 5'UTR, 1stExon 58206058 
cg18375860 0.130383355 -2.95265281 

 
0.42517309 -0.67302282 

 
0.433031043 -0.573639893 RYR2 1 Island TSS1500 237205409 

cg23437733 0.021396302 -6.248232489 
 

0.375338878 -1.63627758 
 

0.40024295 -1.394960921 COL23A1 5 Island TSS200 178017571 
cg05600740 0.057357511 -4.21906851 

 
0.455210065 -0.699871492 

 
0.384211354 -1.059715646 B4GALNT1 12 Island 5'UTR 58026010 

cg18689958 0.050959924 -4.455428953 
 

0.33459192 -1.480695334 
 

0.3901536 -1.080193164 RXFP3 5 Island TSS1500 33936232 
cg07039180 0.091712164 -3.359284781 

 
0.412171906 -0.71947925 

 
0.444217573 -0.478141161 VWC2 7 Island 5'UTR 49814435 

cg12621171 0.078291115 -3.675021631 
 

0.473193794 -0.238290243 
 

0.412185228 -0.799087307 MEF2C 5 S_Shore 5'UTR 88185768 
cg02910208 0.089546681 -3.717648689 

 
0.476034399 -0.408897288 

 
0.418131456 -0.712332331 VSTM2A 7 Island 5'UTR, 1stExon 54610022 

cg02177231 0.262734367 -1.55604153 
 

0.590163729 0.554833479 
 

0.600247624 0.697253451 TBX15 1 Island 5'UTR 119529930 
cg05470554 0.235304917 -1.812945822 

 
0.539002389 0.234344835 

 
0.559662815 0.35969255 WNT16 7 N_Shore TSS200, Body 120969079 

cg25848557 0.013838921 -7.129186436 
 

0.369167625 -1.722621778 
 

0.364080279 -1.813289812 VAV3 1 Island TSS1500 108507766 
cg04425632 0.06632295 -3.935747111 

 
0.333185374 -1.298990339 

 
0.370349086 -1.11888865 DGKI 7 Island TSS200 137531612 

cg02005600 0.322005897 -1.121326678 
 

0.608420232 0.866608825 
 

0.667046875 1.203882084 HOXA5 7 Island TSS1500 27183686 
cg04255616 0.186929257 -2.1839478 

 
0.567387222 0.430731032 

 
0.499216261 -0.04553875 SFRP1 8 S_Shore TSS1500 41167278 

cg01229798 0.035460256 -5.691092051 
 

0.512089194 -0.068009153 
 

0.454649767 -0.888432763 GRID1 10 Island TSS1500 88126853 
cg19630629 0.267265443 -1.529631806 

 
0.652673794 1.035926709 

 
0.576320585 0.495895765 CHRM2 7 Island 5'UTR 136556193 

cg02899206 0.048872818 -4.900557532 
 

0.514981231 -0.111400087 
 

0.449449492 -0.773071215 ADARB2 10 Island TSS200 1779835 
cg21406271 0.228810353 -1.785526782 

 
0.429491634 -0.431174703 

 
0.551657646 0.379563531 RUNX3 1 Island TSS1500, Body 25258082 

cg10008757 0.118661429 -2.947025224 
 

0.534599747 0.150374384 
 

0.45837294 -0.375915629 GATA3 10 Island 5'UTR 8097183 
cg20482521 0.136984541 -2.802793335 

 
0.519944439 0.053142747 

 
0.46102944 -0.373871701 SORCS3 10 Island TSS200 106400667 

cg22082709 0.07673859 -3.720394358 
 

0.361300476 -1.012451884 
 

0.389250779 -0.930692588 AGTR1 3 Island TSS200 148415516 
cg07570142 0.045566858 -4.649847301 

 
0.377839004 -1.121092435 

 
0.370305007 -1.252581366 MOXD1 6 Island 1stExon 132722421 

cg10386016 0.13999254 -2.741980321 
 

0.463053662 -0.378140623 
 

0.469237094 -0.283370369 RELN 7 S_Shore TSS1500 103630857 
cg25465406 0.192264632 -2.091966514 

 
0.499798637 -0.058601977 

 
0.502531036 -0.031091586 GUCY2D 17 Island 5'UTR 7906098 

cg24320612 0.050931824 -4.528187235 
 

0.387205544 -1.1996234 
 

0.400369673 -1.080644842 GATA5 20 Island TSS1500 61051317 
cg04784672 0.286824442 -1.40062221 

 
0.640264481 0.932812963 

 
0.590604308 0.562553468 LRFN5 14 S_Shore 5'UTR, 1stExon 42077674 

cg01893212 0.056513479 -4.338108226 
 

0.513405608 -0.437593909 
 

0.466581139 -0.540674449 VWC2 7 Island TSS200 49813088 
cg23967169 0.157690336 -2.555089901 

 
0.531169473 0.170545078 

 
0.463102071 -0.29790439 FAM19A4 3 Island 1stExon, 5'UTR 68981503 

cg10703826 0.242226154 -1.76387194 
 

0.628288975 0.835900975 
 

0.553667691 0.322572961 TBX15 1 Island 1stExon, 5'UTR 119532116 
cg04701034 0.194401117 -2.336397084 

 
0.488641724 -0.239342625 

 
0.563130696 0.343346525 NID2 14 Island TSS1500 52536175 
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cg02792792 0.229537729 -1.859142394 
 

0.621116287 0.771512047 
 

0.538902423 0.226766737 CDO1 5 Island TSS200 115152420 
cg10379890 0.201367925 -2.068264222 

 
0.571424741 0.461044954 

 
0.524004804 0.143949623 IRF4 6 Island TSS1500 391208 

cg16849609 0.194207741 -2.1188261 
 

0.608257794 0.72608978 
 

0.52036464 0.124967733 C1QL2 2 Island TSS200 119916662 
cg18120376 0.030648483 -5.413585143 

 
0.453413121 -0.88620826 

 
0.358475609 -1.477404782 RNF150 4 Island 1stExon, 5'UTR 142054254 

cg16080781 0.17421722 -2.324663077 
 

0.548821203 0.286586446 
 

0.519332593 0.069812693 DBX2 12 Island TSS200 45445061 
cg26256263 0.260545189 -1.576378455 

 
0.566986416 0.519099292 

 
0.613632917 0.785108316 RUNX3 1 Island TSS1500, Body 25258146 

cg07254054 0.04985476 -4.486050498 
 

0.410555848 -0.794845388 
 

0.379849751 -1.158457864 EPHA6 3 Island TSS200 96533258 
cg07176264 0.110002338 -3.331799501 

 
0.557724587 0.260574343 

 
0.492229959 -0.253283176 SCTR 2 Island 1stExon, 5'UTR 120281999 

cg22535307 0.039147026 -5.046709534 
 

0.407915705 -1.282379612 
 

0.432084086 -0.921293989 FBN1 15 Island TSS1500 48938370 
cg22065614 0.092593055 -3.867117991 

 
0.597025868 0.608749535 

 
0.505188599 -0.22050412 GLRB 4 Island 1stExon, TSS200, 5'UTR 157997360 

cg06779449 0.054597559 -4.32683565 
 

0.327239247 -1.489824406 
 

0.354913965 -1.312202439 TOX2 20 Island TSS200, Body 42544663 
cg04480386 0.128975338 -3.200173209 

 
0.608934105 0.801024328 

 
0.515231624 0.047558579 CDH12 5 NA 5'UTR 22853134 

cg10135483 0.269687507 -1.634216494 
 

0.567465178 0.33249559 
 

0.570076688 0.415456824 HTR1E 6 Island 1stExon, 5'UTR 87647527 
cg02639634 0.228970621 -1.820185121 

 
0.662171592 1.13881702 

 
0.549913385 0.36509091 RGS20 8 Island Body, TSS1500 54792161 

cg09868336 0.069898873 -3.95882423 
 

0.477555396 -0.469385791 
 

0.461014981 -0.560639397 FAM19A4 3 Island TSS200 68981866 
cg05901579 0.193695893 -2.362526169 

 
0.599361905 0.47217473 

 
0.568383976 0.366899686 NTRK3 15 Island TSS1500 88800567 

cg25039722 0.186846656 -2.356307096 
 

0.641715867 0.950084612 
 

0.534826327 0.138740759 CA10 17 Island TSS1500, 5'UTR 50236344 
cg25532099 0.139055169 -2.765989733 

 
0.560867618 0.294711145 

 
0.514800108 0.021961902 FBN2 5 Island TSS1500 127874466 

cg19443257 0.031809797 -5.538105151 
 

0.419622161 -1.031492572 
 

0.394230453 -1.279498228 SPSB4 3 Island TSS200 140770549 
cg23710218 0.257250812 -1.6011463 

 
0.605818267 0.694109265 

 
0.560605645 0.398993537 MSC 8 Island 1stExon, 5'UTR 72756656 

cg13032463 0.107644768 -3.12401443 
 

0.391508744 -0.879689904 
 

0.420327623 -0.614902163 T 6 Island TSS1500 166582585 
cg16409955 0.212924494 -2.090214527 

 
0.606728795 0.694478787 

 
0.566667581 0.395368825 TRPC4 13 Island TSS1500 38444227 

cg02881570 0.109736484 -3.265178403 
 

0.570336782 0.439071064 
 

0.463909186 -0.42907529 NGB 14 Island 1stExon, 5'UTR 77737495 
cg26104297 0.145210632 -2.603425439 

 
0.453081915 -0.424707964 

 
0.463908873 -0.314991186 ITGA8 10 Island TSS1500 15762076 

cg01252672 0.023100269 -6.058765762 
 

0.43246728 -1.008595367 
 

0.368143435 -1.555848122 NPR3 5 Island 5'UTR, 1stExon 32711881 
cg04904331 0.03750909 -5.21286013 

 
0.482539437 -0.973425807 

 
0.435268428 -0.919687265 VWC2 7 Island TSS1500 49813033 

cg10300684 0.279761717 -1.456252499 
 

0.6596067 1.168775554 
 

0.614157703 0.73782747 FOXG1 14 N_Shore 1stExon, 5'UTR 29236323 
cg11595545 0.172621765 -2.855253879 

 
0.678375032 1.14368719 

 
0.59467646 0.474314775 KCNA3 1 Island 1stExon, 5'UTR 111217497 

cg03659519 0.084575097 -3.61380119 
 

0.45523383 -0.485309697 
 

0.389417109 -0.959708518 GALR1 18 Island TSS200 74961966 
cg14630357 0.13879834 -2.853384712 

 
0.472161817 -0.224325962 

 
0.4516834 -0.387250293 GALNT13 2 Island 5'UTR 154729917 

cg04850423 0.11831129 -2.934123031 
 

0.448557024 -0.462029657 
 

0.44237166 -0.489733679 FAM43B 1 Island 1stExon, 3'UTR 20880461 
cg14017655 0.032227811 -5.908915892 

 
0.504564723 -0.370053932 

 
0.35782974 -1.509467813 EYA4 6 Island TSS1500 133562193 

cg10216615 0.24163036 -1.78157272 
 

0.609479283 0.705863431 
 

0.549114985 0.306000911 SLC32A1 20 Island 5'UTR, 1stExon 37353158 
cg03561455 0.076263711 -3.864498411 

 
0.485523037 -0.401585226 

 
0.444112839 -0.603350936 CBLN2 18 Island 5'UTR 70210433 

cg02842496 0.264599335 -1.563736051 
 

0.630463624 0.84537835 
 

0.575408694 0.504596417 ADCY8 8 Island TSS1500 132053262 
cg03388193 0.213137322 -1.936575923 

 
0.549067478 0.259209623 

 
0.514388671 0.06419419 HPSE2 10 S_Shore TSS1500 100996070 

cg18722841 0.292984552 -1.375552512 
 

0.610455712 0.74135674 
 

0.598388492 0.62279567 PHOX2A 11 Island 1stExon 71954982 
cg25307665 0.216269907 -1.962953971 

 
0.474684759 -0.220148065 

 
0.527719135 0.144685692 HOXA5 7 Island TSS1500 27183694 

cg27278953 0.174847989 -2.312731108 
 

0.569608035 0.423340044 
 

0.480800961 -0.18221568 NGB 14 Island TSS200 77737661 
cg04899175 0.196042534 -2.263218584 

 
0.610008228 0.673934303 

 
0.505118655 -0.041241729 NOS1 12 Island 5'UTR 117798748 

cg06679347 0.121591165 -3.027391507 
 

0.519604355 -0.042635718 
 

0.456427813 -0.400603236 VEGFC 4 Island TSS1500 177714350 
cg07586272 0.126870011 -3.0391294 

 
0.466440599 -0.720775598 

 
0.453967691 -0.454391781 GPR83 11 Island 1stExon, 5'UTR 94134580 

cg22428147 0.237307608 -1.774461157 
 

0.593369995 0.59380479 
 

0.56036055 0.367471741 DGKI 7 Island TSS200 137531791 
cg26429925 0.310332207 -1.205272129 

 
0.717852407 1.549420034 

 
0.6120027 0.738912334 BNC1 15 Island TSS1500 83953775 

cg13549719 0.104936109 -3.495189911 
 

0.459084152 -0.277914881 
 

0.413221611 -0.715142161 TRPC4 13 Island TSS200 38444052 
cg08130988 0.130049466 -2.919741954 

 
0.518456341 0.040445575 

 
0.459327493 -0.380005861 EFEMP1 2 Island 1stExon, 5'UTR, TSS1500 56150925 

cg11831043 0.066509459 -4.115778432 
 

0.408512223 -1.00871532 
 

0.37656079 -1.085977447 CREB5 7 Island 5'UTR 28449847 
cg16120828 0.084616474 -3.469219115 

 
0.404129709 -0.806065492 

 
0.386096451 -0.919523098 VAV3 1 Island 1stExon 108507340 

cg09999109 0.082884553 -3.872895196 
 

0.458785033 -0.415797636 
 

0.444684705 -0.631282417 OPRK1 8 Island TSS200 54164310 
cg04891086 0.210761905 -2.012511926 

 
0.612650993 0.804257182 

 
0.56586174 0.418774524 KCNA1 12 N_Shore TSS1500 5018513 

cg21902544 0.15581396 -2.618719548 
 

0.617505983 0.835673682 
 

0.520625213 0.044223806 CBLN2 18 Island 1stExon, 5'UTR 70211515 
cg14658804 0.176401829 -2.684828824 

 
0.621898111 0.768918822 

 
0.553019116 0.243515948 SLIT3 5 Island TSS200 168728213 

cg07765621 0.175446704 -2.280766809 
 

0.566429767 0.472192394 
 

0.49075796 -0.083558916 COL23A1 5 S_Shore TSS1500 178018015 
cg17240815 0.141609346 -2.775310451 

 
0.44672834 -0.631538859 

 
0.445978168 -0.462471805 HCRTR2 6 Island 5'UTR, 1stExon 55039382 

cg26532358 0.03808057 -4.816629832 
 

0.378250323 -1.293495996 
 

0.348080241 -1.467736788 SLC35F1 6 Island 5'UTR, 1stExon 118228871 
cg02450613 0.030468887 -5.695129474 

 
0.358467068 -1.463437328 

 
0.332305767 -1.641435388 GDNF 5 Island TSS1500 37840089 
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cg26263234 0.250152506 -1.676812239 
 

0.621754494 0.794889711 
 

0.553419959 0.32918708 LRRC3B 3 Island 5'UTR 26666060 
cg04819499 0.117446142 -3.089872435 

 
0.517804655 -0.078090504 

 
0.435371907 -0.561727539 C1QL1 17 Island 1stExon 43045014 

cg01471384 0.100158914 -3.392268696 
 

0.452910217 -0.456242004 
 

0.408797938 -0.750280314 DKK2 4 Island 1stExon, 5'UTR 107957265 
cg12453014 0.089511046 -3.542705278 

 
0.466867544 -0.28644851 

 
0.443070877 -0.580588738 PRR16 5 Island 5'UTR 119801142 

cg22650617 0.175355282 -2.421234098 
 

0.552287753 -0.070536778 
 

0.517815502 -0.006025193 FIGLA 2 Island 1stExon 71017541 
cg05827732 0.157135828 -2.46999659 

 
0.542931543 0.20585251 

 
0.516134469 0.088575538 EPHA6 3 S_Shore 1stExon 96533699 

cg02120774 0.161181788 -2.444248564 
 

0.500125427 -0.290398961 
 

0.501862924 -0.027056191 IGFBP3 7 S_Shore TSS1500 45961473 
cg24242823 0.116523383 -3.642206594 

 
0.627419156 0.823818228 

 
0.502449759 -0.152531916 NPY 7 Island TSS200 24323675 

cg16150752 0.195879325 -2.242721568 
 

0.604998883 0.577846037 
 

0.536976899 0.162559782 11-Mar 5 Island TSS200 16180072 
cg11982072 0.048366077 -4.488636779 

 
0.412440485 -0.861583791 

 
0.438977011 -0.817822195 GATA5 20 Island TSS1500 61051348 

cg18324707 0.223657871 -1.869295059 
 

0.607421224 0.687665316 
 

0.54160928 0.237567431 DGKI 7 Island TSS200 137531801 
cg20872937 0.08289912 -3.811522966 

 
0.545846004 -0.092415183 

 
0.466791702 -0.520958696 GALR1 18 Island TSS200 74961968 

cg24675448 0.142445262 -2.896852764 
 

0.54567036 0.211378538 
 

0.543232991 0.227192859 EYA4 6 Island 5'UTR 133563779 
cg01580681 0.277799863 -1.43717534 

 
0.63259201 0.897853713 

 
0.580638492 0.537895079 HAND2 4 N_Shore 1stExon 174450016 

cg11603463 0.097745615 -3.26788869 
 

0.483118608 -0.217882595 
 

0.401526263 -0.79826216 SOX7 8 Island TSS1500 10588486 
cg20272619 0.10243556 -3.345033964 

 
0.444261189 -0.776133343 

 
0.422057458 -0.64994209 DAB1 1 Island 5'UTR 57890317 

cg23650423 0.187362744 -2.266659485 
 

0.609095977 0.683264065 
 

0.515395122 0.061207246 TRPC6 11 Island TSS200 101454676 
cg07770968 0.20803067 -2.288122847 

 
0.582358221 0.473652064 

 
0.53623425 0.180254883 NPBWR1 8 Island TSS200 53852422 

cg10520887 0.179360364 -2.336337162 
 

0.595185615 0.59369255 
 

0.481884842 -0.190199771 UNC5C 4 Island 5'UTR, 1stExon 96470094 
cg07697895 0.104976673 -3.60285429 

 
0.52852131 -0.445860622 

 
0.518644246 -0.120355641 WNT2 7 Island Body, 5'UTR, 1stExon 116963259 

cg06543087 0.069184746 -4.471798653 
 

0.454893173 -0.701693199 
 

0.376141068 -1.057626586 VAV3 1 S_Shore TSS1500 108508548 
cg14553600 0.03606916 -5.281831228 

 
0.355999856 -1.720348312 

 
0.340053472 -1.615873435 JAM2 21 Island 1stExon, 5'UTR 27011793 

cg18710784 0.322036644 -1.231069523 
 

0.727435507 1.630487327 
 

0.64858171 0.99705818 OPCML 11 Island TSS1500, Body 132813563 
cg14384532 0.266532058 -1.569469336 

 
0.654380254 1.020488453 

 
0.584301577 0.528910287 NTRK3 15 Island TSS1500 88800624 

cg24928391 0.099540778 -3.384012015 
 

0.505900794 -0.071890665 
 

0.48090487 -0.330505759 SOX17 8 Island TSS200 55370336 
cg05390694 0.217560476 -1.91890421 

 
0.578108296 0.61942447 

 
0.541483519 0.257581669 KIAA1024 15 N_Shore TSS1500 79724044 

cg13890706 0.124009877 -2.94019374 
 

0.590277345 0.5247501 
 

0.510016799 -0.066249811 GFRA1 10 Island 1stExon, 5'UTR, TSS1500 118033115 
cg14733048 0.142729057 -2.884176289 

 
0.531995603 0.197589149 

 
0.472448509 -0.239441285 RSPO2 8 Island 1stExon, 5'UTR 109095782 

cg27189087 0.170387224 -2.478182802 
 

0.61132715 0.726908944 
 

0.559794541 0.320072992 RAX 18 Island TSS1500 56941246 
cg15160198 0.043589617 -5.277526927 

 
0.502470841 -0.183852745 

 
0.410734029 -1.065114584 CYP7B1 8 Island TSS200 65711369 

cg18771173 0.134305274 -2.955065057 
 

0.543711329 0.164085442 
 

0.434759818 -0.510776745 SLC5A7 2 Island TSS200 108602937 
cg10218799 0.072939588 -3.923097634 

 
0.43048245 -0.544136487 

 
0.413819493 -0.809794821 FGF5 4 N_Shore TSS1500 81187125 

cg07466193 0.194875539 -2.112137345 
 

0.527474227 0.150143413 
 

0.500206352 -0.015237861 HBM 16 Island TSS1500 215410 
cg14834850 0.105018686 -3.213439171 

 
0.43677529 -0.519981343 

 
0.417623644 -0.702741292 TNFRSF8 1 N_Shore TSS200 12123308 

cg12412079 0.064029089 -4.097859344 
 

0.422576423 -0.821428079 
 

0.39226896 -1.029472389 FAM19A4 3 Island TSS200 68981877 
cg12417685 0.052662846 -4.490686061 

 
0.386441294 -1.923028331 

 
0.381683045 -1.155913316 FAM19A4 3 Island TSS200 68981852 

cg05214690 0.054945028 -4.502018756 
 

0.465880545 -0.475237076 
 

0.374714764 -1.167055378 ADAMTS2 5 Island 1stExon 178772203 
cg16898239 0.128893837 -2.864105091 

 
0.491763952 -0.226818629 

 
0.445826398 -0.468950671 GALR2 17 Island TSS1500 74070682 

cg07078841 0.089606575 -3.402429204 
 

0.350417618 -1.341974901 
 

0.399073253 -0.843793507 CYP1B1 2 Island 1stExon, 5'UTR 38303138 
cg03679565 0.07436601 -3.8388018 

 
0.433913133 -0.78554445 

 
0.417411004 -0.816114749 IRX4 5 Island 5'UTR, 1stExon 1882775 

cg07013734 0.13260014 -2.963215247 
 

0.533183045 0.199059979 
 

0.465167822 -0.342385958 TRPC6 11 Island TSS200 101454683 
cg13186327 0.047733107 -4.578272285 

 
0.488187664 -0.731155385 

 
0.390048913 -1.10957055 DBX2 12 Island TSS200 45444895 

cg03345037 0.251751004 -1.686180803 
 

0.595432476 0.737776193 
 

0.613716506 0.772948346 GPR83 11 Island 1stExon, 5'UTR 94134446 
cg18679410 0.28471004 -1.418860747 

 
0.646195343 1.020470166 

 
0.591692565 0.582582463 LRRC3B 3 Island 1stExon, 5'UTR 26664308 

cg23797411 0.273868295 -1.547023748 
 

0.68439674 1.264787118 
 

0.592531105 0.568326241 SORCS3 10 Island TSS1500 106399877 
cg09258813 0.066108161 -4.002073638 

 
0.394288995 -1.18808453 

 
0.447374269 -0.677552352 ADRB3 8 Island 1stExon 37823409 

cg27515369 0.078208299 -4.043294694 
 

0.537931789 0.077194067 
 

0.528852402 -0.05485931 SPSB4 3 Island TSS200 140770599 
cg00405688 0.191271923 -2.142906537 

 
0.533289961 0.118215893 

 
0.50268275 0.000387448 FOXI2 10 N_Shore TSS1500 129534182 

cg16968596 0.099079009 -3.700351913 
 

0.521017618 -0.328909862 
 

0.535937628 -0.010190724 ACAN 15 Island TSS200 89346629 
cg26590537 0.205345077 -2.053865454 

 
0.645984375 1.024175349 

 
0.553846217 0.301135919 KCNA1 12 Island 5'UTR 5020202 

cg02467990 0.04929766 -4.541646752 
 

0.495584438 -0.378154754 
 

0.440669571 -0.804165419 VWC2 7 Island TSS200 49813102 
cg07642043 0.182222276 -2.672156712 

 
0.628740008 0.818120148 

 
0.543338931 0.205264832 GRIN2A 16 Island TSS1500, TSS200 10276674 

cg14831174 0.117674182 -3.025935887 
 

0.51977017 0.118126274 
 

0.492506411 -0.193276343 GATA5 20 Island 5'UTR 61050885 
cg14984684 0.20956893 -1.994569609 

 
0.621052649 0.838788248 

 
0.523304782 0.134193828 RASGRF1 15 Island 1stExon 79382708 

cg03775422 0.20240676 -2.089671673 
 

0.602407748 0.644112149 
 

0.505517289 0.019736673 VSTM2A 7 S_Shore 5'UTR, 1stExon 54610192 
cg15397374 0.289911859 -1.377121877 

 
0.709409767 1.443630995 

 
0.605731146 0.74000086 EFCAB1 8 Island 1stExon, Body 49647703 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S5 
 

cg02057391 0.293856998 -1.361337285 
 

0.638710702 1.010106334 
 

0.611268165 0.753637139 TRPC4 13 Island 1stExon, 5'UTR 38443783 
cg10448808 0.211227544 -1.987203934 

 
0.539033189 0.068801728 

 
0.517788724 0.09700068 FOXC2 16 Island TSS1500 86599745 

cg25209842 0.200396883 -2.200017559 
 

0.594423222 0.577666966 
 

0.537133088 0.148314292 FGF8 10 Island TSS1500 103536342 
cg11664500 0.054012455 -4.456306848 

 
0.601420272 0.668724868 

 
0.48208248 -0.552812638 EYA4 6 Island TSS200 133562479 

cg07612562 0.208726553 -2.078745025 
 

0.608641066 0.695237665 
 

0.522968777 0.079748243 CNTNAP2 7 Island 1stExon, 5'UTR 145813915 
cg10524033 0.171315277 -2.400249312 

 
0.587949592 0.568544384 

 
0.485024867 -0.179830047 PCDH10 4 Island TSS200 134070433 

cg03112087 0.104965012 -3.349885418 
 

0.540467063 -0.14054792 
 

0.494839862 -0.295756644 RNF150 4 Island 1stExon 142053720 
cg24319381 0.186135014 -2.231713452 

 
0.618274268 0.827435599 

 
0.539191507 0.23828614 CPEB1 15 Island TSS200 83316911 

cg19162158 0.184475107 -2.207044661 
 

0.542081374 0.269144359 
 

0.498661867 -0.048119487 NRG1 8 Island TSS1500, Body 32405427 
cg11016563 0.183902616 -2.250940732 

 
0.549768924 0.292082172 

 
0.51145901 0.016990952 TRPC6 11 Island 5'UTR, 1stExon 101454626 

cg00343633 0.172668261 -2.754472858 
 

0.707930793 1.533548341 
 

0.618960783 0.755149066 GRIA4 11 Island 5'UTR, TSS200 105481306 
cg00733780 0.097296561 -3.634007473 

 
0.586944455 0.507639872 

 
0.482672386 -0.30098209 GAD2 10 Island TSS200 26505127 

cg01408654 0.155924631 -2.586816311 
 

0.545834459 0.319594779 
 

0.495148397 -0.15217344 PCDH10 4 Island TSS200 134070437 
cg05158615 0.303446432 -1.305522763 

 
0.708154529 1.414778906 

 
0.612887844 0.738369659 NPY 7 Island TSS1500 24323559 

cg08258526 0.324298903 -1.135521972 
 

0.715236833 1.492457727 
 

0.626204303 0.874117372 EFCAB1 8 Island 5'UTR, 1stExon, Body 49647734 
cg18237607 0.082685375 -3.734879544 

 
0.44880171 -0.448859334 

 
0.425276331 -0.709798036 GDNF 5 Island TSS1500 37840075 

cg27122213 0.100453504 -3.308034759 
 

0.407561606 -0.865726464 
 

0.406458986 -0.777204305 OTX2 14 Island 5'UTR 57274763 
cg25539045 0.177017448 -2.566185692 

 
0.639716191 0.904623811 

 
0.544937255 0.203696404 FOXI2 10 Island TSS1500 129535186 

cg08141165 0.142058573 -2.759599819 
 

0.531030725 0.134456197 
 

0.45442258 -0.360296814 DAB1 1 Island 5'UTR 57888796 
cg13589108 0.203988644 -2.042036948 

 
0.504776344 0.031733769 

 
0.529537057 0.118491465 FAM5B 1 S_Shore 5'UTR, 1stExon 177140680 

cg12768681 0.185553973 -2.270426906 
 

0.548357244 0.255729537 
 

0.5223501 0.007555622 FAM43B 1 Island 1stExon 20879547 
cg13257636 0.326569769 -1.230363128 

 
0.679834837 1.148450618 

 
0.628679449 0.799918333 CLIP4 2 Island TSS200 29338109 

cg07303244 0.130992489 -3.319705042 
 

0.602902771 0.644881197 
 

0.521651658 -0.041404014 OPRK1 8 Island 5'UTR, 1stExon 54164161 
cg08038052 0.126990182 -2.957003767 

 
0.514503872 0.059304217 

 
0.441890331 -0.49391205 PDGFRA 4 Island 5'UTR 55098359 

cg26708235 0.114983767 -3.032875702 
 

0.530488895 0.22409015 
 

0.444406835 -0.491258022 ATP8A2 13 Island 1stExon 25946397 
cg04828458 0.102445629 -3.20010598 

 
0.433297956 -0.58802529 

 
0.411532639 -0.736361582 RASGRF1 15 Island TSS1500 79383841 

cg15202954 0.369462972 -0.932855031 
 

0.792130258 2.43926942 
 

0.719051838 1.623122792 NALCN 13 Island TSS200 102068996 
cg05085230 0.048208275 -4.900001287 

 
0.472833303 -0.224971733 

 
0.397989856 -1.112173699 EYA4 6 Island TSS200 133562461 

cg19370054 0.266795603 -1.572297119 
 

0.579104243 0.53356563 
 

0.572997538 0.448405266 CNGA3 2 Island 5'UTR 98964186 
cg24946597 0.136513626 -3.111693828 

 
0.611770182 0.743426303 

 
0.527823083 0.001514 NRG1 8 Island 5'UTR, 1stExon 31497464 

cg23770904 0.085743007 -3.703980551 
 

0.54298509 0.25236885 
 

0.451922721 -0.559961649 GATA5 20 Island TSS1500 61051561 
cg05937496 0.081475058 -4.044942695 

 
0.487704705 -0.397949824 

 
0.423565957 -0.721592914 VAV3 1 S_Shore TSS1500 108508207 

cg01382137 0.202303873 -2.050009466 
 

0.561979604 0.382218559 
 

0.541945397 0.228879407 PCDH8 13 N_Shore TSS1500 53423078 
cg18902742 0.216604688 -1.887282393 

 
0.596557826 0.671158688 

 
0.558768847 0.390003377 FEZF2 3 Island 5'UTR 62358610 

cg00653960 0.22778517 -1.83149593 
 

0.546808304 0.29533828 
 

0.534449018 0.182720809 TNFRSF8 1 N_Shore TSS200 12123313 
cg15802898 0.074505585 -3.725807258 

 
0.374435906 -1.281364921 

 
0.401597376 -0.878970379 FOXE1 9 N_Shore TSS1500 100615201 

cg11514698 0.056123101 -4.201099265 
 

0.415546882 -0.874999236 
 

0.413860058 -0.848536713 NRCAM 7 Island 5'UTR 108095912 
cg16714055 0.042558443 -4.760173992 

 
0.433283755 -0.836541686 

 
0.449289536 -0.853357392 GATA5 20 Island TSS1500 61051341 

cg05894124 0.081832667 -3.600674907 
 

0.445681444 -0.604656274 
 

0.448861991 -0.554638453 FGF5 4 N_Shore TSS1500 81186795 
cg12087412 0.150338765 -2.782627339 

 
0.60963763 0.77202035 

 
0.507597507 -0.037826381 FGF5 4 N_Shore TSS1500 81187011 

cg10989138 0.091022475 -3.582635945 
 

0.498554329 -0.045161423 
 

0.418748865 -0.729142364 PDE1C 7 S_Shore TSS200 32111001 
cg08599259 0.090545629 -3.547884003 

 
0.509344143 -0.362577461 

 
0.409802904 -0.766371414 POU3F1 1 Island 3'UTR, 1stExon 38510933 

cg04035209 0.112869596 -3.195486366 
 

0.527141216 0.137912991 
 

0.450314866 -0.485098577 PCDH10 4 Island TSS1500 134069670 
cg04442576 0.089464132 -3.379058803 

 
0.418718479 -0.724556287 

 
0.411525948 -0.78731837 SLC35F1 6 Island TSS200 118228650 

cg06993118 0.032778557 -5.650694515 
 

0.451931563 -1.017709504 
 

0.409912982 -1.265362494 FBN2 5 Island TSS1500 127873980 
cg17525102 0.230307658 -1.803551674 

 
0.61294204 0.797972041 

 
0.531395705 0.176813137 FOXG1 14 N_Shore TSS200 29236221 

cg20375342 0.120554467 -2.936264128 
 

0.482294128 -0.172489312 
 

0.441608057 -0.519118921 FAM19A4 3 Island TSS200 68981895 
cg17471928 0.199851763 -2.125823946 

 
0.584999641 0.558782017 

 
0.51653476 0.055304454 STAC2 17 Island 1stExon, 5'UTR 37381830 

cg09153930 0.162040856 -2.385046029 
 

0.491979878 -0.114484999 
 

0.472038924 -0.200030855 DPYSL5 2 Island TSS1500 27070303 
cg22448889 0.119010839 -2.990443055 

 
0.444045322 -0.499930091 

 
0.435478703 -0.580074657 ATP1B2 17 Island 1stExon, 5'UTR 7554681 

cg07279933 0.066729596 -3.960282788 
 

0.457079994 -0.511434654 
 

0.387999953 -1.030540545 RSPO3 6 Island 1stExon 127440413 
cg01461410 0.138503592 -3.005063917 

 
0.456428416 -0.283442548 

 
0.440756037 -0.508759253 TBX18 6 Island 1stExon 85473773 

cg16100120 0.23251983 -1.805618374 
 

0.659363536 1.148253464 
 

0.550190008 0.338306284 EFEMP1 2 Island TSS200, 5'UTR 56150475 
cg16038120 0.149916214 -2.572485181 

 
0.574830642 0.41551099 

 
0.493901057 -0.140159036 FOXG1 14 Island TSS1500 29235196 

cg04063945 0.165290949 -2.562367553 
 

0.50358984 -0.086746223 
 

0.501549872 -0.092668615 KIAA1217 10 Island TSS1500 23982480 
cg15817236 0.129868247 -2.829167882 

 
0.453125293 -0.445408577 

 
0.449123689 -0.413974071 ALX4 11 Island 1stExon 44331362 
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cg20517050 0.282028496 -1.481659356 
 

0.585676504 0.605087819 
 

0.638279263 1.02123825 HOXA5 7 Island TSS1500 27183806 
cg12158471 0.08407114 -3.790030562 

 
0.398343135 -0.902478909 

 
0.402476247 -0.896994539 RGS7BP 5 Island TSS1500 63802106 

cg10303842 0.257811265 -1.58924673 
 

0.631348509 0.992306566 
 

0.569973979 0.486464448 CDH12 5 NA 5'UTR, 1stExon 22853730 
cg22675486 0.082630792 -3.643421662 

 
0.345822833 -1.338627555 

 
0.401260032 -0.892756295 RXRG 1 NA TSS200 165414544 

cg08568720 0.070555819 -3.988010532 
 

0.566756743 0.432248826 
 

0.445749059 -0.634582377 GATA5 20 Island TSS1500 61051432 
cg07994622 0.065891223 -4.032444772 

 
0.470856549 -0.385905585 

 
0.468784861 -0.471142384 RASSF2 20 Island 5'UTR 4804052 

cg05419425 0.13018486 -2.806593654 
 

0.449603869 -0.416891828 
 

0.430873163 -0.536827218 KIAA1024 15 N_Shore TSS1500 79723997 
cg03370738 0.047190017 -4.563388734 

 
0.326140383 -1.569454287 

 
0.356482935 -1.379224153 GRID1 10 Island 1stExon 88126104 

cg15049968 0.068553491 -3.889977511 
 

0.47864244 -0.34800566 
 

0.382989171 -1.068938162 ST8SIA5 18 Island TSS1500 44337910 
cg18319029 0.138045681 -2.845227517 

 
0.530196956 0.040376163 

 
0.476916708 -0.284631046 ADCYAP1 18 Island TSS1500, TSS200 904920 

cg14817541 0.117322481 -3.231025096 
 

0.535692103 0.117543914 
 

0.480491288 -0.269952746 EYA4 6 Island 5'UTR 133563868 
cg16138150 0.11741944 -2.998032231 

 
0.498880786 -0.031784936 

 
0.428108019 -0.600017856 GDNF 5 Island 1stExon, 5'UTR 37839684 

cg24454144 0.242739812 -1.981363154 
 

0.673245059 1.116627587 
 

0.582919736 0.488863262 SLC32A1 20 Island 5'UTR, 1stExon 37353126 
cg15336765 0.040338331 -4.85976159 

 
0.456818031 -0.496002876 

 
0.367759449 -1.413450882 AQP5 12 Island 1stExon, 5'UTR 50355307 

cg05919360 0.141668571 -3.053887078 
 

0.598256209 0.605380198 
 

0.51924868 0.030925025 DAB1 1 Island 5'UTR 57889417 
cg11755405 0.33030596 -1.109117021 

 
0.654694105 1.149130795 

 
0.636210033 0.914142437 KCNH5 14 N_Shore 1stExon, 5'UTR 63511872 

cg15574705 0.157095076 -2.644011442 
 

0.408034212 -1.234477333 
 

0.458069737 -0.373911945 DAB1 1 Island 5'UTR 58715744 
cg08640634 0.264135926 -1.669532854 

 
0.672896338 1.16806761 

 
0.582677496 0.49349424 NR2E1 6 Island TSS1500 108486450 

cg11224582 0.095742555 -3.386149234 
 

0.441243138 -0.752444769 
 

0.450580501 -0.53384813 KCNA6 12 Island 5'UTR, 1stExon 4919138 
cg20979852 0.039494229 -5.01729616 

 
0.425038672 -0.748169568 

 
0.355668214 -1.487799637 SPSB4 3 Island TSS200 140770683 

cg14400886 0.156819956 -2.5828938 
 

0.589301152 0.588733936 
 

0.490003638 -0.167265691 PCDH10 4 Island TSS200 134070441 
cg15385562 0.025779545 -5.628926556 

 
0.375354372 -1.83098527 

 
0.362176513 -1.600101311 FBN1 15 Island TSS1500 48938239 

cg02805920 0.2591097 -1.648583633 
 

0.682250889 1.225087962 
 

0.579058869 0.500374936 FLRT2 14 Island 5'UTR 86000477 
cg00157796 0.114888637 -3.244302412 

 
0.516937602 -0.043315673 

 
0.446073381 -0.554784893 FNDC1 6 Island TSS200 159590231 

cg02246645 0.0469576 -4.549521028 
 

0.356355715 -1.471446144 
 

0.348995665 -1.441489663 ASCL1 12 Island 1stExon 103352235 
cg19577779 0.207011161 -2.055511793 

 
0.608324278 0.745713559 

 
0.555609587 0.315150296 SLITRK5 13 Island 5'UTR 88326635 

cg01491795 0.124952512 -2.890956919 
 

0.495521118 -0.117241493 
 

0.443283779 -0.495542488 GPR85 7 NA 5'UTR, TSS1500, TSS200 112726659 
cg23809442 0.217381121 -2.005298994 

 
0.619565064 0.785420133 

 
0.570570126 0.399100998 FGF14 13 S_Shore Body, TSS1500 102569876 

cg09231862 0.153022787 -2.545463692 
 

0.512585395 0.050722366 
 

0.499431272 -0.026651521 FOXG1 14 Island TSS1500 29235376 
cg25703346 0.129973364 -2.924030378 

 
0.424682118 -0.698505226 

 
0.464325661 -0.333418386 GALNT13 2 Island 5'UTR 154729189 

cg10601616 0.121340991 -3.196926343 
 

0.593151235 0.600859942 
 

0.476189957 -0.288458131 SORCS3 10 Island TSS200 106400702 
cg18242712 0.139812072 -2.789330784 

 
0.479194723 -0.337171748 

 
0.446610241 -0.436460779 DBX1 11 Island TSS1500 20182324 

cg00544449 0.077837483 -3.720638143 
 

0.484552348 -0.275894092 
 

0.412688885 -0.843284295 KIAA1024 15 Island TSS200 79724802 
cg05057720 0.31834948 -1.303296025 

 
0.662374908 1.065304746 

 
0.620211776 0.729186206 CLEC14A 14 Island 1stExon 38724675 

cg04003850 0.14788662 -2.701694384 
 

0.539474509 0.24707468 
 

0.477755073 -0.245142506 FGF12 3 Island 5'UTR, 1stExon, Body 192126165 
cg15885337 0.256157532 -1.855799324 

 
0.621098548 0.749192501 

 
0.560087716 0.324970041 OPCML 11 Island TSS1500, Body 132813819 

cg22036988 0.090074923 -3.424350265 
 

0.410060164 -0.702575534 
 

0.420922627 -0.710151986 SPSB4 3 Island TSS1500 140770345 
cg22881914 0.280613011 -1.558413167 

 
0.581335421 0.572317397 

 
0.652084188 1.05696964 NID2 14 Island TSS1500 52536147 

cg14081924 0.038410612 -4.907180139 
 

0.46659934 -0.482389649 
 

0.369508843 -1.343949845 PAQR9 3 Island TSS1500 142682378 
cg23180938 0.165807638 -2.812199849 

 
0.569395947 0.408375112 

 
0.505516669 -0.082222122 CDO1 5 Island TSS200 115152485 

cg11592503 0.124584931 -2.933862499 
 

0.499847067 -0.087088018 
 

0.45307611 -0.499315129 CNTNAP2 7 Island TSS200 145813417 
cg20718350 0.065170547 -4.37393797 

 
0.386969197 -1.207626482 

 
0.40716408 -1.05605303 ASCL1 12 Island 1stExon 103352294 

cg22837767 0.159315425 -2.48308688 
 

0.510297302 0.12472124 
 

0.491805052 -0.125272668 PAX1 20 Island TSS200 21686251 
cg23097534 0.168136814 -2.511585719 

 
0.575653832 0.461087512 

 
0.487418476 -0.149442258 GDNF 5 Island 5'UTR, TSS1500 37836748 

cg27107171 0.02030714 -6.280722366 
 

0.274247032 -2.586836683 
 

0.329431121 -2.060610737 PRR16 5 Island TSS200 119799864 
cg06652199 0.098590079 -3.351577763 

 
0.462240364 -0.483472664 

 
0.430492883 -0.6383 KCNA1 12 Island TSS1500 5018715 

cg13928709 0.046351134 -4.494702484 
 

0.397076943 -1.122861578 
 

0.408674142 -1.064043302 UNC5A 5 Island TSS1500 176237221 
cg09493505 0.047044931 -4.614128904 

 
0.422710619 -0.981621612 

 
0.406688033 -1.108914648 VWC2 7 Island TSS200 49813111 

cg09891129 0.102101021 -3.389611644 
 

0.423655433 -1.018155369 
 

0.412294616 -0.799937113 GPR83 11 Island TSS200 94134732 
cg17457560 0.079109072 -3.80643641 

 
0.416226197 -0.67863854 

 
0.393819628 -0.974588447 NRG1 8 Island 1stExon, 5'UTR, Body 32405851 

cg00268840 0.112088573 -3.278508175 
 

0.611515126 0.639914578 
 

0.462679887 -0.438646352 ALX4 11 Island TSS1500 44332653 
cg24073466 0.106968883 -3.178006153 

 
0.423726376 -0.647577182 

 
0.412670355 -0.751394608 PHYHIPL 10 Island Body, TSS200 60937031 

cg03958798 0.161608111 -2.554409629 
 

0.610805283 0.732164692 
 

0.489560344 -0.143106281 SORCS3 10 Island TSS200 106400686 
cg19714132 0.154798119 -2.494593897 

 
0.522553938 0.175949234 

 
0.48407772 -0.17672076 FOXG1 14 N_Shore TSS1500 29235984 

cg00329270 0.064168902 -4.359774589 
 

0.484227102 -0.356094971 
 

0.399994367 -1.017140851 KY 3 Island TSS200 134369919 
cg01802258 0.156904322 -2.591442477 

 
0.540356085 0.204654655 

 
0.489947017 -0.218062956 SLC24A4 14 Island TSS200, 5'UTR 92790097 
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cg12238343 0.24844545 -1.729930327 
 

0.624599727 0.851884206 
 

0.552799893 0.302860402 RXFP3 5 Island TSS200 33936402 
cg07758904 0.322143099 -1.158461996 

 
0.64478415 1.01122878 

 
0.636457591 0.917097107 SLC46A2 9 Island 1stExon 115652824 

cg18278265 0.054632401 -4.744007472 
 

0.433443408 -0.512423784 
 

0.357024641 -1.366298283 GATA5 20 Island TSS1500 61051438 
cg11806630 0.15790851 -2.530935241 

 
0.484705073 -0.270246519 

 
0.490732002 -0.137017193 RASGRF1 15 Island TSS1500 79383858 

cg13060997 0.199852037 -2.196078295 
 

0.552299502 0.322275539 
 

0.507657945 0.021974802 CCNA1 13 S_Shore 5'UTR, 1stExon 37006611 
cg13378388 0.252221104 -1.596476872 

 
0.540256857 0.371465205 

 
0.563917283 0.447974203 VEGFC 4 Island 5'UTR, 1stExon 177713813 

cg19343464 0.290861619 -1.420034376 
 

0.685359466 1.267141832 
 

0.621308226 0.779522723 GRIA4 11 S_Shore 5'UTR, 1stExon 105481509 
cg15406683 0.088497953 -3.76009349 

 
0.462970343 -0.338592641 

 
0.389185356 -0.999070319 KIAA1217 10 Island 5'UTR, 1stExon 23983990 

cg04897683 0.177504093 -2.266995747 
 

0.491292088 -0.074813971 
 

0.477876137 -0.209672125 NEUROG1 5 Island 5'UTR, 1stExon 134871462 
cg02774855 0.126358657 -3.325545531 

 
0.562261297 0.387281472 

 
0.507502158 -0.179907033 CLIP4 2 Island 5'UTR 29338636 

cg24637364 0.153839089 -2.651414607 
 

0.455223223 -0.366242205 
 

0.470819801 -0.331402503 PDE4B 1 S_Shore 5'UTR 66259084 
cg09301294 0.099754639 -3.358592213 

 
0.501096134 -0.191078615 

 
0.454059426 -0.505783175 EPHA6 3 Island 1stExon 96533520 

cg13845982 0.069937656 -3.941035007 
 

0.556315201 0.202078178 
 

0.470303847 -0.570335816 GATA5 20 Island TSS200 61051029 
cg12855522 0.11358892 -3.051269069 

 
0.551461343 0.294781809 

 
0.470640281 -0.348578859 CPNE5 6 Island TSS1500 36808207 

cg12124386 0.1384529 -2.723751733 
 

0.428333425 -0.528164873 
 

0.446509314 -0.416810072 FAM5C 1 NA 5'UTR 190444776 
cg16317273 0.161973385 -2.415147912 

 
0.448852838 -0.508838086 

 
0.463393479 -0.295730204 EGFLAM 5 Island TSS1500 38258028 

cg01275523 0.103087071 -3.374924987 
 

0.464294426 -0.562075107 
 

0.44225492 -0.576393933 PAX2 10 Island TSS1500 102504226 
cg01295518 0.108148823 -3.513299205 

 
0.496850875 -0.006264609 

 
0.442832527 -0.525793853 CHL1 3 Island TSS1500 238392 

cg23986671 0.206570806 -1.980613176 
 

0.583827205 0.639570501 
 

0.507212764 0.006393791 ADAMTS5 21 Island 1stExon, 5'UTR 28339262 
cg04184836 0.032167251 -5.328374972 

 
0.433941006 -1.166168138 

 
0.381887172 -1.46173342 CPEB1 15 Island 1stExon, 5'UTR 83316640 

cg27028555 0.06798744 -4.220064873 
 

0.565460869 0.429842556 
 

0.443423301 -0.718410133 FLI1 11 Island TSS1500, 5'UTR 128563027 
cg01105058 0.114602736 -3.144608029 

 
0.510407374 0.043316098 

 
0.427101638 -0.662318286 NALCN 13 Island TSS1500 102069132 

cg04748834 0.266879748 -1.653080304 
 

0.687314444 1.289604314 
 

0.576267011 0.483052141 CHL1 3 Island 5'UTR 239229 
cg11842610 0.188898177 -2.27886141 

 
0.49979174 -0.141339482 

 
0.492515084 -0.119260652 GFRA1 10 Island TSS1500 118033762 

cg04515996 0.145841847 -3.040022171 
 

0.526284161 0.133286024 
 

0.531766827 0.049884445 TBX18 6 Island TSS200 85474028 
cg06460717 0.157929412 -2.49210764 

 
0.468133608 -0.246723908 

 
0.465820899 -0.297701726 PCDH8 13 Island 1stExon, Body 53420135 

cg17974378 0.049724375 -4.533492851 
 

0.459647871 -0.440437295 
 

0.381661913 -1.232143461 GUCY1A3 4 Island 5'UTR, 1stExon 156589039 
cg23253569 0.120818355 -3.099787803 

 
0.517186282 0.003155827 

 
0.437407224 -0.577956819 OLIG2 21 Island TSS200 34398222 

cg19901801 0.234409617 -1.928560211 
 

0.683078469 1.227634429 
 

0.559161403 0.332294383 SYT6 1 Island TSS1500 114697032 
cg11089595 0.232268863 -1.780711711 

 
0.592545528 0.6532986 

 
0.535671138 0.240118054 RALYL 8 N_Shelf TSS1500 85094437 

cg04545136 0.20322429 -2.067956623 
 

0.544272799 0.206328876 
 

0.507088238 -0.008375349 SUSD5 3 Island TSS200 33260732 
cg04550737 0.060246188 -4.209068275 

 
0.421772543 -1.025388369 

 
0.462602532 -0.661094278 TBX15 1 Island 5'UTR 119530600 

cg06671842 0.118837563 -2.960671498 
 

0.530394121 0.038488033 
 

0.468141438 -0.343906221 PTPN5 11 Island TSS200 18813477 
cg03135351 0.213808068 -2.268630878 

 
0.581459872 0.477869837 

 
0.521684117 0.039748305 CLIP4 2 Island TSS200 29338258 

cg12612118 0.279738599 -1.502360792 
 

0.632309449 0.870311285 
 

0.584468962 0.540795322 IRF4 6 Island 5'UTR 392555 
cg06204922 0.089852038 -3.84019329 

 
0.532184181 0.159083501 

 
0.455904503 -0.508891958 KCNA1 12 Island 5'UTR 5019933 

cg25655234 0.102548156 -3.340414713 
 

0.434845381 -0.623344016 
 

0.412752008 -0.802266408 SORCS2 4 Island 1stExon 7194841 
cg26328335 0.155963246 -2.57610364 

 
0.610479647 0.795055098 

 
0.515709269 0.052991903 AQP5 12 Island TSS1500 50354840 

cg05374412 0.039506859 -5.011643207 
 

0.391305108 -1.10557816 
 

0.347061997 -1.528028102 CDH13 16 Island 1stExon 82660727 
cg22131691 0.204375328 -2.056768075 

 
0.583680152 0.595989085 

 
0.507806597 0.025105217 PDE1C 7 S_Shore 1stExon, 5'UTR 32110988 

cg12619536 0.093738734 -3.432804546 
 

0.507560683 -0.1108814 
 

0.40839008 -0.832646706 VAV3 1 S_Shore TSS1500 108508067 
cg23010538 0.084087265 -3.81557909 

 
0.446270483 -0.652362815 

 
0.454618644 -0.521478533 FAM5C 1 NA TSS1500 190447290 

cg04353095 0.0308985 -5.678557363 
 

0.385691767 -1.572885636 
 

0.399504146 -1.380324114 SPSB4 3 Island TSS200 140770588 
cg00984146 0.180663122 -2.401457724 

 
0.513445005 -0.344951428 

 
0.48972188 -0.155790507 EGFLAM 5 Island TSS200 38258333 

cg17507573 0.067255822 -3.987029123 
 

0.42828454 -1.115080123 
 

0.407760868 -0.930918352 RASGRF1 15 Island 5'UTR, 1stExon 79382998 
cg14510404 0.047765663 -4.72046327 

 
0.366468482 -1.757738381 

 
0.357892045 -1.388054107 RASGRF1 15 Island 5'UTR, 1stExon 79382995 

cg14013695 0.256589747 -1.653957027 
 

0.463643835 -0.27128239 
 

0.582448913 0.626557401 HOXA5 7 Island TSS1500 27184176 
cg04242021 0.071487753 -4.082820336 

 
0.426682321 -0.669692555 

 
0.406236954 -0.988418976 COL14A1 8 Island TSS200 121137288 

cg17991823 0.21403551 -2.071513533 
 

0.589059893 0.518802946 
 

0.530675341 0.131136455 CIDEA 18 Island Body, TSS200 12254473 
cg23694248 0.228104948 -1.823326321 

 
0.607816091 0.67573707 

 
0.540526602 0.268806171 PTPRR 12 NA 1stExon, 5'UTR 71314315 

cg13913015 0.040458536 -4.734366843 
 

0.276767216 -2.221039529 
 

0.374743528 -1.362406059 KCNK12 2 Island TSS1500 47797963 
cg02062480 0.210399727 -1.953268971 

 
0.527945267 0.170827446 

 
0.512973629 0.054415321 NR2E1 6 Island 5'UTR, 1stExon 108487388 

cg08341316 0.086918203 -3.716336875 
 

0.466144889 -0.325098518 
 

0.401394513 -0.906800441 DKK2 4 Island 1stExon, 5'UTR 107956955 
cg10068300 0.280664415 -1.467507283 

 
0.684377276 1.297683191 

 
0.585546554 0.571700567 GNAL 18 Island 5'UTR, 1stExon, Body 11752215 

cg19870512 0.086460015 -3.719112627 
 

0.437675052 -0.775797577 
 

0.426105355 -0.800450339 KCNA6 12 Island 5'UTR, 1stExon 4919081 
cg05943996 0.194788121 -2.126412875 

 
0.562760374 0.355702519 

 
0.497465942 -0.086164636 LRFN5 14 Island TSS1500 42075975 
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cg10002178 0.044678575 -4.689414787 
 

0.379739174 -1.393025203 
 

0.359272696 -1.396470517 PRIMA1 14 Island 5'UTR 94254726 
cg27014135 0.032483819 -5.194461723 

 
0.401342944 -1.415036142 

 
0.397673829 -1.303770869 HS3ST4 16 Island 5'UTR, 1stExon 25703528 

cg14159026 0.040983832 -4.823911488 
 

0.405499042 -1.404307433 
 

0.373927935 -1.360910762 BVES 6 Island TSS1500, TSS200 105584551 
cg18932798 0.127111718 -3.055786517 

 
0.548563888 0.198425731 

 
0.471801796 -0.371844137 INA 10 Island 1stExon 105037503 

cg11146971 0.184181719 -2.213623752 
 

0.613742049 0.82821897 
 

0.484589983 -0.110264913 NOVA1 14 S_Shore TSS1500 27068354 
cg27296293 0.248123714 -1.753287685 

 
0.692810226 1.370695354 

 
0.583203387 0.528191815 TRPC6 11 Island TSS200 101454680 

cg22928016 0.107386201 -3.208507857 
 

0.40090625 -0.940952451 
 

0.444877264 -0.57308712 NRG3 10 S_Shore Body, TSS1500 83636249 
cg09511846 0.111042329 -3.40280348 

 
0.538981604 -0.065766314 

 
0.480459605 -0.322006711 ST6GALNAC5 1 N_Shore TSS200 77332991 

cg25437410 0.023800941 -5.986215881 
 

0.394934323 -1.281648257 
 

0.40570072 -1.471681421 COL23A1 5 Island TSS200 178017578 
cg05633391 0.067033774 -3.970439037 

 
0.432392665 -0.876390656 

 
0.374103561 -1.191068831 KCNF1 2 Island 1stExon 11052558 

cg16330450 0.239462325 -1.75522506 
 

0.675499359 1.21750465 
 

0.573875745 0.457699173 NPBWR1 8 Island TSS1500 53852030 
cg02040433 0.012765315 -6.978270491 

 
0.302254127 -2.689822385 

 
0.31327945 -2.415612068 NDRG4 16 Island TSS1500, 5'UTR, TSS200 58497815 

cg18388380 0.082657866 -3.962672542 
 

0.531594243 -0.111941492 
 

0.428846875 -0.766567264 RGS7BP 5 Island 1stExon 63802491 
cg04578774 0.083320373 -3.702235116 

 
0.54344617 0.099234921 

 
0.396713699 -0.984118763 ALX4 11 Island TSS1500 44332664 

cg16919517 0.052080743 -4.392210888 
 

0.446792745 -0.753292035 
 

0.422564994 -1.00253981 GATA5 20 Island 5'UTR 61050914 
cg20095233 0.21355762 -1.946958522 

 
0.480724352 -0.207925268 

 
0.528606211 0.14706106 GFRA1 10 Island TSS1500 118033902 

cg07833420 0.225844243 -1.988992337 
 

0.606139912 0.703591224 
 

0.540146695 0.225630048 HTR1E 6 N_Shore 1stExon, 5'UTR 87647147 
cg02745211 0.214726746 -2.212547971 

 
0.603282751 0.631457223 

 
0.540689265 0.170708796 TMEM108 3 Island TSS200 132757106 

cg19656577 0.082286125 -3.744663322 
 

0.418424837 -0.696332331 
 

0.429003649 -0.798185442 PRMT8 12 Island TSS200 3600229 
cg01545587 0.045761827 -4.834372441 

 
0.471724486 -0.382229516 

 
0.427417849 -0.963959609 TMEM121 14 Island 5'UTR 105993579 

cg14604568 0.050546707 -4.770826172 
 

0.427229266 -0.84364485 
 

0.368787421 -1.377700149 PDE1C 7 Island 5'UTR 32110523 
cg12919006 0.303139113 -1.274307201 

 
0.683419835 1.313985183 

 
0.60869079 0.723500941 CNTNAP5 2 Island TSS200 124782713 

cg24500900 0.040294715 -5.103125662 
 

0.4595146 -0.342191431 
 

0.366784861 -1.44833692 GATA5 20 Island TSS1500 61051423 
cg15637465 0.103302898 -3.526227969 

 
0.592258336 0.593227835 

 
0.451696052 -0.528719523 SLIT3 5 Island TSS200 168728270 

cg12516059 0.145423926 -2.65838603 
 

0.533019049 0.228555059 
 

0.476604345 -0.278827593 AVPR1A 12 S_Shore 1stExon, 5'UTR 63545288 
cg27637521 0.15005792 -2.783887898 

 
0.566895192 0.206645207 

 
0.505311635 -0.150458284 SOCS3 17 Island 5'UTR 76355202 

cg15092343 0.254497805 -1.718433749 
 

0.671429269 1.209221842 
 

0.554775398 0.336145768 MSX1 4 Island TSS1500 4860061 
cg03356747 0.054675933 -4.212187304 

 
0.368983985 -1.284115447 

 
0.37707596 -1.250678241 GRID1 10 Island 1stExon 88126089 

cg16997642 0.348719408 -0.954679906 
 

0.587341573 0.738389563 
 

0.689620459 1.567370506 HOXA5 7 Island TSS1500 27184159 
cg25673084 0.159762115 -2.52428111 

 
0.537767324 0.059194212 

 
0.494160462 -0.144973504 RASGRF1 15 Island TSS1500 79383852 

cg23468878 0.257098673 -1.678664735 
 

0.631011997 0.88831042 
 

0.589435345 0.59046897 ZIC1 3 N_Shore TSS1500 147126425 
cg13921352 0.110430369 -3.135185365 

 
0.484713173 -0.286094026 

 
0.446752577 -0.538018994 FAM19A4 3 Island TSS200 68981890 

cg23349790 0.123536672 -2.999632461 
 

0.489455457 -0.378208028 
 

0.477977969 -0.363107835 IGSF21 1 Island 5'UTR, 1stExon 18434576 
cg05716166 0.112677324 -3.107350823 

 
0.506360376 -0.103400628 

 
0.463380214 -0.490361573 RALYL 8 N_Shore 1stExon, TSS200, 5'UTR 85095498 

cg10576257 0.09529106 -3.360750799 
 

0.438605704 -0.631192136 
 

0.409558011 -0.839549439 TACR1 2 S_Shore TSS1500 75428132 
cg27510182 0.180954065 -2.555444487 

 
0.511969617 -0.055813089 

 
0.490870663 -0.1690803 DAB1 1 Island 5'UTR 58715553 

cg20265733 0.076356686 -3.895130835 
 

0.578096549 0.298604624 
 

0.494826241 -0.446024753 GATA5 20 Island TSS200 61051032 
cg18488855 0.073580681 -3.786962248 

 
0.495989271 -0.109653078 

 
0.389395131 -1.011327262 NOVA1 14 S_Shore 1stExon 27066634 

cg17538280 0.047541281 -5.024842597 
 

0.393068918 -1.291541186 
 

0.352434603 -1.476154964 VWC2 7 N_Shore TSS1500 49812836 
cg04311496 0.188765078 -2.158351099 

 
0.534591599 0.212540627 

 
0.489475336 -0.122242443 IL12RB2 1 Island 5'UTR 67773719 

cg13800209 0.26427113 -1.709422829 
 

0.700233724 1.41062019 
 

0.583973501 0.529702933 MEIS2 15 Island 1stExon, Body, 5'UTR 37390284 
cg07204280 0.213403068 -2.192411573 

 
0.6224526 0.799914082 

 
0.53645708 0.176087571 CIDEA 18 Island Body, TSS200 12254551 

cg09474331 0.19122065 -2.426078947 
 

0.664459133 1.097222033 
 

0.540670826 0.18591842 TTYH1 19 N_Shore 1stExon 54926805 
cg17535595 0.058581236 -4.666989442 

 
0.412694891 -1.529594932 

 
0.500751275 -0.523328727 PCDH8 13 Island TSS200 53422808 

cg21319053 0.223593678 -1.828322492 
 

0.593160355 0.640139672 
 

0.525366145 0.135896184 GDNF 5 Island TSS1500 37840725 
cg22763718 0.114715198 -3.231319183 

 
0.463650742 -0.508249535 

 
0.49635547 -0.297843447 PCDH8 13 Island TSS200 53422780 

cg27648738 0.061630561 -4.402972704 
 

0.458443027 -0.975611645 
 

0.428565057 -0.936907863 SH3GL3 15 Island TSS1500 84115811 
cg02043159 0.140440928 -2.8926817 

 
0.6454587 0.965625438 

 
0.514200206 -0.146938161 PCDH10 4 Island TSS1500 134070235 

cg26215967 0.090550417 -3.428718304 
 

0.454213349 -0.437538401 
 

0.39925949 -0.879178645 SH3GL3 15 Island TSS200 84115897 
cg13724788 0.152005919 -2.649294649 

 
0.457717371 -0.497158039 

 
0.475245135 -0.337008565 NCAN 19 Island TSS200 19322778 

cg07882671 0.132296093 -2.883664846 
 

0.552917594 0.247300643 
 

0.513914685 -0.144758682 IRX4 5 Island TSS200 1883005 
cg23428985 0.313610378 -1.352853178 

 
0.70985853 1.393294633 

 
0.631521572 0.813260001 CLIP4 2 Island TSS200 29338113 

cg21956337 0.180670317 -2.353499477 
 

0.562742592 0.345405856 
 

0.483273526 -0.187300947 NTRK3 15 Island TSS200 88799707 
cg22488256 0.233662556 -1.796197079 

 
0.637095305 0.954006477 

 
0.542250529 0.24721386 PDE4B 1 N_Shore TSS200, TSS1500 66258046 

cg01134282 0.093890768 -3.553916952 
 

0.49435122 -0.126652109 
 

0.467180225 -0.494694305 RALYL 8 N_Shore TSS1500 85094904 
cg24393316 0.084276534 -4.050991568 

 
0.570595467 0.127829397 

 
0.473122922 -0.491715037 FOXE1 9 Island 1stExon 100616469 
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cg24857620 0.157648989 -2.773863324 
 

0.655979601 1.009924971 
 

0.549950467 0.221966199 NPBWR1 8 Island TSS1500 53851707 
cg01873886 0.080074985 -3.724866577 

 
0.610992984 0.724992565 

 
0.399338092 -0.958427373 BMP4 14 N_Shore 5'UTR 54419825 

cg13901501 0.08823288 -3.539775305 
 

0.308251882 -1.934458173 
 

0.401350406 -0.929446241 RXRG 1 NA TSS200 165414514 
cg10730712 0.235739061 -1.815831845 

 
0.698740724 1.381263103 

 
0.582857871 0.520150229 COL23A1 5 S_Shore TSS1500 178017827 

cg25840208 0.023694309 -7.206196366 
 

0.438305052 -0.961224385 
 

0.349114875 -2.187960749 EHD3 2 Island 1stExon, 5'UTR 31457043 
cg17099397 0.199232296 -2.194382558 

 
0.584242048 0.541955404 

 
0.515890902 0.043385709 VAV3 1 S_Shore TSS1500 108508185 

cg18976437 0.065314843 -4.131170905 
 

0.484440729 -0.24816604 
 

0.36963552 -1.257800911 PIK3CD 1 Island 5'UTR 9712576 
cg14537533 0.254388149 -1.841017993 

 
0.648404999 0.828941666 

 
0.570937763 0.376943902 KRT7 12 Island TSS200 52626904 

cg08870743 0.14126331 -2.811763971 
 

0.520349297 0.03196616 
 

0.46043289 -0.442955374 OLIG2 21 Island TSS200 34398199 
cg23739994 0.087696131 -3.774341606 

 
0.452619451 -0.922658266 

 
0.433147237 -0.761971019 GPR83 11 Island TSS200 94134756 

cg23688510 0.089943868 -3.446434725 
 

0.512570776 -0.042330883 
 

0.405704866 -0.831154798 T 6 Island 1stExon, 5'UTR 166581929 
cg03995857 0.112558342 -3.052676042 

 
0.480426132 -0.257456007 

 
0.442760397 -0.494523023 DFNA5 7 Island 5'UTR 24796553 

cg05203877 0.048262439 -4.512907774 
 

0.478339596 -0.347044432 
 

0.359455879 -1.375765546 SLC8A3 14 Island 5'UTR, 1stExon 70655686 
cg03699182 0.111438387 -3.195912548 

 
0.474732975 -0.394587497 

 
0.435084894 -0.676915357 INHBB 2 Island 1stExon 121104187 

cg07084627 0.264944372 -1.503136083 
 

0.654329834 1.163242439 
 

0.576310972 0.595503273 NFIL3 9 Island 5'UTR 94183408 
cg07839533 0.287471112 -1.426681317 

 
0.676579348 1.301198506 

 
0.596696077 0.674792158 HTR1A 5 Island TSS1500 63257885 

cg18639233 0.168704356 -2.672229227 
 

0.538994474 -0.045739801 
 

0.473021085 -0.309659344 SIX6 14 Island TSS200 60975846 
cg27021357 0.046561511 -4.532088116 

 
0.397623829 -1.222678574 

 
0.355454213 -1.4911496 SH3GL3 15 Island TSS200 84115969 

cg21913319 0.094723717 -3.572686783 
 

0.458333829 -0.682799736 
 

0.411482732 -0.871016803 COL24A1 1 Island TSS1500 86622628 
cg02167438 0.098113783 -3.443451619 

 
0.385121932 -0.853607108 

 
0.405601854 -0.886237611 PAK7 20 Island TSS200 9819697 

cg03238797 0.063501004 -4.556855621 
 

0.431404696 -0.786594407 
 

0.372821044 -1.238871111 ADAMTS18 16 Island 1stExon, 5'UTR 77468893 
cg24334591 0.258931604 -1.697412601 

 
0.69733797 1.323612664 

 
0.583052286 0.487517619 CCNA1 13 N_Shore TSS1500 37005562 

cg16027761 0.172768969 -2.390264093 
 

0.587957832 0.594409849 
 

0.543393071 0.168340356 PCDH8 13 Island TSS200 53422871 
cg16787600 0.242755853 -1.92129666 

 
0.714442831 1.469711763 

 
0.588149176 0.531981423 SORCS3 10 Island 1stExon, 5'UTR 106400880 

cg15146859 0.050344938 -4.533186505 
 

0.469431629 -0.491608237 
 

0.362816473 -1.411067784 GALR1 18 Island TSS1500 74961737 
cg11256387 0.079110564 -4.010542559 

 
0.519231288 0.074120585 

 
0.380610097 -1.053657301 COL23A1 5 S_Shore TSS1500 178017879 

cg23209990 0.101830891 -3.349746527 
 

0.561462929 0.360181191 
 

0.453489141 -0.556844243 PDGFRA 4 Island 5'UTR 55097576 
cg00795341 0.104182417 -3.529832259 

 
0.473982812 -0.547573158 

 
0.442782878 -0.591302668 THBS4 5 Island TSS200 79330929 

cg10646402 0.132687479 -2.797730915 
 

0.558788011 0.332173969 
 

0.457683607 -0.422487681 PTPRO 12 Island 1stExon, 5'UTR 15475490 
cg18143243 0.056101369 -4.259403702 

 
0.39681226 -1.108421654 

 
0.389310675 -1.230044323 CACNA2D3 3 Island TSS1500 54155663 

cg07790615 0.137462924 -2.992124407 
 

0.524807694 -0.196685337 
 

0.495142324 -0.247841094 RYR2 1 Island TSS1500 237205174 
cg19166660 0.12126067 -3.501684991 

 
0.56876945 0.229867595 

 
0.491228632 -0.27368856 DAB1 1 Island 5'UTR 57889035 

cg18633693 0.2581352 -1.586886431 
 

0.606469403 0.748809148 
 

0.576322059 0.507811614 KIAA1217 10 Island TSS1500 23982387 
cg10364513 0.106202536 -3.276610294 

 
0.495715632 -0.392147705 

 
0.451697684 -0.566821294 RXRG 1 NA 5'UTR, 1stExon 165414379 

cg13969001 0.05218916 -4.377647298 
 

0.387718499 -1.374822526 
 

0.368396035 -1.330050828 PAX7 1 Island 5'UTR, 1stExon 18958084 
cg03700449 0.082601802 -3.734964862 

 
0.413685611 -0.733508493 

 
0.41097379 -0.958653362 ASCL1 12 Island 1stExon 103352326 

cg02058918 0.041763148 -4.984950074 
 

0.401660403 -1.173150714 
 

0.396762569 -1.355250625 GABBR2 9 Island 1stExon 101470884 
cg17398252 0.021117312 -5.905583575 

 
0.29837041 -2.481816499 

 
0.329750573 -2.104395293 BVES 6 Island TSS1500 105585179 

cg19863655 0.119508539 -3.031754508 
 

0.432734379 -0.707040271 
 

0.466918474 -0.460804418 C13orf33 13 Island 1stExon 31480663 
cg23129478 0.13723661 -2.770396231 

 
0.573512668 0.441313688 

 
0.458524951 -0.423580589 ST8SIA5 18 Island TSS1500 44337922 

cg00690148 0.208526495 -2.190168657 
 

0.612815517 0.678443153 
 

0.518517001 0.005304039 C1QL2 2 Island 1stExon, 5'UTR 119916017 
cg17751438 0.045113846 -5.272234876 

 
0.286738094 -2.040747724 

 
0.363516021 -1.488790097 ZEB2 2 Island Body, 5'UTR 145275197 

cg02484469 0.095473326 -3.561583814 
 

0.587804316 0.450389187 
 

0.505785304 -0.341820016 GATA5 20 Island TSS200 61051036 
cg26620959 0.16456591 -2.397197648 

 
0.438180243 -0.634823033 

 
0.469691872 -0.277300585 SYNE1 6 S_Shore 1stExon, TSS1500, 5'UTR 152958489 

cg08768569 0.097185468 -3.394695472 
 

0.514258626 -0.014072664 
 

0.416119914 -0.827227418 SORCS3 10 Island TSS1500 106400565 
cg10959198 0.228183357 -1.814846872 

 
0.704340996 1.774452068 

 
0.570166077 0.492720089 RGMA 15 Island TSS1500 93632896 

cg17911318 0.095823917 -3.534693023 
 

0.471917679 -0.388469177 
 

0.410870299 -0.888474203 GALR1 18 Island TSS200 74962000 
cg02463418 0.184141509 -2.338598095 

 
0.657266336 1.01796405 

 
0.511456496 -0.085859335 EPHA5 4 Island 1stExon, 5'UTR 66535575 

cg07173275 0.154528531 -2.561989306 
 

0.526400992 0.207607941 
 

0.477836316 -0.242822151 DAB1 1 Island 5'UTR 57890636 
cg21126583 0.131174907 -2.867821192 

 
0.531477684 0.121238832 

 
0.476232053 -0.401941127 CNTNAP2 7 Island TSS200 145813421 

cg11093548 0.179551461 -2.371488294 
 

0.638299461 1.063537424 
 

0.53897323 0.169446483 CREB5 7 Island 5'UTR 28450001 
cg19918758 0.080079559 -3.682508892 

 
0.467313222 -0.49390177 

 
0.383517905 -1.091823216 VAV3 1 S_Shore TSS1500 108508113 

cg12664464 0.066049583 -4.066221215 
 

0.549843837 0.147752054 
 

0.45966026 -0.767555566 GATA5 20 Island 1stExon, 5'UTR 61051021 
cg25737323 0.304925219 -1.612334069 

 
0.732626207 1.591829639 

 
0.656826764 0.970947578 CLIP4 2 Island TSS1500 29338100 

cg20895877 0.071932498 -4.05570491 
 

0.42798785 -1.042946844 
 

0.402619103 -1.012019661 PRIMA1 14 Island 5'UTR 94254586 
cg07480567 0.155456537 -2.554807691 

 
0.512688022 -0.025808336 

 
0.459463152 -0.397221224 HS3ST3A1 17 Island 1stExon, 5'UTR 13505174 
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cg24876960 0.098567018 -3.339467085 
 

0.452658179 -0.422327917 
 

0.414425064 -0.858562603 IRX4 5 Island TSS1500 1883214 
cg27252696 0.140018098 -2.808657474 

 
0.595146614 0.540539407 

 
0.510523107 -0.186880919 SIM1 6 Island TSS1500 100912940 

cg13648501 0.101092937 -3.259672651 
 

0.501226083 0.006597958 
 

0.442281933 -0.57367905 NR3C1 5 S_Shore 5'UTR, TSS1500 142785258 
cg02315940 0.077996701 -3.723281723 

 
0.395833784 -0.892579201 

 
0.416715719 -0.899167784 CLSTN2 3 Island TSS200 139653872 

cg02562431 0.079585789 -3.99613471 
 

0.532336997 0.165823422 
 

0.435759539 -0.797233401 PCDH10 4 Island TSS200 134070369 
cg11513637 0.36914903 -0.815446417 

 
0.732448714 1.824191331 

 
0.686163237 1.475396799 CCNA1 13 N_Shore TSS1500 37005501 

cg19898128 0.03259478 -5.791221657 
 

0.462933503 -1.025390319 
 

0.354198368 -1.781998127 TLL1 4 Island 1stExon, 5'UTR 166794971 
cg03966785 0.118991615 -3.060418931 

 
0.503568835 -0.079831631 

 
0.425083379 -0.714886707 PDGFRA 4 Island 5'UTR 55097476 

cg05327864 0.256428329 -1.685295046 
 

0.683848088 1.338862251 
 

0.572774321 0.444911124 CHRM2 7 Island 5'UTR 136554352 
cg09757712 0.121098301 -3.144844394 

 
0.546645754 0.286990237 

 
0.483155859 -0.351412414 RALYL 8 N_Shelf TSS1500 85094742 

cg25990647 0.084591485 -3.933925014 
 

0.481848787 -0.18300738 
 

0.401723924 -0.974734688 OPRK1 8 Island 5'UTR, 1stExon 54164081 
cg03509412 0.148878599 -2.634063 

 
0.484587808 -0.170291154 

 
0.473145857 -0.363066071 WIF1 12 Island 5'UTR, 1stExon 65515021 

cg24198558 0.176509973 -2.541944674 
 

0.557835292 0.332017009 
 

0.488674673 -0.232670635 TMEM108 3 Island TSS200 132757102 
cg25428398 0.040678753 -4.985982194 

 
0.428526097 -0.782773111 

 
0.363851056 -1.612995437 EHD3 2 Island 1stExon, 5'UTR 31456964 

cg15173134 0.122237776 -3.030876306 
 

0.500833484 -0.18335952 
 

0.467685972 -0.436640383 SLC18A2 10 Island TSS200 119000638 
cg16910830 0.119499079 -2.917963719 

 
0.446200041 -0.451347172 

 
0.438033272 -0.582874906 CNTNAP2 7 Island TSS200 145813437 

cg22757399 0.081385081 -3.733154916 
 

0.471448195 -0.306775924 
 

0.436482388 -0.820989662 PNMA2 8 N_Shore 5'UTR 26370552 
cg16257091 0.134641745 -2.972553565 

 
0.464141195 -0.336564984 

 
0.508782272 -0.03535468 BDNF 11 Island TSS1500, 1stExon, 5'UTR 27743580 

cg00282249 0.24382588 -1.881910125 
 

0.706842907 1.399209504 
 

0.592976619 0.504352291 CCNA1 13 N_Shore TSS1500 37005566 
cg19461621 0.193283572 -2.161915861 

 
0.51060194 -0.026464896 

 
0.50864238 -0.056286326 COLEC12 18 S_Shore TSS1500 500979 

cg05089090 0.213075148 -2.208345826 
 

0.693549205 1.323685797 
 

0.583763049 0.411424183 CCNA1 13 N_Shore TSS1500 37005570 
cg05239311 0.080506002 -3.775079273 

 
0.384370345 -1.298867455 

 
0.384595058 -1.145802358 CHRNA3 15 Island 5'UTR, 1stExon 78913147 

cg23332582 0.167653592 -2.378896951 
 

0.515181771 0.20490637 
 

0.499257887 -0.111601391 SPSB4 3 Island TSS1500 140770308 
cg01114937 0.129778524 -2.893311999 

 
0.402826803 -0.940950667 

 
0.455279531 -0.436912058 TBX18 6 S_Shore TSS1500 85474585 

cg11430157 0.017009062 -6.513996027 
 

0.392153633 -1.925366192 
 

0.347216832 -2.19566983 SLC35F1 6 Island 5'UTR, 1stExon 118228869 
cg14000361 0.087147366 -3.557779312 

 
0.482052811 -0.350620675 

 
0.428070414 -0.833781666 GCM2 6 N_Shore TSS1500 10882336 

cg04534765 0.152910223 -2.670266103 
 

0.560444093 0.224933966 
 

0.522427809 -0.128491003 GALR1 18 Island 1stExon, 5'UTR 74962369 
cg11328303 0.230334955 -1.926025631 

 
0.641733375 0.912796568 

 
0.531043755 0.099315059 GAD2 10 Island 5'UTR, 1stExon 26505440 

cg10406295 0.262126797 -1.744925423 
 

0.67005854 1.094084672 
 

0.598360133 0.512366889 SFRP1 8 Island TSS200 41167113 
cg14980983 0.077259585 -3.935802875 

 
0.547697707 0.171539516 

 
0.50586153 -0.485988671 GATA5 20 Island TSS200 61051039 

cg09107912 0.079455904 -3.763581214 
 

0.504228889 -0.14503813 
 

0.418522778 -0.955172979 FNDC1 6 Island TSS1500 159590059 
cg16921310 0.035352974 -5.073232196 

 
0.375172435 -1.488925221 

 
0.340299907 -1.784166049 ASCL1 12 Island 5'UTR, 1stExon 103351987 

cg19712603 0.176003924 -2.531681206 
 

0.496149664 -0.147378943 
 

0.509683843 -0.129384806 PCDH8 13 Island TSS200 53422777 
cg06650115 0.033622753 -5.314460959 

 
0.431277024 -0.688327219 

 
0.350384071 -1.761136256 NDRG4 16 Island TSS200, 5'UTR, Body 58498585 

cg14507560 0.13082488 -2.892086001 
 

0.496885292 -0.185810762 
 

0.446849731 -0.573040169 IRX4 5 Island TSS200 1882885 
cg17721710 0.036624686 -4.858865542 

 
0.38151972 -1.489147107 

 
0.344606878 -1.747880207 SLC30A10 1 Island 1stExon 220101698 

cg04779631 0.083434706 -3.607964517 
 

0.454848545 -0.511567874 
 

0.413235485 -0.940026206 SH3GL3 15 Island TSS200 84115895 
cg13806135 0.153307301 -2.716651536 

 
0.444544196 -0.478926717 

 
0.460113152 -0.436714872 PCDH17 13 N_Shore TSS1500 58205045 

cg25078444 0.112715361 -3.111240292 
 

0.532513348 0.03275191 
 

0.453842926 -0.567715209 FOXG1 14 Island TSS1500 29235193 
cg11281641 0.068261723 -4.162920458 

 
0.49942283 -0.436344115 

 
0.407591347 -1.081286466 GAD1 2 Island 5'UTR 171674855 

cg15093079 0.033131279 -5.064993522 
 

0.33287927 -2.033477504 
 

0.337892945 -1.829690695 EPHA6 3 Island TSS200 96533290 
cg00852573 0.203512968 -2.324154658 

 
0.591176543 0.181255714 

 
0.524752898 0.016389157 KCNQ5 6 Island TSS200 73331405 

cg23236554 0.101660351 -3.315392085 
 

0.480371429 -0.410919637 
 

0.410614365 -0.921016274 FSTL4 5 Island 5'UTR 132947501 
cg24908814 0.102470861 -3.348959978 

 
0.523826589 -0.111038514 

 
0.442053297 -0.733261243 FSTL4 5 Island 5'UTR 132947725 

cg05251676 0.079746313 -3.873054395 
 

0.515326159 -0.045353764 
 

0.422566964 -0.963551548 EGFLAM 5 Island 1stExon 38258884 
cg20357628 0.072146458 -3.819804435 

 
0.400337621 -0.990937626 

 
0.380926768 -1.205337604 PHACTR3 20 Island 5'UTR, 1stExon 58179847 

cg04001014 0.188046887 -2.743792718 
 

0.552483308 0.31196456 
 

0.505757453 -0.08514789 CHL1 3 N_Shore TSS1500 238318 
cg16791424 0.088585981 -3.725497065 

 
0.620640063 0.813284239 

 
0.426421873 -0.823903661 NOVA1 14 S_Shore TSS1500 27068093 

cg21392341 0.083510489 -3.617231141 
 

0.385575994 -1.531855573 
 

0.386783101 -1.100871533 TBX15 1 Island 5'UTR 119530677 
cg08249988 0.242402314 -1.791920745 

 
0.595933394 0.553213263 

 
0.553876234 0.219334203 NCAN 19 Island 1stExon, 5'UTR 19322818 

cg19868631 0.155936199 -2.89274028 
 

0.640715967 0.93174199 
 

0.518990933 -0.079722465 VSTM2A 7 Island TSS1500 54609776 
cg08521987 0.095030601 -3.392409378 

 
0.450497097 -0.516577798 

 
0.437291863 -0.709026281 SLC18A2 10 Island 5'UTR 119000927 

cg21384402 0.117301884 -3.139482184 
 

0.495721404 -0.23789522 
 

0.433939697 -0.736341438 INA 10 Island TSS1500 105036701 
cg25902187 0.083237627 -3.716596991 

 
0.472082 -0.425699218 

 
0.416176648 -0.965826166 PYGO1 15 Island 1stExon 55881044 

cg03059131 0.048299495 -4.632607903 
 

0.376539269 -1.271646475 
 

0.36361342 -1.517308163 FOXB1 15 Island 5'UTR 60296996 
cg21517947 0.214859074 -2.240766616 

 
0.651035885 0.961390296 

 
0.561399977 0.22937257 SFRP1 8 Island TSS200 41167107 
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cg12009023 0.139129541 -2.814398921 
 

0.47026752 -0.437836758 
 

0.455482853 -0.510987172 EDNRA 4 N_Shore Body, 1stExon, 5'UTR 148402128 
cg14163665 0.032035822 -5.913380927 

 
0.454576098 -0.732333428 

 
0.364754216 -1.888346912 ALK 2 Island TSS200 30144579 

cg27600205 0.130028141 -3.097074461 
 

0.584924232 0.528682502 
 

0.436330445 -0.668499004 PCDH10 4 Island TSS200 134070416 
cg09912350 0.073457991 -4.091062186 

 
0.529217157 0.145988346 

 
0.387898298 -1.192934716 GUCY1A3 4 Island 5'UTR, 1stExon, TSS1500 156588326 

cg18118685 0.263287226 -1.748306765 
 

0.672498685 1.17610955 
 

0.564813001 0.346644214 GALNT13 2 Island 5'UTR 154729622 
cg19365062 0.041182296 -4.828530926 

 
0.405369038 -1.268320222 

 
0.390989957 -1.477911794 RSPO3 6 Island TSS200 127440000 

cg17385936 0.188332372 -2.354557787 
 

0.650974937 1.005793338 
 

0.509526035 -0.103038339 TMEM108 3 Island TSS200 132756986 
cg04140862 0.052486973 -4.568305207 

 
0.447193004 -0.514176383 

 
0.402303016 -1.25079769 SLC8A3 14 N_Shore 5'UTR 70654639 

cg09774787 0.23668419 -1.927525639 
 

0.599224143 0.479086404 
 

0.559765761 0.253553258 SLC6A2 16 Island TSS200 55690381 
cg04927931 0.203569059 -2.083318677 

 
0.639684123 0.894158134 

 
0.514750885 -0.026932735 SIM1 6 N_Shore TSS200 100911701 

cg06793377 0.107107971 -3.209566475 
 

0.497788418 -0.171515669 
 

0.432978382 -0.733347186 SHANK3 22 Island TSS1500 51112536 
cg18673954 0.13972308 -2.798145192 

 
0.507895455 -0.017737023 

 
0.445863206 -0.584003567 INA 10 N_Shore TSS1500 105036611 

cg14170313 0.069146427 -4.250308962 
 

0.514752698 0.022174859 
 

0.427915403 -1.06700767 RORB 9 Island 1stExon 77112896 
cg21438101 0.093136325 -3.443265019 

 
0.448657608 -0.685602733 

 
0.395914761 -1.042813118 ADCYAP1 18 Island TSS1500, TSS200 904885 

cg19725843 0.086678107 -3.91352108 
 

0.409133791 -1.426244764 
 

0.400639314 -1.115191064 TIAM1 21 Island 5'UTR 32716090 
cg12015737 0.306529361 -1.285182529 

 
0.445119538 -0.409640352 

 
0.615597867 0.977532394 HOXA5 7 Island TSS1500 27184030 

cg13251269 0.065927658 -4.073768526 
 

0.445429042 -0.696718085 
 

0.426510673 -1.021137719 GPR85 7 NA 5'UTR, TSS200, 1stExon 112726538 
cg08747377 0.144234966 -2.752401556 

 
0.492631137 -0.113067244 

 
0.449713988 -0.519454426 CDH13 16 Island 1stExon, 5'UTR 82660670 

cg25537217 0.086079857 -3.559333917 
 

0.423516671 -0.668038961 
 

0.432530744 -0.794976922 WIPF1 2 Island 5'UTR 175547123 
cg22676693 0.111978008 -3.1586863 

 
0.443979629 -0.518502415 

 
0.416914858 -0.835196285 DAB1 1 Island 5'UTR 57888581 

cg27360326 0.207213838 -2.135851631 
 

0.572057713 0.413132013 
 

0.529396135 0.009141981 PCDH8 13 Island 1stExon, 5'UTR 53422691 
cg25021259 0.200793398 -2.191365903 

 
0.491857026 -0.128111204 

 
0.519541802 0.019807835 PPP2R2B 5 Island 5'UTR, Body, TSS1500, TSS200 146258546 

cg15031661 0.188841538 -2.558002698 
 

0.593613766 0.478018641 
 

0.510277699 -0.110539704 FMN2 1 Island 1stExon 240256603 
cg25488697 0.167400877 -2.420347654 

 
0.501910961 -0.339225982 

 
0.489442253 -0.214539406 POU3F1 1 Island 3'UTR, 1stExon 38510383 

cg14096353 0.081518689 -3.902738907 
 

0.431460285 -0.983686683 
 

0.387026569 -1.179246801 PAX2 10 Island TSS1500 102504236 
cg02055132 0.074186231 -3.892348131 

 
0.36729978 -1.199293288 

 
0.38766351 -1.27143433 EPHA6 3 Island TSS200 96533295 

cg21678312 0.121084299 -3.174910137 
 

0.576089422 0.483558652 
 

0.428533738 -0.769734778 PTPRR 12 NA TSS200 71314587 
cg22638597 0.072967344 -4.169724602 

 
0.40375827 -1.538952315 

 
0.407754568 -1.157236311 GPR83 11 Island TSS200 94134739 

cg12503102 0.1471311 -2.717446897 
 

0.534669693 0.170874079 
 

0.464469519 -0.466471949 HS3ST3A1 17 Island TSS1500 13505558 
cg02692912 0.144529528 -2.828976364 

 
0.536096445 0.156550105 

 
0.470597768 -0.468937931 CACNG3 16 Island 1stExon, 5'UTR 24267226 

cg01950845 0.031143224 -5.638310182 
 

0.44302324 -1.505006799 
 

0.357899485 -1.990852234 RGMA 15 Island TSS1500 93632730 
cg16491617 0.238091225 -2.040923415 

 
0.683655074 1.238953381 

 
0.586838783 0.389756285 OPRK1 8 Island TSS200 54164391 

cg13571707 0.077093647 -3.799579482 
 

0.464817693 -0.434569324 
 

0.384041426 -1.269457912 RASGRF1 15 Island TSS1500 79383980 
cg05347845 0.132842792 -2.890274772 

 
0.493812829 -0.297880222 

 
0.458674007 -0.542430097 ACTA1 1 Island TSS200 229569892 

cg02681442 0.286002867 -1.395793248 
 

0.678523856 1.494178493 
 

0.605826407 0.647103185 FOXG1 14 N_Shore TSS1500 29236008 
cg20409590 0.129536383 -2.843059517 

 
0.528521269 0.121708752 

 
0.443236557 -0.626959003 SLC8A3 14 Island 5'UTR, 1stExon 70655382 

cg07028533 0.092219233 -3.391503511 
 

0.436337458 -0.473423331 
 

0.404925846 -1.008935259 CNTNAP2 7 Island TSS200 145813439 
cg11108676 0.081326628 -4.170248066 

 
0.545713177 0.244667115 

 
0.387641415 -1.251681826 NTRK3 15 Island TSS1500 88801004 

cg15055817 0.191350389 -2.374528221 
 

0.577832154 0.537357531 
 

0.502480868 -0.184813803 DGKG 3 Island 5'UTR 186079142 
cg13516746 0.081081757 -3.761477677 

 
0.45454984 -0.482184978 

 
0.400913654 -1.138653611 C20orf194 20 S_Shore TSS1500 3389408 

cg20513548 0.086235836 -3.55664502 
 

0.480170214 -0.281975925 
 

0.418481663 -1.021316243 GPR85 7 NA 5'UTR, TSS200, 1stExon 112726541 
cg06463958 0.05625775 -4.302506679 

 
0.434887591 -0.882679819 

 
0.38688534 -1.392782573 T 6 Island TSS1500 166582393 

cg15241920 0.115614267 -3.447199976 
 

0.543098522 0.125922602 
 

0.431003511 -0.831214374 TTYH1 19 N_Shore TSS200 54926514 
cg14226472 0.204976823 -2.018751457 

 
0.543200244 0.125603563 

 
0.514339653 0.00085747 SLIT1 10 Island TSS1500 98946111 

cg14487131 0.072526594 -3.823872414 
 

0.452811495 -0.760077616 
 

0.389820065 -1.233822293 FOXB2 9 Island TSS1500 79633737 
cg24789447 0.073786689 -4.155091092 

 
0.452226499 -0.927096531 

 
0.390830709 -1.36342111 EDNRA 4 Island Body, 5'UTR 148402574 

cg05527869 0.057812869 -4.176242209 
 

0.358144036 -1.482952157 
 

0.377793953 -1.502068402 LHX1 17 Island TSS200 35294476 
cg27066284 0.045654735 -4.963641627 

 
0.332756864 -1.8537991 

 
0.358849157 -1.909574803 SSTR2 17 Island 1stExon, 5'UTR 71161258 

cg24680586 0.109626023 -3.447672105   0.520074248 -0.2945745   0.456592301 -0.828094671 INA 10 Island TSS200 105036727 
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Table S6. The summary of the genes that are altered by methylation changes in adenomas and CRCs 

ACAN 

ACTA1 

ADAMTS18 

ADAMTS2 

ADAMTS5 

ADARB2 

ADCY1 

ADCY8 

ADCYAP1 

ADRB3 

AGTR1 

AJAP1 

ALK 

ALX3 

ALX4 

AMPH 

AQP5 

ARHGAP20 

ASCL1 

ATP1B2 

ATP8A2 

AUTS2 

AVPR1A 

B4GALNT1 

BDNF 

BMP4 

BNC1 

BVES 

C13orf33 

C1QL1 

C1QL2 

C1QL3 

C20orf194 

C9orf4 

C9orf50 

CA10 

CACNA2D3 

CACNG3 

CASR 

CBLN2 

CBLN4 

CCDC37 

CCNA1 
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CD34 

CD8A 

CDH12 

CDH13 

CDO1 

CHL1 

CHRM2 

CIDEA 

CLEC14A 

CLIP4 

CLSTN2 

CMTM2 

CNGA3 

CNNM1 

CNTN4 

CNTNAP2 

CNTNAP5 

COL14A1 

COL15A1 

COL23A1 

COL24A1 

COL25A1 

COLEC12 

CPEB1 

CPNE5 

CRHR2 

CRTAC1 

CYP1B1 

CYP7B1 

D4S234E 

DAAM2 

DAB1 

DBC1 

DBX1 

DBX2 

DCLK1 

DFNA5 

DGKG 

DGKI 

DKK2 

DLEU7 

DMRT1 

DOK5 

DOK6 
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DPP10 

DPYSL5 

DRD4 

DSCR6 

EBF1 

EDNRA 

EFCAB1 

EFEMP1 

EGFLAM 

EHD3 

EMILIN3 

EPHA5 

EPHA6 

ESR1 

ESRRG 

EYA4 

FAM110B 

FAM123A 

FAM135B 

FAM19A4 

FAM43B 

FAM5B 

FAM5C 

FBN1 

FBN2 

FEZF2 

FGF12 

FGF14 

FGF5 

FGF8 

FIGLA 

FLI1 

FLRT2 

FMN2 

FNDC1 

FOLH1 

FOXB1 

FOXB2 

FOXC2 

FOXE1 

FOXG1 

FOXI2 

FREM2 

FSTL4 
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GABBR2 

GAD1 

GAD2 

GALNT13 

GALR1 

GALR2 

GAS1 

GATA3 

GATA5 

GCM2 

GDF6 

GDNF 

GFRA1 

GHSR 

GLRB 

GNAL 

GPR26 

GPR83 

GPR85 

GRASP 

GRIA2 

GRIA4 

GRID1 

GRIK3 

GRIN2A 

GUCY1A3 

GUCY2D 

HAND2 

HBM 

HCRTR2 

HECW1 

HOXA5 

HPSE2 

HS3ST2 

HS3ST3A1 

HS3ST4 

HTR1A 

HTR1E 

IGFBP3 

IGSF21 

IKZF1 

IL12RB2 

INA 

INHBB 
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IRF4 

IRX1 

IRX4 

ITGA4 

ITGA8 

JAM2 

KCNA1 

KCNA3 

KCNA6 

KCNF1 

KCNG1 

KCNH5 

KCNIP1 

KCNIP4 

KCNK12 

KCNQ5 

KIAA1024 

KIAA1217 

KRT7 

KY 

LAYN 

LHX1 

LMO3 

LMX1A 

LONRF2 

LRAT 

LRFN5 

LRRC3B 

LRRFIP1 

MAFB 

MAGI2 

MAL 

MARCH11 

MDFI 

MEF2C 

MEIS2 

MMD2 

MOXD1 

MSC 

MSX1 

MYOD1 

NALCN 

NCAM2 

NCAN 
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NDRG4 

NELL1 

NEUROG1 

NFIL3 

NGB 

NKX3-2 

NOS1 

NOVA1 

NPBWR1 

NPR3 

NPY 

NPY2R 

NR2E1 

NR3C1 

NRCAM 

NRG1 

NRG3 

NTRK3 

NXPH2 

OCA2 

OLIG2 

OPCML 

OPRK1 

OTX2 

PAK7 

PAQR9 

PAX1 

PAX2 

PAX7 

PCDH10 

PCDH17 

PCDH8 

PDE1C 

PDE4B 

PDE8B 

PDGFRA 

PHACTR3 

PHOX2A 

PHYHIPL 

PIK3CD 

PITX2 

PITX3 

PKNOX2 

PLD5 
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PNMA2 

PODN 

POU3F1 

POU4F2 

PPP1R16B 

PPP2R2B 

PRDM8 

PREX1 

PRIMA1 

PRMT8 

PRR16 

PTH2R 

PTPN5 

PTPRO 

PTPRR 

PTPRT 

PYGO1 

RALYL 

RASGRF1 

RASSF2 

RAX 

RELN 

RGMA 

RGS20 

RGS7BP 

RIMS4 

RNF150 

RORB 

RSPO2 

RSPO3 

RUNX3 

RXFP3 

RXRG 

RYR2 

SARM1 

SCARF2 

SCTR 

SFRP1 

SH3GL3 

SHANK3 

SIM1 

SIX6 

SLC18A2 

SLC24A4 
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SLC30A10 

SLC32A1 

SLC35F1 

SLC35F3 

SLC46A2 

SLC4A11 

SLC5A7 

SLC6A1 

SLC6A2 

SLC6A3 

SLC8A3 

SLIT1 

SLIT2 

SLIT3 

SLITRK5 

SNAP91 

SNTG2 

SOCS3 

SORCS1 

SORCS2 

SORCS3 

SOX17 

SOX7 

SPAG6 

SPOCK1 

SPSB4 

SSTR2 

ST6GALNAC5 

ST8SIA1 

ST8SIA2 

ST8SIA5 

STAC2 

STK32B 

SUSD5 

SYNE1 

SYT6 

SYT9 

T 

TACR1 

TBX1 

TBX15 

TBX18 

THBD 

THBS4 
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TIAM1 

TLL1 

TLX2 

TLX3 

TM6SF1 

TMEFF2 

TMEM108 

TMEM121 

TMTC1 

TNFRSF8 

TOX2 

TRH 

TRPC4 

TRPC6 

TSPAN11 

TTYH1 

TWIST1 

UNC5A 

UNC5C 

VAV3 

VEGFC 

VSTM2A 

VSX1 

VWC2 

WIF1 

WIPF1 

WNT16 

WNT2 

ZEB2 

ZIC1 

ZNF804B 
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Table S6. Differentially methylated intragenic/intergenic probes between Methyl-High and Methyl-Low CRCs 
 

ID p value q value 
mean M value 

  
mean β value 

sym CHR37 cpgi.relation probe.location cpg.coordinate Location 
CIMP non-CIMP CIMP non-CIMP 

cg05531255 6.33E-34 7.00E-29 -0.107581594 -5.818066567 
 

0.482991328 0.019274838 EGFEM1P 3 Island Body 167967782 Intragenic 
cg15391499 3.47E-32 1.92E-27 0.250638926 -5.00150706 

 
0.540388296 0.032041933 MCC 5 Island TSS200, Body 112630623 Intragenic 

cg19470159 1.06E-29 3.91E-25 -0.334526771 -4.341743817 
 

0.446166732 0.049300672 EGFEM1P 3 Island Body 167967842 Intragenic 
cg03657660 1.20E-27 3.31E-23 0.134065234 -2.857016688 

 
0.522705035 0.124665075 DHH 12 Island Body 49484007 Intragenic 

cg13602813 1.90E-27 4.20E-23 0.182665446 -3.021225879 
 

0.530766603 0.112357047 WNT7A 3 Island Body 13920840 Intragenic 
cg26094299 3.04E-27 5.50E-23 0.004090512 -4.648990674 

 
0.502230341 0.043699287 DHH 12 Island Body 49483716 Intragenic 

cg00891649 3.48E-27 5.50E-23 0.584323679 -3.281282471 
 

0.589011116 0.095388165 NA 17 Island 5'UTR, TSS1500, Body 43972573 Intragenic 
cg04614008 2.27E-26 3.12E-22 -0.118410446 -4.225738762 

 
0.489694669 0.052007682 MCC 5 S_Shore TSS200, Body 112630677 Intragenic 

cg00690311 2.81E-26 3.12E-22 0.484635253 -4.991532285 
 

0.587657973 0.032837429 PYGO1 15 Island Body 55880470 Intragenic 
cg12563644 2.82E-26 3.12E-22 -0.250472561 -5.624017941 

 
0.460428084 0.023632175 LINC00461 5 Island Body 87956996 Intragenic 

cg24003542 4.14E-26 4.17E-22 0.110672341 -5.11308487 
 

0.52749097 0.030824001 MCC 5 S_Shore TSS200, Body 112630684 Intragenic 
cg13501181 6.34E-26 5.85E-22 -0.317669251 -4.666545213 

 
0.449697193 0.043640101 EGFEM1P 3 Island Body 167967446 Intragenic 

cg23783695 9.64E-26 8.21E-22 0.460956063 -3.076820967 
 

0.576459685 0.111680978 PRDM13 6 Island Body 100062259 Intragenic 
cg20674891 1.50E-25 1.12E-21 -0.262072043 -4.238028074 

 
0.456128106 0.055681811 AFAP1L1 5 S_Shore Body 148652108 Intragenic 

cg08574592 1.51E-25 1.12E-21 1.719815948 -3.945735993 
 

0.736717278 0.069600039 RORA 15 Island Body 61520873 Intragenic 
cg06045225 1.84E-25 1.27E-21 -0.61185256 -3.709541925 

 
0.400154436 0.073838381 MAST4 5 Island Body 65892993 Intragenic 

cg02779564 3.05E-25 1.99E-21 0.794465128 -4.17656349 
 

0.627144655 0.062282902 RGS20 8 Island Body 54794348 Intragenic 
cg16079958 7.68E-25 4.72E-21 -0.06097379 -4.211989896 

 
0.490897008 0.058014445 MAP1B 5 Island Body 71404742 Intragenic 

cg05652757 9.19E-25 5.35E-21 0.249899189 -3.525750262 
 

0.542144727 0.087888161 NRG2 5 Island Body 139227606 Intragenic 
cg08677932 1.54E-24 8.23E-21 -0.557256786 -3.762339316 

 
0.416900509 0.069784249 EGFEM1P 3 Island Body 167967462 Intragenic 

cg06552366 1.56E-24 8.23E-21 0.985055049 -2.853937976 
 

0.660980141 0.131520453 RBMS1 2 Island Body 161263994 Intragenic 
cg00680572 1.82E-24 9.14E-21 -0.481414096 -4.103513658 

 
0.426265538 0.057465676 NKX2-8 14 Island Body 37050691 Intragenic 

cg19635869 2.17E-24 1.04E-20 -0.246785605 -3.44152806 
 

0.458485828 0.085351004 RRAGD 6 Island Body 90121153 Intragenic 
cg10019916 2.80E-24 1.29E-20 0.257349841 -3.609380387 

 
0.542442056 0.084459931 WNT3A 1 Island Body 228196376 Intragenic 

cg17147728 3.03E-24 1.34E-20 -0.4459283 -4.946830323 
 

0.448023952 0.033072852 PYGO1 15 Island Body 55880224 Intragenic 
cg20795569 5.36E-24 2.28E-20 -0.791281367 -5.550419342 

 
0.398648735 0.022241969 TCHH 1 Island Body 152085136 Intragenic 

cg06866657 7.54E-24 3.09E-20 -0.017282076 -3.366357287 
 

0.496380932 0.091307236 LHX6 9 Island Body 124990754 Intragenic 
cg04132917 2.67E-23 1.05E-19 0.057933049 -4.785083635 

 
0.508678015 0.039829932 RORA 15 Island Body 61520001 Intragenic 

cg03982087 2.94E-23 1.12E-19 -0.376029145 -4.787835883 
 

0.442133877 0.04104504 RAB31 18 Island Body 9708920 Intragenic 
cg09504080 3.99E-23 1.47E-19 0.095319946 -4.320831156 

 
0.511049454 0.055122876 C11orf96 11 Island 1stExon, 3'UTR 43965126 Intragenic 

cg20641465 5.07E-23 1.81E-19 -0.458978585 -4.738916929 
 

0.438312717 0.038417778 PITX3 10 Island Body 103991465 Intragenic 
cg26428054 7.80E-23 2.62E-19 -0.057170693 -3.922334531 

 
0.492872751 0.067051672 DHH 12 Island Body 49484058 Intragenic 

cg12620443 7.82E-23 2.62E-19 -0.807076485 -4.781386576 
 

0.375552101 0.039189878 ZNF853 7 Island Body 6655834 Intragenic 
cg13137533 1.24E-22 4.04E-19 0.491833928 -5.168885946 

 
0.580813161 0.037887747 NA 17 Island 5'UTR, TSS1500, Body 43973292 Intragenic 

cg22060611 1.49E-22 4.71E-19 -0.048610509 -4.256857331 
 

0.491727417 0.060057627 NRG2 5 Island Body 139227610 Intragenic 
cg02739708 1.63E-22 4.88E-19 -0.017901538 -4.362201841 

 
0.4963461 0.054714993 RGS20 8 Island Body 54794183 Intragenic 

cg05719164 1.68E-22 4.88E-19 0.852839192 -5.01893825 
 

0.641919804 0.041321627 LHX4 1 Island Body 180204221 Intragenic 
cg20662616 1.68E-22 4.88E-19 -0.684539822 -3.677820191 

 
0.387097503 0.074785385 LBH 2 Island Body 30454643 Intragenic 

cg06829134 1.72E-22 4.88E-19 -0.364591012 -4.358163173 
 

0.440621076 0.054345891 AFAP1L1 5 Island Body 148651771 Intragenic 
cg25682653 2.23E-22 6.15E-19 0.089415472 -4.689247496 

 
0.5180288 0.043720336 NA 7 Island 5'UTR, Body 107301793 Intragenic 

cg26423876 2.32E-22 6.26E-19 0.483271339 -4.082536394 
 

0.579599337 0.064443306 PYGO1 15 Island Body 55880089 Intragenic 
cg00708380 3.09E-22 8.14E-19 0.193634653 -4.41485639 

 
0.539107467 0.054936953 MAP6 11 Island Body 75378502 Intragenic 

cg09694722 3.57E-22 9.17E-19 -0.021051923 -2.92997838 
 

0.49645273 0.122784576 NA 11 Island Body, TSS1500, 5'UTR 2161318 Intragenic 
cg08541518 4.14E-22 1.04E-18 1.454530301 -2.516496268 

 
0.718849488 0.16093429 BAI3 6 NA Body 69942892 Intragenic 

cg03522063 5.08E-22 1.25E-18 0.297774877 -4.337672908 
 

0.5546898 0.054855831 NA 10 Island 1stExon, 5'UTR, Body 119302167 Intragenic 
cg07571041 5.37E-22 1.29E-18 0.275196934 -2.804786111 

 
0.55163886 0.127685805 SYPL2 1 Island Body 110009770 Intragenic 

cg14161579 5.60E-22 1.32E-18 0.171972166 -3.473168526 
 

0.528211368 0.091011205 RAB31 18 Island Body 9708890 Intragenic 
cg18534318 5.82E-22 1.34E-18 -0.272563713 -3.918068027 

 
0.455402454 0.071111805 NA 1 Island Body, TSS1500 156829287 Intragenic 

cg12989733 6.47E-22 1.46E-18 -1.073829339 -6.265510621 
 

0.343917067 0.016215189 NA 17 Island 5'UTR, TSS1500, Body 43972306 Intragenic 
cg26830038 6.71E-22 1.47E-18 -0.017150607 -3.61918134 

 
0.497099059 0.084543541 FEV 2 Island Body 219846925 Intragenic 

cg25523538 6.76E-22 1.47E-18 0.582746388 -4.508523292 
 

0.591300437 0.053986293 MKX 10 Island Body 28031957 Intragenic 
cg26444995 8.21E-22 1.75E-18 -0.487430723 -3.603936057 

 
0.419221239 0.083833614 PLCL1 2 S_Shore Body 198670187 Intragenic 

cg08232905 1.05E-21 2.19E-18 0.997865131 -3.303058938 
 

0.656257301 0.106383744 ADAMTS3 4 Island Body 73434035 Intragenic 
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cg20225546 1.38E-21 2.83E-18 -0.981255751 -4.12664044 
 

0.351792934 0.056652851 EMX2OS 10 Island Body 119297575 Intragenic 
cg11189384 1.41E-21 2.83E-18 -0.048489374 -3.825653307 

 
0.492815452 0.074290379 LHX4 1 Island Body 180204379 Intragenic 

cg04243581 1.50E-21 2.96E-18 0.781165824 -3.433153305 
 

0.622250664 0.092414747 NA 7 Island 5'UTR, Body 107301842 Intragenic 
cg21986718 1.53E-21 2.96E-18 -0.110364766 -2.648183234 

 
0.481094405 0.141922799 SOGA3 6 Island Body 127837548 Intragenic 

cg21396456 1.71E-21 3.26E-18 0.314876524 -4.109563008 
 

0.552544756 0.069680342 FAM198A 3 Island Body 43021214 Intragenic 
cg26009555 1.90E-21 3.53E-18 0.293995405 -3.796293357 

 
0.543113679 0.07308125 FCRLB 1 Island Body 161695839 Intragenic 

cg02420850 1.95E-21 3.53E-18 0.02567706 -3.874008173 
 

0.509882952 0.070049381 NA 10 Island 1stExon, 5'UTR, Body 119302157 Intragenic 
cg02277965 1.95E-21 3.53E-18 -0.768902136 -3.904001363 

 
0.38539309 0.065488966 CPNE8 12 N_Shore Body 39298824 Intragenic 

cg00443645 2.00E-21 3.57E-18 -0.237730695 -5.017755632 
 

0.479592579 0.034402114 BEGAIN 14 Island Body 101034236 Intragenic 
cg22889755 3.13E-21 5.45E-18 0.372768732 -6.798874402 

 
0.561807525 0.026442969 C10orf114 10 Island 3'UTR 21783855 Intragenic 

cg16785698 3.15E-21 5.45E-18 -0.217885738 -3.623475579 
 

0.477250761 0.077332746 PDLIM3 4 Island Body 186456103 Intragenic 
cg00720137 3.24E-21 5.52E-18 -0.405028713 -5.020421367 

 
0.433368036 0.035324469 DYNLRB2 16 Island Body 80575018 Intragenic 

cg05157120 6.58E-21 1.10E-17 -0.470863551 -4.226229705 
 

0.439766263 0.052970105 GALNTL1 14 Island Body 69727352 Intragenic 
cg18863156 6.65E-21 1.10E-17 -0.89653364 -3.792726497 

 
0.362817614 0.06973548 LHX4 1 Island Body 180204417 Intragenic 

cg10250321 7.03E-21 1.14E-17 -0.283532225 -3.985117871 
 

0.464578432 0.062997183 WNT5A 3 Island Body 55520360 Intragenic 
cg09526708 8.29E-21 1.31E-17 0.113494524 -3.174180249 

 
0.519696956 0.110240962 RSPO3 6 S_Shore Body 127442648 Intragenic 

cg00960186 8.32E-21 1.31E-17 0.820679816 -4.613461022 
 

0.624612504 0.054383507 CRMP1 4 Island Body, TSS200 5890358 Intragenic 
cg09555367 8.79E-21 1.37E-17 -0.187631051 -3.366130491 

 
0.476908016 0.09118996 NA 10 Island Body, TSS200 119304719 Intragenic 

cg10838925 9.45E-21 1.45E-17 -0.692479699 -4.574186424 
 

0.390362306 0.04708264 NA 3 Island TSS1500, Body 138666318 Intragenic 
cg05402599 1.22E-20 1.83E-17 -0.575051894 -4.683052379 

 
0.425799226 0.040821468 FEV 2 Island Body 219846796 Intragenic 

cg13875536 1.23E-20 1.83E-17 -0.444711667 -3.980162944 
 

0.443879067 0.062743937 BARHL1 9 Island Body 135464814 Intragenic 
cg01318248 1.25E-20 1.84E-17 -0.89846569 -4.673498759 

 
0.378447061 0.039010081 C1orf95 1 Island Body 226736816 Intragenic 

cg14270220 1.30E-20 1.89E-17 -0.046671319 -4.465936358 
 

0.494217294 0.055833497 WNT1 12 Island Body 49374982 Intragenic 
cg15075170 1.67E-20 2.40E-17 0.041896171 -5.269146333 

 
0.541382848 0.028317764 TMEFF1 9 Island Body 103236030 Intragenic 

cg11676902 1.75E-20 2.48E-17 0.152091159 -4.157183179 
 

0.525811377 0.068944698 PRDM13 6 Island Body 100061972 Intragenic 
cg04971362 1.93E-20 2.70E-17 0.187837907 -3.630107049 

 
0.533681811 0.082627819 TLX3 5 Island 3'UTR 170738987 Intragenic 

cg20620272 1.98E-20 2.73E-17 0.008782316 -2.11625861 
 

0.501911453 0.189204572 EGFEM1P 3 Island Body 167968129 Intragenic 
cg01697719 2.70E-20 3.64E-17 0.310689289 -4.03628194 

 
0.561857648 0.061547662 TBX1 22 Island Body 19754125 Intragenic 

cg11226148 2.70E-20 3.64E-17 0.748240365 -3.314600509 
 

0.62002788 0.107115972 SLC30A3 2 Island Body 27485298 Intragenic 
cg25536137 3.24E-20 4.32E-17 0.084085894 -3.015624306 

 
0.512108303 0.114268276 FLJ45983 10 Island Body 8094142 Intragenic 

cg06016439 3.65E-20 4.78E-17 0.241929439 -3.428207793 
 

0.538083996 0.096889351 LYPD1 2 Island 5'UTR, Body 133427427 Intragenic 
cg12306414 3.67E-20 4.78E-17 0.315150376 -3.218094938 

 
0.559316465 0.099044248 LOC285548 4 Island Body 13549355 Intragenic 

cg01944958 3.85E-20 4.95E-17 -0.208106474 -3.180825884 
 

0.46579462 0.106829973 PRDM13 6 S_Shore 3'UTR 100062692 Intragenic 
cg13167664 3.98E-20 5.06E-17 0.229750668 -5.137426504 

 
0.542907448 0.039209099 NA 11 Island Body, 5'UTR 2158987 Intragenic 

cg15743922 4.53E-20 5.69E-17 -0.503702715 -4.764111662 
 

0.420056193 0.042518509 ZNF521 18 Island Body 22930545 Intragenic 
cg07940440 4.58E-20 5.70E-17 -0.196602576 -3.918775056 

 
0.479133706 0.066757051 ADAMTS3 4 N_Shore Body 73433671 Intragenic 

cg01962676 4.75E-20 5.84E-17 0.723370641 -3.600711058 
 

0.61172573 0.093336122 IGSF21 1 Island Body 18436969 Intragenic 
cg04863703 5.50E-20 6.68E-17 0.306373136 -2.854619986 

 
0.551011413 0.131324786 CACNA2D2 3 Island Body 50540224 Intragenic 

cg11052516 5.63E-20 6.77E-17 -0.28392448 -4.047881139 
 

0.454286139 0.060956631 LINC00461 5 Island Body 87957175 Intragenic 
cg01757209 6.87E-20 8.17E-17 -0.079807281 -5.97929656 

 
0.48494813 0.032564145 RBMS1 2 Island Body 161264373 Intragenic 

cg07163735 7.34E-20 8.64E-17 -0.67246655 -3.973824961 
 

0.405816245 0.060965154 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971906 Intragenic 
cg10810752 7.77E-20 9.05E-17 0.658588927 -3.180512316 

 
0.606154932 0.115398165 TAL1 1 Island Body 47691160 Intragenic 

cg06945523 8.76E-20 1.01E-16 0.449994836 -4.953902317 
 

0.576467856 0.045734342 SFTA3 14 Island Body 36974800 Intragenic 
cg04023162 9.22E-20 1.05E-16 0.352286725 -2.587090792 

 
0.557409081 0.151966664 PHPT1 9 Island Body 139744346 Intragenic 

cg22666828 1.02E-19 1.15E-16 0.02787893 -3.658970628 
 

0.505008408 0.087720218 CELF4 18 Island Body 34834325 Intragenic 
cg03339065 1.05E-19 1.18E-16 0.69596324 -4.172885247 

 
0.613287947 0.06099001 NA 10 Island Body, TSS200 119304583 Intragenic 

cg08933939 1.25E-19 1.38E-16 0.747930891 -3.658957365 
 

0.619704328 0.09398021 PRDM13 6 Island Body 100061504 Intragenic 
cg21187462 1.26E-19 1.38E-16 0.003972445 -3.891512678 

 
0.500846418 0.078677803 BNC2 9 N_Shore Body 16870091 Intragenic 

cg10380348 1.33E-19 1.44E-16 1.241134314 -2.081222494 
 

0.693229381 0.20333831 TAL1 1 Island Body 47691158 Intragenic 
cg10916569 1.56E-19 1.68E-16 0.96861589 -2.10462775 

 
0.653275084 0.199031311 BNC2 9 Island Body 16726860 Intragenic 

cg16377881 1.67E-19 1.78E-16 1.205878085 -3.179270064 
 

0.682372989 0.119169863 PRDM13 6 Island Body 100062488 Intragenic 
cg11530960 1.73E-19 1.82E-16 -0.098868934 -3.365672766 

 
0.48225908 0.096752977 DMRT2 9 Island Body 1052239 Intragenic 

cg22892860 1.77E-19 1.84E-16 0.161619971 -3.054041797 
 

0.525796509 0.117960903 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746273 Intragenic 
cg24506324 1.86E-19 1.93E-16 -0.09075163 -3.514481593 

 
0.495670242 0.084004245 BTBD11 12 S_Shore Body 107714948 Intragenic 

cg07340580 1.92E-19 1.97E-16 -0.065247149 -4.040508377 
 

0.507068703 0.064815232 NA 7 Island 5'UTR, Body, 1stExon 107301288 Intragenic 
cg21541120 2.09E-19 2.11E-16 0.175317899 -5.914470573 

 
0.526047065 0.024845637 MCC 5 Island 5'UTR, 1stExon, Body 112630413 Intragenic 
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cg00394358 2.10E-19 2.11E-16 -0.084571767 -5.241013558 
 

0.486133861 0.043355089 NRG2 5 Island Body 139283681 Intragenic 
cg16705351 2.42E-19 2.41E-16 -0.575620646 -4.984945453 

 
0.430773808 0.035418867 C1orf95 1 Island Body 226737245 Intragenic 

cg24353392 2.51E-19 2.48E-16 0.596984352 -3.48577108 
 

0.595965587 0.092582381 CRHR1 17 Island Body 43862247 Intragenic 
cg06055551 2.57E-19 2.52E-16 -0.122361528 -5.618749251 

 
0.480394402 0.032442022 XKR5 8 Island Body 6692785 Intragenic 

cg05263743 2.83E-19 2.74E-16 0.127915497 -3.055769102 
 

0.521169051 0.115147063 RBMS1 2 N_Shore Body 161263709 Intragenic 
cg09859112 2.86E-19 2.75E-16 -0.375538044 -3.943910264 

 
0.442085891 0.069870152 RORA 15 N_Shore Body 61520370 Intragenic 

cg04856689 2.99E-19 2.86E-16 0.631001305 -3.623388709 
 

0.598620592 0.088783442 CRHR1 17 Island Body 43862032 Intragenic 
cg12614029 3.19E-19 3.01E-16 -0.105188178 -4.560221645 

 
0.510587904 0.044373184 NA 11 Island Body, TSS1500, 5'UTR 2160564 Intragenic 

cg13876462 3.27E-19 3.06E-16 -0.359721723 -4.897162406 
 

0.483204229 0.034030154 TMEFF1 9 Island Body 103236040 Intragenic 
cg07009823 3.31E-19 3.08E-16 0.380510397 -3.827681933 

 
0.561688684 0.084131685 KIF6 6 Island Body 39692744 Intragenic 

cg09024340 3.40E-19 3.13E-16 -0.747511264 -4.787344583 
 

0.378297989 0.045415438 WNT5A 3 Island Body 55520476 Intragenic 
cg10058464 3.50E-19 3.20E-16 -0.297976541 -3.968168164 

 
0.473978278 0.062928016 C4orf22 4 Island Body 81257211 Intragenic 

cg00726174 3.53E-19 3.20E-16 -1.008885509 -7.641144968 
 

0.376200823 0.008167988 LRP2 2 Island Body 170218350 Intragenic 
cg13817952 3.59E-19 3.23E-16 0.687523928 -4.920888446 

 
0.611982925 0.049110106 LHX6 9 Island Body 124990456 Intragenic 

cg00892798 3.76E-19 3.35E-16 0.643134337 -3.55306298 
 

0.601639911 0.09589245 NGFR 17 Island Body 47572909 Intragenic 
cg19169976 3.79E-19 3.36E-16 -0.538006307 -3.923886582 

 
0.425692393 0.065029726 DLX3 17 Island Body 48071254 Intragenic 

cg16106368 4.15E-19 3.60E-16 0.743490997 -3.996286475 
 

0.614836126 0.077797525 CRMP1 4 Island Body, TSS200 5890369 Intragenic 
cg18326365 4.16E-19 3.60E-16 0.688071958 -2.816628199 

 
0.611598018 0.140178159 GALNTL1 14 Island Body 69727753 Intragenic 

cg20766090 4.17E-19 3.60E-16 -0.110380201 -4.100840461 
 

0.481198175 0.068484794 NA 11 Island Body, 5'UTR 2159131 Intragenic 
cg24797840 4.56E-19 3.91E-16 0.228852298 -2.765592858 

 
0.534301008 0.133150676 NA 10 Island Body, TSS1500 8095173 Intragenic 

cg23168483 5.37E-19 4.57E-16 0.544538841 -4.039321655 
 

0.595526481 0.073133371 IGDCC3 15 Island Body 65669821 Intragenic 
cg08391321 5.49E-19 4.61E-16 -0.682934856 -4.860071323 

 
0.41934701 0.035824597 MCC 5 S_Shore TSS200, Body 112630695 Intragenic 

cg12630336 5.51E-19 4.61E-16 0.531574287 -4.971027783 
 

0.587979507 0.055705876 SOX18 20 Island Body 62680505 Intragenic 
cg05528102 5.54E-19 4.61E-16 0.094970045 -3.234311644 

 
0.514778318 0.107229738 MAP1B 5 Island Body 71403804 Intragenic 

cg18900649 6.89E-19 5.69E-16 -0.710968758 -4.699390604 
 

0.388664474 0.046155362 PRDM13 6 Island Body 100062572 Intragenic 
cg02882044 7.34E-19 6.01E-16 0.952127142 -4.242119915 

 
0.640577292 0.072889313 MAP1B 5 Island Body 71404593 Intragenic 

cg06404175 7.86E-19 6.39E-16 0.499078716 -4.446405353 
 

0.597562138 0.048921947 OXT 20 Island Body 3052692 Intragenic 
cg06780705 8.15E-19 6.55E-16 0.142166046 -3.239554997 

 
0.523286606 0.110343983 SOGA3 6 Island Body 127836731 Intragenic 

cg27014927 8.18E-19 6.55E-16 -1.057459939 -6.528676834 
 

0.33327928 0.016877716 PHF21B 22 Island Body 45403808 Intragenic 
cg18940113 8.77E-19 6.98E-16 0.977509902 -5.60909964 

 
0.653234 0.044864877 RBMS1 2 Island Body 161264053 Intragenic 

cg26967579 9.17E-19 7.16E-16 0.789848395 -3.914827277 
 

0.626279983 0.086482972 MAST4 5 Island Body 65893440 Intragenic 
cg12323274 9.19E-19 7.16E-16 1.362671525 -2.320773504 

 
0.709268175 0.18485808 CELF4 18 Island Body 34834605 Intragenic 

cg09301734 9.20E-19 7.16E-16 -0.903624666 -3.806292891 
 

0.370460488 0.068263967 ST8SIA6 10 Island Body 17495810 Intragenic 
cg19844704 9.26E-19 7.17E-16 0.290817727 -3.466898876 

 
0.553028409 0.09093835 NA 10 Island Body, TSS200 119304705 Intragenic 

cg14067419 1.05E-18 8.07E-16 -0.616932399 -3.848188166 
 

0.422336671 0.066542105 LINC00092 9 Island Body 98783308 Intragenic 
cg19002337 1.06E-18 8.07E-16 -0.462933525 -4.184089132 

 
0.422704699 0.064021156 NA 11 Island Body, TSS1500, 5'UTR 2160904 Intragenic 

cg21667796 1.12E-18 8.47E-16 -0.113446459 -4.183886932 
 

0.505295001 0.055203625 MACROD1 11 Island Body 63804119 Intragenic 
cg10932068 1.13E-18 8.47E-16 0.210718759 -5.540555497 

 
0.530764862 0.039151791 TBX1 22 N_Shore Body 19748398 Intragenic 

cg08080029 1.14E-18 8.52E-16 -0.011457843 -5.192210298 
 

0.517809078 0.035766709 CHD5 1 Island Body 6239970 Intragenic 
cg12539796 1.30E-18 9.68E-16 1.438032888 -4.66004715 

 
0.717645947 0.07035434 C5orf49 5 Island Body 7850203 Intragenic 

cg08162473 1.31E-18 9.68E-16 -0.716663447 -4.847004303 
 

0.414302617 0.037345839 NA 11 Island Body, TSS1500, 5'UTR 2160721 Intragenic 
cg14595252 1.33E-18 9.75E-16 -1.330704288 -4.474024292 

 
0.309328611 0.045422434 RAB31 18 Island Body 9709061 Intragenic 

cg08512702 1.35E-18 9.82E-16 0.087269512 -3.574084241 
 

0.514513559 0.094968935 LOC285548 4 Island Body 13548915 Intragenic 
cg01627750 1.36E-18 9.86E-16 -0.634412085 -4.427518786 

 
0.39717799 0.055228163 NRG2 5 Island Body 139228242 Intragenic 

cg00906644 1.44E-18 1.03E-15 -0.689805627 -5.199133774 
 

0.440047188 0.027724285 NA 7 Island Body, TSS200 107302271 Intragenic 
cg00879447 1.46E-18 1.04E-15 0.12309268 -5.800136187 

 
0.538595669 0.027229799 CCDC85A 2 Island Body 56412077 Intragenic 

cg17026879 1.47E-18 1.04E-15 -1.055201077 -4.376036551 
 

0.341094236 0.052486099 NKX6-3 8 Island Body 41504197 Intragenic 
cg10780632 1.55E-18 1.09E-15 0.557649141 -4.299028134 

 
0.586546875 0.068659973 NA 17 Island 5'UTR, TSS1500, Body 43973522 Intragenic 

cg00308133 1.55E-18 1.09E-15 -1.291182931 -5.729502519 
 

0.328178408 0.0219342 GAMT 19 Island Body 1401118 Intragenic 
cg26944301 1.61E-18 1.12E-15 -0.782783248 -4.354711795 

 
0.377716302 0.05454988 TLX3 5 Island Body 170738524 Intragenic 

cg00584000 1.79E-18 1.24E-15 -0.490537397 -3.532956004 
 

0.429399096 0.085392955 TCHH 1 Island Body 152085187 Intragenic 
cg26791384 1.94E-18 1.33E-15 -0.232656526 -2.487544521 

 
0.464100327 0.15323776 SYCE1L 16 Island Body 77246057 Intragenic 

cg17037101 2.10E-18 1.43E-15 0.478105263 -3.237067285 
 

0.579124298 0.113663826 NA 11 Island Body, TSS1500, 5'UTR 2161314 Intragenic 
cg14608156 2.24E-18 1.52E-15 -0.314800149 -5.684043196 

 
0.484014043 0.024630844 NA 11 Island Body, TSS1500, 5'UTR 2160554 Intragenic 

cg24029414 2.27E-18 1.53E-15 -0.849929116 -4.893566598 
 

0.392660982 0.036671483 ADAM12 10 N_Shore Body 128075852 Intragenic 
cg27174438 2.30E-18 1.54E-15 0.66914987 -3.139681283 

 
0.604666333 0.111971878 NA 10 Island Body, TSS200 119304708 Intragenic 
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cg09864715 2.37E-18 1.58E-15 0.428729078 -3.55576286 
 

0.570115618 0.093961155 BEGAIN 14 Island Body 101033948 Intragenic 
cg19674138 2.45E-18 1.62E-15 -0.578839934 -4.830154791 

 
0.437583031 0.03948259 MACROD1 11 Island Body 63804021 Intragenic 

cg24655135 2.57E-18 1.69E-15 -0.26082635 -5.020190176 
 

0.470234594 0.044088255 CELF4 18 Island Body 34974340 Intragenic 
cg05385047 2.61E-18 1.71E-15 -1.032462055 -5.055973081 

 
0.348186616 0.039789656 C10orf114 10 Island 3'UTR 21783930 Intragenic 

cg16711612 2.85E-18 1.85E-15 -0.47693494 -4.947607748 
 

0.42053355 0.043647477 NRXN3 14 Island Body, TSS200 79745592 Intragenic 
cg19670923 3.24E-18 2.10E-15 -0.368899419 -5.998550818 

 
0.437664172 0.026632921 NA 17 Island 5'UTR, TSS1500, Body 43972806 Intragenic 

cg23598080 3.41E-18 2.19E-15 0.007823944 -3.320481916 
 

0.500234246 0.10416078 LHX4 1 Island Body 180204499 Intragenic 
cg10159349 3.54E-18 2.27E-15 -0.844170108 -3.89109627 

 
0.375732479 0.06819489 FERMT2 14 Island Body 53417201 Intragenic 

cg25721625 3.70E-18 2.35E-15 0.62480965 -3.301125614 
 

0.597544815 0.109044684 CXCL12 10 Island Body 44880236 Intragenic 
cg18067847 3.93E-18 2.48E-15 0.292996124 -3.058175616 

 
0.548019614 0.12338963 DYSF 2 Island TSS200, Body 71693675 Intragenic 

cg00668215 3.96E-18 2.48E-15 0.179141285 -3.165305403 
 

0.536180614 0.108703757 BARHL1 9 Island 3'UTR 135465386 Intragenic 
cg20401551 3.97E-18 2.48E-15 0.604511381 -5.541469344 

 
0.596814116 0.044568718 SCARF2 22 Island Body 20790985 Intragenic 

cg17326317 3.99E-18 2.48E-15 -0.62914663 -3.765544867 
 

0.405965677 0.076955366 ANTXR1 2 Island Body 69240950 Intragenic 
cg01667319 4.03E-18 2.49E-15 0.99558298 -2.830426405 

 
0.65306111 0.142217015 NA 11 Island Body, TSS1500, 5'UTR 2161128 Intragenic 

cg05054468 4.51E-18 2.77E-15 0.467309161 -3.863958533 
 

0.576198613 0.085660669 IGDCC3 15 Island Body 65669594 Intragenic 
cg25301406 4.53E-18 2.77E-15 -1.294811284 -4.455257499 

 
0.307269579 0.049156432 DNER 2 Island Body 230578708 Intragenic 

cg24562066 4.55E-18 2.77E-15 -0.246227163 -4.817011887 
 

0.478767975 0.042327164 FEV 2 Island Body 219849307 Intragenic 
cg04975330 4.78E-18 2.89E-15 -0.803216112 -4.881620703 

 
0.400050199 0.036329082 NKX2-3 10 Island Body 101294978 Intragenic 

cg26831706 4.81E-18 2.89E-15 -1.14047019 -5.610992586 
 

0.368705312 0.022101718 EMID2 7 Island Body 101007072 Intragenic 
cg06367702 4.91E-18 2.93E-15 -0.090716469 -3.933933037 

 
0.488663552 0.073460186 NEUROG2 4 Island Body 113435899 Intragenic 

cg04371288 5.09E-18 3.03E-15 -0.031897029 -6.295555033 
 

0.521006308 0.025213 MAP6 11 Island Body 75378500 Intragenic 
cg05288475 6.02E-18 3.56E-15 -0.23676811 -4.393754023 

 
0.459713734 0.062696493 LOC440461 17 Island Body 66195804 Intragenic 

cg02753362 6.23E-18 3.67E-15 -0.288104609 -4.104023103 
 

0.460011294 0.067722512 EMILIN2 18 Island Body 2847917 Intragenic 
cg13851144 6.29E-18 3.68E-15 -0.564776944 -5.312163567 

 
0.444201904 0.029689203 CHD5 1 Island Body 6239475 Intragenic 

cg04175957 6.31E-18 3.68E-15 -1.213133491 -4.140040922 
 

0.307641544 0.061378083 WHAMMP3 15 N_Shore Body 23207925 Intragenic 
cg11403874 6.65E-18 3.84E-15 1.14119445 -3.516935699 

 
0.672952265 0.106602089 LRP2 2 Island Body 170218594 Intragenic 

cg17484445 6.66E-18 3.84E-15 -0.243718576 -3.885149597 
 

0.482137311 0.06683476 PRTG 15 Island Body 56034817 Intragenic 
cg20129313 6.99E-18 4.00E-15 -0.649385271 -4.741601863 

 
0.39962039 0.046267282 RPRML 17 Island 3'UTR, 1stExon 45055836 Intragenic 

cg08718398 7.07E-18 4.03E-15 -0.225055182 -5.341648915 
 

0.516162347 0.027096075 NA 7 Island Body, TSS200 107302255 Intragenic 
cg10203375 7.21E-18 4.09E-15 0.864097364 -4.851911761 

 
0.631299634 0.06160485 KCNH1 1 Island Body 211307178 Intragenic 

cg14036830 7.39E-18 4.17E-15 0.694641795 -4.217551985 
 

0.610234206 0.076289856 GRIK5 19 Island Body 42503207 Intragenic 
cg15913680 7.78E-18 4.37E-15 -0.14119494 -3.394418442 

 
0.489393006 0.094376218 PDE2A 11 Island 1stExon, Body 72353343 Intragenic 

cg23202277 7.97E-18 4.45E-15 -1.098024727 -6.569299251 
 

0.364522278 0.01431421 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971911 Intragenic 
cg12880967 8.21E-18 4.56E-15 -0.27379255 -2.138746501 

 
0.459268469 0.185902372 MACROD1 11 Island Body 63804044 Intragenic 

cg14156581 8.43E-18 4.65E-15 -0.05487826 -3.721350656 
 

0.506071733 0.076848227 ZFPM2 8 Island Body 106331587 Intragenic 
cg25694979 8.46E-18 4.65E-15 0.562809589 -2.979267096 

 
0.588994731 0.129480099 ST8SIA2 15 Island Body 92938179 Intragenic 

cg14339043 9.60E-18 5.26E-15 0.077777412 -4.488085946 
 

0.509529752 0.05897526 ANKRD24 19 Island Body 4198058 Intragenic 
cg02166532 9.68E-18 5.27E-15 -0.614613895 -3.193332677 

 
0.411132324 0.101359662 NA 11 Island Body, 5'UTR, 1stExon 2159853 Intragenic 

cg26228266 9.79E-18 5.31E-15 1.051443304 -4.858633697 
 

0.663604604 0.062081442 DLGAP3 1 Island Body 35351340 Intragenic 
cg16148259 1.01E-17 5.44E-15 -0.469991965 -6.573644152 

 
0.420517988 0.026946405 NRG2 5 Island Body 139283876 Intragenic 

cg21380341 1.02E-17 5.48E-15 0.098263717 -5.413017306 
 

0.515126331 0.042659255 PLXNC1 12 Island Body 94543978 Intragenic 
cg19895164 1.03E-17 5.52E-15 -0.259610657 -4.129726591 

 
0.461928511 0.070002898 SCARF2 22 Island Body 20791024 Intragenic 

cg16501308 1.04E-17 5.54E-15 1.409708769 -2.844458256 
 

0.71198312 0.146631145 KLHL14 18 Island Body 30350221 Intragenic 
cg00371920 1.06E-17 5.58E-15 0.563849733 -6.606760643 

 
0.589359966 0.034085273 RBMS1 2 N_Shore Body 161263848 Intragenic 

cg03852018 1.06E-17 5.60E-15 0.487500695 -2.809547335 
 

0.579281055 0.14012259 KIF5C 2 S_Shore Body 149634410 Intragenic 
cg10245778 1.13E-17 5.88E-15 0.195106937 -3.338261239 

 
0.531801594 0.10654617 SOGA3 6 Island Body 127837570 Intragenic 

cg18287591 1.13E-17 5.88E-15 -0.89390726 -3.547142898 
 

0.37401916 0.079503722 TCHH 1 Island Body 152085133 Intragenic 
cg26693467 1.13E-17 5.88E-15 0.998701205 -2.016980169 

 
0.652297449 0.201464036 NA 10 Island Body 119304102 Intragenic 

cg18113535 1.17E-17 5.99E-15 1.029032452 -2.969569994 
 

0.660784544 0.136638221 DLGAP3 1 Island Body 35351185 Intragenic 
cg00652657 1.17E-17 5.99E-15 -0.144913122 -4.270284213 

 
0.47450674 0.064620482 EBF3 10 Island Body 131761587 Intragenic 

cg04274487 1.17E-17 5.99E-15 0.641577132 -3.629974867 
 

0.599445097 0.098287092 RAB31 18 Island Body 9708454 Intragenic 
cg01582473 1.18E-17 5.99E-15 1.364895215 -3.283534622 

 
0.708340924 0.123302488 GALNTL1 14 Island Body 69727860 Intragenic 

cg02921697 1.27E-17 6.47E-15 -0.802501333 -2.785451383 
 

0.37482087 0.128316752 AS3MT 10 Island Body 104629413 Intragenic 
cg04945735 1.36E-17 6.87E-15 -0.574282628 -3.841447462 

 
0.403590639 0.07772401 PDLIM3 4 Island Body 186456009 Intragenic 

cg13686751 1.42E-17 7.16E-15 0.922867446 -0.833975613 
 

0.652082153 0.36236947 FOXD4L6 9 N_Shore 3'UTR, 1stExon 69200201 Intragenic 
cg24414089 1.48E-17 7.40E-15 -0.586476299 -4.646455915 

 
0.42649768 0.045824578 MRC2 17 Island Body 60705329 Intragenic 
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cg25943372 1.57E-17 7.83E-15 -0.471777703 -4.769006965 
 

0.442655503 0.04778095 CELF4 18 Island Body 34974300 Intragenic 
cg23777600 1.66E-17 8.25E-15 -2.273297104 -5.067500973 

 
0.178649256 0.032365555 RBPJ 4 Island Body, 5'UTR 26322695 Intragenic 

cg03028236 1.68E-17 8.28E-15 0.128460646 -4.14473653 
 

0.531091905 0.06606346 IGDCC3 15 Island Body 65669811 Intragenic 
cg23977954 1.72E-17 8.44E-15 -1.392172891 -3.744557449 

 
0.298927782 0.069872201 PDE4DIP 1 Island Body 145039929 Intragenic 

cg17254388 1.86E-17 9.09E-15 -2.324204283 -5.25685378 
 

0.19831868 0.026117074 ZEB1 10 Island TSS1500, Body 31609531 Intragenic 
cg08602190 1.91E-17 9.29E-15 0.960383377 -2.820420738 

 
0.644368635 0.142334978 ADAM12 10 Island Body 128076260 Intragenic 

cg19270505 1.91E-17 9.29E-15 -0.482570792 -4.758112622 
 

0.449899907 0.044888903 RUNX3 1 Island 1stExon, Body, 5'UTR 25256705 Intragenic 
cg22674412 1.94E-17 9.39E-15 -0.175202729 -4.458959948 

 
0.481789124 0.061885949 RPRML 17 Island 3'UTR, 1stExon 45056008 Intragenic 

cg20612002 1.97E-17 9.46E-15 -0.36159456 -3.894866394 
 

0.454374373 0.071531201 MYEF2 15 Island Body 48470256 Intragenic 
cg27621528 1.98E-17 9.48E-15 -0.280873722 -3.983240724 

 
0.46010844 0.068186546 NA 2 Island Body 241392617 Intragenic 

cg03065467 2.05E-17 9.72E-15 -0.255417815 -3.770939418 
 

0.46178422 0.080004225 LOC641518 4 Island TSS200, Body 109093243 Intragenic 
cg20288892 2.05E-17 9.72E-15 0.318404494 -3.8056813 

 
0.550053512 0.085743505 CACNA2D1 7 Island Body 82072332 Intragenic 

cg20312821 2.08E-17 9.85E-15 0.057084496 -4.698145502 
 

0.515026004 0.053168981 IGDCC3 15 Island Body 65669563 Intragenic 
cg25776856 2.12E-17 9.96E-15 -0.294354565 -5.10506508 

 
0.498510182 0.03217927 NA 7 Island Body, TSS200 107302415 Intragenic 

cg24188415 2.17E-17 1.02E-14 0.287353282 -4.674271247 
 

0.568061788 0.047064637 NA 10 Island Body, TSS200 119304586 Intragenic 
cg26517849 2.18E-17 1.02E-14 -0.214295883 -3.881574454 

 
0.464998406 0.077470161 NA 11 Island Body, TSS1500, 5'UTR 2161141 Intragenic 

cg11496364 2.38E-17 1.10E-14 0.70596159 -1.052783306 
 

0.615807104 0.327810474 FOXD4L1 2 N_Shore 3'UTR, 1stExon 114258120 Intragenic 
cg23563008 2.46E-17 1.14E-14 1.169515387 -3.546334701 

 
0.682939372 0.097771544 NA 7 Island Body 96635624 Intragenic 

cg02571738 2.49E-17 1.15E-14 0.322048712 -3.486908759 
 

0.551154897 0.098129023 CHSY3 5 S_Shore Body 129242000 Intragenic 
cg00970558 2.68E-17 1.23E-14 0.460921494 -3.301466178 

 
0.57578464 0.111902547 CLEC4GP1 19 Island Body 7854469 Intragenic 

cg11767181 2.69E-17 1.23E-14 -1.024594967 -4.317992308 
 

0.3424266 0.056853908 IGSF21 1 Island Body 18436843 Intragenic 
cg26105495 2.83E-17 1.29E-14 -0.066024068 -2.297367413 

 
0.489067315 0.17641393 CRMP1 4 N_Shore Body, TSS1500 5890751 Intragenic 

cg00925557 2.86E-17 1.29E-14 0.485458173 -2.871335671 
 

0.577977613 0.134403828 RGMA 15 Island Body, TSS200 93631919 Intragenic 
cg00323695 2.93E-17 1.32E-14 0.071078188 -3.561981298 

 
0.511604954 0.093468038 DLL3 19 Island Body 39989978 Intragenic 

cg23801021 3.04E-17 1.37E-14 -1.863536666 -5.374420367 
 

0.262329014 0.0245876 PDE2A 11 Island 1stExon, Body, 5'UTR 72353434 Intragenic 
cg02697115 3.36E-17 1.50E-14 0.601972221 -3.961509992 

 
0.587043453 0.083096407 EBF3 10 Island Body 131761660 Intragenic 

cg04759335 3.39E-17 1.51E-14 -0.228493308 -4.145853335 
 

0.471322843 0.063706144 C10orf114 10 Island 3'UTR 21784250 Intragenic 
cg23048399 3.79E-17 1.68E-14 -0.285861885 -2.948994232 

 
0.452720919 0.12381714 SLC8A2 19 Island Body 47933813 Intragenic 

cg00984474 3.90E-17 1.72E-14 0.287228484 -4.601766959 
 

0.548478746 0.062218391 C5orf49 5 N_Shore Body 7850922 Intragenic 
cg12775656 3.92E-17 1.73E-14 -0.833024148 -4.15597222 

 
0.374895936 0.061675091 WDR86 7 Island Body 151078750 Intragenic 

cg23000808 4.02E-17 1.76E-14 -0.608131553 -3.725195289 
 

0.401679078 0.079528252 LINGO3 19 Island 3'UTR 2289982 Intragenic 
cg22927696 4.06E-17 1.78E-14 -1.126872324 -5.100247122 

 
0.366758321 0.030195053 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45269992 Intragenic 

cg22469841 4.20E-17 1.83E-14 -0.544396061 -5.11483014 
 

0.428819212 0.041077993 FSTL1 3 Island Body 120169368 Intragenic 
cg21864996 4.24E-17 1.84E-14 -1.312627727 -4.467956653 

 
0.318844067 0.044589446 FCRLB 1 Island Body 161695961 Intragenic 

cg03297593 4.27E-17 1.85E-14 -0.214496142 -3.547881762 
 

0.482424842 0.083904131 MYEF2 15 Island Body 48470205 Intragenic 
cg03672342 4.29E-17 1.85E-14 1.311318275 -2.263269612 

 
0.7009585 0.192589507 FLJ45983 10 Island Body 8094093 Intragenic 

cg13100764 4.38E-17 1.88E-14 -1.295070171 -5.315444096 
 

0.340818878 0.027202785 NA 11 Island TSS1500, Body 61583588 Intragenic 
cg06870728 4.53E-17 1.93E-14 0.804677702 -2.868460739 

 
0.623719733 0.130022662 NA 10 Island Body, TSS1500 8095363 Intragenic 

cg08993172 4.60E-17 1.96E-14 0.259660402 -3.051191784 
 

0.543012044 0.121660836 ALX4 11 Island Body 44327267 Intragenic 
cg07231787 4.68E-17 1.98E-14 -0.034760342 -4.227854276 

 
0.488750246 0.067773689 NRXN3 14 Island Body, TSS1500 79745403 Intragenic 

cg00446211 4.72E-17 1.99E-14 -0.695741438 -3.903395028 
 

0.407643206 0.066921463 B3GAT2 6 Island Body 71665522 Intragenic 
cg25712735 4.76E-17 2.00E-14 -0.702374085 -5.939079433 

 
0.410550765 0.02704245 ARHGEF25 12 Island 1stExon, 5'UTR, Body 58005343 Intragenic 

cg11930114 4.83E-17 2.02E-14 -1.224751947 -4.78164843 
 

0.328596955 0.040463933 LINC00461 5 N_Shore Body 87972127 Intragenic 
cg04324727 4.94E-17 2.06E-14 -0.324915857 -6.365376914 

 
0.446056786 0.022724102 NRXN3 14 Island Body, TSS200 79745579 Intragenic 

cg11352190 4.97E-17 2.07E-14 -0.790572063 -4.639612372 
 

0.406839141 0.042529118 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270000 Intragenic 
cg09547173 5.16E-17 2.14E-14 1.139018884 -2.410877455 

 
0.677298904 0.17853822 ACSL6 5 Island Body 131347187 Intragenic 

cg11911498 5.21E-17 2.15E-14 -1.193409484 -4.10028897 
 

0.337033669 0.056254082 PDE2A 11 Island 1stExon, Body, 5'UTR 72353424 Intragenic 
cg00955828 5.34E-17 2.20E-14 0.237369449 -4.225852049 

 
0.539675059 0.077506361 TAL1 1 Island Body 47691301 Intragenic 

cg26297547 5.67E-17 2.32E-14 0.141546069 -5.539054067 
 

0.522461835 0.036081119 CA4 17 Island Body 58227714 Intragenic 
cg04209727 5.75E-17 2.35E-14 -0.51214412 -3.722033277 

 
0.421118487 0.079910394 KLHL14 18 Island Body 30350441 Intragenic 

cg07657743 6.09E-17 2.48E-14 0.766289877 -3.427352227 
 

0.613615275 0.107392389 WNT7A 3 Island Body 13920689 Intragenic 
cg00748938 6.41E-17 2.60E-14 1.235210937 -2.408549529 

 
0.690518042 0.179476259 PPP4R4 14 S_Shore Body 94641781 Intragenic 

cg10254000 6.76E-17 2.73E-14 0.003994593 -5.476810806 
 

0.497589999 0.043526822 TBX1 22 N_Shore Body 19748378 Intragenic 
cg10540364 6.96E-17 2.80E-14 0.751793151 -4.779851049 

 
0.620359526 0.064816936 C10orf114 10 Island 3'UTR 21783539 Intragenic 

cg24631913 7.10E-17 2.85E-14 0.483091902 -3.53054504 
 

0.580507556 0.092723778 LINC00461 5 Island Body 87971905 Intragenic 
cg14637067 7.35E-17 2.93E-14 0.23884821 -4.833184789 

 
0.539786942 0.063306162 XKR6 8 S_Shore Body 10874215 Intragenic 
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cg17439093 7.72E-17 3.07E-14 -0.677945428 -6.256128244 
 

0.466353816 0.016194757 NA 7 Island Body, TSS200 107302364 Intragenic 
cg05593834 8.08E-17 3.19E-14 -0.632779822 -4.103587507 

 
0.430802101 0.056636125 LHX1 17 Island Body 35295726 Intragenic 

cg18364576 8.10E-17 3.19E-14 0.188369875 -3.68379555 
 

0.537354481 0.079303411 FERMT2 14 N_Shore Body 53417060 Intragenic 
cg12894449 8.10E-17 3.19E-14 1.508279875 -2.803602528 

 
0.714162634 0.134706569 NA 10 Island Body 119304104 Intragenic 

cg02869649 8.58E-17 3.37E-14 0.136903158 -3.39931384 
 

0.522370657 0.105472849 PHF21B 22 Island Body 45403700 Intragenic 
cg00136947 8.79E-17 3.43E-14 -0.260339437 -3.408146816 

 
0.464290717 0.095794401 NELL2 12 Island Body, TSS1500, TSS200 45270333 Intragenic 

cg00371453 8.81E-17 3.43E-14 0.001850893 -4.075623811 
 

0.500445787 0.078320657 CLEC4GP1 19 Island Body 7854482 Intragenic 
cg19685479 9.00E-17 3.49E-14 -0.432519038 -2.999357997 

 
0.437436006 0.11611565 NA 10 Island 1stExon, 5'UTR, Body 119302252 Intragenic 

cg07431229 9.08E-17 3.51E-14 -1.347694826 -4.586286627 
 

0.301807628 0.046377398 EMILIN2 18 S_Shore Body 2848372 Intragenic 
cg16596102 9.37E-17 3.61E-14 -0.700423979 -5.195624362 

 
0.413296437 0.037924744 FAM78B 1 Island Body 166134346 Intragenic 

cg14335579 9.59E-17 3.68E-14 -0.016887559 -3.440026185 
 

0.493279311 0.099156991 NRXN3 14 Island Body, 1stExon, 5'UTR 79745997 Intragenic 
cg20703729 9.83E-17 3.76E-14 -0.652609801 -3.556552508 

 
0.397512514 0.088092183 NA 7 S_Shore Body 96636116 Intragenic 

cg02238453 9.93E-17 3.79E-14 -0.215484017 -3.965853732 
 

0.484890796 0.068265681 SYCE1L 16 Island Body 77246048 Intragenic 
cg03666741 9.97E-17 3.79E-14 -0.016346656 -3.657495677 

 
0.522564372 0.076237814 NRIP3 11 Island Body 9025298 Intragenic 

cg01869243 1.00E-16 3.79E-14 0.196155237 -4.649582874 
 

0.527540984 0.059714723 ECEL1 2 Island Body 233350363 Intragenic 
cg09279615 1.02E-16 3.85E-14 -0.359743164 -4.260229481 

 
0.458030576 0.06014464 FAM78B 1 Island Body 166134410 Intragenic 

cg12211285 1.03E-16 3.87E-14 0.187992108 -2.26207577 
 

0.530365352 0.181836628 NPAS1 19 Island Body 47524920 Intragenic 
cg06921011 1.03E-16 3.87E-14 0.377253582 -2.293084591 

 
0.562745377 0.181598974 PAX2 10 N_Shore 3'UTR 102589467 Intragenic 

cg17591270 1.04E-16 3.90E-14 0.269751601 -2.85908058 
 

0.545305445 0.129724543 COCH 14 Island 1stExon, Body 31344150 Intragenic 
cg03279206 1.06E-16 3.96E-14 0.571329016 -2.479910105 

 
0.594402354 0.164054798 AVP 20 Island Body 3064001 Intragenic 

cg26643384 1.07E-16 3.98E-14 0.01129373 -4.89397898 
 

0.497909824 0.053635901 AFAP1L1 5 S_Shore Body 148651839 Intragenic 
cg24944109 1.12E-16 4.15E-14 0.89701993 -3.003790652 

 
0.640940882 0.133655691 SLC1A2 11 N_Shore Body 35440136 Intragenic 

cg00621240 1.18E-16 4.36E-14 -0.013244867 -4.083103037 
 

0.503277772 0.074873727 C10orf114 10 Island 3'UTR 21784314 Intragenic 
cg06261926 1.20E-16 4.41E-14 1.134143361 -3.316059034 

 
0.674511719 0.120108791 RBMS1 2 S_Shore Body 161264607 Intragenic 

cg15382095 1.38E-16 5.05E-14 0.398759914 -3.167129294 
 

0.564520057 0.121105764 NEUROD2 17 Island Body 37762367 Intragenic 
cg11527326 1.39E-16 5.08E-14 0.342704382 -3.756952844 

 
0.555449249 0.094108412 LHX5 12 Island Body 113903232 Intragenic 

cg26217504 1.40E-16 5.11E-14 -0.259781834 -4.76839379 
 

0.482844122 0.04519852 XKR5 8 Island Body 6692544 Intragenic 
cg18836493 1.41E-16 5.13E-14 -0.984177527 -5.008040012 

 
0.3866004 0.03352546 KIT 4 Island Body 55524333 Intragenic 

cg11244813 1.45E-16 5.25E-14 -1.98410198 -5.13069471 
 

0.238204394 0.029200459 PDE4DIP 1 Island Body 145039882 Intragenic 
cg20123891 1.49E-16 5.36E-14 -0.492244947 -5.314557599 

 
0.456332713 0.031676493 NXPH3 17 Island Body 47653646 Intragenic 

cg07268058 1.49E-16 5.36E-14 0.379036076 -3.571545053 
 

0.574549636 0.093334379 ISL2 15 Island Body 76630260 Intragenic 
cg18454685 1.61E-16 5.76E-14 -0.229930066 -4.13835698 

 
0.46195133 0.073337925 CACNA1G 17 Island Body 48639239 Intragenic 

cg09665320 1.65E-16 5.89E-14 0.01780526 -2.826110009 
 

0.503183449 0.13505466 EOMES 3 Island Body 27762636 Intragenic 
cg12099952 1.71E-16 6.09E-14 0.726348734 -3.577143999 

 
0.618305927 0.097818604 OXT 20 Island Body 3053037 Intragenic 

cg23748737 1.78E-16 6.30E-14 0.953569204 -2.49340301 
 

0.651261733 0.172558163 SCARF2 22 Island Body 20791733 Intragenic 
cg21742923 1.78E-16 6.30E-14 0.277592018 -4.371290701 

 
0.545834596 0.070224339 KIF5C 2 S_Shore Body 149634369 Intragenic 

cg12791492 1.79E-16 6.31E-14 0.08483318 -3.973223119 
 

0.511125808 0.082091626 HOPX 4 Island Body 57522094 Intragenic 
cg10927841 1.86E-16 6.53E-14 -2.936798685 -7.202140547 

 
0.162569418 0.007552513 FAM59B 2 Island Body 26407743 Intragenic 

cg01579950 1.89E-16 6.60E-14 -0.49165341 -5.840351049 
 

0.417660341 0.037459827 NRXN2 11 Island Body 64481018 Intragenic 
cg20099416 1.89E-16 6.60E-14 -0.76784403 -6.011897993 

 
0.414069571 0.020705405 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971919 Intragenic 

cg25987923 1.94E-16 6.75E-14 -0.627906096 -4.228729473 
 

0.395913913 0.06540715 NA 10 Island 1stExon, 5'UTR, Body 119302050 Intragenic 
cg07124686 1.95E-16 6.76E-14 -0.314131587 -3.582031967 

 
0.449711932 0.091736017 RGS20 8 Island Body, TSS1500 54792419 Intragenic 

cg09313917 2.06E-16 7.12E-14 0.023428774 -2.708119871 
 

0.503189049 0.14572674 PRKAA2 1 S_Shore Body 57111387 Intragenic 
cg02861441 2.07E-16 7.14E-14 -0.685249278 -3.83594254 

 
0.414261169 0.069660429 LOC285375 3 Island Body 13697042 Intragenic 

cg09470163 2.11E-16 7.23E-14 -1.541859577 -4.728063389 
 

0.276731372 0.043193745 AHRR 5 Island Body 322032 Intragenic 
cg10822149 2.12E-16 7.25E-14 -2.492609688 -7.183753733 

 
0.215288252 0.007864842 PDE4DIP 1 Island Body 145039893 Intragenic 

cg11491381 2.15E-16 7.36E-14 -0.482059952 -7.274477147 
 

0.463593393 0.020922453 AVP 20 Island Body 3063503 Intragenic 
cg00091964 2.20E-16 7.49E-14 -1.871989643 -4.455430787 

 
0.22842611 0.048103578 NA 2 N_Shore Body 80530891 Intragenic 

cg10229294 2.25E-16 7.64E-14 0.4521688 -4.625985477 
 

0.570971679 0.067713348 LHX5 12 Island Body 113903210 Intragenic 
cg00882235 2.29E-16 7.73E-14 -0.035112234 -3.460907197 

 
0.494966226 0.098703702 LHX4 1 Island Body 180203488 Intragenic 

cg09027651 2.29E-16 7.73E-14 -0.762663245 -3.66164111 
 

0.389079861 0.079156956 PDLIM3 4 Island Body 186456466 Intragenic 
cg25714069 2.41E-16 8.11E-14 -0.654697553 -5.673665358 

 
0.39814814 0.033788155 SCARF2 22 Island Body 20791214 Intragenic 

cg14192291 2.47E-16 8.26E-14 1.525095567 -3.031103756 
 

0.710577452 0.129151834 BARHL1 9 Island 3'UTR 135465435 Intragenic 
cg23352712 2.47E-16 8.26E-14 -1.314367064 -5.62249169 

 
0.345242166 0.023911842 LOX 5 Island Body 121412970 Intragenic 

cg23923856 2.52E-16 8.39E-14 -0.307123312 -3.187529138 
 

0.466652061 0.103460691 WNT2B 1 Island Body, 1stExon, 5'UTR 113051685 Intragenic 
cg08992818 2.61E-16 8.66E-14 -0.197724613 -4.062340964 

 
0.474449696 0.068636972 CACNA2D1 7 Island Body 82072223 Intragenic 
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cg06817516 2.65E-16 8.77E-14 -0.578666542 -4.459280271 
 

0.421708282 0.055029694 DUOX2 15 Island Body 45404896 Intragenic 
cg09783874 2.75E-16 9.08E-14 0.666440043 -2.886560311 

 
0.598082514 0.135146688 SCARF2 22 Island Body 20791553 Intragenic 

cg01691768 2.77E-16 9.12E-14 -0.321072315 -3.448134188 
 

0.467613587 0.086654331 STMN2 8 Island Body 80525126 Intragenic 
cg05781968 2.92E-16 9.57E-14 0.1610091 -3.237896207 

 
0.526490004 0.109193115 WNT5A 3 Island Body 55515607 Intragenic 

cg13412498 2.93E-16 9.58E-14 -0.185341616 -4.201661371 
 

0.5018453 0.056914053 RECK 9 Island Body 36037340 Intragenic 
cg04441780 2.94E-16 9.58E-14 -1.439631257 -3.48549497 

 
0.27278045 0.088022687 WHAMM 15 Island Body 83479272 Intragenic 

cg01636561 2.97E-16 9.66E-14 -0.098822953 -4.096899033 
 

0.505442724 0.068613461 DOCK10 2 Island Body 225906664 Intragenic 
cg16405012 3.01E-16 9.78E-14 0.581054962 -2.335113841 

 
0.599018817 0.175373901 NTF3 12 Island Body 5542395 Intragenic 

cg22111038 3.06E-16 9.90E-14 0.173135648 -3.052789643 
 

0.529358347 0.125870331 RAB3C 5 Island Body 57879168 Intragenic 
cg12627273 3.15E-16 1.02E-13 -1.009956699 -5.268309164 

 
0.398446829 0.027349871 NA 17 Island Body, TSS200 40913076 Intragenic 

cg25291355 3.17E-16 1.02E-13 -0.837361243 -5.030684946 
 

0.426414835 0.030984152 ICAM5 19 Island Body 10402167 Intragenic 
cg09478742 3.23E-16 1.04E-13 1.342589867 -2.773199727 

 
0.698569227 0.156522241 NA 17 Island 5'UTR, TSS1500, Body 43973311 Intragenic 

cg11715828 3.28E-16 1.05E-13 -0.830603452 -3.418671647 
 

0.373777368 0.090803128 RNF220 1 Island Body 44884150 Intragenic 
cg24892382 3.38E-16 1.08E-13 -1.829332262 -4.35933777 

 
0.245224833 0.04826896 HAPLN2 1 Island Body 156594631 Intragenic 

cg27457284 3.69E-16 1.17E-13 0.008176012 -2.519001901 
 

0.50130476 0.15920046 SLC1A2 11 N_Shore Body 35439994 Intragenic 
cg26746936 3.75E-16 1.19E-13 -0.730220909 -4.853477962 

 
0.38127442 0.049429492 GRIK5 19 Island Body 42503392 Intragenic 

cg01634998 3.86E-16 1.22E-13 -0.135277342 -2.012944199 
 

0.478936074 0.199202431 SLC12A5 20 Island Body 44651137 Intragenic 
cg01226265 3.97E-16 1.25E-13 0.376940881 -3.309944949 

 
0.560983388 0.115963893 FAM69C 18 Island Body 72123958 Intragenic 

cg07234865 4.01E-16 1.26E-13 -1.032350672 -3.366421353 
 

0.33985451 0.094043854 NA 1 N_Shore Body, 5'UTR 156390220 Intragenic 
cg19734870 4.04E-16 1.27E-13 0.191507772 -2.94967433 

 
0.527611756 0.126004204 LINC00461 5 Island Body 87956883 Intragenic 

cg20559000 4.08E-16 1.27E-13 -0.862400597 -6.408753476 
 

0.421159061 0.016764727 SEMA7A 15 Island Body, 5'UTR 74725593 Intragenic 
cg04015972 4.13E-16 1.29E-13 0.235645175 -2.799285524 

 
0.536570038 0.138188265 CACNA2D2 3 Island Body 50540221 Intragenic 

cg18669654 4.29E-16 1.33E-13 0.671883679 -2.728166244 
 

0.605953214 0.150684051 MACROD1 11 Island Body 63803839 Intragenic 
cg26421310 4.37E-16 1.35E-13 -0.441245027 -4.426831413 

 
0.469293361 0.050535688 RUNX3 1 Island TSS1500, Body 25257058 Intragenic 

cg13151057 4.49E-16 1.39E-13 -1.23633865 -4.0991357 
 

0.327264162 0.058527456 NA 15 Island Body, TSS1500 45405167 Intragenic 
cg00204782 4.79E-16 1.48E-13 -0.602407462 -2.94286773 

 
0.410981294 0.117140556 TBX1 22 Island Body 19753364 Intragenic 

cg02585417 4.82E-16 1.48E-13 -1.126095345 -4.306177366 
 

0.340062759 0.054177032 NA 12 Island TSS1500, Body 81330609 Intragenic 
cg15347342 5.07E-16 1.55E-13 -0.815937629 -3.49171873 

 
0.382054227 0.08653358 NR2E1 6 Island Body 108490485 Intragenic 

cg26867890 5.38E-16 1.65E-13 0.974539566 -4.577778792 
 

0.653152968 0.081576468 KIF6 6 Island Body 39692938 Intragenic 
cg15331902 5.62E-16 1.71E-13 -1.503961041 -5.341794552 

 
0.32027158 0.025516285 NA 7 Island Body, TSS200 107302261 Intragenic 

cg15611279 5.73E-16 1.74E-13 -0.786207247 -5.610207877 
 

0.402961228 0.028562919 LINC00461 5 Island Body 87972056 Intragenic 
cg16397794 5.83E-16 1.77E-13 0.018433369 -5.69245673 

 
0.529354002 0.029729004 MKX 10 Island Body 28032282 Intragenic 

cg04473302 5.86E-16 1.77E-13 -1.495952328 -5.209437052 
 

0.309068597 0.030254261 NA 7 Island 5'UTR, Body, 1stExon 107301217 Intragenic 
cg12585966 6.14E-16 1.85E-13 -0.771597539 -4.580689306 

 
0.392171029 0.048534015 FAM129C 19 Island Body 17650009 Intragenic 

cg09888562 6.15E-16 1.85E-13 -1.085424677 -5.192975745 
 

0.359836996 0.03504977 IRX3 16 Island Body 54318314 Intragenic 
cg26237168 6.27E-16 1.88E-13 -1.283479125 -4.304154483 

 
0.322385481 0.052655175 XKR6 8 N_Shore Body 10872648 Intragenic 

cg10511618 6.74E-16 2.02E-13 -0.837135631 -6.490661761 
 

0.369774941 0.025111601 NEUROG2 4 Island Body 113436232 Intragenic 
cg05102581 6.85E-16 2.04E-13 0.168463624 -5.502940657 

 
0.554261706 0.036723602 EMILIN2 18 Island Body 2847530 Intragenic 

cg01459807 6.99E-16 2.08E-13 0.577217783 -2.985984857 
 

0.593660039 0.133933199 LINGO3 19 Island Body 2290107 Intragenic 
cg06686826 7.05E-16 2.09E-13 -0.648903606 -5.696818561 

 
0.468198663 0.022696481 TRANK1 3 Island Body 36985996 Intragenic 

cg09924064 7.35E-16 2.17E-13 -0.353361475 -2.908929479 
 

0.457573198 0.119623792 ASIC2 17 Island 1stExon, Body 31618873 Intragenic 
cg01804570 7.42E-16 2.19E-13 -1.007609423 -4.968634928 

 
0.386297795 0.033148636 GPR98 5 Island Body 89854830 Intragenic 

cg19371526 7.62E-16 2.24E-13 0.904351554 -2.482352668 
 

0.637713625 0.170512388 NA 11 Island Body, TSS1500, 5'UTR 2161341 Intragenic 
cg01782227 7.69E-16 2.25E-13 -1.061720189 -5.592657815 

 
0.36686991 0.026519067 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988778 Intragenic 

cg19982471 7.72E-16 2.26E-13 -0.362069375 -2.596207935 
 

0.440151747 0.148390531 NA 2 N_Shore Body, 5'UTR 180725622 Intragenic 
cg07554734 7.84E-16 2.29E-13 -0.514424536 -3.7805085 

 
0.434873215 0.076114082 BMP6 6 N_Shore Body 7728676 Intragenic 

cg10330545 7.94E-16 2.31E-13 0.222006807 -2.534282771 
 

0.533062059 0.157617519 NLRP6 11 Island Body 280784 Intragenic 
cg22750155 7.98E-16 2.31E-13 -0.214381842 -4.924633901 

 
0.476607516 0.052600848 STMN2 8 Island Body 80524253 Intragenic 

cg11572744 7.99E-16 2.31E-13 -0.224715767 -5.465245997 
 

0.498519419 0.033286379 DPYSL3 5 Island Body 146832933 Intragenic 
cg19826544 8.04E-16 2.32E-13 -0.748987755 -6.274802645 

 
0.435404323 0.018035738 ADAM11 17 Island Body 42836745 Intragenic 

cg23904854 8.50E-16 2.45E-13 -0.557738999 -4.757533355 
 

0.459275481 0.041504825 EFHD1 2 Island Body, TSS200 233498098 Intragenic 
cg12367520 8.73E-16 2.51E-13 -0.911747259 -5.080390984 

 
0.388243388 0.035492184 REEP1 2 N_Shore Body 86564127 Intragenic 

cg08914623 9.36E-16 2.68E-13 -0.635695705 -5.845353545 
 

0.398130573 0.028124206 ALX4 11 Island Body 44327572 Intragenic 
cg10955958 9.40E-16 2.68E-13 -0.510931405 -4.222411633 

 
0.419119678 0.068440728 PTH1R 3 Island Body 46925081 Intragenic 

cg01637233 9.40E-16 2.68E-13 -0.489196895 -3.148396041 
 

0.425161689 0.109360937 OTP 5 Island Body 76933224 Intragenic 
cg20743280 1.10E-15 3.12E-13 0.456080892 -4.193994099 

 
0.572053844 0.081380307 ZNF521 18 Island Body 22930884 Intragenic 
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cg06163735 1.11E-15 3.14E-13 -0.919332332 -4.840702606 
 

0.40829693 0.034946738 TRANK1 3 Island Body 36986154 Intragenic 
cg22893791 1.12E-15 3.17E-13 -0.422595554 -3.768707149 

 
0.455997483 0.073586383 FAM59B 2 Island Body 26407628 Intragenic 

cg08219213 1.13E-15 3.19E-13 0.603964168 -2.540844132 
 

0.595396576 0.160687251 PPP4R4 14 Island Body 94641222 Intragenic 
cg04052466 1.13E-15 3.19E-13 0.403567991 -3.302543801 

 
0.563348153 0.112377354 AMH 19 Island Body 2251061 Intragenic 

cg10158886 1.15E-15 3.24E-13 -0.715232661 -3.673096668 
 

0.39768435 0.080562355 BMP6 6 Island Body 7728986 Intragenic 
cg25622481 1.17E-15 3.27E-13 -0.243047176 -3.907907603 

 
0.478106906 0.075215271 EGR4 2 Island 3'UTR 73518365 Intragenic 

cg01759761 1.20E-15 3.35E-13 0.532872761 -3.182521646 
 

0.589054475 0.126336987 C5orf49 5 Island Body 7850327 Intragenic 
cg03284649 1.22E-15 3.40E-13 -1.065703158 -4.568519064 

 
0.342639941 0.05222511 TCF4 18 NA Body 52989085 Intragenic 

cg25280092 1.26E-15 3.50E-13 -0.348786924 -4.487058197 
 

0.482957755 0.046365685 SRSF12 6 Island Body 89827135 Intragenic 
cg12249575 1.29E-15 3.58E-13 -0.496464691 -3.181680903 

 
0.433927727 0.102976373 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988805 Intragenic 

cg14314818 1.30E-15 3.59E-13 -1.061125497 -4.548323545 
 

0.35265271 0.049431494 NKX6-3 8 Island Body 41504258 Intragenic 
cg13868165 1.34E-15 3.69E-13 -0.758431194 -4.342557862 

 
0.417469467 0.050483686 FAM19A5 22 S_Shore Body 48888380 Intragenic 

cg01267522 1.34E-15 3.69E-13 -0.349693562 -4.185060158 
 

0.486045728 0.053783531 NA 10 Island Body, TSS1500 31608548 Intragenic 
cg11806528 1.36E-15 3.72E-13 -0.524281903 -3.183989224 

 
0.423277172 0.107731959 WNT2B 1 Island Body, 1stExon 113051977 Intragenic 

cg06286685 1.39E-15 3.82E-13 -0.887520831 -5.034549887 
 

0.373687924 0.03682954 BTBD11 12 S_Shore Body 107714930 Intragenic 
cg08929548 1.46E-15 3.99E-13 -1.230460041 -5.189041448 

 
0.360079853 0.030389237 NEUROG2 4 Island Body 113436625 Intragenic 

cg24321347 1.47E-15 4.00E-13 1.487964999 -2.690395331 
 

0.716654495 0.165578358 LINGO3 19 Island Body 2290024 Intragenic 
cg05052633 1.48E-15 4.02E-13 -0.317318145 -4.955377391 

 
0.473804141 0.046933155 ADAP2 17 Island Body 29249485 Intragenic 

cg20395153 1.49E-15 4.04E-13 -0.398875624 -4.877913252 
 

0.497592142 0.034518744 MKX 10 Island Body 28031385 Intragenic 
cg23027580 1.49E-15 4.04E-13 0.633196415 -2.549207617 

 
0.59395204 0.16218084 CRH 8 Island Body 67089513 Intragenic 

cg00398130 1.51E-15 4.08E-13 0.766283177 -2.427617553 
 

0.624466117 0.169766053 STMN2 8 Island Body 80525764 Intragenic 
cg16840523 1.53E-15 4.12E-13 -0.349089787 -3.916143656 

 
0.467374168 0.068684833 STMN2 8 Island Body 80524883 Intragenic 

cg07598549 1.58E-15 4.25E-13 0.157268714 -2.90863411 
 

0.528697335 0.132357663 NA 7 S_Shore Body 96635868 Intragenic 
cg06615152 1.59E-15 4.25E-13 1.604953793 -1.151664721 

 
0.735541239 0.320052062 AMH 19 Island Body 2250561 Intragenic 

cg05783915 1.59E-15 4.25E-13 0.739605172 -3.506813293 
 

0.615181057 0.111035094 NA 10 Island 1stExon, 5'UTR, Body 119302062 Intragenic 
cg14100888 1.63E-15 4.34E-13 0.049227551 -3.728069877 

 
0.507232037 0.09235421 LMX1B 9 S_Shore Body 129445599 Intragenic 

cg26672794 1.63E-15 4.34E-13 -0.316264741 -3.901113344 
 

0.477448634 0.070080597 RUNX3 1 Island TSS1500, Body 25257131 Intragenic 
cg00630724 1.64E-15 4.35E-13 -0.053208239 -4.686084624 

 
0.4995938 0.060085815 PITX3 10 Island Body 103991299 Intragenic 

cg00193490 1.65E-15 4.35E-13 -0.713506722 -3.076746534 
 

0.392674976 0.111576884 ICAM5 19 Island Body 10402525 Intragenic 
cg05494069 1.65E-15 4.35E-13 -1.087545713 -4.678624562 

 
0.335044978 0.049950408 PRKAA2 1 S_Shore Body 57111499 Intragenic 

cg04532952 1.65E-15 4.35E-13 -0.60872621 -5.169598411 
 

0.404257652 0.039891768 CA4 17 N_Shore Body 58227745 Intragenic 
cg22197787 1.69E-15 4.45E-13 -0.948395833 -4.352248945 

 
0.353543108 0.059984056 KCNH1 1 Island Body 211306986 Intragenic 

cg07435359 1.71E-15 4.49E-13 -0.925877342 -5.528789572 
 

0.398702214 0.026825123 FAM189A1 15 Island Body 29862036 Intragenic 
cg00170003 1.75E-15 4.57E-13 -0.641203576 -3.70071646 

 
0.408977578 0.080186938 NR2E1 6 Island Body 108490371 Intragenic 

cg13629563 1.77E-15 4.62E-13 -0.582286571 -4.402151615 
 

0.446248884 0.051036985 RUNX3 1 Island Body, TSS200 25256949 Intragenic 
cg24592912 1.78E-15 4.62E-13 -1.052399494 -4.03490761 

 
0.358125189 0.060648208 PCOLCE2 3 Island Body 142607280 Intragenic 

cg00730653 1.79E-15 4.64E-13 -0.035609595 -4.431853475 
 

0.491241085 0.070266059 WNT7A 3 Island Body 13920053 Intragenic 
cg01468621 1.79E-15 4.64E-13 0.778904104 -3.270635866 

 
0.61313818 0.119037175 BRSK2 11 Island Body 1411609 Intragenic 

cg00139244 1.80E-15 4.64E-13 -0.804613319 -4.320522164 
 

0.415800179 0.049121668 NA 10 Island Body, TSS1500 31608402 Intragenic 
cg07754999 1.86E-15 4.79E-13 0.272129349 -3.687704143 

 
0.556550074 0.082138582 PITX3 10 Island Body 103991057 Intragenic 

cg25089142 1.86E-15 4.79E-13 -1.185558606 -6.44116786 
 

0.379551704 0.016388438 BTBD11 12 S_Shore Body 107714673 Intragenic 
cg10086212 1.88E-15 4.82E-13 0.682077856 -5.357531495 

 
0.616899128 0.043774956 DHH 12 Island Body 49484169 Intragenic 

cg00559939 1.89E-15 4.84E-13 0.331053538 -2.844683659 
 

0.551822433 0.134144006 NA 2 Island Body, TSS200 173600969 Intragenic 
cg04272011 1.99E-15 5.08E-13 0.958045848 -2.34035174 

 
0.649055056 0.186007414 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746359 Intragenic 

cg03334130 2.05E-15 5.23E-13 0.767124153 -3.994632415 
 

0.620513071 0.092423525 CSMD3 8 S_Shelf Body 114447161 Intragenic 
cg24845848 2.09E-15 5.30E-13 0.142987822 -3.70543975 

 
0.53826825 0.080853141 NKX6-1 4 Island Body 85414873 Intragenic 

cg23597057 2.09E-15 5.30E-13 -0.168941512 -3.528111446 
 

0.480611743 0.091027146 KCNN3 1 Island Body 154733198 Intragenic 
cg19267325 2.11E-15 5.34E-13 -2.023188971 -5.664267732 

 
0.257155207 0.020534674 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270229 Intragenic 

cg14506196 2.33E-15 5.90E-13 -0.577608372 -4.592994632 
 

0.44634549 0.048201481 NKX2-3 10 Island Body 101295400 Intragenic 
cg19900371 2.40E-15 6.04E-13 -1.005184593 -5.974884637 

 
0.377263588 0.021444645 FERMT2 14 Island Body 53417241 Intragenic 

cg05131533 2.43E-15 6.10E-13 -0.882831281 -4.063431234 
 

0.381318671 0.060798822 PSD 10 N_Shore Body 104169209 Intragenic 
cg17563235 2.44E-15 6.12E-13 0.497161279 -2.792314631 

 
0.580198092 0.145769756 CACNA2D3 3 S_Shore Body 54157725 Intragenic 

cg25425784 2.53E-15 6.34E-13 0.634167379 -3.924995308 
 

0.599915091 0.093222246 DLL3 19 Island Body 39990055 Intragenic 
cg07137034 2.55E-15 6.38E-13 0.095322835 -3.164410198 

 
0.51850855 0.119343795 AHRR 5 Island Body 322321 Intragenic 

cg06833203 2.59E-15 6.44E-13 -1.17645313 -4.683803527 
 

0.329876144 0.045291869 SYDE1 19 Island Body 15218579 Intragenic 
cg22097768 2.60E-15 6.47E-13 -0.345467262 -5.000623292 

 
0.453159648 0.05143368 KCNH6 17 Island Body 61615913 Intragenic 
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cg16218980 2.66E-15 6.59E-13 0.612632884 -3.539931485 
 

0.593481455 0.107913073 RGMA 15 Island Body, TSS1500 93631991 Intragenic 
cg04204831 2.78E-15 6.89E-13 0.995258777 -3.910697169 

 
0.655124054 0.103389603 LOC255167 5 Island Body, TSS200 6583394 Intragenic 

cg24407327 2.81E-15 6.94E-13 -0.684274544 -4.194871324 
 

0.408892479 0.061507411 NRXN2 11 S_Shore TSS1500, Body 64411428 Intragenic 
cg21607453 2.90E-15 7.15E-13 -0.771081736 -4.302692681 

 
0.421967278 0.049119943 LINC00092 9 Island Body 98783545 Intragenic 

cg25225073 2.92E-15 7.17E-13 -0.715222719 -3.615346714 
 

0.385446302 0.088311984 KCNK13 14 S_Shore Body 90528983 Intragenic 
cg02508567 2.95E-15 7.23E-13 0.388432106 -3.12670821 

 
0.56698594 0.124122506 TCF7L1 2 Island Body 85361184 Intragenic 

cg03232051 2.96E-15 7.23E-13 -1.407786218 -5.615034878 
 

0.339001397 0.023166796 LHX1 17 Island Body 35295683 Intragenic 
cg05719720 3.00E-15 7.33E-13 0.075857992 -3.732454611 

 
0.524469132 0.08877759 ATP12A 13 Island Body 25254963 Intragenic 

cg21386140 3.04E-15 7.41E-13 -0.381380513 -2.693504025 
 

0.441119192 0.138689696 KCNN3 1 Island Body 154733240 Intragenic 
cg04407853 3.06E-15 7.45E-13 -0.885923575 -6.414107706 

 
0.43675256 0.014913233 FHOD3 18 Island Body 33878230 Intragenic 

cg13601799 3.08E-15 7.47E-13 0.241090684 -4.095135796 
 

0.540613843 0.085398236 CDKN2A 9 Island 1stExon, Body 21974704 Intragenic 
cg01559726 3.10E-15 7.50E-13 -0.27862326 -3.927372581 

 
0.461075853 0.080552726 CACNA2D3 3 S_Shore Body 54157894 Intragenic 

cg15971888 3.20E-15 7.74E-13 0.845287109 -4.445738482 
 

0.627062524 0.077565227 CRH 8 Island Body 67089599 Intragenic 
cg25509174 3.23E-15 7.78E-13 0.298881575 -5.022492605 

 
0.58997135 0.038994921 PCOLCE2 3 Island Body 142607511 Intragenic 

cg14552376 3.28E-15 7.89E-13 -0.897464198 -4.521546833 
 

0.386549654 0.04937439 CCDC85A 2 S_Shore Body 56412597 Intragenic 
cg09010998 3.31E-15 7.93E-13 -0.278128086 -4.661032499 

 
0.503106352 0.039816057 NA 10 Island Body, TSS200, 1stExon 31608207 Intragenic 

cg11896271 3.32E-15 7.93E-13 -0.238772068 -3.174869034 
 

0.465900232 0.111715148 PANX2 22 Island 1stExon, Body 50609327 Intragenic 
cg25282783 3.32E-15 7.93E-13 -0.254329937 -3.663821443 

 
0.465071087 0.088975789 IGF2BP3 7 Island Body 23508548 Intragenic 

cg07234569 3.39E-15 8.07E-13 -0.394573506 -5.265950782 
 

0.436597737 0.041157156 NA 5 Island Body, TSS1500 17216679 Intragenic 
cg26571942 3.40E-15 8.08E-13 -0.773705048 -5.52298189 

 
0.428469298 0.027215741 LBH 2 Island Body 30455099 Intragenic 

cg16403669 3.44E-15 8.16E-13 -0.045931858 -3.643919878 
 

0.493571748 0.090079783 FAM78B 1 Island Body 166135267 Intragenic 
cg23817042 3.47E-15 8.23E-13 -2.226517966 -5.500435297 

 
0.224185325 0.022694602 MKX 10 Island Body 28031269 Intragenic 

cg21918126 3.48E-15 8.23E-13 -0.218860344 -4.273647441 
 

0.462044819 0.071233428 NRXN3 14 Island Body, TSS200 79745471 Intragenic 
cg18486906 3.55E-15 8.38E-13 1.026776388 -1.691267969 

 
0.659648795 0.250053834 OSBP2 22 Island Body 31218227 Intragenic 

cg06254440 3.64E-15 8.57E-13 0.340363006 -2.937654873 
 

0.55081412 0.134175211 LHX2 9 Island Body 126779285 Intragenic 
cg08286012 3.66E-15 8.60E-13 -0.916232379 -4.766216589 

 
0.398301764 0.039146687 C4orf22 4 Island Body 81257041 Intragenic 

cg21846305 3.70E-15 8.67E-13 0.041831072 -2.918395082 
 

0.511078842 0.127786842 NELL2 12 Island Body, TSS1500, TSS200 45270304 Intragenic 
cg16539272 3.71E-15 8.69E-13 0.624515625 -2.359688091 

 
0.602940022 0.180639632 GRID1 10 Island Body 88125351 Intragenic 

cg16367989 3.74E-15 8.73E-13 -0.517794497 -3.665621832 
 

0.42084169 0.086598006 PANX2 22 Island 1stExon, Body 50609333 Intragenic 
cg11315979 3.84E-15 8.95E-13 -0.486129812 -1.964195812 

 
0.421215678 0.205377993 PTH2 19 Island Body 49925920 Intragenic 

cg09112687 3.86E-15 8.96E-13 0.450405635 -3.813772338 
 

0.568310053 0.094809613 RORA 15 Island Body 61521000 Intragenic 
cg08154280 3.91E-15 9.08E-13 -0.174144202 -3.654019619 

 
0.474665247 0.091881146 NA 2 N_Shore Body, 5'UTR 80530948 Intragenic 

cg01101510 4.06E-15 9.38E-13 -0.622376579 -5.301813292 
 

0.444773898 0.031893607 NA 17 Island Body, TSS200 40913055 Intragenic 
cg22112051 4.06E-15 9.38E-13 1.365671445 -2.758305688 

 
0.699844834 0.161613018 LINGO3 19 Island Body 2290022 Intragenic 

cg03263929 4.15E-15 9.57E-13 -1.163274452 -5.718432224 
 

0.34292652 0.034154479 PVALB 22 Island Body 37212906 Intragenic 
cg20238128 4.18E-15 9.61E-13 0.413642828 -4.305415583 

 
0.588391102 0.073201534 MIR548H4 15 NA Body 69136412 Intragenic 

cg27116888 4.22E-15 9.69E-13 -0.930301475 -6.103239535 
 

0.362857249 0.024730503 SALL3 18 NA Body 76746337 Intragenic 
cg23232615 4.29E-15 9.83E-13 -1.014745895 -6.656240104 

 
0.444509694 0.012142965 NA 10 Island Body, TSS200, 1stExon 31608212 Intragenic 

cg26337312 4.31E-15 9.85E-13 -0.469109321 -3.447979145 
 

0.422844058 0.098246054 LMX1A 1 Island Body 165321741 Intragenic 
cg09853371 4.43E-15 1.01E-12 0.629059623 -3.687700531 

 
0.593971735 0.101973415 HOPX 4 Island Body 57522145 Intragenic 

cg23495733 4.45E-15 1.01E-12 -0.193492212 -5.269907116 
 

0.467476715 0.055238203 CPNE8 12 N_Shore Body 39299132 Intragenic 
cg10113334 4.50E-15 1.02E-12 -2.006254805 -5.124780811 

 
0.230242443 0.031572854 CSMD3 8 S_Shelf Body 114447871 Intragenic 

cg04691173 4.51E-15 1.02E-12 -0.765600762 -3.646783358 
 

0.397690311 0.078893496 NKX2-3 10 Island Body 101294926 Intragenic 
cg10738239 4.57E-15 1.03E-12 0.577118457 -2.866661015 

 
0.586588868 0.141795734 SOX21 13 Island 1stExon, 3'UTR 95363371 Intragenic 

cg19585156 4.61E-15 1.04E-12 0.91124635 -2.587480818 
 

0.637411601 0.166439409 IGSF21 1 N_Shore Body 18436490 Intragenic 
cg14777561 4.72E-15 1.06E-12 -0.143046711 -3.401043956 

 
0.495555363 0.093901178 DBX1 11 N_Shore Body 20180336 Intragenic 

cg07152460 5.04E-15 1.13E-12 -0.78782109 -2.830328267 
 

0.383368712 0.125376672 NA 11 Island TSS1500, Body 61583560 Intragenic 
cg08979862 5.08E-15 1.14E-12 0.009486305 -3.496745734 

 
0.498605671 0.102524946 CXCL12 10 Island Body 44880128 Intragenic 

cg16977706 5.12E-15 1.15E-12 -0.625958573 -2.768517577 
 

0.407290368 0.130691593 NA 11 Island Body, 5'UTR, 1stExon 2160129 Intragenic 
cg04564980 5.16E-15 1.15E-12 -0.998058033 -4.482971426 

 
0.367992671 0.05040052 KNDC1 10 S_Shore Body 134974877 Intragenic 

cg02731293 5.21E-15 1.16E-12 -0.603260406 -3.896943892 
 

0.426239682 0.070503111 PRKG1 10 Island Body, TSS200 52834076 Intragenic 
cg23108709 5.26E-15 1.17E-12 1.110604824 -3.447791284 

 
0.667833857 0.120912287 FEV 2 Island Body 219847136 Intragenic 

cg24337338 5.51E-15 1.22E-12 -1.530222473 -5.377469825 
 

0.28518825 0.033941617 SYDE1 19 Island Body 15218614 Intragenic 
cg06977689 5.56E-15 1.23E-12 -0.764594745 -4.0780212 

 
0.382472791 0.070232555 PARD6G 18 Island Body 78004474 Intragenic 

cg05721515 5.56E-15 1.23E-12 0.36017641 -3.505843951 
 

0.565393348 0.095747113 NA 10 Island Body, TSS1500 8095288 Intragenic 
cg02611892 5.67E-15 1.25E-12 -2.732943517 -6.303567711 

 
0.170064322 0.014239989 ISLR2 15 Island 3'UTR 74428574 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S7 
 

cg25383503 5.68E-15 1.25E-12 0.103977006 -4.027073445 
 

0.515283008 0.083836698 CRLF1 19 N_Shore Body 18714552 Intragenic 
cg19753230 5.76E-15 1.27E-12 -0.81129007 -4.459408474 

 
0.372698087 0.060451817 VAV3 1 N_Shore Body 108506812 Intragenic 

cg18136062 5.97E-15 1.31E-12 1.413295722 -3.364922728 
 

0.690553481 0.109340151 RORA 15 Island Body 61520931 Intragenic 
cg10800833 5.99E-15 1.31E-12 0.570860789 -3.395620492 

 
0.592860836 0.113785766 HOPX 4 Island Body 57521657 Intragenic 

cg23429903 6.05E-15 1.32E-12 0.22743667 -4.671100722 
 

0.56402787 0.060800988 EPHA3 3 NA Body 89157002 Intragenic 
cg04970352 6.08E-15 1.33E-12 0.83609 -3.684259458 

 
0.631982654 0.109558015 ALX4 11 Island Body 44327399 Intragenic 

cg17978562 6.19E-15 1.35E-12 -1.989936312 -4.617927083 
 

0.227740005 0.042161337 EDIL3 5 N_Shore Body 83678480 Intragenic 
cg08797606 6.22E-15 1.35E-12 -1.015658826 -5.161757948 

 
0.339868436 0.047328447 LINC00461 5 Island Body 87956769 Intragenic 

cg08570472 6.24E-15 1.35E-12 -1.141962353 -3.684054241 
 

0.337873572 0.075721604 FAM59B 2 Island Body 26408040 Intragenic 
cg10586510 6.25E-15 1.35E-12 0.875497637 -2.468006239 

 
0.633551414 0.174768911 SMO 7 Island Body 128829365 Intragenic 

cg09546168 6.37E-15 1.38E-12 0.208106546 -3.951358931 
 

0.554421316 0.079797206 SYCE1L 16 Island Body 77246495 Intragenic 
cg15314170 6.52E-15 1.40E-12 0.061191556 -4.239998904 

 
0.513383889 0.074295765 SIRPA 20 S_Shore Body, 1stExon 1876131 Intragenic 

cg07239592 6.53E-15 1.40E-12 -0.171569869 -4.222962164 
 

0.4897052 0.062061835 POU6F2 7 Island Body 39453625 Intragenic 
cg07528097 6.56E-15 1.41E-12 -1.252566671 -4.609940454 

 
0.350661384 0.040778632 TRANK1 3 Island Body 36985697 Intragenic 

cg21968324 6.65E-15 1.42E-12 -0.940046312 -6.391857143 
 

0.385730577 0.023262626 CCDC85A 2 Island Body 56412060 Intragenic 
cg27537290 6.66E-15 1.42E-12 -0.73734942 -3.589845083 

 
0.390406945 0.085337625 CSMD3 8 S_Shelf Body 114448721 Intragenic 

cg02863489 6.90E-15 1.47E-12 -1.354881065 -5.375436629 
 

0.331475853 0.029746555 PRSS27 16 Island Body 2765710 Intragenic 
cg01764082 7.02E-15 1.50E-12 -0.089328359 -4.724236346 

 
0.534279579 0.041844288 LINC00092 9 Island Body 98784014 Intragenic 

cg25836567 7.05E-15 1.50E-12 0.511924959 -2.950426334 
 

0.58551436 0.133762928 WNT9B 17 Island Body 44929689 Intragenic 
cg24024176 7.13E-15 1.51E-12 0.114102922 -3.497102305 

 
0.524334179 0.101428952 C10orf114 10 Island 3'UTR 21784395 Intragenic 

cg24130711 7.19E-15 1.52E-12 -0.849981427 -3.826119867 
 

0.385326993 0.071691589 CCDC85A 2 S_Shore Body 56412924 Intragenic 
cg00082219 7.21E-15 1.52E-12 1.817562621 -1.869751618 

 
0.751090875 0.238261581 FEV 2 Island 3'UTR 219846299 Intragenic 

cg05713206 7.32E-15 1.54E-12 -1.138345888 -3.384005237 
 

0.337421392 0.08843688 KCNH6 17 Island Body 61615622 Intragenic 
cg12500976 7.65E-15 1.61E-12 -0.419363864 -3.452345644 

 
0.455662313 0.088704176 EFHD1 2 Island Body, TSS200 233498078 Intragenic 

cg26029554 8.05E-15 1.69E-12 -1.07513156 -4.691815148 
 

0.381087089 0.039748043 PRSS27 16 Island Body 2765620 Intragenic 
cg21507095 8.17E-15 1.71E-12 -0.892569129 -4.155102893 

 
0.393762814 0.055159517 TBX1 22 Island Body, 3'UTR 19754448 Intragenic 

cg20864389 8.22E-15 1.72E-12 -0.269303879 -4.247434327 
 

0.469233857 0.070755689 DLG2 11 NA Body 84431970 Intragenic 
cg10773064 8.28E-15 1.73E-12 -0.635559561 -3.823062914 

 
0.427908661 0.069409818 GPR98 5 Island Body 89854821 Intragenic 

cg27430961 8.35E-15 1.74E-12 -0.223962212 -4.271023652 
 

0.481182478 0.068510998 SYCE1L 16 Island Body 77246657 Intragenic 
cg14284469 8.71E-15 1.81E-12 -0.913560351 -4.204680845 

 
0.394542295 0.055013144 STMN2 8 Island Body 80525214 Intragenic 

cg00462525 8.90E-15 1.85E-12 -0.979479845 -3.594495468 
 

0.369939173 0.077623863 TBR1 2 Island Body 162275396 Intragenic 
cg08256088 8.95E-15 1.86E-12 -0.01305773 -3.983442239 

 
0.498997098 0.083509714 NKX1-2 10 Island Body 126137924 Intragenic 

cg09935045 9.05E-15 1.87E-12 0.235907267 -3.532400836 
 

0.538471347 0.105229475 PRKAA2 1 Island Body 57111199 Intragenic 
cg06637963 9.11E-15 1.88E-12 -0.35747015 -5.266081285 

 
0.512386074 0.027693025 NA 10 Island Body, TSS200, 1stExon 31608188 Intragenic 

cg19830000 9.20E-15 1.90E-12 -0.034045499 -3.134399772 
 

0.500005163 0.114368202 NELL2 12 Island Body, TSS1500, TSS200 45270312 Intragenic 
cg04508482 9.22E-15 1.90E-12 -0.40651547 -4.256846993 

 
0.465955875 0.06048735 IDUA 4 Island Body 996280 Intragenic 

cg02393845 9.25E-15 1.90E-12 -0.84441737 -3.752830358 
 

0.382509645 0.075805552 LHX9 1 Island Body 197887438 Intragenic 
cg20755820 9.32E-15 1.91E-12 -1.203319572 -4.061433218 

 
0.328953848 0.062660292 DNER 2 Island Body 230578770 Intragenic 

cg27125972 9.69E-15 1.98E-12 -0.912165386 -4.731576037 
 

0.362438346 0.050716663 PRDM13 6 S_Shore 3'UTR 100062855 Intragenic 
cg23422659 9.71E-15 1.98E-12 -1.036775716 -4.414387689 

 
0.34014603 0.053811814 WNT9B 17 Island Body 44929215 Intragenic 

cg13492159 9.71E-15 1.98E-12 -0.075795251 -4.229393804 
 

0.499073608 0.064990699 BTBD11 12 S_Shore Body 107714826 Intragenic 
cg26775191 9.72E-15 1.98E-12 0.089681907 -3.470142809 

 
0.515093713 0.099009776 RAX 18 Island 3'UTR 56934834 Intragenic 

cg16238918 9.80E-15 1.99E-12 0.111539334 -2.519327615 
 

0.519753317 0.163843486 PARD6G 18 Island Body 78004303 Intragenic 
cg00706697 9.83E-15 2.00E-12 0.078393896 -3.714111319 

 
0.509367435 0.089902045 PRR25 16 Island Body 863475 Intragenic 

cg27225220 1.03E-14 2.09E-12 -0.058613876 -2.657661882 
 

0.498305223 0.140254604 LHX9 1 S_Shore Body 197881774 Intragenic 
cg11948456 1.04E-14 2.10E-12 -0.633312433 -5.952118092 

 
0.424443931 0.033220024 MIR548N 2 Island Body 179278332 Intragenic 

cg16909109 1.12E-14 2.26E-12 -0.398900206 -4.474657783 
 

0.434053964 0.067553255 KIF6 6 Island Body 39692861 Intragenic 
cg08119275 1.13E-14 2.29E-12 -1.150567572 -5.167454354 

 
0.367021889 0.031488383 MT3 16 Island Body 56623549 Intragenic 

cg25020459 1.17E-14 2.36E-12 -1.69263567 -5.103601034 
 

0.295472262 0.029593296 COL6A1 21 N_Shore Body 47402144 Intragenic 
cg02971654 1.21E-14 2.42E-12 -0.13827715 -3.060839211 

 
0.473629804 0.122725131 NRXN3 14 Island Body, TSS1500 79745343 Intragenic 

cg14791547 1.21E-14 2.42E-12 -1.891318174 -4.54218872 
 

0.242524027 0.043470461 HTRA1 10 S_Shore Body 124222263 Intragenic 
cg18454863 1.22E-14 2.45E-12 -0.350242724 -2.292057727 

 
0.441956154 0.1777393 NA 9 Island Body 70972325 Intragenic 

cg12548634 1.25E-14 2.50E-12 0.261355326 -3.337071129 
 

0.539009329 0.108720179 RNF220 1 Island Body 44884109 Intragenic 
cg22538396 1.26E-14 2.52E-12 -1.082979237 -4.185163151 

 
0.359465137 0.056103086 MYOZ3 5 Island Body 150051914 Intragenic 

cg12120904 1.28E-14 2.55E-12 0.83237834 -0.630368628 
 

0.635021479 0.393530278 SYCE1L 16 Island Body 77246651 Intragenic 
cg06912172 1.28E-14 2.55E-12 0.9698672 -2.529940401 

 
0.644951475 0.170548537 MAST4 5 Island Body 65893538 Intragenic 
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cg24740587 1.29E-14 2.55E-12 -0.631994848 -3.787901971 
 

0.404046538 0.080983068 ABCC8 11 Island Body 17497808 Intragenic 
cg18863848 1.29E-14 2.55E-12 -2.570117672 -4.570013535 

 
0.161639914 0.041648958 GRID2IP 7 Island Body 6570566 Intragenic 

cg14989164 1.31E-14 2.58E-12 -1.188175035 -3.955366987 
 

0.329763927 0.066383357 LHX4 1 S_Shore Body 180205157 Intragenic 
cg06685464 1.32E-14 2.61E-12 -0.823176829 -6.052965809 

 
0.462166159 0.017570561 SCARF2 22 Island Body 20790837 Intragenic 

cg19113326 1.34E-14 2.64E-12 -0.195990206 -3.991581691 
 

0.49224672 0.074011289 POU6F2 7 Island Body 39454157 Intragenic 
cg05859777 1.38E-14 2.72E-12 1.072768457 -2.440204049 

 
0.664917263 0.181337486 NA 11 Island Body, TSS1500, 5'UTR 2161102 Intragenic 

cg08382235 1.40E-14 2.75E-12 -1.168438583 -5.820059528 
 

0.37672419 0.023241252 TBX1 22 Island Body 19754251 Intragenic 
cg01088070 1.42E-14 2.78E-12 -0.737966648 -4.770668799 

 
0.383504899 0.055452406 B3GAT2 6 Island Body 71665395 Intragenic 

cg01970519 1.43E-14 2.80E-12 -0.918221044 -3.940288297 
 

0.350751748 0.075887738 NPAS1 19 Island Body 47524918 Intragenic 
cg03313654 1.44E-14 2.82E-12 -1.098096031 -3.956842074 

 
0.340599335 0.067476921 PRR25 16 Island Body 863510 Intragenic 

cg06299833 1.46E-14 2.84E-12 1.238804959 -2.681323475 
 

0.689142283 0.166687924 NKX1-2 10 Island Body 126136709 Intragenic 
cg18232871 1.48E-14 2.89E-12 -0.643598783 -3.203320105 

 
0.392211177 0.111920951 EPHA8 1 S_Shore Body 22890264 Intragenic 

cg23493031 1.50E-14 2.92E-12 -1.917216452 -4.157674915 
 

0.23716978 0.054161743 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988854 Intragenic 
cg22583333 1.51E-14 2.92E-12 1.005960331 -3.136379275 

 
0.658859481 0.139860024 PLCL1 2 Island Body 198670143 Intragenic 

cg11525941 1.51E-14 2.93E-12 -1.043049323 -4.123712031 
 

0.347484621 0.060063639 LINC00461 5 Island Body 87971950 Intragenic 
cg21657876 1.53E-14 2.96E-12 -1.794876668 -5.781827125 

 
0.306924895 0.018743262 PDE2A 11 Island TSS1500, Body 72354022 Intragenic 

cg00687122 1.56E-14 3.01E-12 -1.066852572 -4.676155245 
 

0.365917963 0.045705307 POU6F2 7 Island Body 39454090 Intragenic 
cg14186963 1.59E-14 3.07E-12 -0.87768656 -4.375054274 

 
0.405253112 0.048186483 WNT2B 1 Island Body, 1stExon, 5'UTR 113051777 Intragenic 

cg17330672 1.62E-14 3.12E-12 0.282294031 -4.001873327 
 

0.545047274 0.091051494 OSBP2 22 Island Body 31218629 Intragenic 
cg14493161 1.64E-14 3.14E-12 0.053644457 -2.815715767 

 
0.50839655 0.142890669 SOX21 13 N_Shore 1stExon, 3'UTR 95363007 Intragenic 

cg02361458 1.69E-14 3.23E-12 0.431543402 -3.197688611 
 

0.565770595 0.121539809 PRKAA2 1 S_Shore Body 57111511 Intragenic 
cg16256492 1.69E-14 3.23E-12 -1.165015166 -3.951064025 

 
0.330997356 0.068041501 ZBTB7B 1 Island 3'UTR 154989843 Intragenic 

cg24529484 1.71E-14 3.26E-12 -0.488347283 -3.596788841 
 

0.439772666 0.084435117 SLC8A2 19 Island Body 47933421 Intragenic 
cg22063259 1.83E-14 3.48E-12 -0.515890045 -3.821460968 

 
0.444464291 0.073464786 ISLR2 15 Island 3'UTR 74428820 Intragenic 

cg18823784 1.85E-14 3.51E-12 -0.985261797 -3.840751077 
 

0.370467523 0.068178094 ADAMTS7 15 Island Body 79103221 Intragenic 
cg03946923 1.99E-14 3.78E-12 0.03910524 -3.916614952 

 
0.516077701 0.080836026 LOC641518 4 Island TSS200, Body 109093221 Intragenic 

cg01387945 2.02E-14 3.82E-12 -0.609160628 -4.367018674 
 

0.449908579 0.048687209 NA 10 Island Body, TSS200, 1stExon 31608209 Intragenic 
cg01202155 2.02E-14 3.82E-12 0.571640264 -2.285658177 

 
0.587712801 0.185496156 NA 10 Island 1stExon, 5'UTR, Body 119302540 Intragenic 

cg01612408 2.08E-14 3.93E-12 0.438184295 -4.181484713 
 

0.571496998 0.087123527 MACROD1 11 Island Body 63803781 Intragenic 
cg25468723 2.15E-14 4.04E-12 0.226662524 -2.530951119 

 
0.537066006 0.162249631 SEZ6L 22 S_Shore Body 26566058 Intragenic 

cg09298466 2.17E-14 4.09E-12 0.028798103 -3.587551871 
 

0.51463526 0.092155136 ODZ3 4 Island Body 183370458 Intragenic 
cg08134417 2.19E-14 4.11E-12 0.390768652 -3.464277537 

 
0.578444602 0.102192363 LMO2 11 Island Body 33890660 Intragenic 

cg12118465 2.21E-14 4.14E-12 0.368764454 -2.977936458 
 

0.570435063 0.121418608 EFHD1 2 N_Shore TSS1500, Body 233497649 Intragenic 
cg26953749 2.21E-14 4.14E-12 -1.196355539 -4.93590069 

 
0.353213306 0.036731247 LRRC43 12 Island 5'UTR, Body 122667956 Intragenic 

cg26000619 2.23E-14 4.16E-12 0.763671243 -2.865644218 
 

0.615440387 0.147863356 AMH 19 Island Body 2251067 Intragenic 
cg25922637 2.23E-14 4.16E-12 -0.093781859 -3.426658489 

 
0.484082766 0.102294654 ADAM12 10 Island Body 128076308 Intragenic 

cg17036833 2.32E-14 4.31E-12 -1.48612646 -5.738574048 
 

0.342820726 0.020736337 EBF1 5 Island Body 158526332 Intragenic 
cg02229993 2.41E-14 4.48E-12 0.204832264 -4.592195258 

 
0.530430445 0.065248947 FAM78B 1 Island Body 166134699 Intragenic 

cg02032606 2.42E-14 4.49E-12 -0.058272482 -4.700963312 
 

0.491275524 0.062582152 DLX4 17 Island Body, TSS1500 48049221 Intragenic 
cg21917532 2.51E-14 4.65E-12 -0.105860708 -3.230720784 

 
0.482546589 0.114875156 CSMD3 8 S_Shelf Body 114448665 Intragenic 

cg24183324 2.52E-14 4.67E-12 -0.42399783 -2.906502977 
 

0.438002952 0.126742387 SLC1A2 11 N_Shore Body 35440062 Intragenic 
cg05295557 2.58E-14 4.76E-12 0.803615105 -3.986252869 

 
0.628991975 0.091177714 NKX2-1 14 Island Body, 1stExon 36988446 Intragenic 

cg04693928 2.64E-14 4.86E-12 -0.613995005 -3.840963653 
 

0.406436848 0.079665824 LMX1B 9 Island Body 129388668 Intragenic 
cg01424281 2.65E-14 4.87E-12 -1.228027575 -6.164086994 

 
0.400603837 0.016275185 MKX 10 Island Body 28031091 Intragenic 

cg23733177 2.65E-14 4.88E-12 -0.303784378 -2.691192443 
 

0.451077297 0.139959808 ADAMTS1 21 N_Shore Body 28215972 Intragenic 
cg24930223 2.66E-14 4.88E-12 -0.383031339 -5.189253631 

 
0.435439724 0.051976935 GFRA2 8 Island Body 21645163 Intragenic 

cg08279131 2.67E-14 4.89E-12 0.223464666 -2.523088248 
 

0.537925641 0.164027791 RUNDC3A 17 S_Shore Body 42393858 Intragenic 
cg23689712 2.70E-14 4.93E-12 -0.22876158 -2.963858363 

 
0.465469332 0.128977633 LMX1A 1 Island Body 165205314 Intragenic 

cg27380599 2.73E-14 4.99E-12 -0.345803192 -4.223853078 
 

0.477422541 0.063120324 PRKG1 10 Island Body, TSS200 52834067 Intragenic 
cg16621833 2.82E-14 5.13E-12 1.44724172 -1.641912451 

 
0.718778729 0.262247942 VGLL2 6 S_Shore Body 117587588 Intragenic 

cg24053587 2.84E-14 5.17E-12 0.072116504 -3.59415093 
 

0.510715973 0.101677719 PTPRO 12 S_Shore Body 15476085 Intragenic 
cg16655338 2.87E-14 5.21E-12 -0.98182186 -4.015229102 

 
0.350801891 0.069507398 RIMS1 6 S_Shore Body 72892901 Intragenic 

cg19703610 2.94E-14 5.33E-12 -0.381757067 -3.175187773 
 

0.453147394 0.106680894 DSCAML1 11 Island Body 117667737 Intragenic 
cg02452418 2.94E-14 5.33E-12 0.416180821 -2.349141783 

 
0.562451842 0.178552915 RYR1 19 Island Body 39056126 Intragenic 

cg04976337 2.96E-14 5.36E-12 -0.287771272 -3.460941115 
 

0.451276801 0.101632648 KCNK2 1 S_Shore Body, 1stExon 215256745 Intragenic 
cg12773325 3.07E-14 5.55E-12 -0.611152905 -5.577732964 

 
0.46324592 0.027185507 NA 11 Island Body, TSS1500, 5'UTR 2160560 Intragenic 
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cg02642914 3.08E-14 5.55E-12 -0.48576044 -3.689389051 
 

0.454122376 0.073101341 CADM1 11 Island Body 115374217 Intragenic 
cg15172543 3.13E-14 5.62E-12 -0.09148962 -5.006760149 

 
0.484074015 0.067062959 RAX 18 S_Shore Body 56936882 Intragenic 

cg12223582 3.21E-14 5.77E-12 -0.042936467 -4.590218405 
 

0.511281999 0.054363449 SRRM3 7 Island Body 75912349 Intragenic 
cg07115542 3.34E-14 5.99E-12 0.700962648 -4.275779265 

 
0.611440406 0.082984782 NKX2-1 14 Island Body, 1stExon 36988443 Intragenic 

cg11981631 3.49E-14 6.24E-12 0.863667535 -3.51166588 
 

0.639054825 0.121019556 ABCC8 11 Island Body 17497967 Intragenic 
cg24918060 3.52E-14 6.29E-12 -0.393514134 -3.682645525 

 
0.471914982 0.076242979 GPR98 5 Island 5'UTR, 1stExon, Body 89854632 Intragenic 

cg15769764 3.53E-14 6.30E-12 -0.562507943 -3.88204419 
 

0.416693543 0.080259258 IDUA 4 Island Body 996790 Intragenic 
cg08161922 3.54E-14 6.30E-12 -0.574967847 -4.732737791 

 
0.43436932 0.046557318 CACNA1C 12 S_Shore Body 2163608 Intragenic 

cg10709593 3.54E-14 6.30E-12 0.390715631 -2.662027989 
 

0.566277179 0.156124476 DLX1 2 Island Body, 3'UTR 172952883 Intragenic 
cg07852757 3.56E-14 6.32E-12 1.168833506 -3.84028465 

 
0.669685996 0.11004982 EGR2 10 Island Body 64575442 Intragenic 

cg26990660 3.63E-14 6.43E-12 -1.391235869 -5.841212604 
 

0.373971488 0.018894565 NA 17 Island Body, 1stExon, 5'UTR 40913221 Intragenic 
cg18087943 3.63E-14 6.43E-12 -0.796599069 -6.040966523 

 
0.430287804 0.024768468 NA 11 Island Body, TSS1500, 5'UTR 2160540 Intragenic 

cg01625368 3.68E-14 6.51E-12 -0.514467719 -3.567265911 
 

0.444170174 0.08178642 LMO2 11 Island Body, 1stExon 33890924 Intragenic 
cg22836153 3.77E-14 6.65E-12 -0.669399956 -4.226481608 

 
0.442604007 0.054398563 LOX 5 Island Body 121412702 Intragenic 

cg18436500 3.79E-14 6.68E-12 0.812135356 -2.045296733 
 

0.628396805 0.212544038 CACNA1I 22 Island Body 40057942 Intragenic 
cg21961527 3.86E-14 6.79E-12 -0.711710204 -5.397180384 

 
0.419776072 0.038277167 LHX5 12 Island Body 113905475 Intragenic 

cg22737001 3.86E-14 6.79E-12 -0.700737151 -4.637574883 
 

0.446753382 0.042114683 RUNX3 1 Island TSS1500, Body 25257029 Intragenic 
cg18063017 3.96E-14 6.94E-12 0.800812835 -2.329795461 

 
0.625058081 0.187597413 LHX4 1 Island Body 180204974 Intragenic 

cg05784157 4.05E-14 7.09E-12 0.181184109 -2.751345492 
 

0.530013572 0.149552829 KLHL14 18 Island Body 30349900 Intragenic 
cg17464383 4.12E-14 7.19E-12 0.848677515 -2.946815751 

 
0.634443475 0.148383136 PRDM6 5 N_Shore Body 122426096 Intragenic 

cg26172694 4.12E-14 7.19E-12 -0.865461378 -6.044438562 
 

0.363613683 0.034862273 MAST4 5 Island Body 65893336 Intragenic 
cg04270358 4.24E-14 7.39E-12 0.681938241 -2.918824157 

 
0.599301651 0.135880797 LINC00461 5 N_Shore Body, TSS1500 87969886 Intragenic 

cg23015949 4.43E-14 7.70E-12 -1.796561352 -6.549989629 
 

0.289132203 0.017895379 ZNF419 19 Island Body 57999447 Intragenic 
cg17307442 4.48E-14 7.76E-12 0.335900181 -3.965256889 

 
0.553874392 0.094086973 NA 10 Island 1stExon, 5'UTR, Body 119302053 Intragenic 

cg01839688 4.48E-14 7.76E-12 -0.685996242 -4.609301082 
 

0.40535085 0.055450656 ROBO3 11 Island Body 124736056 Intragenic 
cg03711485 4.48E-14 7.76E-12 1.829480459 -0.991704592 

 
0.763557482 0.346813277 NKX2-3 10 Island 3'UTR 101296036 Intragenic 

cg03885037 4.51E-14 7.79E-12 -0.419893909 -3.777457799 
 

0.46047563 0.077542869 ADAM8 10 Island Body 135090098 Intragenic 
cg12717594 4.52E-14 7.81E-12 -0.082208785 -3.990117723 

 
0.505530707 0.075199135 RECK 9 Island Body 36037454 Intragenic 

cg17014009 4.54E-14 7.82E-12 -0.843565993 -4.958819159 
 

0.429084597 0.035597457 CACNB4 2 Island Body 152954970 Intragenic 
cg03416085 4.65E-14 7.99E-12 -0.101813634 -2.687777582 

 
0.485153202 0.148981213 LOC255167 5 Island Body, TSS1500 6583103 Intragenic 

cg06824583 4.88E-14 8.38E-12 -1.045710444 -4.671140769 
 

0.358012065 0.049804604 NA 1 N_Shore TSS1500, 3'UTR 154297643 Intragenic 
cg09457801 4.91E-14 8.43E-12 -0.092966844 -3.712320975 

 
0.505622688 0.080189823 C4orf22 4 Island Body 81257269 Intragenic 

cg04532033 4.94E-14 8.45E-12 -0.689140405 -3.507850759 
 

0.415194812 0.084181078 SHOX2 3 Island Body 157823158 Intragenic 
cg11381826 4.98E-14 8.52E-12 -0.919199537 -4.102503871 

 
0.380567942 0.061239073 HAPLN4 19 S_Shore Body 19372750 Intragenic 

cg05291069 5.05E-14 8.62E-12 -1.527203911 -5.815477645 
 

0.264485694 0.032099003 NKX1-2 10 Island Body 126136435 Intragenic 
cg00650856 5.23E-14 8.92E-12 -0.820316641 -5.120417436 

 
0.380107411 0.047080357 D4S234E 4 Island Body 4389720 Intragenic 

cg26919378 5.35E-14 9.11E-12 -0.194290046 -3.987403486 
 

0.470039828 0.081980825 SCARF2 22 Island Body 20791300 Intragenic 
cg00303982 5.43E-14 9.22E-12 0.891159826 -2.981685736 

 
0.636206858 0.142452063 SCRT1 8 Island Body 145556952 Intragenic 

cg20339650 5.65E-14 9.56E-12 0.739149618 -2.27263546 
 

0.618777078 0.194450764 NA 11 Island Body, TSS1500, 5'UTR 2160882 Intragenic 
cg10508295 5.65E-14 9.56E-12 -0.845212812 -5.048964903 

 
0.41172328 0.037427004 NA 2 Island Body, TSS200 173600480 Intragenic 

cg13343818 5.70E-14 9.64E-12 -0.037542313 -2.122831279 
 

0.493299791 0.198557011 DLX1 2 Island Body 172951966 Intragenic 
cg07198881 5.71E-14 9.64E-12 0.846709548 -2.413921559 

 
0.629206946 0.183057403 FAM78B 1 Island Body 166134513 Intragenic 

cg10786645 5.72E-14 9.64E-12 -0.23409232 -3.189174902 
 

0.474781043 0.107441388 KIRREL2 19 S_Shore Body 36352376 Intragenic 
cg24880024 5.77E-14 9.72E-12 -0.70097258 -4.372394164 

 
0.443153141 0.047484453 TCHH 1 Island Body 152083709 Intragenic 

cg22352152 5.79E-14 9.74E-12 0.261979634 -2.27347651 
 

0.541112174 0.184028243 LHX4 1 Island Body 180201319 Intragenic 
cg13475388 5.82E-14 9.78E-12 -1.408458703 -6.541847574 

 
0.353219562 0.015987061 NA 11 Island TSS1500, Body 61583571 Intragenic 

cg20382695 5.89E-14 9.85E-12 -0.033335267 -2.684640178 
 

0.492724751 0.150954658 ATRNL1 10 Island Body 116853814 Intragenic 
cg00673290 5.90E-14 9.85E-12 0.300289711 -2.551707284 

 
0.54711697 0.165102905 APOB 2 Island Body 21266727 Intragenic 

cg05560302 5.90E-14 9.85E-12 -0.20061002 -3.044469048 
 

0.477595834 0.119293537 REEP1 2 N_Shore Body 86564053 Intragenic 
cg13823553 5.99E-14 9.99E-12 -1.875518362 -5.958840203 

 
0.255565493 0.02395442 PRTG 15 Island Body 56034801 Intragenic 

cg04784471 6.01E-14 1.00E-11 -0.942911624 -6.636718002 
 

0.447957372 0.013787241 PRSS27 16 Island Body 2765637 Intragenic 
cg25632900 6.03E-14 1.00E-11 -0.180301156 -3.723398518 

 
0.495061145 0.081469051 ISLR2 15 S_Shore 3'UTR 74429109 Intragenic 

cg13525067 6.11E-14 1.02E-11 -1.707833894 -3.902385082 
 

0.250415996 0.068018114 CYP4F22 19 Island 3'UTR 15662292 Intragenic 
cg12049688 6.27E-14 1.04E-11 -0.823850993 -4.369788187 

 
0.397236632 0.053619415 RNF220 1 Island Body 44884204 Intragenic 

cg16316519 6.40E-14 1.06E-11 1.420631103 -1.395875673 
 

0.717557838 0.289606443 LOC389634 12 Island Body 8542756 Intragenic 
cg00983583 6.45E-14 1.07E-11 0.031816204 -4.024861498 

 
0.505700784 0.087933449 VGLL2 6 Island Body 117587155 Intragenic 
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cg11293699 6.46E-14 1.07E-11 0.807829198 -1.374196069 
 

0.632733444 0.289425483 NA 3 S_Shore TSS1500, Body 138666473 Intragenic 
cg16297938 6.47E-14 1.07E-11 -0.763978451 -4.377925726 

 
0.425305676 0.049530553 MIR548N 2 Island Body 179278668 Intragenic 

cg08305551 6.77E-14 1.11E-11 -0.398440379 -5.040211875 
 

0.469482287 0.054496376 MAST1 19 Island Body 12978611 Intragenic 
cg16766249 6.92E-14 1.14E-11 0.219896981 -2.871690483 

 
0.535945038 0.145287269 NRXN3 14 Island Body, TSS1500 79745154 Intragenic 

cg11489262 6.97E-14 1.14E-11 0.670329249 -2.618800867 
 

0.603541139 0.162744686 NA 17 Island 5'UTR, TSS1500, Body 43973426 Intragenic 
cg04327529 7.00E-14 1.14E-11 -0.924341439 -4.606722574 

 
0.388658021 0.04848528 PRKG1 10 Island Body, TSS200 52834121 Intragenic 

cg12181133 7.00E-14 1.14E-11 0.566128246 -3.207931906 
 

0.591392728 0.131523811 BNC2 9 Island Body 16870464 Intragenic 
cg08756712 7.09E-14 1.16E-11 0.029193302 -2.964108866 

 
0.504089571 0.135827155 DLX4 17 Island Body, TSS1500 48049475 Intragenic 

cg14452947 7.11E-14 1.16E-11 0.132801158 -3.385714623 
 

0.524781264 0.109686606 LINC00461 5 Island Body, TSS1500 87970640 Intragenic 
cg10037494 7.11E-14 1.16E-11 0.901761247 -3.038976019 

 
0.640632813 0.144886164 NA 11 Island Body, TSS1500, 5'UTR 2161135 Intragenic 

cg05348982 7.14E-14 1.16E-11 -0.948481833 -3.760065534 
 

0.363231394 0.077320322 NA 12 Island TSS1500, Body 81331012 Intragenic 
cg19037922 7.19E-14 1.17E-11 0.553002769 -3.507821033 

 
0.584141385 0.113416963 CYP2U1 4 Island Body 108853386 Intragenic 

cg24810439 7.20E-14 1.17E-11 -1.590442139 -6.899826411 
 

0.353888401 0.012766847 HRK 12 Island 3'UTR 117317515 Intragenic 
cg24087743 7.36E-14 1.19E-11 -0.190832603 -2.994691635 

 
0.472992569 0.124929128 NBLA00301 4 Island Body 174459899 Intragenic 

cg26712080 7.45E-14 1.20E-11 -0.233495898 -4.090377 
 

0.477966415 0.076134087 WNT5A 3 Island Body 55519588 Intragenic 
cg21775007 7.45E-14 1.20E-11 -0.051885514 -4.012606306 

 
0.487443096 0.083564157 TDH 8 Island Body 11205619 Intragenic 

cg00810208 7.50E-14 1.21E-11 -1.073042031 -5.18347188 
 

0.382723212 0.035086129 IDUA 4 Island Body 997012 Intragenic 
cg10455938 7.79E-14 1.25E-11 0.048748263 -4.448056067 

 
0.506496164 0.08042823 CACNA1I 22 Island Body 40058150 Intragenic 

cg13776285 7.79E-14 1.25E-11 0.832422707 -2.436658297 
 

0.632927057 0.18365877 NR2E1 6 Island Body 108490264 Intragenic 
cg04777312 7.92E-14 1.27E-11 -0.501270161 -3.085275766 

 
0.41575769 0.122800925 WHAMMP3 15 Island Body 23207950 Intragenic 

cg01418667 7.98E-14 1.28E-11 0.562376827 -4.546822458 
 

0.58821379 0.084523373 C20orf194 20 Island Body 3387969 Intragenic 
cg06728579 8.01E-14 1.28E-11 1.233889405 -5.019049961 

 
0.688007546 0.081058322 NA 16 Island TSS1500, Body 56224901 Intragenic 

cg25097436 8.02E-14 1.28E-11 0.70861236 -2.831695555 
 

0.609158401 0.151300419 RTN1 14 Island Body 60336972 Intragenic 
cg12461576 8.38E-14 1.34E-11 -1.356665908 -4.957347749 

 
0.34412654 0.034460629 NA 5 Island Body, TSS1500 111755432 Intragenic 

cg09876651 8.60E-14 1.37E-11 -0.713372719 -4.733572074 
 

0.417907524 0.051007994 NA 12 Island TSS1500, Body 81331078 Intragenic 
cg05099491 8.74E-14 1.39E-11 -0.24230953 -3.438455453 

 
0.472570559 0.099731037 LMX1A 1 Island Body 165205352 Intragenic 

cg21872764 8.75E-14 1.39E-11 -0.849967814 -5.19265326 
 

0.389415411 0.047102824 CLDN5 22 Island 1stExon, 3'UTR 19510977 Intragenic 
cg23008646 8.80E-14 1.40E-11 -1.586074671 -4.938623272 

 
0.286779152 0.03928486 SIX1 14 N_Shore Body 61113963 Intragenic 

cg25062797 8.93E-14 1.41E-11 1.004252659 -2.620229121 
 

0.642984254 0.166801148 VAX1 10 Island Body 118893528 Intragenic 
cg25152136 9.28E-14 1.47E-11 0.704514379 -3.584769324 

 
0.602741977 0.114055071 CLSTN2 3 Island Body 139655077 Intragenic 

cg03222971 9.40E-14 1.48E-11 -0.782043535 -3.377134033 
 

0.38114591 0.097746186 IGFBP5 2 N_Shore Body 217559020 Intragenic 
cg18035255 9.41E-14 1.48E-11 -1.396183499 -4.382933517 

 
0.311830397 0.05256299 OTP 5 Island Body 76933375 Intragenic 

cg07016590 9.44E-14 1.49E-11 -1.686157252 -5.841748042 
 

0.281113743 0.026001482 C10orf67 10 NA Body 23633066 Intragenic 
cg04923620 9.45E-14 1.49E-11 -0.871804937 -3.559582121 

 
0.392764184 0.079381205 MKX 10 Island Body 28031330 Intragenic 

cg09434500 9.46E-14 1.49E-11 -1.268392247 -4.755172198 
 

0.319051663 0.047580102 GRIK5 19 Island 3'UTR 42502897 Intragenic 
cg04656534 9.48E-14 1.49E-11 -0.900181501 -3.707444715 

 
0.364582169 0.084317672 EMX2OS 10 Island Body 119297439 Intragenic 

cg13764991 9.86E-14 1.54E-11 -0.985131478 -4.995844431 
 

0.350867214 0.044483614 DMRT2 9 Island Body 1052046 Intragenic 
cg01270466 9.91E-14 1.55E-11 -0.890929842 -3.897840696 

 
0.362424799 0.079361706 C14orf132 14 Island Body 96506401 Intragenic 

cg14021564 9.94E-14 1.55E-11 -1.246169194 -5.295636079 
 

0.36471884 0.028232813 PSD 10 Island Body 104169126 Intragenic 
cg10712551 1.01E-13 1.57E-11 0.266830152 -3.07014735 

 
0.540303672 0.127454439 KCNK17 6 Island Body 39281541 Intragenic 

cg09310891 1.01E-13 1.57E-11 -0.101738173 -3.84999212 
 

0.483825324 0.090667935 CLEC4GP1 19 Island Body 7854403 Intragenic 
cg06374325 1.01E-13 1.58E-11 0.120836575 -3.176686423 

 
0.522484125 0.123007538 NKX6-1 4 Island Body 85414486 Intragenic 

cg18649939 1.02E-13 1.59E-11 -1.416026559 -4.797822392 
 

0.338827463 0.035822214 C1orf38 1 Island Body 28199256 Intragenic 
cg15992535 1.03E-13 1.59E-11 -0.079277912 -5.393346392 

 
0.487059783 0.050432081 NRG2 5 Island Body 139228150 Intragenic 

cg21432729 1.03E-13 1.60E-11 -0.231922994 -3.973688945 
 

0.490599682 0.070346027 ADAMTS7 15 Island Body 79103201 Intragenic 
cg22106401 1.04E-13 1.60E-11 -1.216340502 -4.814146748 

 
0.350006865 0.039709485 EFHD1 2 Island Body, TSS200 233498018 Intragenic 

cg21868774 1.06E-13 1.64E-11 0.266090355 -5.991737416 
 

0.568428893 0.041870271 FAM78B 1 Island Body 166134282 Intragenic 
cg26538556 1.10E-13 1.70E-11 0.749777863 -2.463454811 

 
0.617354358 0.179319475 SOX21 13 N_Shore 1stExon, 3'UTR 95362829 Intragenic 

cg06377278 1.10E-13 1.70E-11 -1.481950382 -5.907326413 
 

0.36032617 0.018734077 RUNX3 1 Island 1stExon, Body, 5'UTR 25256369 Intragenic 
cg08771731 1.11E-13 1.71E-11 -2.261313122 -5.564880649 

 
0.227823099 0.02311595 NA 5 N_Shore Body, TSS1500 17216434 Intragenic 

cg01363596 1.12E-13 1.72E-11 -0.217887764 -3.110830321 
 

0.467805084 0.121668022 CACNA1E 1 Island Body 181455135 Intragenic 
cg11955541 1.12E-13 1.72E-11 -1.712319651 -4.605103156 

 
0.282286455 0.041292927 PDE4DIP 1 Island Body 145040160 Intragenic 

cg00709541 1.14E-13 1.75E-11 0.133949633 3.760968399 
 

0.510428988 0.921953486 ZNF606 19 N_Shelf Body 58511273 Intragenic 
cg00486564 1.15E-13 1.75E-11 -0.187308704 -3.340153947 

 
0.476604963 0.108182533 EMX1 2 Island Body 73151879 Intragenic 

cg14379854 1.15E-13 1.75E-11 -0.18101071 -3.650135639 
 

0.488296701 0.087212845 NA 2 Island Body, TSS200 173600362 Intragenic 
cg02776664 1.17E-13 1.78E-11 -0.683017363 -5.098714988 

 
0.423719034 0.051153758 MAST1 19 Island Body 12978624 Intragenic 
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cg16276856 1.19E-13 1.81E-11 -0.153766995 -3.764983972 
 

0.48719042 0.083276129 VSTM2A 7 Island Body 54614796 Intragenic 
cg23151421 1.20E-13 1.82E-11 -1.510465609 -4.925199866 

 
0.308715337 0.036270809 GPR98 5 S_Shore Body 89854979 Intragenic 

cg02822259 1.20E-13 1.82E-11 -0.448300235 -3.143503807 
 

0.437770888 0.112798271 KCNH6 17 Island Body 61615504 Intragenic 
cg11018723 1.20E-13 1.83E-11 -0.895430148 -5.965830358 

 
0.444948703 0.021681811 RUNX3 1 Island Body, TSS200 25256939 Intragenic 

cg19317413 1.26E-13 1.91E-11 -1.293012133 -4.323039265 
 

0.342054168 0.04955637 LMX1A 1 Island Body 165204985 Intragenic 
cg00068160 1.27E-13 1.93E-11 -0.169819531 -3.675427796 

 
0.489716104 0.08785606 SOX21 13 N_Shore 1stExon, 3'UTR 95362971 Intragenic 

cg08475194 1.28E-13 1.94E-11 -0.795636036 -5.499335536 
 

0.450220331 0.024287574 NA 5 Island Body, TSS1500 111755481 Intragenic 
cg14870792 1.30E-13 1.96E-11 0.413990839 -2.505375539 

 
0.563349454 0.168461755 CACNA1C 12 Island Body 2163532 Intragenic 

cg13398482 1.31E-13 1.97E-11 0.467149664 -3.143697878 
 

0.573683885 0.133658568 BARX1 9 Island Body 96715256 Intragenic 
cg24553364 1.32E-13 1.98E-11 -0.155525725 -4.285500509 

 
0.474494355 0.073161311 EDIL3 5 N_Shore Body 83678903 Intragenic 

cg10640435 1.33E-13 2.00E-11 -0.014657972 -3.024709991 
 

0.498070721 0.128757807 HAPLN2 1 Island Body 156594688 Intragenic 
cg16107483 1.35E-13 2.02E-11 -1.350915779 -3.94836654 

 
0.32672921 0.061504218 C1orf38 1 S_Shore Body 28199456 Intragenic 

cg11031701 1.35E-13 2.02E-11 0.532546843 -4.526273533 
 

0.587106639 0.072993043 TBX2 17 Island Body 59478068 Intragenic 
cg05639912 1.35E-13 2.03E-11 0.917827337 -3.041297117 

 
0.645078651 0.145645458 DLX3 17 Island Body 48070891 Intragenic 

cg06155356 1.37E-13 2.04E-11 -1.530347864 -4.298612823 
 

0.295546911 0.051872262 GBX2 2 Island Body 237075576 Intragenic 
cg19115941 1.38E-13 2.07E-11 1.239226312 -2.878490496 

 
0.688011237 0.162308962 IQSEC3 12 Island Body, 5'UTR 187284 Intragenic 

cg02162886 1.42E-13 2.11E-11 0.234227911 -3.977416849 
 

0.535720622 0.083524484 SIX1 14 Island Body 61114145 Intragenic 
cg10136736 1.42E-13 2.11E-11 0.337108739 -3.285335079 

 
0.560017423 0.115303639 ODZ3 4 Island Body 183370445 Intragenic 

cg25309017 1.43E-13 2.13E-11 -0.911819484 -3.571535194 
 

0.373381805 0.082925038 ADAMTS19 5 Island Body 128796266 Intragenic 
cg01122302 1.43E-13 2.13E-11 -0.897165288 -5.150055646 

 
0.393628804 0.036215354 RUNDC3A 17 Island Body 42392668 Intragenic 

cg02237987 1.46E-13 2.16E-11 -1.482603355 -4.853998534 
 

0.313216543 0.039180686 LRRC71 1 Island Body 156897441 Intragenic 
cg00505570 1.48E-13 2.19E-11 0.338484018 3.119405939 

 
0.548324276 0.887427606 VAX1 10 N_Shore Body 118895568 Intragenic 

cg23049847 1.49E-13 2.21E-11 -1.539273093 -5.953924232 
 

0.332612711 0.02077524 CRMP1 4 Island Body 5889238 Intragenic 
cg06537894 1.53E-13 2.26E-11 0.104302791 -4.42234434 

 
0.542111216 0.075055992 MAST1 19 Island Body 12978706 Intragenic 

cg02470625 1.54E-13 2.27E-11 -1.496728758 -3.712170101 
 

0.286513291 0.072225447 POU6F2 7 Island Body 39453784 Intragenic 
cg10501065 1.54E-13 2.27E-11 -0.257303103 -2.732342832 

 
0.462046847 0.140808918 NA 11 N_Shore Body, 5'UTR 2164976 Intragenic 

cg23115069 1.57E-13 2.31E-11 -0.295609099 -4.992915922 
 

0.472817105 0.055335301 RGMA 15 Island Body 93615677 Intragenic 
cg19777105 1.58E-13 2.32E-11 -1.711326645 -5.572074161 

 
0.297411379 0.025985146 LINC00461 5 Island Body 87971794 Intragenic 

cg07965823 1.60E-13 2.34E-11 0.365579152 -3.030050102 
 

0.565268984 0.132894873 ISM2 14 Island Body 77964712 Intragenic 
cg00377695 1.60E-13 2.35E-11 -0.5905363 -3.574394982 

 
0.404694848 0.096760314 DSCAML1 11 Island Body 117667189 Intragenic 

cg26525127 1.63E-13 2.39E-11 1.145509556 -3.673464892 
 

0.670028603 0.116928108 ECEL1 2 Island Body 233350365 Intragenic 
cg26614154 1.64E-13 2.39E-11 0.531844197 -2.847878299 

 
0.588525763 0.152257185 LRRC71 1 Island Body 156893605 Intragenic 

cg13775316 1.64E-13 2.39E-11 -0.273800184 -4.985510235 
 

0.484446932 0.053651505 LOC641518 4 Island TSS200, Body 109093218 Intragenic 
cg19865525 1.65E-13 2.40E-11 -0.802101493 -4.261652061 

 
0.400178964 0.059667779 NA 2 S_Shore Body, TSS1500 228029856 Intragenic 

cg22981628 1.67E-13 2.43E-11 -0.791371909 -2.936956032 
 

0.371031772 0.126081001 SEZ6 17 Island Body 27332559 Intragenic 
cg05141147 1.69E-13 2.46E-11 0.488663606 -3.100761198 

 
0.577305002 0.135279516 LHX5 12 Island Body 113903386 Intragenic 

cg02175741 1.70E-13 2.46E-11 -0.457976956 -3.454875964 
 

0.454774622 0.087056462 WNT6 2 Island Body 219724891 Intragenic 
cg13880950 1.72E-13 2.49E-11 -0.319325237 -4.29556771 

 
0.451790879 0.068465584 RNF220 1 Island Body 44884096 Intragenic 

cg00827989 1.80E-13 2.60E-11 -0.614836507 -4.661757954 
 

0.449831073 0.048290078 SP9 2 Island Body 175201542 Intragenic 
cg00068503 1.82E-13 2.64E-11 -0.017091628 -2.618991735 

 
0.505473044 0.146808173 COL9A2 1 Island Body 40782713 Intragenic 

cg26503178 1.83E-13 2.64E-11 -1.389296424 -3.939561688 
 

0.310582829 0.064715225 ARHGEF25 12 N_Shore Body, TSS1500 58004731 Intragenic 
cg06000825 1.85E-13 2.66E-11 -0.793338825 -5.337962894 

 
0.373453423 0.046874555 ST8SIA4 5 Island Body 100236649 Intragenic 

cg00625653 1.87E-13 2.69E-11 0.790328045 -2.520791933 
 

0.621493567 0.176339213 WNT7A 3 Island Body 13921227 Intragenic 
cg01774159 1.88E-13 2.70E-11 0.110832207 -4.005824668 

 
0.517280642 0.09131266 STMN2 8 Island Body 80524467 Intragenic 

cg18015746 1.92E-13 2.76E-11 -0.592904102 -4.060751247 
 

0.438562996 0.067715744 LPL 8 Island Body 19797134 Intragenic 
cg06820586 1.96E-13 2.81E-11 0.025251752 -5.486863778 

 
0.502579408 0.056494137 RTN1 14 Island Body 60337013 Intragenic 

cg26718640 2.00E-13 2.86E-11 -0.962553164 -4.499839408 
 

0.38827316 0.051350225 BTBD11 12 S_Shore Body 107714750 Intragenic 
cg21949512 2.02E-13 2.88E-11 -1.612334623 -5.324240167 

 
0.306305854 0.028253965 TBR1 2 Island Body 162275468 Intragenic 

cg02202193 2.04E-13 2.91E-11 0.149793177 -3.678884411 
 

0.522993609 0.104864201 LY86-AS1 6 Island Body 6546851 Intragenic 
cg13561592 2.06E-13 2.94E-11 0.53408707 -3.148876387 

 
0.580180647 0.134978191 PAPPA 9 Island Body 118916976 Intragenic 

cg12907983 2.08E-13 2.97E-11 -1.435281107 -5.588005255 
 

0.345064181 0.025147541 CACNB4 2 Island Body 152954650 Intragenic 
cg22735222 2.09E-13 2.97E-11 -0.091161111 -3.140371068 

 
0.490715839 0.120579075 NKX2-3 10 Island 3'UTR 101295724 Intragenic 

cg17891820 2.16E-13 3.07E-11 0.412134406 -4.025938115 
 

0.587040726 0.091653191 KIT 4 Island Body 55524400 Intragenic 
cg22135752 2.19E-13 3.11E-11 0.525312243 -4.050392585 

 
0.588219666 0.103745448 LOC255167 5 Island Body, TSS200 6583380 Intragenic 

cg01301637 2.20E-13 3.11E-11 -0.688668283 -5.525556454 
 

0.390083103 0.044633208 WNT7A 3 N_Shore Body 13919811 Intragenic 
cg18713528 2.27E-13 3.21E-11 -0.515999371 -4.046359823 

 
0.451968162 0.070344526 SRRM3 7 Island Body 75912071 Intragenic 
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cg22908679 2.32E-13 3.28E-11 -1.806798943 -4.873726672 
 

0.242845231 0.042610719 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746212 Intragenic 
cg20364024 2.33E-13 3.29E-11 -1.503330946 -4.997944203 

 
0.333773277 0.031459384 DOCK3 3 Island Body 50713006 Intragenic 

cg03349819 2.33E-13 3.29E-11 -0.054451309 -3.876102794 
 

0.506809821 0.086648438 NRG1 8 N_Shore TSS1500, Body 32404691 Intragenic 
cg12296605 2.34E-13 3.29E-11 -0.566907253 -4.028801912 

 
0.425013836 0.074370751 ZFPM2 8 Island Body 106331317 Intragenic 

cg00641409 2.34E-13 3.30E-11 -0.831406318 -3.878584666 
 

0.405267316 0.067672584 LINC00340 6 Island Body 21666778 Intragenic 
cg17918227 2.35E-13 3.31E-11 -0.510698979 -4.084352317 

 
0.454284643 0.059706638 CADM1 11 Island Body 115374096 Intragenic 

cg16654801 2.36E-13 3.31E-11 0.200048481 -2.761949922 
 

0.530231801 0.148307845 NA 10 Island TSS200, Body 119301763 Intragenic 
cg14688962 2.43E-13 3.40E-11 0.033846967 -3.181549922 

 
0.50247455 0.119588795 FAM20A 17 Island Body 66596275 Intragenic 

cg05151621 2.45E-13 3.43E-11 -1.624455834 -5.392262365 
 

0.325473835 0.025357916 CBFA2T3 16 Island TSS1500, Body 89008406 Intragenic 
cg20129994 2.48E-13 3.47E-11 -0.309072554 -4.369135301 

 
0.470748106 0.072786336 RGMA 15 Island TSS200, Body, 5'UTR 93616588 Intragenic 

cg14374754 2.55E-13 3.56E-11 0.347885383 -2.276206456 
 

0.556547247 0.189841113 BARX1 9 Island 3'UTR 96714295 Intragenic 
cg14479910 2.58E-13 3.60E-11 0.333970572 -2.866421142 

 
0.549408503 0.142824913 SFTA3 14 Island Body 36975263 Intragenic 

cg08932440 2.67E-13 3.72E-11 0.214989947 -4.176434312 
 

0.535591521 0.088706406 NKX1-2 10 Island Body 126136607 Intragenic 
cg01743617 2.68E-13 3.73E-11 -2.314645667 -6.603467285 

 
0.224962986 0.015923836 ISLR2 15 Island 3'UTR 74428571 Intragenic 

cg14830601 2.71E-13 3.77E-11 1.575781122 -1.165387948 
 

0.72578413 0.316731772 VAX1 10 Island Body 118893602 Intragenic 
cg01278596 2.75E-13 3.82E-11 -0.68396135 -5.19317507 

 
0.388899958 0.050414251 NRG2 5 Island Body 139228062 Intragenic 

cg16111791 2.78E-13 3.86E-11 -1.332699979 -3.951099865 
 

0.32567993 0.062695395 CACNB4 2 Island Body 152955109 Intragenic 
cg19677522 2.84E-13 3.93E-11 -0.845745394 -5.073564537 

 
0.396875889 0.047006909 C10orf67 10 NA Body 23633390 Intragenic 

cg21191365 2.87E-13 3.97E-11 -0.3782977 -3.072616678 
 

0.442358773 0.120298368 KCNK13 14 S_Shore Body 90529014 Intragenic 
cg11797365 2.88E-13 3.98E-11 0.846684847 -2.494919419 

 
0.636606659 0.183402073 NA 2 Island Body, TSS1500 228029685 Intragenic 

cg17434309 3.00E-13 4.14E-11 1.201692548 -2.366253712 
 

0.685099393 0.193272991 NA 11 Island Body, TSS1500, 5'UTR 2161079 Intragenic 
cg10139651 3.01E-13 4.14E-11 0.158893936 -3.320737951 

 
0.522019947 0.11618602 OSBP2 22 Island Body 31218709 Intragenic 

cg00894289 3.05E-13 4.20E-11 -0.442880578 -3.807763882 
 

0.450529122 0.080354686 LMO2 11 Island Body, 1stExon 33890917 Intragenic 
cg04859726 3.07E-13 4.22E-11 -0.057710492 -2.353036326 

 
0.496514516 0.172888363 SIM1 6 N_Shore Body 100894513 Intragenic 

cg23620228 3.08E-13 4.23E-11 -2.203026177 -4.890108026 
 

0.225658536 0.033681642 LHX9 1 Island Body 197887295 Intragenic 
cg26162700 3.12E-13 4.27E-11 -0.320947222 -2.907530802 

 
0.454051734 0.12628959 TMEM132C 12 S_Shore Body 128753795 Intragenic 

cg14210287 3.17E-13 4.34E-11 0.991212561 -2.602323796 
 

0.64453061 0.168950957 FCRLB 1 Island Body 161695659 Intragenic 
cg13055665 3.20E-13 4.37E-11 -0.174464408 -3.775281623 

 
0.479443658 0.094026118 NELL2 12 Island Body, TSS1500, 1stExon 45270476 Intragenic 

cg21322819 3.20E-13 4.37E-11 -1.176725518 -3.803552661 
 

0.330605443 0.074430955 NA 15 Island Body, TSS1500 74420657 Intragenic 
cg05762694 3.24E-13 4.42E-11 -1.494636315 -5.59147347 

 
0.332796577 0.025228692 PITX3 10 Island Body 103990984 Intragenic 

cg19757309 3.25E-13 4.42E-11 -0.658387484 -3.57717782 
 

0.409862443 0.086205757 C14orf132 14 S_Shore Body 96506542 Intragenic 
cg04283162 3.27E-13 4.45E-11 0.19459867 -4.091823436 

 
0.553160381 0.073654285 FAM189A1 15 Island Body 29862517 Intragenic 

cg02883595 3.27E-13 4.45E-11 -0.781707248 -4.513928063 
 

0.405937369 0.057271526 KCNK17 6 Island Body 39281421 Intragenic 
cg21183329 3.28E-13 4.45E-11 -1.002695645 -4.276296153 

 
0.387568785 0.05260099 LHX6 9 Island Body 124976219 Intragenic 

cg11892836 3.28E-13 4.45E-11 -0.184800124 -2.805930609 
 

0.471657346 0.139628159 NRXN2 11 Island 1stExon, Body, 5'UTR 64410564 Intragenic 
cg22972989 3.29E-13 4.45E-11 -0.102416441 -4.418103039 

 
0.504032789 0.072413104 VSTM2A 7 Island Body 54614210 Intragenic 

cg23698058 3.31E-13 4.47E-11 -1.341293561 -5.830980062 
 

0.364220118 0.025376846 PRKACB 1 Island Body 84544097 Intragenic 
cg05469285 3.33E-13 4.48E-11 -0.159107171 -4.268277495 

 
0.475086958 0.074644758 DBX1 11 S_Shore Body 20178979 Intragenic 

cg02743650 3.33E-13 4.48E-11 -0.128247015 -4.108301988 
 

0.489236484 0.081958635 IGSF22 11 Island Body 18727552 Intragenic 
cg03328935 3.33E-13 4.48E-11 0.626072083 2.677517766 

 
0.594553774 0.860232848 NAV1 1 NA Body 201654971 Intragenic 

cg20416031 3.45E-13 4.64E-11 -0.933677239 -3.933985841 
 

0.388563181 0.066961344 PRKG1 10 Island Body, TSS200 52834189 Intragenic 
cg07124017 3.61E-13 4.85E-11 -0.043730777 -4.580266458 

 
0.492531865 0.082190154 WHAMMP2 15 Island Body 28983122 Intragenic 

cg18798264 3.69E-13 4.96E-11 -0.369579108 -4.268433211 
 

0.437493019 0.080043052 ZEB1 10 Island TSS200, Body 31609960 Intragenic 
cg11977693 3.77E-13 5.05E-11 -0.061635612 -2.687730066 

 
0.490419066 0.154043763 NA 15 Island Body, TSS1500 74420307 Intragenic 

cg18123319 3.81E-13 5.10E-11 -0.430580584 -5.710140866 
 

0.43063787 0.043445591 ADAMTS3 4 Island Body 73433788 Intragenic 
cg09019938 3.85E-13 5.15E-11 -0.364245444 -3.399927978 

 
0.463831433 0.096282372 PRKG1 10 Island 1stExon, Body 52834498 Intragenic 

cg08806699 3.89E-13 5.20E-11 -0.388070449 -3.329526452 
 

0.458397938 0.101546743 RBP7 1 Island Body 10057970 Intragenic 
cg12228245 4.04E-13 5.38E-11 -1.535505829 -4.725436809 

 
0.278343952 0.048770981 CACNA2D3 3 S_Shore Body 54157557 Intragenic 

cg02602541 4.10E-13 5.46E-11 -0.232936302 -4.726212844 
 

0.468647239 0.063988785 C5orf49 5 Island Body 7850438 Intragenic 
cg05657717 4.13E-13 5.50E-11 -0.795091607 -4.569406402 

 
0.402378638 0.053144243 PPP1R1A 12 Island Body 54982019 Intragenic 

cg02511231 4.15E-13 5.52E-11 1.096554173 -3.825614372 
 

0.664766844 0.110545006 TLX3 5 Island Body 170738274 Intragenic 
cg07701191 4.22E-13 5.60E-11 -2.136017934 -5.109015358 

 
0.21023588 0.035488876 RORA 15 Island Body 61520424 Intragenic 

cg07499707 4.24E-13 5.62E-11 -0.772228083 -4.760999974 
 

0.430805035 0.041782862 DSCR6 21 Island Body 38379430 Intragenic 
cg25038283 4.27E-13 5.66E-11 -0.709151124 -6.082802647 

 
0.405561112 0.032488843 MYO5A 15 Island Body 52820560 Intragenic 

cg16415340 4.44E-13 5.88E-11 0.598242512 -3.082362778 
 

0.595462798 0.141011829 NA 11 Island Body, TSS1500, 5'UTR 2160964 Intragenic 
cg20698769 4.53E-13 5.98E-11 -1.242093141 -3.42459743 

 
0.318459239 0.089980769 CTTNBP2 7 Island Body 117513002 Intragenic 
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cg12995941 4.54E-13 5.99E-11 0.430777823 -3.597410106 
 

0.570512043 0.116349317 NA 1 Island Body, TSS1500 156829377 Intragenic 
cg02005505 4.54E-13 5.99E-11 -1.807388553 -3.659345596 

 
0.238445233 0.076899438 NA 19 N_Shore 5'UTR, Body 19005959 Intragenic 

cg00790649 4.55E-13 5.99E-11 -0.581896616 -3.692723006 
 

0.40372343 0.095473715 GOLGA8A 15 Island Body 34729115 Intragenic 
cg04549333 4.63E-13 6.08E-11 -0.79429069 -4.205307789 

 
0.382046632 0.067982748 ALX4 11 Island Body 44325823 Intragenic 

cg03346079 4.72E-13 6.20E-11 0.235639869 -3.526906882 
 

0.535499244 0.112245895 WNT7A 3 Island Body 13920346 Intragenic 
cg03456968 4.79E-13 6.29E-11 0.257116217 -4.136769452 

 
0.539143738 0.087751394 WNT9B 17 Island Body 44929245 Intragenic 

cg06283976 4.89E-13 6.40E-11 0.826621491 -3.618698047 
 

0.619576772 0.105599083 COLEC12 18 Island Body 499393 Intragenic 
cg15740363 4.89E-13 6.40E-11 0.291341133 -2.723818547 

 
0.545943098 0.155880598 LOC401463 8 Island Body 65488839 Intragenic 

cg22232500 4.98E-13 6.51E-11 0.944366589 -1.716282643 
 

0.652260706 0.251530879 NCKAP5 2 Island Body 134024266 Intragenic 
cg19617377 5.30E-13 6.92E-11 -0.150558812 -3.369904628 

 
0.475342012 0.113603364 SLC18A2 10 Island Body 119001427 Intragenic 

cg22700049 5.30E-13 6.92E-11 -0.385106412 -3.504647856 
 

0.460344845 0.095604506 TRPC3 4 Island Body 122872351 Intragenic 
cg13660279 5.35E-13 6.97E-11 0.112729832 -2.476298316 

 
0.518268217 0.164730328 IRX3 16 Island Body 54318221 Intragenic 

cg02229775 5.36E-13 6.97E-11 -0.813638252 -4.46884416 
 

0.42298783 0.049268024 CACNG4 17 Island Body 64961442 Intragenic 
cg13600489 5.36E-13 6.97E-11 0.236468192 -3.7734369 

 
0.538724178 0.106049751 NKX2-1 14 Island Body, 1stExon 36988217 Intragenic 

cg06488443 5.42E-13 7.03E-11 -0.088314306 -2.533592738 
 

0.492478111 0.161087868 TBR1 2 Island Body 162280341 Intragenic 
cg18418186 5.46E-13 7.07E-11 0.344147957 -3.204139588 

 
0.573895684 0.118645568 CHRD 3 Island Body 184099432 Intragenic 

cg12804441 5.52E-13 7.15E-11 -1.706618511 -4.950371834 
 

0.284835912 0.036435104 EFHD1 2 Island Body, TSS200 233498164 Intragenic 
cg12317601 5.56E-13 7.18E-11 0.658338545 -2.545977041 

 
0.602141202 0.171014979 NA 10 Island TSS200, Body 119301760 Intragenic 

cg07529534 5.56E-13 7.18E-11 -0.340451278 -5.21333173 
 

0.475742629 0.057655558 ANK1 8 Island 3'UTR 41511314 Intragenic 
cg04112019 5.58E-13 7.20E-11 -0.639631202 -3.402314655 

 
0.415066869 0.091896658 NA 11 Island Body, 5'UTR 2165136 Intragenic 

cg10759602 5.96E-13 7.68E-11 0.605300837 -2.109680004 
 

0.596062143 0.207166198 FOXF2 6 Island Body 1393675 Intragenic 
cg24366657 6.12E-13 7.88E-11 -0.125380297 -4.009098282 

 
0.483835634 0.078582445 NA 11 Island Body, TSS1500, 5'UTR 2160932 Intragenic 

cg20461912 6.18E-13 7.94E-11 -0.105441456 -2.340988808 
 

0.478466893 0.176148744 FOXL2 3 Island 1stExon, 3'UTR 138664350 Intragenic 
cg06035531 6.20E-13 7.96E-11 0.574420005 -1.926649058 

 
0.59154722 0.225476991 PRDM13 6 S_Shore Body 100056127 Intragenic 

cg16390448 6.34E-13 8.14E-11 -2.195732154 -5.137112494 
 

0.21713274 0.033616256 RGMA 15 Island Body 93615718 Intragenic 
cg18960642 6.42E-13 8.23E-11 -0.601027648 -6.174094658 

 
0.423395714 0.040313632 KCNK17 6 Island Body 39281694 Intragenic 

cg03061122 6.50E-13 8.33E-11 -2.19041218 -7.404874628 
 

0.300806628 0.00747361 RUNDC3A 17 Island Body 42392559 Intragenic 
cg10279685 6.52E-13 8.33E-11 -1.435118571 -4.558215045 

 
0.309882008 0.051106391 NPHP1 2 Island Body 110962429 Intragenic 

cg01033463 6.55E-13 8.37E-11 -0.676369892 -6.405401262 
 

0.402442318 0.035155969 PHF21B 22 Island Body 45404843 Intragenic 
cg15198101 6.59E-13 8.41E-11 -0.680498882 -5.818534355 

 
0.443215614 0.03966874 SRRM3 7 Island Body 75912102 Intragenic 

cg17234305 6.69E-13 8.53E-11 -2.244649305 -6.406925652 
 

0.273624257 0.01279819 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270207 Intragenic 
cg26298409 6.72E-13 8.55E-11 0.931177337 -1.503330441 

 
0.646169279 0.275085261 MKX 10 Island Body 28030747 Intragenic 

cg12164472 6.77E-13 8.60E-11 0.112550309 -4.383040953 
 

0.518767236 0.086573843 RGS20 8 Island Body 54794628 Intragenic 
cg24076474 6.78E-13 8.61E-11 -2.058881174 -5.94082946 

 
0.261499232 0.020638221 NA 19 Island TSS1500, 3'UTR 11531344 Intragenic 

cg01450642 6.79E-13 8.61E-11 0.221184366 -3.789279412 
 

0.535612796 0.105928672 RGS20 8 Island Body, 5'UTR, 1stExon 54793566 Intragenic 
cg02691325 6.80E-13 8.61E-11 2.216307424 -1.6677273 

 
0.798373897 0.276538178 TMEM151B 6 Island Body 44243682 Intragenic 

cg00582316 6.87E-13 8.69E-11 -0.328985061 -3.513650569 
 

0.471891917 0.090180803 SP9 2 Island Body 175201430 Intragenic 
cg12131414 6.88E-13 8.69E-11 -1.5136365 -5.302071955 

 
0.273817849 0.041629561 BTBD17 17 Island Body 72352968 Intragenic 

cg14421309 6.98E-13 8.81E-11 0.067921227 -3.477776356 
 

0.514049168 0.109446662 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277734 Intragenic 
cg16349964 7.00E-13 8.82E-11 -1.21814802 -4.683746002 

 
0.357168532 0.044139832 RBM20 10 S_Shore Body 112404438 Intragenic 

cg10832949 7.04E-13 8.87E-11 -2.227493685 -5.891514165 
 

0.230865034 0.020791898 RUNX2 6 Island Body 45390783 Intragenic 
cg06498720 7.06E-13 8.89E-11 -0.52023169 -3.969340689 

 
0.415825413 0.084832878 EMX1 2 Island Body 73147481 Intragenic 

cg25533154 7.13E-13 8.96E-11 0.414054258 -3.257125072 
 

0.568955423 0.130489334 PPM1E 17 S_Shore Body 56834061 Intragenic 
cg16547629 7.15E-13 8.97E-11 0.449442203 -1.44309326 

 
0.573871248 0.277611565 RNF220 1 Island Body 44884131 Intragenic 

cg14684709 7.18E-13 9.00E-11 -2.850141306 -5.443836354 
 

0.154955688 0.024119292 CLYBL 13 Island 3'UTR 100547249 Intragenic 
cg00018128 7.27E-13 9.11E-11 0.295666547 -2.751531616 

 
0.563472125 0.145691573 TBR1 2 S_Shore Body 162275746 Intragenic 

cg06139908 7.35E-13 9.20E-11 -0.463036951 -4.821118671 
 

0.439610194 0.057551553 VSTM2A 7 Island Body 54614620 Intragenic 
cg14166485 7.43E-13 9.29E-11 -0.037069015 -2.53740753 

 
0.495237081 0.162798874 LHX2 9 Island Body 126779370 Intragenic 

cg13457165 7.46E-13 9.30E-11 0.312024065 -2.753482752 
 

0.54886462 0.149454431 HEYL 1 Island Body 40105079 Intragenic 
cg23448054 7.46E-13 9.30E-11 -1.047498677 -3.476373397 

 
0.348925533 0.089927496 FAM129C 19 N_Shore Body 17649906 Intragenic 

cg14651249 7.55E-13 9.40E-11 0.261588457 -2.977276873 
 

0.548991126 0.13433563 BARHL1 9 Island 3'UTR 135465030 Intragenic 
cg12098963 7.61E-13 9.47E-11 0.929631498 -2.118497977 

 
0.642951179 0.207001555 CRTAC1 10 Island Body 99789825 Intragenic 

cg20654260 7.63E-13 9.48E-11 -0.751577818 -3.244982955 
 

0.399548531 0.099909518 TMEM151B 6 S_Shore Body 44238905 Intragenic 
cg00153110 7.77E-13 9.64E-11 -1.11378648 -4.943305818 

 
0.3615594 0.046747183 SP9 2 Island Body 175201062 Intragenic 

cg17995197 7.94E-13 9.85E-11 -0.377876142 -3.403947182 
 

0.456394226 0.098327066 FAM59B 2 Island Body 26408167 Intragenic 
cg24871691 8.05E-13 9.97E-11 -1.598978286 -4.146775956 

 
0.281269997 0.057956107 PRMT8 12 Island Body 3601494 Intragenic 
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cg00765312 8.07E-13 9.99E-11 -0.238909133 -4.291315347 
 

0.464033628 0.075946719 ALX1 12 Island Body 85674694 Intragenic 
cg22902266 8.12E-13 1.00E-10 0.582473515 -1.938180996 

 
0.59256133 0.22437222 BARX1 9 Island 3'UTR 96714313 Intragenic 

cg04156464 8.56E-13 1.06E-10 0.83189954 -2.734631019 
 

0.621369783 0.161404468 NA 16 N_Shore TSS1500, Body 56224504 Intragenic 
cg18253101 8.62E-13 1.06E-10 -0.074067579 -4.807601169 

 
0.497033121 0.064791716 PALM 19 Island Body 709325 Intragenic 

cg03760951 8.81E-13 1.09E-10 0.978838635 -2.582169515 
 

0.658470677 0.18241875 NA 11 Island Body, TSS1500, 5'UTR 2160875 Intragenic 
cg08986368 8.85E-13 1.09E-10 0.657606978 -2.681160956 

 
0.60019996 0.163329773 NA 11 Island Body, 5'UTR 2159122 Intragenic 

cg05068987 8.92E-13 1.10E-10 0.185572507 -3.465972765 
 

0.549642022 0.10627322 MAST1 19 Island Body 12978714 Intragenic 
cg11706469 9.06E-13 1.11E-10 0.105275085 -1.73850506 

 
0.516578425 0.239704866 FGF8 10 N_Shore Body 103535362 Intragenic 

cg10694152 9.13E-13 1.12E-10 0.087919499 -2.878783993 
 

0.520731927 0.134207018 SLC15A1 13 Island Body 99404506 Intragenic 
cg11587925 9.13E-13 1.12E-10 -1.256210268 -5.436460576 

 
0.375275563 0.026083414 OLFM2 19 Island Body 10046956 Intragenic 

cg12308746 9.43E-13 1.15E-10 1.27828842 -2.029121808 
 

0.693856067 0.228650269 DLX1 2 N_Shore Body 172952415 Intragenic 
cg05255728 9.45E-13 1.16E-10 -1.376066091 -4.651808069 

 
0.340320133 0.04145342 ZNF141 4 S_Shore Body 332107 Intragenic 

cg11454719 9.50E-13 1.16E-10 -0.20017005 -3.94478838 
 

0.485597379 0.088083533 PAX3 2 Island Body 223155841 Intragenic 
cg22280475 9.67E-13 1.18E-10 0.74899632 -2.265614771 

 
0.620371237 0.199099216 EBF2 8 Island Body 25897534 Intragenic 

cg05327835 9.72E-13 1.18E-10 -0.053623067 -5.39013098 
 

0.522788052 0.042110699 IDUA 4 Island Body 996175 Intragenic 
cg23478098 9.77E-13 1.19E-10 -0.68772362 -3.188849494 

 
0.398050121 0.106079754 LINC00461 5 N_Shore Body 87972122 Intragenic 

cg02953275 9.92E-13 1.21E-10 -0.938827344 -4.651211445 
 

0.411032365 0.04301938 CACNB4 2 Island 1stExon, Body, 5'UTR 152955191 Intragenic 
cg10016610 9.96E-13 1.21E-10 -1.519842618 -5.722068705 

 
0.318551628 0.028145821 ROBO3 11 Island Body 124735994 Intragenic 

cg05003791 9.99E-13 1.21E-10 -0.149817379 -3.787106331 
 

0.489479583 0.085613511 SYNGR1 22 Island Body 39746550 Intragenic 
cg24627827 9.99E-13 1.21E-10 0.125340092 -2.815932202 

 
0.520853236 0.146803658 GRID1 10 Island Body 88125521 Intragenic 

cg12961059 1.01E-12 1.23E-10 0.153299747 -2.910374506 
 

0.526049853 0.146880171 ROBO3 11 Island Body 124735961 Intragenic 
cg13643796 1.02E-12 1.23E-10 1.122535444 -3.977793311 

 
0.666325425 0.11304725 ADAMTS3 4 Island Body 73434209 Intragenic 

cg08494905 1.04E-12 1.26E-10 -0.228572423 -3.749883472 
 

0.477489509 0.093406771 MDGA1 6 Island Body 37663982 Intragenic 
cg01016851 1.05E-12 1.26E-10 -1.983259921 -3.672318207 

 
0.220155354 0.074435435 PDE4DIP 1 Island Body 145039741 Intragenic 

cg18494190 1.05E-12 1.26E-10 -0.285829152 -2.44887935 
 

0.454982741 0.166486661 PAX2 10 N_Shore 3'UTR 102589532 Intragenic 
cg26870725 1.05E-12 1.27E-10 -0.596108864 -4.016853534 

 
0.427915999 0.076985845 MAST1 19 S_Shore Body 12978805 Intragenic 

cg05653707 1.06E-12 1.27E-10 0.683441355 -2.786101642 
 

0.60671021 0.161214312 NA 10 Island Body, TSS1500 119304938 Intragenic 
cg10164592 1.06E-12 1.27E-10 -1.017520497 -5.467986776 

 
0.394248512 0.032243388 BTBD11 12 S_Shore Body 107715146 Intragenic 

cg25830182 1.08E-12 1.29E-10 0.820077145 -2.905850061 
 

0.623942432 0.154123499 NKX6-1 4 N_Shore Body 85417077 Intragenic 
cg09424609 1.08E-12 1.29E-10 -1.442525986 -3.683626616 

 
0.306046026 0.073323414 KCNMB4 12 Island Body 70760972 Intragenic 

cg22655696 1.09E-12 1.31E-10 1.080391534 -1.327692854 
 

0.662408868 0.29613526 EBF3 10 Island Body 131757191 Intragenic 
cg21493703 1.10E-12 1.32E-10 -0.617718702 -4.191477523 

 
0.408172324 0.076683047 XKR5 8 Island Body 6691879 Intragenic 

cg02583938 1.10E-12 1.32E-10 0.039911994 -2.922259801 
 

0.509812034 0.140421389 TBX1 22 Island Body 19748777 Intragenic 
cg05904716 1.11E-12 1.33E-10 1.015299776 -1.806033738 

 
0.660315541 0.245544382 GFPT2 5 Island Body 179779205 Intragenic 

cg14460403 1.11E-12 1.33E-10 -0.400544072 -3.542455795 
 

0.434617455 0.098749253 NA 10 Island TSS200, Body 119301766 Intragenic 
cg04662983 1.15E-12 1.37E-10 0.489763603 -2.800031401 

 
0.581162558 0.158553882 PPM1E 17 S_Shore Body 56834321 Intragenic 

cg15616382 1.16E-12 1.38E-10 0.69274311 -1.516395114 
 

0.607842316 0.268170408 MKX 10 Island Body 28030839 Intragenic 
cg17790852 1.16E-12 1.38E-10 0.322539499 -3.767297796 

 
0.569247409 0.098575588 ODZ3 4 S_Shore Body 183370512 Intragenic 

cg19382731 1.17E-12 1.38E-10 0.598967316 -2.374315656 
 

0.593959466 0.187678458 RNF220 1 Island Body 44883990 Intragenic 
cg26396455 1.17E-12 1.38E-10 -1.357079247 -4.570846561 

 
0.312310313 0.051935605 NXPH4 12 Island Body 57619290 Intragenic 

cg15603311 1.17E-12 1.38E-10 -0.304623269 -3.638513229 
 

0.452594515 0.100510681 CACNA2D3 3 S_Shore Body 54157900 Intragenic 
cg15011232 1.17E-12 1.39E-10 -2.815959484 -5.026794317 

 
0.155531762 0.030454824 ICAM5 19 Island Body 10401324 Intragenic 

cg07812877 1.18E-12 1.40E-10 -0.324970597 -4.216370638 
 

0.473216508 0.074377672 NA 19 Island TSS1500, 3'UTR 11531469 Intragenic 
cg21339969 1.19E-12 1.40E-10 -0.939491208 -3.156883046 

 
0.363245435 0.106181125 C1orf95 1 Island Body 226737393 Intragenic 

cg06591466 1.19E-12 1.41E-10 0.097737302 -3.18828453 
 

0.528223114 0.124339022 C14orf132 14 Island Body 96505869 Intragenic 
cg24794531 1.21E-12 1.43E-10 -0.048797326 -3.342204252 

 
0.511323587 0.107339198 TRPC1 3 Island Body 142443837 Intragenic 

cg08252387 1.25E-12 1.47E-10 -0.242314408 -2.659366651 
 

0.459647327 0.150505642 LINC00461 5 Island Body 87970950 Intragenic 
cg18280463 1.25E-12 1.47E-10 -1.226163642 -6.415153906 

 
0.356363138 0.024913512 ANKRD34A 1 Island Body 145473698 Intragenic 

cg24937280 1.26E-12 1.47E-10 0.955789908 -2.822892585 
 

0.649300117 0.164386024 MCC 5 Island Body 112823756 Intragenic 
cg23665824 1.26E-12 1.47E-10 -0.356592764 -4.097904656 

 
0.439974168 0.087079487 NA 2 Island Body 80530701 Intragenic 

cg09315391 1.26E-12 1.48E-10 -3.23134735 -4.256550832 
 

0.097996311 0.050833596 SGK1 6 S_Shelf Body, TSS1500 134499794 Intragenic 
cg17619993 1.28E-12 1.50E-10 -0.540608137 -4.984254704 

 
0.422948992 0.06168753 BMP6 6 Island Body 7728888 Intragenic 

cg07113562 1.29E-12 1.50E-10 -0.979076494 -3.782031371 
 

0.376845702 0.073980694 PRKG1 10 Island Body, TSS200 52834093 Intragenic 
cg21724044 1.29E-12 1.51E-10 -0.676038206 -3.393659283 

 
0.412565506 0.094472109 NA 7 S_Shore TSS1500, Body 107302510 Intragenic 

cg23928165 1.31E-12 1.53E-10 0.016206943 -5.231750603 
 

0.502911799 0.062024013 PNMAL2 19 Island 1stExon, 3'UTR 46996713 Intragenic 
cg00828602 1.31E-12 1.53E-10 0.689386972 -3.10355547 

 
0.608471785 0.143093036 WNT5A 3 Island Body 55520834 Intragenic 
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cg27087622 1.32E-12 1.54E-10 0.165057396 -4.726272766 
 

0.541859929 0.067401528 LINC00461 5 Island Body, TSS1500 87970114 Intragenic 
cg12035699 1.32E-12 1.54E-10 0.343941832 -3.256445713 

 
0.551873674 0.124431307 TMEM178 2 S_Shore Body, 5'UTR 39893887 Intragenic 

cg27434245 1.34E-12 1.56E-10 -0.387113313 -4.105049303 
 

0.481617817 0.065234946 CBFA2T3 16 Island 1stExon, 5'UTR, Body 89007493 Intragenic 
cg18956393 1.34E-12 1.56E-10 -0.64488665 -3.504307846 

 
0.424828311 0.085843268 DKK1 10 Island Body 54074524 Intragenic 

cg08967211 1.36E-12 1.57E-10 -1.150701244 -5.043620413 
 

0.361938296 0.03827865 GABBR1 6 S_Shore Body, TSS200 29596174 Intragenic 
cg25673357 1.42E-12 1.65E-10 -1.128170968 -5.96651619 

 
0.365359059 0.036089753 AVP 20 Island Body 3063586 Intragenic 

cg07997493 1.44E-12 1.66E-10 0.615979075 -2.555594444 
 

0.600533904 0.17685115 NEUROD2 17 Island Body 37761947 Intragenic 
cg21229859 1.44E-12 1.67E-10 0.058300002 -2.096294186 

 
0.509975334 0.198304855 MYEF2 15 N_Shore Body 48469952 Intragenic 

cg12975790 1.45E-12 1.67E-10 1.513249824 -1.354741593 
 

0.725830406 0.294568337 BTBD17 17 Island Body 72352828 Intragenic 
cg25044817 1.46E-12 1.68E-10 -0.308730112 -3.420404545 

 
0.474384989 0.096372689 MFSD2B 2 Island Body 24233259 Intragenic 

cg03162045 1.46E-12 1.68E-10 -0.667735386 -3.806066212 
 

0.42954165 0.075089713 TRPC1 3 Island Body 142443933 Intragenic 
cg04094169 1.46E-12 1.68E-10 -1.095049314 -3.988547229 

 
0.329811771 0.075577691 CADM3 1 S_Shore Body 159141893 Intragenic 

cg03875156 1.47E-12 1.69E-10 -0.353966346 -3.37810138 
 

0.466717878 0.103106115 SPRN 10 Island Body 135237037 Intragenic 
cg02109793 1.48E-12 1.70E-10 0.892682691 -1.49728504 

 
0.642611642 0.277500937 NA 22 Island Body, TSS1500 24890690 Intragenic 

cg10673839 1.49E-12 1.71E-10 -0.486743926 -4.434691208 
 

0.433103021 0.071871293 MMP17 12 Island Body 132313626 Intragenic 
cg04884011 1.49E-12 1.71E-10 -0.366079128 -4.638271509 

 
0.489742367 0.054650771 PRKG1 10 Island Body, TSS1500 52833909 Intragenic 

cg24739382 1.49E-12 1.71E-10 -0.053872362 -4.847389344 
 

0.490710034 0.074765781 ANK1 8 Island 3'UTR 41511175 Intragenic 
cg05642734 1.50E-12 1.72E-10 -1.181879279 -4.801165527 

 
0.379310128 0.038308922 TCHH 1 N_Shore Body 152084347 Intragenic 

cg15824316 1.50E-12 1.72E-10 -1.280212255 -3.933271288 
 

0.328902734 0.063154326 HRK 12 Island 3'UTR 117317338 Intragenic 
cg11088422 1.54E-12 1.76E-10 -1.988458086 -6.174941628 

 
0.299791573 0.016040481 RUNDC3A 17 Island Body 42392697 Intragenic 

cg17203647 1.55E-12 1.76E-10 0.163404909 -2.047456679 
 

0.526047252 0.208756901 EBF2 8 Island Body 25897201 Intragenic 
cg25203704 1.55E-12 1.76E-10 -0.022435821 -5.155949114 

 
0.495198304 0.068580525 NA 5 Island Body, TSS1500 17216922 Intragenic 

cg08316417 1.58E-12 1.80E-10 0.372283418 -3.518144974 
 

0.555016361 0.117199974 CRMP1 4 Island Body, TSS200 5890430 Intragenic 
cg11228876 1.59E-12 1.81E-10 -0.464536812 -4.08454242 

 
0.426794645 0.08065659 NID1 1 N_Shore Body 236227653 Intragenic 

cg03867475 1.61E-12 1.82E-10 0.020831072 -4.595464837 
 

0.502105566 0.070074118 OLIG1 21 Island 1stExon, 3'UTR 34444382 Intragenic 
cg20895511 1.61E-12 1.82E-10 -0.51895094 -2.03298395 

 
0.415999615 0.201298175 NA 11 Island Body, 5'UTR, 1stExon 2160055 Intragenic 

cg16749235 1.64E-12 1.86E-10 0.385454314 -4.084058593 
 

0.559525951 0.091056823 EBF2 8 Island Body 25901422 Intragenic 
cg01179851 1.65E-12 1.87E-10 -2.150185699 -5.11249765 

 
0.211828174 0.033871551 SALL3 18 NA Body 76746274 Intragenic 

cg15524516 1.71E-12 1.93E-10 -0.545562246 -3.611383028 
 

0.417970392 0.095965273 RTN1 14 N_Shore Body 60336659 Intragenic 
cg04761198 1.71E-12 1.93E-10 0.489329059 -4.965205331 

 
0.579667172 0.075511478 RGS20 8 Island Body 54793733 Intragenic 

cg03598159 1.72E-12 1.94E-10 1.35817292 -1.524085842 
 

0.693425835 0.271084795 RYR1 19 Island Body 39055712 Intragenic 
cg18780259 1.72E-12 1.94E-10 0.093318103 -2.985708912 

 
0.515954353 0.139912071 NA 19 Island 5'UTR, Body 19006582 Intragenic 

cg14556391 1.72E-12 1.94E-10 -0.257192236 -2.788415729 
 

0.459511983 0.143461855 KCNK12 2 Island Body 47748407 Intragenic 
cg14854355 1.73E-12 1.94E-10 1.196910669 -0.919055193 

 
0.687646187 0.355396356 SARM1 17 Island Body 26708366 Intragenic 

cg02009088 1.74E-12 1.96E-10 0.048301705 -4.896191254 
 

0.506939249 0.064993925 NRG2 5 Island Body 139228153 Intragenic 
cg04436818 1.77E-12 1.99E-10 -0.958483415 -3.555790087 

 
0.358097261 0.089445665 PAX2 10 N_Shore 3'UTR 102589545 Intragenic 

cg20930201 1.77E-12 1.99E-10 0.357549451 -2.672494562 
 

0.569088274 0.151804602 SLC47A1 17 Island Body 19437691 Intragenic 
cg08695763 1.78E-12 2.00E-10 0.36746206 -3.516294589 

 
0.558310657 0.120893302 RGMA 15 Island Body, TSS200 93631911 Intragenic 

cg12020549 1.81E-12 2.03E-10 -0.346587573 -5.458247861 
 

0.448735489 0.052234306 COMP 19 Island Body 18900772 Intragenic 
cg21039652 1.85E-12 2.06E-10 -1.541860504 -4.63371277 

 
0.27978385 0.052035877 CSMD3 8 S_Shelf Body 114447681 Intragenic 

cg10454937 1.85E-12 2.06E-10 -0.937457271 -3.755238377 
 

0.354835363 0.084595438 BARX1 9 Island Body 96715047 Intragenic 
cg08963419 1.85E-12 2.07E-10 -1.272901339 -3.342084886 

 
0.320290496 0.091897538 ICAM5 19 Island Body 10402829 Intragenic 

cg22794494 1.86E-12 2.08E-10 0.846729196 -3.121696208 
 

0.629715927 0.144187913 BMP6 6 Island Body 7727906 Intragenic 
cg09519400 1.87E-12 2.08E-10 -1.103783996 -4.397601565 

 
0.356753666 0.057694316 CD38 4 Island Body 15780728 Intragenic 

cg07281318 1.93E-12 2.15E-10 0.703712969 -2.026713668 
 

0.610766543 0.216186361 GRID2IP 7 Island Body 6575968 Intragenic 
cg06382344 1.93E-12 2.15E-10 -0.65499926 -5.126255229 

 
0.41709771 0.0478596 TBR1 2 Island Body 162280519 Intragenic 

cg02491396 1.98E-12 2.20E-10 -0.376692601 -3.441262303 
 

0.466718506 0.092325291 DLX2 2 Island Body 172966428 Intragenic 
cg15454599 1.98E-12 2.20E-10 -1.187940274 -3.851478651 

 
0.349163931 0.066045346 MMP17 12 Island Body 132313905 Intragenic 

cg03911502 2.00E-12 2.21E-10 0.177740337 -3.587491488 
 

0.52709373 0.113237706 CRMP1 4 Island Body, TSS200 5890402 Intragenic 
cg07810366 2.01E-12 2.23E-10 -0.647223479 -2.569464041 

 
0.394876295 0.154336279 AFF3 2 Island Body 100720526 Intragenic 

cg20479774 2.02E-12 2.23E-10 0.010784457 -4.969741468 
 

0.515130599 0.064804388 NA 7 Island Body 96635748 Intragenic 
cg25079568 2.02E-12 2.24E-10 -0.730707699 -3.353910479 

 
0.399246808 0.099144182 TCF4 18 NA Body 52989604 Intragenic 

cg24913868 2.04E-12 2.25E-10 0.962348306 -1.819568342 
 

0.648336507 0.242850938 NKX2-3 10 Island 3'UTR 101296069 Intragenic 
cg23926649 2.05E-12 2.26E-10 -0.763430419 -3.793252006 

 
0.421416585 0.071250455 CPNE9 3 Island Body 9745850 Intragenic 

cg17332016 2.05E-12 2.26E-10 -0.829990883 -4.651987451 
 

0.405457145 0.051808051 SLC47A1 17 S_Shore Body 19437791 Intragenic 
cg24300475 2.05E-12 2.26E-10 -1.742965392 -3.602715443 

 
0.252925376 0.078075572 PRMT8 12 Island Body 3601514 Intragenic 
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cg07791578 2.07E-12 2.27E-10 -1.185769053 -3.658061076 
 

0.33174038 0.080918429 NA 6 Island 1stExon, 3'UTR, TSS200 24358308 Intragenic 
cg03992259 2.08E-12 2.28E-10 0.251321719 -2.696531913 

 
0.53737275 0.158204012 NCKAP5 2 Island Body 134024418 Intragenic 

cg08592305 2.08E-12 2.28E-10 -0.440687228 -3.104387454 
 

0.441381352 0.118893793 MAST1 19 Island Body 12978383 Intragenic 
cg05891007 2.12E-12 2.32E-10 -1.016474665 -3.27720991 

 
0.339170491 0.105684993 SHD 19 S_Shore Body 4280361 Intragenic 

cg00375691 2.12E-12 2.33E-10 -1.618804207 -4.571896557 
 

0.275997283 0.050609249 EMX2OS 10 Island Body 119296942 Intragenic 
cg18297736 2.14E-12 2.34E-10 -0.438840049 -2.896533492 

 
0.428988284 0.135587911 NKX6-1 4 N_Shore Body 85416865 Intragenic 

cg16524049 2.15E-12 2.35E-10 1.048219786 -1.565764109 
 

0.659538849 0.265646296 LMX1A 1 Island Body 165205506 Intragenic 
cg09297288 2.17E-12 2.37E-10 0.036004111 -4.056917747 

 
0.539071272 0.075150056 GBX2 2 Island Body 237075188 Intragenic 

cg13498289 2.20E-12 2.40E-10 -0.262358967 -4.477948093 
 

0.489637919 0.066311866 BMP6 6 Island Body 7729042 Intragenic 
cg01106410 2.22E-12 2.42E-10 -1.232972535 -3.543726304 

 
0.331915581 0.080564422 LTB 6 Island Body, 3'UTR 31549159 Intragenic 

cg19816883 2.26E-12 2.46E-10 0.317910212 -1.785494139 
 

0.551164055 0.235520729 LHX1 17 Island Body 35296117 Intragenic 
cg01049813 2.27E-12 2.47E-10 0.204979451 -2.961834225 

 
0.539410912 0.140326408 CPAMD8 19 NA Body 17137306 Intragenic 

cg09219093 2.28E-12 2.48E-10 -1.122655343 -3.045789698 
 

0.329067399 0.113793667 CHRD 3 Island Body 184099259 Intragenic 
cg09950309 2.29E-12 2.49E-10 0.317866863 -2.445462322 

 
0.557976572 0.173264897 NRXN3 14 N_Shore Body, TSS1500 79744991 Intragenic 

cg02728483 2.31E-12 2.51E-10 0.765009461 -2.039327087 
 

0.619166407 0.217382132 DLX2 2 Island 3'UTR 172965081 Intragenic 
cg23663760 2.33E-12 2.53E-10 -0.384504581 -2.926780747 

 
0.452629408 0.123918357 WNT3A 1 Island Body 228247135 Intragenic 

cg12449528 2.37E-12 2.57E-10 0.004867908 -2.714986519 
 

0.512017967 0.140957676 MFSD2B 2 S_Shore Body 24233341 Intragenic 
cg01294327 2.43E-12 2.62E-10 1.580735768 -0.83416399 

 
0.737268123 0.370234222 LINGO3 19 Island Body 2291373 Intragenic 

cg24635156 2.45E-12 2.64E-10 -1.340693525 -4.084737633 
 

0.335783504 0.058012892 NA 2 Island Body 241392005 Intragenic 
cg04547588 2.47E-12 2.66E-10 -1.622861339 -6.201353874 

 
0.33690704 0.022761799 TMEM170B 6 Island Body 11538767 Intragenic 

cg04317977 2.48E-12 2.67E-10 -0.23177208 -4.255576276 
 

0.474853605 0.075121922 XKR6 8 Island Body 10874016 Intragenic 
cg23109129 2.48E-12 2.67E-10 -0.067404126 -4.262073712 

 
0.516515542 0.077184392 HHIP 4 S_Shore Body 145568182 Intragenic 

cg16539629 2.50E-12 2.69E-10 0.618142038 -3.178078793 
 

0.607717501 0.133944759 C14orf132 14 Island Body 96505722 Intragenic 
cg00187933 2.51E-12 2.70E-10 -0.826549283 -4.169905542 

 
0.378465769 0.071362546 IDUA 4 Island Body 996785 Intragenic 

cg15090005 2.54E-12 2.73E-10 -0.114730315 -2.219468196 
 

0.49089901 0.184016927 RBP7 1 Island Body 10058068 Intragenic 
cg10544564 2.55E-12 2.73E-10 -1.006688954 -4.28661746 

 
0.338015802 0.068700342 CADM3 1 S_Shore Body 159141860 Intragenic 

cg12804278 2.58E-12 2.77E-10 -0.944784259 -5.530262466 
 

0.379238292 0.040124999 C10orf67 10 NA Body 23633326 Intragenic 
cg22139774 2.62E-12 2.81E-10 -0.710099757 -2.610764111 

 
0.385023963 0.150896177 AFF3 2 Island Body 100720529 Intragenic 

cg02278073 2.65E-12 2.83E-10 -0.298951581 -2.640914996 
 

0.455582909 0.151769675 RASL10B 17 Island 3'UTR 34068571 Intragenic 
cg20748533 2.68E-12 2.86E-10 1.210628828 -1.364492578 

 
0.67809396 0.294325161 SHANK1 19 Island Body 51189975 Intragenic 

cg27603796 2.70E-12 2.88E-10 0.026264126 -3.092620119 
 

0.511881826 0.119797822 CTTNBP2 7 N_Shore Body 117512803 Intragenic 
cg05469759 2.71E-12 2.90E-10 0.6615432 -2.935700749 

 
0.600949421 0.150915466 NDRG4 16 Island TSS1500, 5'UTR, Body 58498456 Intragenic 

cg09522825 2.73E-12 2.91E-10 -0.639919512 -3.107413828 
 

0.404373153 0.117839755 KCNIP1 5 NA Body 170108285 Intragenic 
cg01081636 2.73E-12 2.91E-10 -0.520283826 1.20441894 

 
0.415488446 0.69134344 GRM4 6 N_Shore Body 33994263 Intragenic 

cg18065409 2.75E-12 2.93E-10 -0.939311482 -3.113496774 
 

0.362002984 0.109274809 SOGA3 6 N_Shore Body 127836597 Intragenic 
cg25703243 2.76E-12 2.94E-10 0.27976787 -3.713967049 

 
0.568503692 0.093731763 HHIP 4 S_Shore Body 145568399 Intragenic 

cg03257341 2.79E-12 2.96E-10 -0.061183929 -4.247201045 
 

0.50634689 0.07168552 WNT1 12 Island 3'UTR 49375499 Intragenic 
cg11838384 2.79E-12 2.96E-10 0.994603019 -2.689596558 

 
0.650519537 0.174171201 MACROD1 11 Island Body 63803845 Intragenic 

cg00889769 2.82E-12 2.99E-10 -0.997974607 -3.394679388 
 

0.3647832 0.091461401 TRIM36 5 Island Body 114515341 Intragenic 
cg04812509 2.83E-12 3.00E-10 0.239042653 -3.896917791 

 
0.551277515 0.097268521 RNLS 10 Island Body 90342738 Intragenic 

cg02279670 2.84E-12 3.00E-10 0.100360566 -5.837530421 
 

0.519341991 0.057559554 POU4F1 13 Island Body 79177195 Intragenic 
cg09639622 2.86E-12 3.02E-10 -0.82003194 -3.762610088 

 
0.370812903 0.087283316 LOC440461 17 Island Body 66195307 Intragenic 

cg27602263 2.90E-12 3.06E-10 0.7700726 -3.767174778 
 

0.622058636 0.125626175 RAX 18 Island Body 56936434 Intragenic 
cg23187886 2.92E-12 3.08E-10 -1.107210937 -4.773550282 

 
0.353312372 0.054369108 COL4A2 13 Island Body 110961116 Intragenic 

cg27003849 2.93E-12 3.09E-10 -1.494547152 -5.140720262 
 

0.312018537 0.035994092 PRMT8 12 Island Body 3601880 Intragenic 
cg17395226 2.99E-12 3.15E-10 -2.681655602 -4.244427051 

 
0.144813926 0.052480623 NIPAL4 5 S_Shore Body 156887490 Intragenic 

cg11677857 2.99E-12 3.15E-10 1.522455252 -2.256641942 
 

0.728083964 0.218915451 MMEL1 1 Island Body 2560350 Intragenic 
cg08164556 3.00E-12 3.15E-10 -0.312151066 -3.155677626 

 
0.475615182 0.106663428 CACNG4 17 Island Body 64961914 Intragenic 

cg06214925 3.04E-12 3.19E-10 0.042691139 -2.016997341 
 

0.506550576 0.210775385 LOC641518 4 Island TSS1500, Body 109092628 Intragenic 
cg11428482 3.06E-12 3.21E-10 0.290512791 -4.341427048 

 
0.540561174 0.081612054 PHF21B 22 Island Body 45405333 Intragenic 

cg05234760 3.11E-12 3.26E-10 0.8407241 -3.42334089 
 

0.624851951 0.132633186 XKR5 8 Island Body 6692470 Intragenic 
cg08283130 3.19E-12 3.33E-10 2.133888386 -1.026493598 

 
0.788621857 0.341817728 MYO1F 19 Island Body 8591776 Intragenic 

cg20993114 3.19E-12 3.33E-10 -0.317707046 -4.972048349 
 

0.447901368 0.064321052 LRRFIP1 2 Island Body 238536413 Intragenic 
cg18616862 3.19E-12 3.33E-10 -1.274150901 -3.844422102 

 
0.332948171 0.068778 ZDHHC22 14 Island Body 77606068 Intragenic 

cg20800022 3.19E-12 3.33E-10 0.703381351 -1.909260656 
 

0.613146725 0.232898908 GDF6 8 Island Body 97169764 Intragenic 
cg19657198 3.23E-12 3.36E-10 0.701005458 -2.117028413 

 
0.60240515 0.208789891 FLJ45983 10 Island Body 8095121 Intragenic 
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cg12848345 3.23E-12 3.36E-10 -0.789315088 -3.60417792 
 

0.397280335 0.084314471 CADM1 11 N_Shore Body 115373119 Intragenic 
cg11229533 3.33E-12 3.47E-10 -0.084156163 -3.632779103 

 
0.484430381 0.107845827 TMEM178 2 S_Shore Body, 5'UTR 39893520 Intragenic 

cg11950360 3.33E-12 3.47E-10 1.76605957 -0.874056751 
 

0.749787792 0.360999765 CELF4 18 S_Shore Body 34834690 Intragenic 
cg21952901 3.34E-12 3.47E-10 0.608835246 -5.443493594 

 
0.59841971 0.077213241 MAP1B 5 Island Body 71404443 Intragenic 

cg12064069 3.35E-12 3.48E-10 -0.968250414 -5.507846939 
 

0.345625921 0.042957217 D4S234E 4 Island Body 4389509 Intragenic 
cg07959338 3.38E-12 3.50E-10 -1.386420366 -3.641630303 

 
0.28916283 0.085199219 ARHGEF7 13 NA Body 111768474 Intragenic 

cg05778440 3.40E-12 3.52E-10 0.525580891 -1.04317776 
 

0.58541533 0.331031784 LOC440461 17 N_Shore Body 66196160 Intragenic 
cg17222452 3.44E-12 3.56E-10 0.257258488 -3.392390104 

 
0.535886266 0.121939337 MLF1 3 Island 5'UTR, 1stExon, Body 158289160 Intragenic 

cg12078605 3.50E-12 3.62E-10 -0.689842789 -4.526829438 
 

0.42070278 0.064641937 NA 2 Island Body, TSS200 80531500 Intragenic 
cg26712680 3.57E-12 3.69E-10 1.156088967 -1.550167152 

 
0.679856784 0.274817543 LOC389634 12 N_Shore Body 8542524 Intragenic 

cg14585700 3.65E-12 3.76E-10 -0.555439151 -3.632784486 
 

0.42370712 0.097898355 PAX5 9 Island Body 37027605 Intragenic 
cg24689196 3.66E-12 3.77E-10 0.188679121 -3.763579574 

 
0.530998196 0.106900658 MAST4 5 Island Body 65893165 Intragenic 

cg21240762 3.67E-12 3.78E-10 0.02587039 -5.099257089 
 

0.52989092 0.065085998 CRH 8 Island Body 67089388 Intragenic 
cg11283700 3.68E-12 3.78E-10 -0.386224664 -4.70476902 

 
0.488992257 0.05810477 PAX5 9 Island Body 37027815 Intragenic 

cg10076031 3.72E-12 3.83E-10 -0.089226229 -3.526208857 
 

0.495872317 0.102036369 NA 2 S_Shore Body, TSS1500 173601150 Intragenic 
cg04314114 3.77E-12 3.87E-10 0.25868733 -2.50990082 

 
0.542614289 0.170043953 IRX3 16 Island Body 54318115 Intragenic 

cg16729832 3.79E-12 3.89E-10 0.129543881 -3.703380749 
 

0.51470849 0.107181394 GFRA2 8 Island Body 21645078 Intragenic 
cg15585318 3.81E-12 3.91E-10 -0.451211745 -3.514703783 

 
0.43928181 0.101686892 WNT5A 3 Island Body 55515168 Intragenic 

cg23202979 3.84E-12 3.93E-10 -0.017678145 -2.966520325 
 

0.506865877 0.119790334 CADM1 11 Island Body 115373757 Intragenic 
cg18840273 3.93E-12 4.02E-10 -0.265278209 -3.288840432 

 
0.454843293 0.117346957 CRMP1 4 Island Body, TSS1500 5890631 Intragenic 

cg13773914 3.98E-12 4.07E-10 -0.963402169 -5.096799671 
 

0.401028673 0.045651169 TRPC3 4 Island Body 122872367 Intragenic 
cg19158124 4.00E-12 4.09E-10 -0.168103269 2.366018109 

 
0.468608895 0.822978108 NFASC 1 NA Body 204925702 Intragenic 

cg06584494 4.03E-12 4.11E-10 0.312150627 -3.503522322 
 

0.553911097 0.111703567 VSTM2A 7 Island Body 54614477 Intragenic 
cg15642792 4.05E-12 4.13E-10 -2.511923747 -6.869418808 

 
0.246750032 0.011990791 FCRLB 1 Island Body 161696175 Intragenic 

cg02608801 4.07E-12 4.15E-10 -0.613887929 -3.510433322 
 

0.423256648 0.092784841 ASTN2 9 Island Body 120176762 Intragenic 
cg13833923 4.12E-12 4.19E-10 -0.147284563 -2.845979074 

 
0.482417748 0.139490965 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746627 Intragenic 

cg16643151 4.26E-12 4.33E-10 -0.127508899 -2.143860787 
 

0.480184297 0.195968374 GRID1 10 Island Body 88124063 Intragenic 
cg06749592 4.28E-12 4.34E-10 -1.703741093 -5.828887801 

 
0.323755701 0.020954552 EFHD1 2 Island 1stExon, Body, 5'UTR 233498223 Intragenic 

cg26529833 4.31E-12 4.37E-10 -0.131488096 -2.922858746 
 

0.475387256 0.135240685 DHH 12 Island 3'UTR 49483619 Intragenic 
cg07173547 4.37E-12 4.43E-10 -0.998923081 -4.321533685 

 
0.36249792 0.063017074 IGSF22 11 S_Shore Body 18727949 Intragenic 

cg20885078 4.37E-12 4.43E-10 -1.051486535 -5.020077706 
 

0.379351899 0.045004588 MIR548N 2 Island Body 179278530 Intragenic 
cg20678233 4.38E-12 4.43E-10 -2.386207797 -5.08781413 

 
0.204541332 0.031596649 NAT16 7 Island Body 100815998 Intragenic 

cg07420190 4.39E-12 4.44E-10 -0.393464733 -6.18737478 
 

0.491951131 0.04326519 MARK1 1 Island Body 220702225 Intragenic 
cg23828595 4.42E-12 4.47E-10 -0.606929035 -4.140413152 

 
0.444230654 0.06793281 PRKG1 10 Island Body, TSS1500 52833610 Intragenic 

cg22370005 4.44E-12 4.49E-10 0.260355665 -2.458832454 
 

0.542181506 0.177373803 DPY19L2P4 7 S_Shore Body 89749098 Intragenic 
cg22466448 4.46E-12 4.49E-10 -1.013566768 -4.912095187 

 
0.410351012 0.039610197 LTBP4 19 Island 1stExon, Body 41103168 Intragenic 

cg23165310 4.46E-12 4.49E-10 0.424446752 -2.222880166 
 

0.569649975 0.197563587 SOX2-OT 3 NA Body 181422217 Intragenic 
cg20728993 4.55E-12 4.58E-10 0.544635219 -2.20175893 

 
0.587038971 0.20287879 NKX1-2 10 Island Body 126137980 Intragenic 

cg25818813 4.74E-12 4.76E-10 -1.738609403 -4.68457333 
 

0.296201715 0.038900955 MERTK 2 Island Body 112656629 Intragenic 
cg08488945 4.78E-12 4.80E-10 -0.019679708 -2.919155707 

 
0.508949731 0.134895547 SOX2-OT 3 NA Body 181422202 Intragenic 

cg06035247 4.82E-12 4.84E-10 -0.819437871 -4.820050992 
 

0.394923848 0.051905696 FRMD4A 10 NA Body 14215708 Intragenic 
cg27092035 4.93E-12 4.94E-10 0.724989784 -2.716280276 

 
0.614013651 0.169985289 ARL10 5 Island Body 175792880 Intragenic 

cg03171361 5.00E-12 5.01E-10 0.520930291 -2.728955667 
 

0.583603696 0.163474136 IGF2BP1 17 Island Body 47075758 Intragenic 
cg25531836 5.01E-12 5.01E-10 -1.039774689 -4.076204141 

 
0.390022503 0.05721618 PAX2 10 Island 3'UTR, Body 102586999 Intragenic 

cg15963535 5.01E-12 5.01E-10 -0.729398461 -3.247603679 
 

0.39030184 0.109042879 NID1 1 N_Shore Body 236227521 Intragenic 
cg16515523 5.03E-12 5.02E-10 0.132679218 -3.754274733 

 
0.522567547 0.109232975 DNM3 1 S_Shore Body 171811529 Intragenic 

cg03055346 5.07E-12 5.06E-10 -1.711200888 -5.607301064 
 

0.298159855 0.029528142 NA 1 Island Body, TSS1500 156830080 Intragenic 
cg06071701 5.07E-12 5.06E-10 -1.381084918 -4.407694963 

 
0.346910883 0.045999933 NA 5 Island Body, TSS1500 111756104 Intragenic 

cg01802453 5.12E-12 5.10E-10 0.370638903 -3.192209603 
 

0.56452543 0.127073629 ODZ3 4 Island Body 183370148 Intragenic 
cg06758329 5.15E-12 5.13E-10 -1.623691537 -4.685756453 

 
0.28532774 0.046877514 COLEC12 18 Island Body 499760 Intragenic 

cg19625088 5.20E-12 5.17E-10 -0.697861304 -4.771438315 
 

0.423860882 0.046254149 LINC00461 5 Island Body 87976156 Intragenic 
cg04143750 5.20E-12 5.17E-10 -0.744187432 -3.585728992 

 
0.404800636 0.087900117 EFHD1 2 N_Shore TSS1500, Body 233497656 Intragenic 

cg10317138 5.21E-12 5.18E-10 1.367860841 -3.505139859 
 

0.698701207 0.131320444 ADAM12 10 N_Shore Body 128075923 Intragenic 
cg10588377 5.23E-12 5.19E-10 -0.287373062 -3.328334939 

 
0.466935118 0.109497111 HTRA1 10 Island Body 124221799 Intragenic 

cg08540953 5.27E-12 5.22E-10 -1.283332971 -5.555095943 
 

0.333303225 0.03025124 NAT16 7 Island Body 100815796 Intragenic 
cg15174564 5.31E-12 5.26E-10 -1.373910994 -5.288877207 

 
0.34519272 0.033354057 GRIK4 11 Island Body 120856801 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S7 
 

cg19594156 5.35E-12 5.29E-10 -0.583115632 -4.801838435 
 

0.44015493 0.05684526 PLXDC1 17 Island Body 37307524 Intragenic 
cg06250693 5.36E-12 5.29E-10 0.405870591 -1.666266805 

 
0.561467117 0.249725394 JAM3 11 Island Body 133994759 Intragenic 

cg09959585 5.41E-12 5.35E-10 0.157914643 -2.352478948 
 

0.526123489 0.184643626 EXOC3L4 14 Island Body 103570855 Intragenic 
cg11973682 5.52E-12 5.44E-10 -0.974435606 -4.890069472 

 
0.342610886 0.058389121 CRMP1 4 Island Body, TSS1500 5890633 Intragenic 

cg12511214 5.54E-12 5.46E-10 0.887795524 -3.114513408 
 

0.63878888 0.152727 CACNA1I 22 Island Body 40058293 Intragenic 
cg25585172 5.56E-12 5.47E-10 0.043986438 -2.762606357 

 
0.508322125 0.152037456 CACNA1E 1 Island Body 181454975 Intragenic 

cg21585733 5.60E-12 5.51E-10 -0.692749584 -3.387145113 
 

0.393037922 0.105359482 RAB39A 11 Island Body 107799660 Intragenic 
cg14559388 5.62E-12 5.53E-10 -0.281716604 -4.013207117 

 
0.468514992 0.087928889 APC2 19 Island Body 1457211 Intragenic 

cg11357746 5.72E-12 5.62E-10 0.063118359 -3.872010665 
 

0.506127529 0.096958182 TBX5 12 N_Shore Body 114837887 Intragenic 
cg00866399 5.74E-12 5.63E-10 0.596703099 -2.387255579 

 
0.595497536 0.19047584 EMX1 2 Island Body 73148052 Intragenic 

cg15262242 5.87E-12 5.75E-10 -0.39111475 -5.390412936 
 

0.455879685 0.062593764 PHOSPHO1 17 Island Body 47301741 Intragenic 
cg11980481 5.94E-12 5.82E-10 -1.733204178 -5.08142753 

 
0.311391604 0.030260976 FNBP1 9 Island Body 132805210 Intragenic 

cg08351004 5.96E-12 5.83E-10 0.455114246 -1.945903813 
 

0.570066178 0.221867719 DLX2 2 Island Body 172965650 Intragenic 
cg16490176 5.96E-12 5.83E-10 -0.258498418 -0.997992476 

 
0.455713882 0.334489553 NA 10 Island TSS200, 3'UTR 75670766 Intragenic 

cg03190379 6.01E-12 5.87E-10 -1.237101037 -2.861727889 
 

0.314777136 0.123345586 PRPH 12 Island Body 49690636 Intragenic 
cg04184208 6.05E-12 5.91E-10 0.079609833 -4.788846871 

 
0.543523162 0.071343973 C14orf132 14 Island Body 96505874 Intragenic 

cg26116485 6.07E-12 5.92E-10 0.322766116 -2.899804899 
 

0.565776577 0.142805003 WNT5A 3 Island Body 55515411 Intragenic 
cg10234068 6.09E-12 5.93E-10 0.107674128 -3.328696395 

 
0.536538597 0.103287253 TCHH 1 Island Body 152083276 Intragenic 

cg12023625 6.19E-12 6.03E-10 -0.7197173 -4.899936294 
 

0.436981646 0.044638267 SYNE1 6 Island Body 152623479 Intragenic 
cg07471157 6.31E-12 6.14E-10 -1.075571784 -3.421535167 

 
0.345558091 0.092524472 WNT1 12 Island Body 49373263 Intragenic 

cg09682913 6.37E-12 6.19E-10 -1.72656717 -5.261273831 
 

0.281081535 0.034731443 LBH 2 Island Body 30455589 Intragenic 
cg03465861 6.38E-12 6.20E-10 0.474005732 -2.475186111 

 
0.581127446 0.171902102 ISL2 15 Island Body 76630660 Intragenic 

cg03498886 6.41E-12 6.22E-10 -0.410033705 -2.911938127 
 

0.44157368 0.132326896 TMEM151B 6 Island Body 44243750 Intragenic 
cg12970542 6.44E-12 6.25E-10 0.653982724 -3.589032919 

 
0.605211216 0.126886992 CHST11 12 Island Body 104851909 Intragenic 

cg07580038 6.61E-12 6.40E-10 0.289882493 -3.453890399 
 

0.548774258 0.123545571 KIF5C 2 S_Shore Body 149634631 Intragenic 
cg19007948 6.77E-12 6.55E-10 1.442095419 3.366801685 

 
0.715758508 0.905118245 MYLK4 6 NA Body 2731676 Intragenic 

cg03424727 6.99E-12 6.76E-10 0.234566999 -3.421073812 
 

0.54770898 0.118541102 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277646 Intragenic 
cg03149565 7.03E-12 6.79E-10 0.507318882 -3.394630407 

 
0.577627725 0.122861811 LOC641518 4 Island TSS1500, Body 109092769 Intragenic 

cg01451328 7.05E-12 6.80E-10 -0.070040727 -3.605928152 
 

0.485344177 0.103744686 SIX1 14 Island Body 61115053 Intragenic 
cg06487301 7.06E-12 6.81E-10 -0.242295514 -4.459329077 

 
0.520728214 0.055580299 NA 19 Island TSS1500, 3'UTR 11531313 Intragenic 

cg01229562 7.08E-12 6.83E-10 -1.227724249 -5.174872992 
 

0.335575001 0.045044733 ANKRD34A 1 Island Body 145473700 Intragenic 
cg05258102 7.10E-12 6.83E-10 -0.959646812 -2.895982784 

 
0.355831149 0.124019414 NXN 17 N_Shore Body 881647 Intragenic 

cg21242918 7.14E-12 6.86E-10 1.889474168 -1.142741843 
 

0.773729378 0.328533071 VAX1 10 Island Body 118897194 Intragenic 
cg14409023 7.14E-12 6.86E-10 0.820175666 -2.560324237 

 
0.624777894 0.179064053 OTX2OS1 14 N_Shore Body 57283436 Intragenic 

cg11731737 7.15E-12 6.87E-10 0.080168521 -4.780957052 
 

0.512761277 0.087351353 CRHR1 17 Island Body 43862617 Intragenic 
cg19046697 7.20E-12 6.91E-10 0.538756279 -3.499290269 

 
0.593902752 0.115727758 FLJ42709 5 Island Body 92915581 Intragenic 

cg03052030 7.30E-12 6.99E-10 -1.051235842 -3.913165932 
 

0.379354878 0.065050768 TRANK1 3 N_Shore Body 36985516 Intragenic 
cg17321883 7.32E-12 7.01E-10 -1.22871629 -5.243655503 

 
0.323074483 0.046229804 NA 3 Island 1stExon, Body 49756736 Intragenic 

cg13607709 7.45E-12 7.12E-10 1.097392528 -2.230791394 
 

0.671620315 0.199410691 PTH1R 3 Island Body 46940153 Intragenic 
cg25073919 7.45E-12 7.12E-10 -0.734665117 -2.842758437 

 
0.390385151 0.131309994 KCNIP3 2 Island 1stExon, Body 96012803 Intragenic 

cg15077085 7.54E-12 7.20E-10 -2.135146553 -4.651624418 
 

0.229616627 0.040865368 PARD6G 18 Island Body 78004728 Intragenic 
cg21016956 7.59E-12 7.24E-10 -1.350779852 -4.409327134 

 
0.346539555 0.048186453 NOL4 18 Island Body 31802419 Intragenic 

cg02109162 7.73E-12 7.37E-10 0.254597361 -2.433012111 
 

0.541300707 0.179895515 SYNM 15 Island Body 99646443 Intragenic 
cg04534926 7.76E-12 7.40E-10 -0.041342637 -2.995567646 

 
0.49263883 0.139475879 CBLN1 16 Island Body 49314257 Intragenic 

cg14795572 7.78E-12 7.40E-10 2.124532485 0.174299562 
 

0.809934058 0.52825989 AGAP2 12 Island 1stExon, Body 58131681 Intragenic 
cg25150408 7.79E-12 7.40E-10 -2.433666405 -4.927743066 

 
0.177235951 0.038829086 ADAM22 7 Island Body 87564345 Intragenic 

cg02738256 7.80E-12 7.41E-10 -0.860988288 -3.663877854 
 

0.396763113 0.081751721 C10orf140 10 Island Body 21805358 Intragenic 
cg19590063 7.98E-12 7.57E-10 -2.052519831 -4.268990812 

 
0.228156618 0.052723876 DLG2 11 NA Body 84431918 Intragenic 

cg17604223 7.98E-12 7.57E-10 -0.329307264 -3.199778034 
 

0.460474164 0.115659461 LOC641518 4 Island TSS200, Body 109093158 Intragenic 
cg03404143 8.00E-12 7.58E-10 -0.14867169 -3.575833032 

 
0.484779659 0.101851632 LBX1 10 Island 3'UTR 102986973 Intragenic 

cg15424739 8.12E-12 7.69E-10 1.0097941 -4.172736026 
 

0.652549084 0.112983037 COMP 19 Island Body 18901666 Intragenic 
cg20149973 8.14E-12 7.70E-10 0.324910971 -3.284563765 

 
0.558636571 0.122880445 PCDH20 13 NA Body 61989037 Intragenic 

cg22277271 8.15E-12 7.71E-10 -1.566363172 -4.588484659 
 

0.278995959 0.052064911 MMP17 12 Island Body 132313480 Intragenic 
cg19264651 8.20E-12 7.75E-10 -1.228592736 -3.233013569 

 
0.311500271 0.104209909 LHX2 9 Island Body 126780399 Intragenic 

cg14443380 8.30E-12 7.83E-10 -1.399292886 -4.328677672 
 

0.341719854 0.048840144 SEMA7A 15 Island Body, 5'UTR 74725882 Intragenic 
cg20125569 8.35E-12 7.88E-10 -1.27315339 -4.283893216 

 
0.334174991 0.057397746 MEX3B 15 Island Body 82337202 Intragenic 
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cg05786661 8.64E-12 8.14E-10 -0.80134792 -3.627855597 
 

0.417477473 0.076293582 KIT 4 Island Body 55525106 Intragenic 
cg10677909 8.74E-12 8.22E-10 -0.58182434 -3.944862864 

 
0.428575995 0.079061217 LMO2 11 Island Body 33890601 Intragenic 

cg06296331 8.86E-12 8.33E-10 1.222245857 -2.223426303 
 

0.691584233 0.216054629 NCKAP5 2 Island Body 134024459 Intragenic 
cg09273641 8.90E-12 8.36E-10 0.451161753 -4.233900597 

 
0.571494576 0.101171924 PHF21B 22 Island Body 45403493 Intragenic 

cg19121462 8.93E-12 8.39E-10 -0.322392415 -5.072095024 
 

0.465395759 0.071387918 HLA-L 6 Island Body 30227488 Intragenic 
cg14767790 9.02E-12 8.47E-10 -2.01830509 -4.36294006 

 
0.231929099 0.050780452 EMID2 7 Island Body 101006963 Intragenic 

cg17333242 9.12E-12 8.55E-10 -0.553999545 -3.178351825 
 

0.409062164 0.120507992 GALNT14 2 N_Shore Body 31359928 Intragenic 
cg07479670 9.13E-12 8.56E-10 0.880358329 -3.105928862 

 
0.640171919 0.156375459 NID1 1 Island Body 236227686 Intragenic 

cg18959007 9.14E-12 8.56E-10 0.501804831 -2.587353598 
 

0.583258018 0.177275046 EMILIN2 18 Island Body 2847623 Intragenic 
cg13304297 9.17E-12 8.57E-10 0.542948795 -3.098671204 

 
0.581344358 0.140841892 EGFEM1P 3 S_Shore Body 167968368 Intragenic 

cg08447733 9.18E-12 8.58E-10 0.23854437 -3.81810824 
 

0.544961612 0.111107862 NA 19 Island Body 59074308 Intragenic 
cg07288921 9.26E-12 8.64E-10 -0.949276401 -5.34030232 

 
0.363149049 0.05376824 KCNQ2 20 Island Body 62103493 Intragenic 

cg07821960 9.27E-12 8.64E-10 -0.96203724 -4.285087601 
 

0.372793898 0.062999399 NA 15 Island Body, TSS1500 45405370 Intragenic 
cg08592761 9.33E-12 8.68E-10 -1.666305537 -4.494951158 

 
0.29426176 0.046713295 LARP6 15 Island Body 71146185 Intragenic 

cg01291404 9.33E-12 8.68E-10 0.513170427 -3.121679216 
 

0.577363782 0.141974521 COL2A1 12 N_Shore Body 48397872 Intragenic 
cg16967640 9.34E-12 8.69E-10 -1.181275762 -3.972180264 

 
0.337170608 0.069149997 LMX1A 1 Island Body 165205453 Intragenic 

cg06118588 9.36E-12 8.70E-10 -0.705743536 -2.762585353 
 

0.388424356 0.140241852 SEMA4F 2 Island Body 74882001 Intragenic 
cg18066271 9.37E-12 8.70E-10 0.374200064 -4.283966061 

 
0.558330907 0.097397074 ST8SIA4 5 Island Body 100236783 Intragenic 

cg18591107 9.38E-12 8.70E-10 -2.457306881 -5.441390523 
 

0.175517649 0.029374064 NA 7 Island Body 96635525 Intragenic 
cg27533288 9.44E-12 8.75E-10 0.234125637 -3.381760352 

 
0.555464589 0.120473101 VAX1 10 Island Body 118896776 Intragenic 

cg05127450 9.45E-12 8.75E-10 0.156719736 -1.958828645 
 

0.524362716 0.217270009 LMX1A 1 N_Shore Body 165321224 Intragenic 
cg27629977 9.46E-12 8.76E-10 -0.83234365 -4.309704265 

 
0.39178833 0.069564475 NA 2 Island Body, TSS200 80531633 Intragenic 

cg07265700 9.52E-12 8.80E-10 -0.741856243 -5.285265915 
 

0.38568876 0.055866338 ST8SIA4 5 N_Shore Body 100236366 Intragenic 
cg05014211 9.62E-12 8.89E-10 -0.2143609 -4.359093536 

 
0.486319332 0.08571858 NA 19 Island Body 59074005 Intragenic 

cg10043753 9.89E-12 9.13E-10 0.28147321 -3.713361241 
 

0.545619383 0.080224333 CADM1 11 Island Body 115374739 Intragenic 
cg05069909 1.02E-11 9.37E-10 -0.676866312 -2.938790263 

 
0.396291043 0.128181581 BMP3 4 S_Shore Body 81953202 Intragenic 

cg20743365 1.02E-11 9.37E-10 0.339141549 -2.96017002 
 

0.577389284 0.136949034 LHX9 1 Island Body 197887714 Intragenic 
cg27590049 1.02E-11 9.37E-10 -0.330844659 -3.645842657 

 
0.462672043 0.091744053 LMX1A 1 Island Body 165205199 Intragenic 

cg14595269 1.03E-11 9.46E-10 -1.788130768 -2.980033578 
 

0.226524739 0.116529383 RHEB 7 Island Body 151216272 Intragenic 
cg08425810 1.03E-11 9.49E-10 1.998167402 -1.02012093 

 
0.779353744 0.349938053 AGAP2 12 Island TSS1500, Body 58132558 Intragenic 

cg17133183 1.06E-11 9.71E-10 0.703204847 -3.922329818 
 

0.626164433 0.102546983 CRABP1 15 Island Body 78632861 Intragenic 
cg04360210 1.06E-11 9.71E-10 -1.709274094 -3.442755606 

 
0.251000641 0.088323674 AVP 20 Island Body 3064015 Intragenic 

cg10689528 1.09E-11 9.99E-10 0.842928622 -2.289217295 
 

0.632368686 0.204331654 GDF6 8 Island Body 97169767 Intragenic 
cg15270150 1.09E-11 1.00E-09 0.474725755 -2.668052748 

 
0.576728516 0.169893057 EMX1 2 Island Body 73151966 Intragenic 

cg11798909 1.10E-11 1.01E-09 1.020327562 -2.366959864 
 

0.64643482 0.196960317 NA 1 Island TSS1500, Body 1567820 Intragenic 
cg09508496 1.10E-11 1.01E-09 0.290868574 -2.91355001 

 
0.548853527 0.154529544 RYR1 19 Island Body 39056084 Intragenic 

cg12347429 1.11E-11 1.01E-09 -1.433053285 -5.503840057 
 

0.372650254 0.025023438 LINC00340 6 Island Body 21666834 Intragenic 
cg17763188 1.11E-11 1.01E-09 0.177495681 -3.630704213 

 
0.528478484 0.110466147 XKR5 8 Island Body 6692148 Intragenic 

cg16943529 1.12E-11 1.02E-09 -0.321174908 -4.646566099 
 

0.446248212 0.07996994 EOMES 3 Island Body 27762805 Intragenic 
cg00116628 1.12E-11 1.02E-09 -0.972237279 -4.662309571 

 
0.433068079 0.039110669 NA 5 Island Body, TSS1500 111755514 Intragenic 

cg14968732 1.13E-11 1.03E-09 0.180784956 -3.424612585 
 

0.526344864 0.122742775 CPNE8 12 N_Shore Body 39298639 Intragenic 
cg24488891 1.14E-11 1.03E-09 -1.005464541 -4.007999238 

 
0.354646888 0.076454355 NA 10 Island Body, TSS200 25464132 Intragenic 

cg07516483 1.14E-11 1.04E-09 -0.120910763 -2.138473366 
 

0.478253531 0.196966976 LOC100192378 8 N_Shelf Body 77586264 Intragenic 
cg19027571 1.16E-11 1.06E-09 -0.092814065 -4.147075466 

 
0.482882811 0.097877924 CHFR 12 Island Body 133463885 Intragenic 

cg06552356 1.17E-11 1.06E-09 0.164624172 -3.532941996 
 

0.526351724 0.118577486 ALX1 12 Island Body 85674531 Intragenic 
cg10720654 1.17E-11 1.06E-09 1.596567488 -0.652801066 

 
0.738632934 0.391525558 PTENP1 9 NA Body 33676517 Intragenic 

cg14047844 1.17E-11 1.06E-09 -0.94319868 -4.093669158 
 

0.405606171 0.059020762 FLJ42709 5 Island Body 92916151 Intragenic 
cg16246509 1.18E-11 1.07E-09 -0.727377652 -3.258761924 

 
0.400150408 0.102507668 LRRN4 20 Island Body 6032689 Intragenic 

cg23820770 1.18E-11 1.07E-09 0.247855768 -2.169570817 
 

0.540786895 0.203024228 DYSF 2 Island TSS1500, Body 71693579 Intragenic 
cg10557253 1.19E-11 1.08E-09 0.043802913 -3.218062813 

 
0.505891381 0.129971493 PLXNC1 12 Island Body 94543947 Intragenic 

cg07575518 1.19E-11 1.08E-09 0.020289877 -2.143869782 
 

0.512162734 0.192847372 FBLN5 14 N_Shore Body 92413497 Intragenic 
cg08371772 1.20E-11 1.08E-09 -1.111587243 -5.771280237 

 
0.405109993 0.025162282 NA 19 Island TSS1500, Body 42828621 Intragenic 

cg25766046 1.21E-11 1.09E-09 -0.547708153 -2.949960034 
 

0.429829597 0.120730153 ROR2 9 Island Body 94712122 Intragenic 
cg19840732 1.22E-11 1.10E-09 -0.06208493 -3.553346 

 
0.494981792 0.111729787 PEBP4 8 Island Body 22723208 Intragenic 

cg09263118 1.22E-11 1.10E-09 0.351727116 -3.360603972 
 

0.569331814 0.107852981 NA 19 Island TSS1500, 3'UTR 11531294 Intragenic 
cg21309100 1.22E-11 1.10E-09 0.046485267 -3.91015344 

 
0.508316873 0.106505229 NGFR 17 Island Body 47575150 Intragenic 
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cg10355837 1.23E-11 1.10E-09 -1.037846069 -5.123323249 
 

0.401087435 0.035309874 CACNG4 17 Island Body 64961440 Intragenic 
cg12278467 1.23E-11 1.10E-09 0.518681907 -4.021473951 

 
0.577551432 0.102404841 LINC00461 5 Island Body 87971573 Intragenic 

cg17929997 1.23E-11 1.11E-09 -1.28673709 -3.45583826 
 

0.309717568 0.090386626 GFRA2 8 Island Body 21644953 Intragenic 
cg14196840 1.25E-11 1.12E-09 -1.382791816 -5.47353715 

 
0.360618377 0.028830738 CTTNBP2 7 Island Body 117513042 Intragenic 

cg22216196 1.26E-11 1.13E-09 1.440187182 -0.809053397 
 

0.717937321 0.372951753 RASAL3 19 Island Body 15564105 Intragenic 
cg24816460 1.29E-11 1.16E-09 0.217357371 -3.53869064 

 
0.553113607 0.106286627 CDYL 6 Island TSS1500, Body 4775203 Intragenic 

cg08008403 1.30E-11 1.17E-09 -1.38043781 -3.572191932 
 

0.306483985 0.082073882 LHX9 1 S_Shore Body 197881741 Intragenic 
cg21506800 1.31E-11 1.17E-09 0.745540803 -2.193484978 

 
0.620701521 0.201176789 CCDC151 19 Island Body 11531519 Intragenic 

cg02770534 1.33E-11 1.19E-09 -0.172183407 -2.232658693 
 

0.471377509 0.189777264 PAX2 10 Island Body 102586454 Intragenic 
cg00597801 1.33E-11 1.19E-09 -0.438767652 -2.809720563 

 
0.435248946 0.139364937 LOC641518 4 N_Shore TSS1500, Body 109092918 Intragenic 

cg16492707 1.35E-11 1.21E-09 -1.828703517 -6.095041713 
 

0.329286549 0.019460644 RBM11 21 Island Body 15588608 Intragenic 
cg25289314 1.37E-11 1.22E-09 0.220471103 -2.973955476 

 
0.537817178 0.143063403 GRID2IP 7 Island Body 6570511 Intragenic 

cg23676551 1.37E-11 1.22E-09 1.025181049 -1.691118073 
 

0.658071223 0.259585435 NA 11 Island Body, TSS1500, 5'UTR 2161374 Intragenic 
cg26678609 1.37E-11 1.22E-09 -0.49966572 -3.160476244 

 
0.444851789 0.107973055 LOC100130015 16 NA Body 90113893 Intragenic 

cg19576843 1.38E-11 1.23E-09 1.144959858 -1.426014715 
 

0.680425388 0.29292583 CTNND2 5 S_Shore Body 11385893 Intragenic 
cg13870510 1.38E-11 1.23E-09 -1.095305475 -2.69896046 

 
0.329285611 0.13825911 INTS4L1 7 Island Body 64601662 Intragenic 

cg23593537 1.38E-11 1.23E-09 -2.498256738 -6.086679666 
 

0.2408099 0.016004139 PDE2A 11 Island TSS200, Body 72353580 Intragenic 
cg11142981 1.41E-11 1.25E-09 -0.574191955 -3.98035806 

 
0.404488421 0.091325157 BICC1 10 Island Body 60273225 Intragenic 

cg09767602 1.42E-11 1.26E-09 0.36838713 -3.94760138 
 

0.578018493 0.099992712 ODZ3 4 Island Body 183370138 Intragenic 
cg18604568 1.43E-11 1.26E-09 0.276531002 -1.123255784 

 
0.54615226 0.317259757 DPYSL3 5 N_Shore Body 146832356 Intragenic 

cg02038273 1.44E-11 1.28E-09 0.357659075 -1.85816842 
 

0.560037435 0.232079483 BNIP3 10 Island Body 133794593 Intragenic 
cg24488602 1.48E-11 1.30E-09 0.137795025 -3.464690395 

 
0.518314614 0.116619096 NPTX1 17 Island Body 78449508 Intragenic 

cg23493510 1.48E-11 1.30E-09 -0.992854193 -6.357866103 
 

0.394852994 0.031384591 DLX4 17 Island Body, TSS1500 48049275 Intragenic 
cg15147516 1.48E-11 1.31E-09 -1.390589953 -4.285291364 

 
0.342431803 0.050588211 MIXL1 1 Island Body 226411868 Intragenic 

cg07406191 1.49E-11 1.31E-09 0.606660798 -2.48648728 
 

0.596831891 0.17817092 ZIC4 3 N_Shelf 3'UTR, Body 147105190 Intragenic 
cg26652413 1.49E-11 1.31E-09 -1.22005087 -3.187747202 

 
0.326194552 0.102465133 CPAMD8 19 N_Shore Body 17007057 Intragenic 

cg02452966 1.49E-11 1.31E-09 0.621536291 -3.260052782 
 

0.598427664 0.141049308 RYR1 19 Island Body 39056216 Intragenic 
cg26428727 1.53E-11 1.35E-09 -2.096265229 -4.093902493 

 
0.21645105 0.058482345 NTRK1 1 Island Body, TSS1500 156830334 Intragenic 

cg14089692 1.55E-11 1.36E-09 0.703391228 -2.257566232 
 

0.611816232 0.202703254 ADAM33 20 Island Body 3662546 Intragenic 
cg14958017 1.55E-11 1.36E-09 -0.495238773 -2.999652227 

 
0.420537469 0.130487324 DYSF 2 Island Body 71681275 Intragenic 

cg17411190 1.58E-11 1.38E-09 -0.120824063 -2.68196202 
 

0.479010143 0.153212926 CLDN5 22 Island 1stExon, 3'UTR 19510877 Intragenic 
cg03282439 1.58E-11 1.39E-09 -0.819073311 -3.799444676 

 
0.376401696 0.087908374 HS3ST6 16 N_Shore Body 1967781 Intragenic 

cg00997611 1.60E-11 1.40E-09 0.249449867 -2.916978366 
 

0.541292291 0.145639609 NA 2 Island Body, 1stExon, 5'UTR 173600676 Intragenic 
cg24401219 1.60E-11 1.40E-09 -1.166359794 -3.047198843 

 
0.313477697 0.11879962 RIMS1 6 Island Body 72892597 Intragenic 

cg24765924 1.61E-11 1.41E-09 1.208955683 -0.554929642 
 

0.692232994 0.410081595 LOC255167 5 Island Body, TSS1500 6583001 Intragenic 
cg05924212 1.66E-11 1.45E-09 -0.118322528 -2.421497006 

 
0.490989337 0.161021085 LBH 2 Island Body 30455114 Intragenic 

cg00577109 1.67E-11 1.46E-09 -0.719928885 -3.594694851 
 

0.395485799 0.098081195 NA 19 Island Body 59074507 Intragenic 
cg22491461 1.68E-11 1.46E-09 -1.679061261 -3.586998751 

 
0.259070153 0.081485211 RFX4 12 Island Body 106980546 Intragenic 

cg21322654 1.68E-11 1.47E-09 0.103917696 -3.380151866 
 

0.541758837 0.102123766 NA 7 N_Shore TSS200, Body 107301048 Intragenic 
cg04588550 1.68E-11 1.47E-09 -1.774797603 -5.226773584 

 
0.278736438 0.036436628 MEX3B 15 Island Body 82337218 Intragenic 

cg07313597 1.71E-11 1.49E-09 0.036421541 -3.95765769 
 

0.503642114 0.097364238 PPM1E 17 Island Body 56833855 Intragenic 
cg07065803 1.77E-11 1.54E-09 -1.026312581 -3.164630372 

 
0.360633314 0.103091749 MAPK8IP1 11 Island Body 45921557 Intragenic 

cg25705486 1.79E-11 1.56E-09 -0.949785144 -3.986569169 
 

0.380826911 0.072724241 NA 18 Island TSS1500, Body 8367425 Intragenic 
cg00341980 1.80E-11 1.56E-09 -1.172505537 -3.450678802 

 
0.341477832 0.087870586 PRKACB 1 Island Body 84544220 Intragenic 

cg01460805 1.81E-11 1.57E-09 -1.223425862 -6.869756633 
 

0.406872075 0.029945182 EGR3 8 Island Body 22549804 Intragenic 
cg04338055 1.82E-11 1.58E-09 -0.212198285 -2.142615326 

 
0.467894797 0.19457062 GRIN3B 19 Island Body 1000955 Intragenic 

cg05539217 1.83E-11 1.58E-09 0.412807496 -2.085843586 
 

0.56450149 0.211436393 NA 10 Island Body 119304379 Intragenic 
cg20396510 1.83E-11 1.58E-09 -0.806557446 -3.833685313 

 
0.409419712 0.072615231 MAST4 5 NA TSS200, Body 66124588 Intragenic 

cg13817410 1.83E-11 1.59E-09 -0.811596894 -2.215206859 
 

0.365638567 0.183698879 PTENP1 9 NA Body 33677195 Intragenic 
cg05442477 1.84E-11 1.59E-09 2.070088288 -0.333392718 

 
0.789701221 0.444897181 OLIG1 21 S_Shore 1stExon, 3'UTR 34444584 Intragenic 

cg07639489 1.85E-11 1.60E-09 -0.254274174 -2.310573206 
 

0.458014718 0.182839066 NBLA00301 4 Island Body 174459743 Intragenic 
cg10851281 1.86E-11 1.61E-09 -0.743205345 -5.05059723 

 
0.391958776 0.057639728 FLJ42709 5 Island Body 92915286 Intragenic 

cg22061628 1.86E-11 1.61E-09 -0.60329298 -3.088838575 
 

0.412963267 0.120286466 DLX2 2 Island Body 172966180 Intragenic 
cg01194901 1.89E-11 1.63E-09 -1.611150528 -4.43515168 

 
0.293262018 0.050198489 FCRLB 1 Island Body 161697083 Intragenic 

cg02911875 1.92E-11 1.65E-09 -0.747601228 -3.815372554 
 

0.394965426 0.085965092 CBLN1 16 Island Body 49314038 Intragenic 
cg19491151 1.94E-11 1.67E-09 -1.906526565 -4.814396414 

 
0.277527454 0.036153527 RUNX2 6 Island Body 45391088 Intragenic 
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cg10692870 1.95E-11 1.67E-09 -0.874036071 -3.684279361 
 

0.391746401 0.079478247 FN1 2 Island Body 216300268 Intragenic 
cg03755177 2.00E-11 1.72E-09 0.70441401 -2.58541616 

 
0.613394927 0.182670208 CAMK2B 7 Island Body 44349389 Intragenic 

cg02279719 2.01E-11 1.73E-09 0.459461796 -2.627611549 
 

0.572099456 0.1704679 HBZ 16 Island 3'UTR 204474 Intragenic 
cg07844931 2.01E-11 1.73E-09 -1.708172067 -5.970749155 

 
0.297224745 0.030629331 TEPP 16 Island Body 58018880 Intragenic 

cg05495879 2.02E-11 1.73E-09 0.932282357 3.643040243 
 

0.631375247 0.914422271 ZNF470 19 S_Shelf Body 57082536 Intragenic 
cg19613968 2.02E-11 1.73E-09 1.118413592 -2.347664326 

 
0.662876451 0.200812315 EDIL3 5 N_Shore Body 83677872 Intragenic 

cg24645670 2.02E-11 1.73E-09 -0.452547498 -3.659373606 
 

0.45961818 0.082876393 TCHH 1 Island Body 152083292 Intragenic 
cg00655203 2.03E-11 1.73E-09 -1.089504653 -5.140119601 

 
0.344057267 0.051609124 HBQ1 16 Island Body 230596 Intragenic 

cg22683038 2.03E-11 1.74E-09 -1.573779085 -4.766125788 
 

0.282204672 0.043203277 LHX4 1 Island Body 180203135 Intragenic 
cg17832341 2.04E-11 1.74E-09 -1.049348469 -4.279515148 

 
0.374517493 0.057442611 POU6F2 7 Island Body 39453532 Intragenic 

cg27489939 2.04E-11 1.74E-09 -1.058008418 -3.979707424 
 

0.390566054 0.060855344 CBFA2T3 16 Island TSS1500, Body 89007818 Intragenic 
cg01843020 2.06E-11 1.76E-09 -1.511969989 -3.373006603 

 
0.282203527 0.091819151 ISL2 15 N_Shore Body 76629771 Intragenic 

cg10701282 2.09E-11 1.78E-09 -0.839130606 -5.662578902 
 

0.371239597 0.040396813 SLC35F3 1 Island Body 234350003 Intragenic 
cg05288803 2.11E-11 1.80E-09 -0.5177798 -3.999340582 

 
0.44177978 0.081855173 NA 22 Island Body, 1stExon 33198055 Intragenic 

cg09640960 2.12E-11 1.80E-09 -0.959083583 -3.95297472 
 

0.365609996 0.078817959 HRH3 20 Island Body 60794676 Intragenic 
cg14329441 2.15E-11 1.83E-09 -1.852715115 -4.263221508 

 
0.267833602 0.050963947 ITGA2B 17 Island Body 42462651 Intragenic 

cg10178263 2.15E-11 1.83E-09 -0.346629238 -4.919225257 
 

0.45033357 0.071436487 ANKRD34A 1 Island Body 145473631 Intragenic 
cg06530012 2.17E-11 1.84E-09 -1.791310406 -4.624002092 

 
0.292264677 0.040664008 PSTPIP2 18 N_Shore Body 43651754 Intragenic 

cg01202124 2.19E-11 1.86E-09 -1.273156058 -3.978432944 
 

0.309243237 0.073655114 KIAA1755 20 N_Shore Body 36888790 Intragenic 
cg09126273 2.20E-11 1.87E-09 0.962843359 -2.504793347 

 
0.647100467 0.190329906 PTPRO 12 Island Body 15475767 Intragenic 

cg19265970 2.21E-11 1.87E-09 0.080223484 -2.906915738 
 

0.509547996 0.14768791 PRDM6 5 Island Body 122426216 Intragenic 
cg18450905 2.22E-11 1.88E-09 -0.045680138 -2.955128614 

 
0.49033458 0.140859103 FCRLB 1 Island Body 161695678 Intragenic 

cg09559047 2.23E-11 1.89E-09 -1.113220083 -4.834103227 
 

0.361345797 0.048046898 XKR6 8 Island Body 10916868 Intragenic 
cg01285706 2.26E-11 1.91E-09 0.553011085 -2.311006629 

 
0.585806369 0.194749739 BMP3 4 S_Shore Body 81953041 Intragenic 

cg09093388 2.26E-11 1.91E-09 -1.704156312 -7.417171824 
 

0.381575344 0.018331424 RBPMS2 15 Island Body 65067381 Intragenic 
cg14572967 2.26E-11 1.91E-09 -0.776900377 -4.926790926 

 
0.429470935 0.054942057 CD72 9 Island Body 35617306 Intragenic 

cg05644921 2.27E-11 1.92E-09 0.659652723 -2.492831056 
 

0.605757424 0.182766459 UCP1 4 N_Shore Body 141489114 Intragenic 
cg00539386 2.27E-11 1.92E-09 0.261496288 -3.175040607 

 
0.54079968 0.136646253 ADAM33 20 Island Body 3662512 Intragenic 

cg19363466 2.28E-11 1.92E-09 -0.922188317 -4.623396984 
 

0.387648691 0.06367503 NA 19 Island Body 59074265 Intragenic 
cg08440556 2.29E-11 1.93E-09 0.482092229 -2.626444904 

 
0.575290005 0.171393082 SCD5 4 N_Shore Body 83718952 Intragenic 

cg04689720 2.31E-11 1.94E-09 -1.461837448 -3.804924892 
 

0.306605865 0.071684849 NA 9 Island TSS1500, Body 2622584 Intragenic 
cg18036763 2.35E-11 1.97E-09 0.26564578 -1.832724971 

 
0.542900874 0.234447178 PHF21B 22 Island Body 45404910 Intragenic 

cg10061361 2.35E-11 1.97E-09 -0.249163913 -3.262559438 
 

0.482338304 0.106571964 TNIP3 4 NA Body 122078167 Intragenic 
cg27473538 2.35E-11 1.97E-09 -0.47229697 -3.492680677 

 
0.444037157 0.101321394 CD38 4 Island Body 15780522 Intragenic 

cg27102864 2.39E-11 2.00E-09 -0.519242159 -2.891002075 
 

0.4267058 0.133192796 NDRG4 16 Island Body 58535418 Intragenic 
cg17905084 2.39E-11 2.00E-09 -1.916759716 -5.529362994 

 
0.286882278 0.027391372 FCRLB 1 Island Body 161697281 Intragenic 

cg24324871 2.41E-11 2.02E-09 0.582743637 -2.269822272 
 

0.592204441 0.201587282 ZNF43 19 Island Body 22018791 Intragenic 
cg04796525 2.41E-11 2.02E-09 -0.19868398 -2.52524205 

 
0.471818709 0.159780247 JAM3 11 S_Shore Body 133995182 Intragenic 

cg07964553 2.43E-11 2.03E-09 -2.331970848 -4.881858364 
 

0.217005323 0.034361387 NEUROG2 4 N_Shore 3'UTR 113435544 Intragenic 
cg20643871 2.45E-11 2.04E-09 -0.311820942 -4.160083858 

 
0.50274942 0.066751439 ISL2 15 N_Shore Body 76629838 Intragenic 

cg14249155 2.47E-11 2.06E-09 -0.691456699 -2.57543155 
 

0.396710044 0.148218718 LHX6 9 Island Body 124976040 Intragenic 
cg24952328 2.49E-11 2.08E-09 -0.890282156 -2.88151004 

 
0.369035148 0.125918665 TM6SF2 19 Island Body 19383704 Intragenic 

cg16585911 2.50E-11 2.08E-09 -0.014595309 -3.072003348 
 

0.501081231 0.134597376 SYT11 1 Island Body 155830264 Intragenic 
cg07777694 2.54E-11 2.11E-09 -1.061366974 -4.525597423 

 
0.400251848 0.048437329 NTM 11 S_Shelf Body 131564802 Intragenic 

cg16781647 2.55E-11 2.12E-09 0.787302742 -4.319112456 
 

0.624868703 0.110409622 EMX1 2 Island Body 73151595 Intragenic 
cg19818722 2.59E-11 2.15E-09 -1.462828142 -4.208703878 

 
0.325507558 0.053754591 LTB 6 Island Body, 3'UTR 31549262 Intragenic 

cg04339613 2.59E-11 2.15E-09 -0.516008912 -2.94357157 
 

0.414178671 0.132976239 EBF3 10 Island Body 131757303 Intragenic 
cg11311843 2.63E-11 2.19E-09 1.341159688 -1.365055885 

 
0.705320635 0.300509798 PHOSPHO1 17 Island Body 47302003 Intragenic 

cg05364026 2.69E-11 2.23E-09 -2.54006173 -4.851309167 
 

0.178475654 0.036646092 EFHD1 2 Island TSS1500, Body 233497961 Intragenic 
cg03052970 2.70E-11 2.23E-09 -0.958396061 -4.115684128 

 
0.392913896 0.064117693 CACNG4 17 Island Body 64961530 Intragenic 

cg18617393 2.71E-11 2.24E-09 -2.053400434 -4.802108883 
 

0.249434999 0.039490467 TNFRSF13C 22 Island Body 42322502 Intragenic 
cg14272275 2.71E-11 2.24E-09 -1.812072044 -4.251447275 

 
0.276931324 0.050552593 PDE2A 11 Island TSS200, Body 72353596 Intragenic 

cg05808225 2.73E-11 2.26E-09 1.02866679 -1.279440707 
 

0.656239057 0.304258448 HSPA12A 10 Island Body 118500869 Intragenic 
cg22389730 2.74E-11 2.26E-09 -1.055722971 -6.121961757 

 
0.406329616 0.028562212 FCRLB 1 Island Body 161697241 Intragenic 

cg19497031 2.76E-11 2.28E-09 0.02302415 -3.444146406 
 

0.500040855 0.119439747 POU4F1 13 Island Body 79176272 Intragenic 
cg07633851 2.87E-11 2.37E-09 -0.339371102 -2.56971265 

 
0.449083955 0.157764209 NA 5 Island Body, TSS1500 172387101 Intragenic 
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cg23932491 2.90E-11 2.39E-09 0.513065179 -3.44485742 
 

0.584615075 0.136386173 EMX2OS 10 Island Body 119295056 Intragenic 
cg12520549 2.90E-11 2.39E-09 -0.414077013 -3.199014382 

 
0.429959698 0.12512913 TBR1 2 S_Shore 3'UTR 162280741 Intragenic 

cg03185593 2.93E-11 2.41E-09 0.625939484 -2.442504532 
 

0.600153905 0.190320973 NID1 1 Island Body 236227683 Intragenic 
cg23030863 2.93E-11 2.41E-09 1.05348615 -2.546418343 

 
0.662648054 0.193991567 JAM3 11 Island Body 133995070 Intragenic 

cg20196129 2.94E-11 2.41E-09 0.236358395 -3.805513905 
 

0.533648619 0.112196211 NA 10 Island TSS1500, Body 31609347 Intragenic 
cg04844714 2.97E-11 2.44E-09 -1.433153907 -3.98283419 

 
0.30485009 0.069017573 XKR6 8 N_Shore Body 10872604 Intragenic 

cg24342409 3.02E-11 2.48E-09 0.870164844 -3.167324133 
 

0.634931279 0.15344527 ST8SIA2 15 Island Body 92937992 Intragenic 
cg03919694 3.02E-11 2.48E-09 -0.718847456 -5.464504096 

 
0.442785364 0.044551481 NA 11 Island 5'UTR, Body, 1stExon 19735068 Intragenic 

cg08579858 3.05E-11 2.50E-09 -0.645359335 -2.613289961 
 

0.403838787 0.148713435 RASL10A 22 Island Body 29709964 Intragenic 
cg04297868 3.05E-11 2.50E-09 -1.185474774 -3.797624804 

 
0.32602939 0.082523896 FIGLA 2 N_Shore Body 71016885 Intragenic 

cg14615868 3.06E-11 2.50E-09 -0.521795354 -5.059305625 
 

0.439688259 0.065188223 EDARADD 1 Island TSS200, Body 236558696 Intragenic 
cg01920578 3.07E-11 2.51E-09 0.10033324 -2.44822725 

 
0.516289292 0.178808671 NELL2 12 Island Body, TSS1500, 1stExon, 5'UTR 45270573 Intragenic 

cg14186799 3.10E-11 2.53E-09 -2.574119006 -5.135706358 
 

0.17568522 0.031384339 BNC2 9 Island Body 16870289 Intragenic 
cg19672497 3.11E-11 2.54E-09 -0.158300027 -5.174737636 

 
0.481304913 0.069925873 C20orf194 20 N_Shore Body 3387877 Intragenic 

cg23614979 3.11E-11 2.54E-09 -1.251134538 -3.803219606 
 

0.331594925 0.07619127 NA 11 Island 5'UTR, Body, 1stExon 19734932 Intragenic 
cg12670477 3.11E-11 2.54E-09 -0.097780853 -4.245474015 

 
0.491917511 0.090589786 IGSF22 11 S_Shore Body 18727774 Intragenic 

cg01334682 3.13E-11 2.55E-09 -1.015211364 -3.243773221 
 

0.359947836 0.102720383 LINC00340 6 S_Shore Body 21666939 Intragenic 
cg01901107 3.15E-11 2.56E-09 -1.185472035 -6.247912579 

 
0.394731979 0.027734338 ASIC3 7 Island Body 150748284 Intragenic 

cg12348588 3.16E-11 2.57E-09 0.849190516 -3.327177696 
 

0.6299005 0.147094282 BTBD17 17 Island Body 72352897 Intragenic 
cg13051071 3.21E-11 2.61E-09 -0.51233421 -4.815299274 

 
0.441404939 0.067327501 ANKRD34A 1 Island Body 145473392 Intragenic 

cg00158333 3.23E-11 2.62E-09 0.607058008 -2.230802945 
 

0.59315924 0.20169504 IGF2BP1 17 Island Body 47075855 Intragenic 
cg11531021 3.24E-11 2.63E-09 -0.177945834 -5.407691559 

 
0.50436332 0.057782908 OBSL1 2 Island Body 220417249 Intragenic 

cg19391276 3.26E-11 2.65E-09 0.249908263 -3.984999804 
 

0.54827999 0.099003309 PRDM13 6 Island Body 100055785 Intragenic 
cg19237753 3.28E-11 2.65E-09 -0.584311129 -3.778846036 

 
0.425929872 0.084931757 SIRPA 20 S_Shore Body 1876215 Intragenic 

cg21379008 3.28E-11 2.66E-09 -2.08279338 -5.010287264 
 

0.246853923 0.033674446 NA 1 N_Shore TSS1500, 3'UTR 154297555 Intragenic 
cg25817261 3.31E-11 2.68E-09 -0.299347993 -5.286843475 

 
0.500495886 0.05483008 TUBB4A 19 Island Body 6502153 Intragenic 

cg17427002 3.33E-11 2.69E-09 -0.404692519 -2.856928239 
 

0.44419238 0.135771006 VWDE 7 N_Shore Body 12443146 Intragenic 
cg23068731 3.33E-11 2.69E-09 -1.175895464 -5.571877432 

 
0.387176457 0.034614889 CD38 4 S_Shore Body 15780849 Intragenic 

cg24668990 3.41E-11 2.76E-09 0.410199777 -2.874195413 
 

0.559800954 0.155922442 XKR5 8 Island Body 6692949 Intragenic 
cg05577902 3.44E-11 2.77E-09 0.870419861 -3.421421287 

 
0.636802764 0.141314507 GRID2IP 7 Island Body 6576152 Intragenic 

cg26669806 3.44E-11 2.78E-09 -0.082315846 -3.526326568 
 

0.485909626 0.1180842 COMP 19 Island Body 18899483 Intragenic 
cg15713630 3.45E-11 2.78E-09 -1.224412852 -4.024211757 

 
0.351351213 0.063155666 LMX1A 1 Island Body 165205003 Intragenic 

cg19142319 3.45E-11 2.78E-09 -0.172327004 -2.859812919 
 

0.492617831 0.130310018 ZNF141 4 S_Shore Body 332198 Intragenic 
cg24788053 3.47E-11 2.79E-09 -0.857684517 -5.062444239 

 
0.429749748 0.047139935 TRPC3 4 Island Body 122872285 Intragenic 

cg26482665 3.48E-11 2.80E-09 -0.850369017 -5.253519898 
 

0.393933727 0.057520625 NA 19 Island Body 59073902 Intragenic 
cg02329576 3.49E-11 2.80E-09 0.681059521 -2.49060237 

 
0.605502528 0.184252444 SDK1 7 S_Shore Body 3342048 Intragenic 

cg00114029 3.49E-11 2.80E-09 0.422832902 -4.854105627 
 

0.568524849 0.08790758 DLGAP3 1 Island Body 35351407 Intragenic 
cg10686233 3.51E-11 2.81E-09 -0.317204925 -2.621411109 

 
0.455683115 0.15172587 TMEM132B 12 Island Body 125815816 Intragenic 

cg17152869 3.51E-11 2.81E-09 -0.718897522 -3.819593478 
 

0.416725041 0.079383732 NA 7 S_Shore TSS1500, Body 107302479 Intragenic 
cg16332610 3.53E-11 2.83E-09 1.263380836 -2.164140288 

 
0.698817762 0.225896116 CYP11A1 15 Island 1stExon, Body, 5'UTR 74658547 Intragenic 

cg12165022 3.53E-11 2.83E-09 0.897382009 -2.183433101 
 

0.636901641 0.214280793 MATK 19 Island 5'UTR, Body 3785573 Intragenic 
cg14919250 3.54E-11 2.83E-09 -1.494285902 -3.826211215 

 
0.287334468 0.07591787 XKR6 8 S_Shore Body 10917293 Intragenic 

cg20694933 3.61E-11 2.88E-09 0.97002368 -2.278122847 
 

0.64506197 0.206179847 CHSY3 5 Island Body 129241611 Intragenic 
cg09213964 3.65E-11 2.92E-09 0.324010133 -2.149140504 

 
0.558129041 0.195831291 LRRC43 12 Island 5'UTR, Body 122668037 Intragenic 

cg07206208 3.68E-11 2.94E-09 -1.58602993 -3.852907193 
 

0.278359335 0.071885746 NA 10 Island Body, TSS200 25464165 Intragenic 
cg10823473 3.71E-11 2.96E-09 -0.232310368 -3.103391003 

 
0.473691439 0.127940757 ISL2 15 Island Body 76630514 Intragenic 

cg21435336 3.72E-11 2.96E-09 0.905132344 -2.767215763 
 

0.641548062 0.17395677 ANKLE1 19 Island Body 17392852 Intragenic 
cg00088007 3.72E-11 2.96E-09 0.61465201 -1.739592159 

 
0.599874544 0.247474705 NKX6-3 8 S_Shore Body 41504566 Intragenic 

cg19786084 3.73E-11 2.97E-09 -1.539443466 -5.059694006 
 

0.34719743 0.032082016 CACNG4 17 Island Body 64961747 Intragenic 
cg14276323 3.74E-11 2.97E-09 -0.174969138 -5.392835075 

 
0.469741744 0.061964303 NA 10 Island TSS1500, Body 31609351 Intragenic 

cg23875264 3.76E-11 2.99E-09 -0.204401988 -3.487020914 
 

0.47520228 0.111781446 EDARADD 1 Island TSS200, Body 236558701 Intragenic 
cg02383154 3.77E-11 2.99E-09 -0.250873209 -3.676714246 

 
0.457150438 0.108452591 HLF 17 S_Shore Body 53343283 Intragenic 

cg23501962 3.80E-11 3.01E-09 0.135772585 -2.243162194 
 

0.530303852 0.18582722 SLC1A2 11 N_Shore Body 35440252 Intragenic 
cg18924298 3.82E-11 3.03E-09 -0.248162292 -3.138493283 

 
0.464217973 0.125109447 NRN1 6 Island Body 6006917 Intragenic 

cg19084726 3.86E-11 3.06E-09 0.281085227 -2.943648121 
 

0.547692457 0.154907985 PDE4DIP 1 Island Body 145075538 Intragenic 
cg22402053 3.87E-11 3.06E-09 -1.883478748 -4.764210301 

 
0.25824697 0.042132595 LRRC71 1 Island Body 156897540 Intragenic 
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cg21924803 3.93E-11 3.11E-09 -2.212415922 -3.889301173 
 

0.197694315 0.065807365 3-Sep 22 Island Body 42373201 Intragenic 
cg13561918 3.96E-11 3.13E-09 1.592709657 2.983204228 

 
0.737756945 0.885423023 C9orf7 9 S_Shelf Body 136328561 Intragenic 

cg08263071 3.97E-11 3.14E-09 0.576309396 -2.332418919 
 

0.589724517 0.192758878 EPHA7 6 Island Body 94126643 Intragenic 
cg08094291 3.99E-11 3.15E-09 0.071790347 -2.323275281 

 
0.512384622 0.187942057 RNF220 1 Island Body 44883137 Intragenic 

cg03304528 4.02E-11 3.17E-09 -0.312765754 -3.541721374 
 

0.447358864 0.113406287 JAM3 11 Island Body 133994930 Intragenic 
cg21610836 4.09E-11 3.23E-09 0.649867525 -2.581380764 

 
0.600423867 0.181157987 LY86-AS1 6 Island Body 6547015 Intragenic 

cg10004179 4.12E-11 3.24E-09 -2.099414309 -5.257681331 
 

0.266450114 0.028607777 IGDCC4 15 N_Shore Body 65714393 Intragenic 
cg20822818 4.14E-11 3.26E-09 -1.445024793 -3.686005902 

 
0.311999043 0.073960528 USP2 11 Island TSS200, Body 119235062 Intragenic 

cg23802419 4.24E-11 3.34E-09 -0.086994521 -3.123105157 
 

0.508126218 0.12326224 HHIP 4 S_Shore Body 145568312 Intragenic 
cg07638479 4.26E-11 3.35E-09 0.110252764 -2.573990971 

 
0.518591395 0.169417079 SHISA3 4 Island Body 42400464 Intragenic 

cg06872705 4.28E-11 3.36E-09 -0.032348229 -3.396946853 
 

0.509688753 0.112747976 LMX1A 1 Island Body 165205201 Intragenic 
cg08683938 4.35E-11 3.41E-09 0.381354069 -2.565822969 

 
0.56119284 0.173745546 OPCML 11 NA Body 133098424 Intragenic 

cg06385227 4.35E-11 3.42E-09 1.045361216 -2.705455264 
 

0.660678597 0.181308339 EN2 7 S_Shore Body 155252201 Intragenic 
cg04057288 4.38E-11 3.43E-09 2.237796865 0.235496027 

 
0.816174807 0.53619348 SH2D3C 9 Island Body 130504189 Intragenic 

cg10146402 4.51E-11 3.54E-09 0.073396804 -2.690034186 
 

0.517519765 0.1566724 LTBP4 19 Island TSS1500, Body 41102858 Intragenic 
cg12460433 4.57E-11 3.58E-09 0.617663194 -4.047924262 

 
0.596744941 0.110920528 EDIL3 5 Island Body 83678141 Intragenic 

cg08211091 4.58E-11 3.58E-09 1.297878075 -2.983352963 
 

0.694738443 0.16185431 NAT8L 4 Island Body 2061923 Intragenic 
cg20947476 4.59E-11 3.58E-09 -1.839427758 -3.760172398 

 
0.255358892 0.069502278 PYY2 17 Island Body 26554610 Intragenic 

cg11199014 4.61E-11 3.60E-09 2.59686131 0.418679691 
 

0.845101519 0.567269198 LRFN1 19 Island Body 39798563 Intragenic 
cg04407470 4.62E-11 3.61E-09 0.771118192 -5.286733197 

 
0.622154783 0.099884842 NR2E1 6 Island Body 108489977 Intragenic 

cg14270348 4.83E-11 3.77E-09 0.669528872 -5.077933382 
 

0.603323592 0.093624535 NA 11 Island Body, 1stExon 19735276 Intragenic 
cg01951637 4.84E-11 3.77E-09 -1.387451365 -5.879819356 

 
0.370590403 0.026523372 CBFA2T3 16 Island 1stExon, 5'UTR, Body 89007466 Intragenic 

cg12234287 4.95E-11 3.85E-09 -1.781285133 -5.43595397 
 

0.303817982 0.028431692 LTB 6 Island Body, 3'UTR 31549229 Intragenic 
cg05594525 4.96E-11 3.86E-09 0.408148009 -2.723930711 

 
0.566730479 0.165069495 FAM150A 8 N_Shore Body 53476865 Intragenic 

cg03906033 4.99E-11 3.88E-09 -0.583378998 -4.553894236 
 

0.45519509 0.04979451 SPEG 2 S_Shore Body 220307207 Intragenic 
cg14750751 5.00E-11 3.88E-09 0.0313975 -2.466077544 

 
0.501265925 0.171192981 CUX2 12 Island Body 111472914 Intragenic 

cg13971502 5.11E-11 3.97E-09 -1.154314109 -4.162025532 
 

0.376953225 0.055809354 COL6A1 21 S_Shore Body 47401944 Intragenic 
cg04222582 5.15E-11 4.00E-09 0.440943396 -3.477092506 

 
0.582415667 0.116501824 NA 15 Island Body, TSS1500 45405103 Intragenic 

cg19062489 5.15E-11 4.00E-09 0.326301935 -2.423050769 
 

0.548366411 0.183585777 CYP4F22 19 Island Body 15662114 Intragenic 
cg12811319 5.16E-11 4.00E-09 -0.994169852 -3.320773348 

 
0.362688872 0.096188369 LOC100192378 8 NA Body 77585748 Intragenic 

cg00062245 5.24E-11 4.06E-09 1.254488185 -0.717989088 
 

0.696447624 0.385421007 ITGA2B 17 Island Body 42462260 Intragenic 
cg26523565 5.27E-11 4.08E-09 0.466344149 -1.54166622 

 
0.576502401 0.268419195 GFPT2 5 Island Body 179779237 Intragenic 

cg04128045 5.28E-11 4.08E-09 0.024512232 -2.901060095 
 

0.501569299 0.148960683 IGSF21 1 Island Body 18435700 Intragenic 
cg25292468 5.28E-11 4.08E-09 -0.890471951 -3.707708025 

 
0.385652592 0.081461821 NRP2 2 Island Body 206550511 Intragenic 

cg12227907 5.35E-11 4.13E-09 -0.343669875 -2.219008174 
 

0.443041845 0.188889614 PRDM13 6 Island Body 100055865 Intragenic 
cg19851029 5.44E-11 4.20E-09 -0.248562025 -3.26900232 

 
0.457980975 0.126558575 C3orf72 3 Island Body 138669137 Intragenic 

cg14136372 5.49E-11 4.23E-09 0.715690416 2.102768957 
 

0.619012734 0.804000454 ENTPD2 9 N_Shore Body 139946201 Intragenic 
cg18724581 5.50E-11 4.24E-09 -1.105883861 -3.214800196 

 
0.334884042 0.108303643 WNT1 12 Island Body 49374160 Intragenic 

cg24109612 5.60E-11 4.31E-09 -0.583820652 -3.304049616 
 

0.437282937 0.099895691 ID4 6 Island Body 19838817 Intragenic 
cg15956237 5.80E-11 4.46E-09 -1.33131992 -4.773932861 

 
0.339941479 0.046412405 ADAMTS9 3 Island Body 64671315 Intragenic 

cg04199943 5.81E-11 4.47E-09 0.245190681 -5.524448284 
 

0.553069335 0.079781568 HLA-L 6 Island Body 30227732 Intragenic 
cg13757826 6.00E-11 4.61E-09 -1.622998721 -5.366735423 

 
0.32626852 0.031967739 CORO6 17 Island Body 27943097 Intragenic 

cg17861455 6.02E-11 4.62E-09 -0.037172806 -3.511073041 
 

0.524411554 0.106731319 TRPV3 17 Island Body 3438933 Intragenic 
cg18326657 6.02E-11 4.62E-09 0.093504409 -6.523249403 

 
0.527198372 0.070293297 HLA-L 6 Island Body 30227729 Intragenic 

cg08228439 6.08E-11 4.67E-09 -1.078908016 -3.292751145 
 

0.336727787 0.104210391 LHX5 12 Island Body 113903973 Intragenic 
cg25074751 6.15E-11 4.71E-09 -0.253270266 -2.500548234 

 
0.4649114 0.161594547 NA 2 S_Shore Body, TSS200 173601133 Intragenic 

cg02269097 6.18E-11 4.73E-09 -1.298187328 -3.485142311 
 

0.317194005 0.088106838 DHH 12 N_Shore Body 49487944 Intragenic 
cg14162120 6.18E-11 4.73E-09 -1.68771289 -4.774518213 

 
0.300449121 0.043610263 VSX2 14 Island Body 74724910 Intragenic 

cg15661332 6.27E-11 4.79E-09 -0.185304776 -3.767010157 
 

0.492269705 0.094741328 RNLS 10 Island Body 90342814 Intragenic 
cg12999453 6.29E-11 4.81E-09 0.866131743 -1.558762636 

 
0.638386301 0.27474424 TBX2 17 Island Body 59482319 Intragenic 

cg22152796 6.32E-11 4.83E-09 -1.229846646 -3.646036528 
 

0.347390704 0.077598167 ARHGAP9 12 Island Body 57869941 Intragenic 
cg22063247 6.34E-11 4.84E-09 0.508027279 -1.553180393 

 
0.582507001 0.26902162 JAM3 11 N_Shore Body 133994642 Intragenic 

cg13000912 6.37E-11 4.86E-09 0.755679316 -2.346772469 
 

0.61650392 0.19991516 PRDM13 6 S_Shore Body 100056060 Intragenic 
cg05003666 6.38E-11 4.87E-09 0.579806333 -2.03437774 

 
0.592438349 0.222457933 TUB 11 Island TSS200, Body 8102717 Intragenic 

cg03138668 6.39E-11 4.87E-09 -1.142518376 -3.504745401 
 

0.34877809 0.087613283 SLC17A7 19 Island Body 49944488 Intragenic 
cg03321003 6.48E-11 4.93E-09 -0.665506232 -4.741143827 

 
0.456966513 0.055403777 EPHA3 3 Island Body 89163804 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S7 
 

cg21379851 6.54E-11 4.97E-09 1.491294477 2.696167974 
 

0.733885666 0.861622391 PYCR1 17 N_Shelf 3'UTR 79890702 Intragenic 
cg26673279 6.54E-11 4.97E-09 -0.975709411 -3.831309145 

 
0.375877768 0.076241162 ROBO3 11 S_Shore Body 124739431 Intragenic 

cg02344895 6.54E-11 4.97E-09 0.036593783 -2.629473852 
 

0.503227211 0.165947858 NOTO 2 Island Body 73430247 Intragenic 
cg00631837 6.54E-11 4.97E-09 0.903347425 -2.656970057 

 
0.640227412 0.184247131 PHF21B 22 Island Body 45404212 Intragenic 

cg24878071 6.64E-11 5.03E-09 0.774118565 -2.627920869 
 

0.619233561 0.181391055 SEMA7A 15 Island Body, 5'UTR 74725662 Intragenic 
cg16612379 6.70E-11 5.07E-09 -2.164019588 -5.381733926 

 
0.252051329 0.029387062 RBM11 21 Island Body 15588830 Intragenic 

cg00510011 6.70E-11 5.07E-09 -0.87117935 -5.362361905 
 

0.454604496 0.034606146 GPR98 5 Island 5'UTR, 1stExon, Body 89854651 Intragenic 
cg11231249 6.74E-11 5.11E-09 -0.381388446 -4.270632039 

 
0.454037053 0.082962547 NA 2 Island Body, TSS200 80531599 Intragenic 

cg00216961 6.78E-11 5.13E-09 0.272481546 -2.3612299 
 

0.543719593 0.187071211 ANO2 12 NA Body 6054731 Intragenic 
cg02007463 6.89E-11 5.21E-09 -2.446388748 -5.226060982 

 
0.209814433 0.029790953 ITGA7 12 Island 1stExon, Body, 5'UTR 56101543 Intragenic 

cg23520948 6.91E-11 5.22E-09 -0.895028767 -3.775447214 
 

0.374625639 0.087426382 PVALB 22 Island Body 37212787 Intragenic 
cg22539069 6.98E-11 5.27E-09 0.008542084 -2.872147199 

 
0.500376172 0.149369663 ONECUT1 15 N_Shore Body 53075877 Intragenic 

cg14215702 7.02E-11 5.30E-09 0.46419689 -2.386684673 
 

0.574920928 0.193757818 EN2 7 S_Shore Body 155252317 Intragenic 
cg25566352 7.03E-11 5.30E-09 0.120571211 -3.687990992 

 
0.534134563 0.109986975 RFX4 12 Island Body 106977562 Intragenic 

cg10140906 7.07E-11 5.32E-09 -1.154458441 -3.841038083 
 

0.348344707 0.076964551 CPEB1 15 NA TSS200, Body 83240578 Intragenic 
cg17330305 7.07E-11 5.33E-09 0.662117227 -2.034245583 

 
0.607526335 0.223205665 PPM1E 17 S_Shore Body 56834361 Intragenic 

cg09482777 7.16E-11 5.39E-09 -1.386614277 -4.780671597 
 

0.316167779 0.055076517 NA 2 Island Body, TSS200 80531645 Intragenic 
cg03770147 7.40E-11 5.56E-09 -0.983137043 -4.255058982 

 
0.399713703 0.059464186 KLF7 2 N_Shore Body 208029836 Intragenic 

cg24924091 7.41E-11 5.56E-09 0.174631239 -4.705230656 
 

0.52876543 0.091871976 COMP 19 Island Body 18900900 Intragenic 
cg01441497 7.47E-11 5.61E-09 0.399005253 -2.50492116 

 
0.561965841 0.179989337 EGFEM1P 3 S_Shore Body 167968476 Intragenic 

cg10245915 7.53E-11 5.65E-09 0.924759589 -2.448333389 
 

0.640217149 0.190423163 SLC18A2 10 Island Body 119001478 Intragenic 
cg10737663 7.56E-11 5.67E-09 -0.76971283 -2.835916144 

 
0.375476554 0.138303601 NA 15 Island Body 30865191 Intragenic 

cg21314106 7.65E-11 5.74E-09 -0.938815143 -3.266158409 
 

0.372614712 0.099527917 FN1 2 Island Body 216300292 Intragenic 
cg08327532 7.74E-11 5.80E-09 -0.421515172 -3.186869274 

 
0.433851743 0.123051481 CHAT 10 Island Body, 5'UTR 50822606 Intragenic 

cg24917382 7.78E-11 5.82E-09 1.094396797 -1.798439325 
 

0.671134956 0.251490719 NA 11 Island Body, TSS1500, 5'UTR 2160953 Intragenic 
cg00142257 7.86E-11 5.88E-09 -0.332562145 -2.307765021 

 
0.447636772 0.178618903 LHX6 9 Island Body 124990276 Intragenic 

cg11664251 7.96E-11 5.95E-09 -0.839181177 -4.752692671 
 

0.39177534 0.055776703 KIF5C 2 S_Shore Body 149634581 Intragenic 
cg10868817 7.96E-11 5.95E-09 1.658019581 -2.319812521 

 
0.736454281 0.222654402 ZFPM2 8 Island Body 106332119 Intragenic 

cg12614687 7.99E-11 5.97E-09 -0.011235242 -2.615907628 
 

0.5059885 0.160568811 OTP 5 Island Body 76926752 Intragenic 
cg12595016 8.01E-11 5.98E-09 0.021642658 -5.096902104 

 
0.529080107 0.065541323 NAT8L 4 Island Body 2061930 Intragenic 

cg06504526 8.06E-11 6.01E-09 -0.100394079 -3.697820814 
 

0.509835779 0.089689592 SIM1 6 N_Shore Body 100894629 Intragenic 
cg07246225 8.08E-11 6.02E-09 -0.445085319 -4.001432052 

 
0.445590206 0.090227659 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277659 Intragenic 

cg01656221 8.10E-11 6.03E-09 -0.923708176 -3.538209865 
 

0.379061382 0.09206648 MIR548N 2 Island Body 179278558 Intragenic 
cg03475182 8.11E-11 6.04E-09 -0.637451466 -3.193617224 

 
0.416412254 0.108942939 ARHGAP20 11 N_Shore Body 110581454 Intragenic 

cg01725608 8.18E-11 6.08E-09 -0.893494761 -3.25655798 
 

0.374675276 0.106037443 WNT16 7 Island Body 120969666 Intragenic 
cg01400477 8.19E-11 6.08E-09 -1.957000143 -4.07548139 

 
0.239884228 0.058444653 LRP2 2 N_Shore Body 170218258 Intragenic 

cg23997405 8.32E-11 6.17E-09 0.279131083 -3.489156041 
 

0.545693642 0.120916181 BEGAIN 14 N_Shore Body 101033689 Intragenic 
cg05135644 8.32E-11 6.17E-09 0.365541702 -3.073839753 

 
0.558534283 0.144675407 NR2E1 6 Island Body 108489795 Intragenic 

cg24483247 8.33E-11 6.17E-09 0.26286044 -2.884468646 
 

0.542340915 0.157812156 CRMP1 4 Island Body, TSS200 5890411 Intragenic 
cg11545314 8.33E-11 6.17E-09 1.753598513 -1.894652719 

 
0.760415156 0.257563666 FAM198A 3 Island Body 43021348 Intragenic 

cg26770917 8.34E-11 6.18E-09 -0.691769375 -6.029929609 
 

0.392237539 0.04077772 OLIG1 21 Island 1stExon, 3'UTR 34444339 Intragenic 
cg20979233 8.47E-11 6.27E-09 -1.719561453 -4.302401352 

 
0.247268049 0.060724615 RGS20 8 N_Shore Body 54790841 Intragenic 

cg21621248 8.60E-11 6.36E-09 -0.136281978 -3.592380581 
 

0.485543763 0.110244928 NA 2 S_Shore Body, TSS1500 80531842 Intragenic 
cg24480695 8.63E-11 6.38E-09 0.409797093 -3.736672849 

 
0.56213522 0.122814346 IGSF22 11 Island Body 18727628 Intragenic 

cg09191750 8.70E-11 6.42E-09 -1.958596333 -4.329164402 
 

0.248397206 0.051492688 HTRA1 10 S_Shore Body 124222331 Intragenic 
cg02397727 8.99E-11 6.63E-09 -0.798968825 -3.330979132 

 
0.400540818 0.100614451 SLC30A2 1 Island Body 26372300 Intragenic 

cg09093210 9.02E-11 6.65E-09 0.546197217 -1.53289608 
 

0.588253078 0.272644181 NXPH4 12 Island Body 57619199 Intragenic 
cg05905531 9.04E-11 6.66E-09 1.572058855 -0.49016591 

 
0.734895825 0.419825416 MYO1F 19 Island Body 8591721 Intragenic 

cg07097925 9.19E-11 6.77E-09 -2.118096966 -4.859710971 
 

0.251721507 0.035656498 ICAM5 19 Island Body 10401361 Intragenic 
cg18247436 9.21E-11 6.78E-09 -0.439174426 -1.472618144 

 
0.427751921 0.266423934 GRIK4 11 N_Shore Body 120856646 Intragenic 

cg25896734 9.38E-11 6.90E-09 -0.806081387 -3.341536709 
 

0.41149271 0.092854704 EFCAB10 7 N_Shore Body 105221826 Intragenic 
cg08188993 9.39E-11 6.90E-09 0.079601912 -3.628474096 

 
0.513075551 0.11734212 LOC401463 8 N_Shore Body 65489554 Intragenic 

cg21869609 9.46E-11 6.95E-09 1.301959052 -0.990542438 
 

0.698996762 0.348385636 LINGO3 19 Island Body 2291613 Intragenic 
cg00174428 9.51E-11 6.98E-09 0.242188352 -2.348928164 

 
0.553027856 0.179122548 LMX1A 1 Island Body 165204791 Intragenic 

cg18446520 9.53E-11 6.99E-09 0.398200645 -2.065948818 
 

0.566424507 0.216554025 RFX4 12 S_Shore Body 106981513 Intragenic 
cg25988034 9.56E-11 7.00E-09 1.043355 -1.914893901 

 
0.659614581 0.240607422 FLJ45983 10 Island Body 8093239 Intragenic 
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cg11195797 9.56E-11 7.00E-09 -0.667506699 -3.194358774 
 

0.420137261 0.106646904 CLYBL 13 Island 3'UTR 100547331 Intragenic 
cg23164681 9.65E-11 7.06E-09 -0.101435003 -4.687250271 

 
0.507200243 0.081051435 HLA-L 6 Island Body 30227373 Intragenic 

cg21781979 9.68E-11 7.08E-09 -1.273676683 -3.614182397 
 

0.330993085 0.080548055 CLYBL 13 Island 3'UTR 100547292 Intragenic 
cg15552158 9.77E-11 7.14E-09 -0.39495212 -3.282257874 

 
0.457694769 0.109045578 DLX1 2 S_Shore 3'UTR 172953270 Intragenic 

cg23288335 9.78E-11 7.15E-09 -0.432312987 -2.963490782 
 

0.439304263 0.131704997 DLX2 2 Island 3'UTR 172965046 Intragenic 
cg20176285 9.80E-11 7.15E-09 -1.976031267 -6.15842132 

 
0.317857765 0.018306066 REEP1 2 Island Body 86564436 Intragenic 

cg04751811 9.87E-11 7.20E-09 0.170474148 -3.53862086 
 

0.529721062 0.124974904 ATP6V1B1 2 Island 3'UTR 71192445 Intragenic 
cg17180977 9.90E-11 7.22E-09 -1.367977029 -4.160699581 

 
0.326366507 0.061901179 WNT9A 1 Island Body 228135059 Intragenic 

cg25607321 1.00E-10 7.32E-09 -1.060354905 -4.08240249 
 

0.366153955 0.071705695 NA 11 Island 5'UTR, Body, 1stExon 19734989 Intragenic 
cg25052970 1.02E-10 7.40E-09 0.536637659 -3.355652548 

 
0.585542338 0.139453232 CSMD3 8 S_Shelf Body 114447346 Intragenic 

cg11640773 1.02E-10 7.42E-09 -0.370348406 -2.630856916 
 

0.451918866 0.152484937 NDRG4 16 Island Body 58535416 Intragenic 
cg16332936 1.02E-10 7.42E-09 -0.622439178 -3.470931567 

 
0.397995961 0.111905259 TBX1 22 Island Body 19748910 Intragenic 

cg01472299 1.03E-10 7.46E-09 -0.70616215 -2.886315555 
 

0.397483982 0.132086364 CDYL 6 N_Shore Body 4775063 Intragenic 
cg04713453 1.03E-10 7.49E-09 -0.920571524 -3.465166019 

 
0.368732244 0.098586342 NA 5 N_Shore Body, TSS1500 17217093 Intragenic 

cg20792735 1.04E-10 7.54E-09 -0.569442998 -4.565834612 
 

0.440896175 0.073494978 NA 2 Island Body, 1stExon, 5'UTR 80531483 Intragenic 
cg00281842 1.05E-10 7.61E-09 0.091511961 -3.604550423 

 
0.523754737 0.119982189 NA 5 Island Body, TSS200 140855562 Intragenic 

cg08515841 1.05E-10 7.63E-09 -1.493814695 -4.387289809 
 

0.331670108 0.047812892 KLF7 2 N_Shore Body 208029740 Intragenic 
cg11607952 1.05E-10 7.63E-09 -1.495943902 -3.796733842 

 
0.2969367 0.073377844 NTF3 12 Island Body 5541814 Intragenic 

cg09501516 1.06E-10 7.64E-09 -1.945190677 -4.278805506 
 

0.245894646 0.053162282 RGS4 1 NA 1stExon, 5'UTR, Body 163039155 Intragenic 
cg15359163 1.06E-10 7.70E-09 0.673369642 -1.609537042 

 
0.606438379 0.260188307 PRDM6 5 N_Shore Body 122429178 Intragenic 

cg09597470 1.07E-10 7.72E-09 -0.674983659 -3.007672108 
 

0.391265368 0.13014211 NCKAP5 2 S_Shore Body 134024618 Intragenic 
cg25968835 1.07E-10 7.73E-09 0.981316128 -3.510328245 

 
0.652673199 0.143930629 RGMA 15 Island Body, TSS200 93631754 Intragenic 

cg13448814 1.07E-10 7.75E-09 -0.155149806 -5.218254252 
 

0.475741389 0.073532952 CSMD3 8 S_Shore Body 114447055 Intragenic 
cg18334412 1.08E-10 7.79E-09 -1.433887705 -5.583647708 

 
0.371004668 0.0275534 CACNB4 2 Island 1stExon, Body, 5'UTR 152955206 Intragenic 

cg00519553 1.09E-10 7.85E-09 -1.835179271 -4.245983445 
 

0.264067763 0.054882868 NA 11 Island Body, 3'UTR 119211047 Intragenic 
cg15313332 1.09E-10 7.87E-09 -0.153520959 -3.809436031 

 
0.496490031 0.092737893 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721270 Intragenic 

cg10292154 1.10E-10 7.92E-09 -0.868575827 -4.998895791 
 

0.394880356 0.050930323 IL21R 16 NA 3'UTR 27461445 Intragenic 
cg21930074 1.13E-10 8.10E-09 -1.211480617 -3.394548343 

 
0.336051179 0.092019418 LOC641518 4 Island Body 109093644 Intragenic 

cg06188229 1.13E-10 8.12E-09 -2.706806977 -5.154298893 
 

0.178746768 0.028637423 MIXL1 1 Island Body 226411818 Intragenic 
cg01263386 1.13E-10 8.14E-09 -0.922134769 -5.296853726 

 
0.425289353 0.041110175 SLC8A2 19 Island Body 47933586 Intragenic 

cg10011199 1.14E-10 8.20E-09 -1.144764107 -2.666424207 
 

0.318188588 0.143652226 LOC389033 2 NA Body 130681080 Intragenic 
cg14149680 1.15E-10 8.28E-09 -1.937953128 -5.797424012 

 
0.314617454 0.02173686 TH 11 Island Body 2187632 Intragenic 

cg00846021 1.16E-10 8.30E-09 0.017038952 -3.152259613 
 

0.494664722 0.130944007 SFTA3 14 Island Body 36977901 Intragenic 
cg09511896 1.16E-10 8.34E-09 0.334044209 -2.311727029 

 
0.556564033 0.190348158 WNT3A 1 Island Body 228246937 Intragenic 

cg05951860 1.16E-10 8.34E-09 -0.469304173 -4.260067448 
 

0.46474349 0.066308195 CTTNBP2 7 Island Body 117513101 Intragenic 
cg07194839 1.17E-10 8.35E-09 1.556492189 -0.25678531 

 
0.73236194 0.4585838 EBF3 10 N_Shore Body 131755775 Intragenic 

cg26824423 1.18E-10 8.41E-09 0.168253571 -2.215738576 
 

0.525327698 0.198804078 NDRG4 16 S_Shore 5'UTR, Body, 1stExon 58498818 Intragenic 
cg22517735 1.18E-10 8.45E-09 -0.090574522 -4.387022566 

 
0.498380283 0.090560641 NA 4 Island Body, TSS1500 174451954 Intragenic 

cg15011409 1.19E-10 8.49E-09 1.206199712 -1.235081083 
 

0.677942576 0.314817811 ICAM5 19 Island Body 10405226 Intragenic 
cg08739433 1.19E-10 8.51E-09 0.000679409 -2.579609369 

 
0.513048208 0.160539034 WNT2B 1 Island Body, 1stExon 113051925 Intragenic 

cg26732691 1.20E-10 8.53E-09 -1.187140738 -4.670370286 
 

0.340470284 0.061866071 RFX4 12 N_Shore Body 106977781 Intragenic 
cg26944151 1.20E-10 8.58E-09 -0.842770164 -3.165968061 

 
0.389414695 0.106471278 FAM69B 9 S_Shore Body 139607602 Intragenic 

cg12359809 1.21E-10 8.61E-09 1.523999217 -0.493309565 
 

0.728361605 0.421560539 WNT3A 1 Island Body 228246632 Intragenic 
cg23287547 1.22E-10 8.65E-09 -0.141148415 -3.06604361 

 
0.478616552 0.138059496 MYO5A 15 Island Body 52820479 Intragenic 

cg18245660 1.24E-10 8.80E-09 0.134471865 -5.7902675 
 

0.520415859 0.065955935 RGS20 8 Island Body, 5'UTR, 1stExon 54793541 Intragenic 
cg23805357 1.24E-10 8.83E-09 -0.934123799 -3.810011266 

 
0.363437476 0.088041907 NA 10 Island Body, TSS200 25464139 Intragenic 

cg09225230 1.25E-10 8.88E-09 -0.52471792 -4.830325835 
 

0.448809191 0.070862739 EDARADD 1 Island TSS1500, Body 236558465 Intragenic 
cg04989913 1.25E-10 8.90E-09 0.269069683 -2.766279637 

 
0.53292633 0.152941188 SIX1 14 Island Body 61115132 Intragenic 

cg08529260 1.27E-10 9.03E-09 -0.511030851 -3.235896636 
 

0.418819774 0.120895942 HPSE2 10 S_Shore Body 100994381 Intragenic 
cg24465429 1.28E-10 9.07E-09 0.625107871 -3.040306137 

 
0.597652341 0.157894306 HLA-DPB2 6 Island Body 33084825 Intragenic 

cg21001198 1.28E-10 9.10E-09 -0.640943471 -4.204824451 
 

0.445855917 0.066151016 LRRN4 20 Island Body 6033205 Intragenic 
cg13434638 1.29E-10 9.11E-09 0.245361025 -4.3954656 

 
0.539220715 0.091445618 ITGA11 15 Island Body 68723690 Intragenic 

cg03301376 1.33E-10 9.41E-09 -2.173498801 -4.249174679 
 

0.223658043 0.051378332 EGR3 8 Island Body 22549568 Intragenic 
cg22949149 1.33E-10 9.41E-09 -0.528576195 -3.384580263 

 
0.413336362 0.114536009 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748480 Intragenic 

cg11961255 1.33E-10 9.43E-09 -1.720719493 -4.326323619 
 

0.28624474 0.052297573 SYT11 1 Island Body 155830477 Intragenic 
cg27117749 1.33E-10 9.44E-09 0.489654466 -1.969433199 

 
0.588558121 0.21967913 FAM184B 4 Island Body 17782643 Intragenic 
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cg17181022 1.34E-10 9.48E-09 0.375355081 -1.442216168 
 

0.558674182 0.279128787 CYP26C1 10 S_Shore Body 94823302 Intragenic 
cg03476291 1.34E-10 9.48E-09 -1.362263512 -3.882881311 

 
0.340442074 0.06448334 LMO2 11 Island 1stExon, 5'UTR, Body 33891205 Intragenic 

cg18319921 1.34E-10 9.48E-09 -0.920325718 -4.116238297 
 

0.394967587 0.063866479 ADAMTS19 5 Island Body 128796754 Intragenic 
cg00031165 1.35E-10 9.50E-09 -0.262260813 -2.491838266 

 
0.472289572 0.157513666 NA 7 Island Body, 5'UTR 87258360 Intragenic 

cg02469297 1.36E-10 9.56E-09 -0.560542645 -1.557996761 
 

0.407147677 0.254994683 CHP2 16 Island Body 23766525 Intragenic 
cg26505691 1.37E-10 9.61E-09 -1.293002169 -5.476396108 

 
0.340142023 0.040867961 IL21R 16 NA 3'UTR 27461333 Intragenic 

cg04620015 1.37E-10 9.62E-09 -0.496973223 -3.452971483 
 

0.432455891 0.10280131 NA 5 N_Shore Body, TSS1500 111754296 Intragenic 
cg25465938 1.38E-10 9.73E-09 -0.605737703 -3.193401938 

 
0.403782308 0.122903981 CACNA1E 1 Island Body 181455006 Intragenic 

cg20457275 1.39E-10 9.77E-09 1.43253551 -1.005772746 
 

0.713959107 0.350585732 FOXF2 6 Island Body 1394071 Intragenic 
cg25842633 1.40E-10 9.84E-09 -0.123549048 -2.925031507 

 
0.484798163 0.135757332 SCUBE1 22 N_Shore Body 43738427 Intragenic 

cg07936950 1.40E-10 9.84E-09 0.757488742 -2.721531921 
 

0.631197359 0.167413366 DLX1 2 Island 3'UTR 172953134 Intragenic 
cg26342671 1.40E-10 9.85E-09 -1.81166694 -6.802652927 

 
0.386186043 0.010914598 LIMS2 2 Island Body, 5'UTR 128432524 Intragenic 

cg10771090 1.41E-10 9.88E-09 1.553541544 -2.047179517 
 

0.724164294 0.231123276 TAL1 1 N_Shore Body 47690795 Intragenic 
cg19631064 1.41E-10 9.90E-09 -0.764452378 -3.160141329 

 
0.373483473 0.121369256 ANKRD18DP 3 Island Body 197807355 Intragenic 

cg13942157 1.42E-10 9.91E-09 -0.908001832 -4.98947764 
 

0.388448056 0.047882311 FAM189A1 15 Island Body 29862568 Intragenic 
cg03656099 1.42E-10 9.93E-09 0.607895725 -2.200911 

 
0.594779677 0.211668767 TBX2 17 Island Body 59481954 Intragenic 

cg07984286 1.42E-10 9.94E-09 0.909951847 -1.04676302 
 

0.644845313 0.337692796 IRX3 16 N_Shore Body 54317760 Intragenic 
cg14515571 1.44E-10 1.01E-08 -0.886422933 -3.257159906 

 
0.35990166 0.113127075 DBX1 11 Island Body 20178627 Intragenic 

cg22862441 1.44E-10 1.01E-08 -0.910468783 -4.406951988 
 

0.38068364 0.068714767 GRID2IP 7 S_Shore Body 6571116 Intragenic 
cg12025310 1.45E-10 1.01E-08 -0.619687655 -2.366285928 

 
0.40902893 0.168964754 TMPRSS6 22 Island Body 37465279 Intragenic 

cg03653172 1.46E-10 1.02E-08 -2.597690469 -5.216869065 
 

0.191922008 0.029559711 ANKRD24 19 Island Body 4198415 Intragenic 
cg24304249 1.46E-10 1.02E-08 -0.861165813 -3.548351923 

 
0.362442496 0.103746415 CACNA1E 1 Island Body 181455181 Intragenic 

cg24124029 1.47E-10 1.03E-08 0.867009813 -2.661314868 
 

0.637648914 0.184843147 LAMP5 20 Island Body 9495572 Intragenic 
cg08036502 1.48E-10 1.03E-08 0.017859143 -2.520167001 

 
0.501515684 0.1761378 NA 15 Island Body, TSS1500 74420511 Intragenic 

cg11569979 1.48E-10 1.03E-08 -0.643477162 -3.80602813 
 

0.399933082 0.095167174 EPHA7 6 Island Body 94127222 Intragenic 
cg23537887 1.49E-10 1.04E-08 0.396766874 -2.182436953 

 
0.56192536 0.202976081 CACNA2D3 3 S_Shore Body 54157647 Intragenic 

cg17333109 1.50E-10 1.04E-08 0.257796157 -1.935141198 
 

0.540196201 0.222308148 NKX2-8 14 Island Body 37050403 Intragenic 
cg09944213 1.50E-10 1.04E-08 0.114761286 -3.38704791 

 
0.520759722 0.128555159 SEC14L5 16 Island Body 5037570 Intragenic 

cg23186104 1.53E-10 1.06E-08 -1.94555024 -4.603108389 
 

0.272576644 0.041479928 PDE2A 11 Island TSS200, Body 72353587 Intragenic 
cg03660500 1.53E-10 1.06E-08 -0.729403078 -3.893594528 

 
0.417094854 0.080817966 LHX9 1 Island Body 197887649 Intragenic 

cg26225694 1.54E-10 1.07E-08 -0.500723956 -4.208874652 
 

0.420293425 0.086774466 LHX4 1 S_Shore Body 180205253 Intragenic 
cg05970528 1.56E-10 1.08E-08 -1.138263329 -3.666892048 

 
0.321261772 0.093181516 NA 19 Island 5'UTR, Body 19006562 Intragenic 

cg26959235 1.57E-10 1.09E-08 -0.37120996 -2.705807988 
 

0.449725448 0.149306294 SLC47A1 17 S_Shore Body 19437889 Intragenic 
cg24109679 1.58E-10 1.09E-08 -0.474910317 -3.365912959 

 
0.440923776 0.107765527 NA 5 N_Shore Body, TSS1500 111754365 Intragenic 

cg25374640 1.58E-10 1.09E-08 -1.273826278 -3.584895499 
 

0.329404927 0.081816072 DLL1 6 Island Body 170599090 Intragenic 
cg09465786 1.58E-10 1.09E-08 -0.231508247 -3.835531633 

 
0.47720884 0.102563828 DKK1 10 Island Body 54074743 Intragenic 

cg09262269 1.61E-10 1.11E-08 -0.628372338 -3.2813555 
 

0.433071048 0.102929702 LOX 5 N_Shore Body 121412429 Intragenic 
cg06981439 1.64E-10 1.13E-08 -0.323268751 -3.263164431 

 
0.467795223 0.114861453 LOC100130015 16 NA TSS200, Body 90114123 Intragenic 

cg00375250 1.64E-10 1.13E-08 -0.407192798 -2.615522869 
 

0.445527496 0.148234645 OLFML2A 9 Island Body 127539738 Intragenic 
cg04778433 1.65E-10 1.13E-08 -2.022514241 -5.202212582 

 
0.257757503 0.034640317 LOC389033 2 NA Body 130680984 Intragenic 

cg03479694 1.66E-10 1.14E-08 0.593893788 -1.926674852 
 

0.597903279 0.229930062 DLX1 2 Island 3'UTR 172953032 Intragenic 
cg02071005 1.67E-10 1.15E-08 -1.065551428 -4.900692002 

 
0.358658361 0.057319786 SP9 2 Island Body 175200844 Intragenic 

cg20500237 1.67E-10 1.15E-08 -0.714952232 -4.119474304 
 

0.422290905 0.077368105 NA 22 Island Body, 1stExon, 5'UTR 33197638 Intragenic 
cg23026675 1.68E-10 1.15E-08 0.002816327 -3.026027563 

 
0.510085585 0.142088424 LOC100192378 8 Island Body 77590168 Intragenic 

cg17805540 1.68E-10 1.16E-08 1.325288591 -1.348451748 
 

0.69869115 0.304116961 NKX3-2 4 Island Body 13543730 Intragenic 
cg07327325 1.69E-10 1.16E-08 0.517677124 -2.486196429 

 
0.583965924 0.185356397 PAX2 10 Island Body 102507684 Intragenic 

cg11235741 1.71E-10 1.17E-08 0.257044694 -2.85806056 
 

0.541443561 0.145794091 MEX3B 15 Island Body 82336869 Intragenic 
cg08230332 1.71E-10 1.18E-08 -0.734968069 -4.783340868 

 
0.440101643 0.061913011 BSN 3 Island Body 49592476 Intragenic 

cg00116946 1.72E-10 1.18E-08 -0.259598997 -3.154653371 
 

0.472288969 0.120765998 NA 5 Island Body, TSS1500 172387081 Intragenic 
cg05963821 1.75E-10 1.20E-08 -1.082910859 -3.932139606 

 
0.347487313 0.080791523 GAP43 3 S_Shore Body, 5'UTR 115377939 Intragenic 

cg04965934 1.76E-10 1.20E-08 1.696948119 -0.745280642 
 

0.751907988 0.386817199 EMX1 2 Island Body 73151201 Intragenic 
cg14836450 1.77E-10 1.21E-08 -0.646772805 -3.291031329 

 
0.411551269 0.107638784 NA 2 S_Shore Body, TSS200 173601103 Intragenic 

cg02881274 1.81E-10 1.24E-08 0.880700047 -1.21403374 
 

0.637735315 0.310718632 SLC17A7 19 Island Body 49935948 Intragenic 
cg11794877 1.81E-10 1.24E-08 0.853586629 -5.296444857 

 
0.63931032 0.096913256 WHAMMP2 15 Island Body 28983117 Intragenic 

cg04099138 1.81E-10 1.24E-08 0.506077012 -3.228845258 
 

0.571759431 0.138191383 ADAMTS8 11 Island Body 130297436 Intragenic 
cg05951558 1.82E-10 1.24E-08 0.719753773 -1.239853832 

 
0.619445307 0.306642665 ECE2 3 S_Shore Body 183980788 Intragenic 
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cg25022086 1.85E-10 1.26E-08 0.400651114 -2.986222358 
 

0.576830151 0.14330261 GALR2 17 Island Body 74071616 Intragenic 
cg08042975 1.86E-10 1.27E-08 0.882067167 -3.168717518 

 
0.638895084 0.164595579 ERBB4 2 Island Body 213402433 Intragenic 

cg20566450 1.86E-10 1.27E-08 0.925949125 -3.101839926 
 

0.637457682 0.164232239 PDZD2 5 N_Shore Body 31854651 Intragenic 
cg03438305 1.87E-10 1.27E-08 -0.201886801 -2.426484952 

 
0.482253625 0.166346722 TCHH 1 N_Shore Body 152082925 Intragenic 

cg26410483 1.88E-10 1.28E-08 -1.315722881 -5.490655225 
 

0.347931714 0.037295245 LHX4 1 Island Body 180203143 Intragenic 
cg03537942 1.88E-10 1.28E-08 0.049066787 -1.999528363 

 
0.510163663 0.215630499 KLRG2 7 Island Body 139167547 Intragenic 

cg13710037 1.88E-10 1.28E-08 -1.908695222 -3.862715874 
 

0.243954183 0.067383089 NA 2 Island Body 241391930 Intragenic 
cg09159050 1.89E-10 1.28E-08 0.667169835 3.996326294 

 
0.584442465 0.913852309 MIB2 1 N_Shore Body 1563500 Intragenic 

cg22808633 1.89E-10 1.28E-08 1.928222266 -0.400794013 
 

0.774768788 0.432660449 RASAL3 19 Island Body 15563870 Intragenic 
cg03462055 1.90E-10 1.29E-08 -0.713548444 -3.91824652 

 
0.405984537 0.087944782 TUBB2B 6 Island Body 3227556 Intragenic 

cg06531007 1.91E-10 1.29E-08 -1.60657485 -4.44294825 
 

0.3283932 0.045023249 CR2 1 Island Body 207628110 Intragenic 
cg00024472 1.93E-10 1.31E-08 0.07720195 -5.785138926 

 
0.512621082 0.074130906 NGFR 17 Island Body 47573864 Intragenic 

cg17606003 2.01E-10 1.36E-08 -0.685047803 -2.558820651 
 

0.396449313 0.154440894 NA 10 Island Body, TSS1500 102989376 Intragenic 
cg03625676 2.01E-10 1.36E-08 -0.208836643 -3.597264823 

 
0.4724325 0.115652594 NIPAL4 5 Island Body 156887393 Intragenic 

cg03719693 2.03E-10 1.37E-08 -0.060838165 -1.923660274 
 

0.49452794 0.2175529 LOC641518 4 Island Body 109093430 Intragenic 
cg01306410 2.04E-10 1.38E-08 0.755877354 -0.575645928 

 
0.623166266 0.40435146 PGM5P2 9 Island Body 69147338 Intragenic 

cg11325997 2.05E-10 1.38E-08 0.218976305 -1.849346934 
 

0.535645089 0.234856812 AMH 19 Island Body 2251764 Intragenic 
cg26583481 2.06E-10 1.39E-08 1.077810128 -4.12252436 

 
0.66553982 0.130028302 CALY 10 Island 3'UTR 135139100 Intragenic 

cg03741619 2.08E-10 1.40E-08 -0.39601108 -4.133026903 
 

0.476186775 0.083498216 TRPV3 17 Island Body 3438918 Intragenic 
cg02745847 2.09E-10 1.41E-08 1.556944592 -1.171619208 

 
0.732374594 0.32907655 IGF2BP1 17 Island Body 47075880 Intragenic 

cg16234557 2.13E-10 1.43E-08 1.076065138 -2.199524579 
 

0.664692053 0.219638458 EMX2OS 10 N_Shore Body 119292062 Intragenic 
cg12082598 2.15E-10 1.45E-08 -0.099944219 -3.825542624 

 
0.488482751 0.101390809 NGFR 17 Island Body 47573230 Intragenic 

cg16250461 2.15E-10 1.45E-08 -0.046665334 -5.387654667 
 

0.521195056 0.07588751 HLA-L 6 Island Body 30227360 Intragenic 
cg12040846 2.15E-10 1.45E-08 -1.048046168 -3.562817802 

 
0.379571831 0.080167457 NA 7 Island Body, 5'UTR 87258443 Intragenic 

cg27426707 2.17E-10 1.46E-08 -0.548176503 -2.747718448 
 

0.416640224 0.144069095 CACNA1G 17 S_Shore Body 48639585 Intragenic 
cg07895186 2.18E-10 1.46E-08 0.156090722 -0.835978814 

 
0.524486863 0.359295164 NA 10 Island Body 119303831 Intragenic 

cg25497529 2.19E-10 1.47E-08 -0.08939905 -4.291987746 
 

0.489881414 0.092911022 COMP 19 Island Body 18901364 Intragenic 
cg10141377 2.22E-10 1.49E-08 -2.676958624 -5.97486884 

 
0.216357144 0.017997539 NEUROD2 17 Island Body 37762842 Intragenic 

cg12322132 2.24E-10 1.50E-08 1.181248679 -2.187592331 
 

0.686152991 0.225342386 NA 11 Island Body, 5'UTR 2165656 Intragenic 
cg16546432 2.24E-10 1.50E-08 -0.017682388 -2.536186548 

 
0.496807719 0.17455755 SLC35F3 1 Island Body 234350263 Intragenic 

cg17349389 2.25E-10 1.51E-08 0.296107428 -3.202829211 
 

0.546452412 0.144775183 NA 2 Island Body 80530770 Intragenic 
cg03780701 2.29E-10 1.53E-08 0.797666253 -1.432097005 

 
0.628766501 0.290045443 ADAM32 8 Island Body 38965386 Intragenic 

cg15373239 2.30E-10 1.54E-08 0.866008965 -1.963330145 
 

0.630649132 0.235007755 NA 10 Island Body 119303225 Intragenic 
cg04756279 2.30E-10 1.54E-08 0.409419917 -2.806526759 

 
0.562780993 0.160640017 VSTM2B 19 Island Body 30020162 Intragenic 

cg26755141 2.31E-10 1.54E-08 -0.652835146 -3.08098864 
 

0.413199298 0.119327954 SIM1 6 N_Shore Body 100903839 Intragenic 
cg20804555 2.33E-10 1.55E-08 0.945040607 -2.231668491 

 
0.637547629 0.207277747 GSC 14 Island Body 95235869 Intragenic 

cg07304175 2.34E-10 1.56E-08 -1.31576139 -3.226973725 
 

0.30744457 0.104305625 SOX2-OT 3 S_Shore Body 181414139 Intragenic 
cg25840576 2.41E-10 1.60E-08 -0.014323511 -2.411905493 

 
0.511419463 0.174294428 TMEM200B 1 Island Body 29447971 Intragenic 

cg06201680 2.42E-10 1.61E-08 -0.999585287 -4.86656552 
 

0.383447483 0.048534306 WDR86 7 Island 3'UTR 151078646 Intragenic 
cg26057780 2.42E-10 1.61E-08 -0.179174166 -3.753285693 

 
0.496163288 0.096771726 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721277 Intragenic 

cg05467160 2.43E-10 1.61E-08 0.469569508 -2.039076826 
 

0.56479649 0.212394068 EVX2 2 Island Body 176945526 Intragenic 
cg11279425 2.43E-10 1.62E-08 -2.396890777 -4.053314903 

 
0.187719261 0.057709793 NA 11 Island TSS200, Body 19734864 Intragenic 

cg08233811 2.46E-10 1.64E-08 -0.172147048 -2.429632232 
 

0.485002963 0.170452545 LINC00340 6 S_Shore Body 21667333 Intragenic 
cg04988098 2.50E-10 1.66E-08 0.54098564 -2.73682347 

 
0.587188151 0.177632019 GRID1 10 Island Body 88124965 Intragenic 

cg03921599 2.54E-10 1.69E-08 -2.31025115 -5.047501065 
 

0.246071913 0.029787337 NA 11 Island TSS1500, Body 61583796 Intragenic 
cg19099281 2.54E-10 1.69E-08 0.403748896 -1.718663322 

 
0.566537471 0.243077487 HOMER2 15 Island Body 83621006 Intragenic 

cg18899952 2.55E-10 1.69E-08 -1.419198485 -3.999925384 
 

0.3342698 0.059909147 SHOX2 3 Island Body 157823363 Intragenic 
cg11264392 2.56E-10 1.70E-08 0.828524633 -0.506687097 

 
0.635183252 0.41590153 RASAL3 19 Island Body 15564092 Intragenic 

cg22764436 2.58E-10 1.71E-08 -0.328982118 -2.81020413 
 

0.453214335 0.145425714 CCDC140 2 Island Body 223168727 Intragenic 
cg15462174 2.58E-10 1.71E-08 -0.343539563 -5.536191748 

 
0.441972992 0.06669141 NA 10 Island TSS1500, Body 31608663 Intragenic 

cg24267283 2.61E-10 1.72E-08 -0.115017711 -3.627717473 
 

0.481349907 0.116573285 SOX2-OT 3 Island Body 181414021 Intragenic 
cg11457700 2.63E-10 1.74E-08 -0.000439866 -1.911873111 

 
0.506307182 0.220411021 PDE2A 11 N_Shore Body 72353157 Intragenic 

cg17268276 2.65E-10 1.75E-08 -0.814603283 -4.594130204 
 

0.394209327 0.071090205 ST8SIA4 5 N_Shore Body 100236199 Intragenic 
cg19538614 2.68E-10 1.77E-08 -0.898189413 -3.649213239 

 
0.381983424 0.090974213 NA 19 Island TSS1500, 3'UTR, TSS200 50194205 Intragenic 

cg10611863 2.68E-10 1.77E-08 -1.382275317 -5.094247276 
 

0.355303266 0.044224597 PEBP4 8 Island Body 22722817 Intragenic 
cg01427458 2.72E-10 1.79E-08 0.240320984 -2.205358309 

 
0.53823763 0.202153629 OPCML 11 NA Body 133098457 Intragenic 
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cg24582168 2.72E-10 1.79E-08 -1.624558611 -3.497081939 
 

0.27855963 0.083843169 CYP24A1 20 Island Body 52789646 Intragenic 
cg13167052 2.74E-10 1.80E-08 -0.093701595 -3.086525966 

 
0.495248442 0.131293815 RPRM 2 N_Shore 3'UTR, 1stExon 154334077 Intragenic 

cg00344260 2.79E-10 1.83E-08 -0.343728458 -3.502509122 
 

0.443966111 0.115023139 NELL2 12 Island Body, 1stExon, TSS1500, TSS200 45270406 Intragenic 
cg07135032 2.79E-10 1.84E-08 -0.130198236 -2.573200533 

 
0.486730702 0.164005112 LMX1A 1 Island Body 165322099 Intragenic 

cg10535922 2.82E-10 1.85E-08 0.395983268 -2.461194514 
 

0.561372845 0.188557896 PRDM6 5 Island Body 122426269 Intragenic 
cg02445664 2.85E-10 1.88E-08 -1.852809078 -5.483130105 

 
0.287864236 0.030925055 B4GALNT2 17 Island Body, 5'UTR 47210599 Intragenic 

cg23905216 2.85E-10 1.88E-08 1.197416032 -1.282680626 
 

0.676877905 0.310777247 NA 11 Island Body, TSS1500, 5'UTR 2161390 Intragenic 
cg05452899 2.88E-10 1.89E-08 1.569975954 -1.671950882 

 
0.731012974 0.279060937 NA 11 Island Body, TSS1500, 5'UTR 2161133 Intragenic 

cg12758636 2.90E-10 1.90E-08 0.492618971 -4.523855853 
 

0.57739417 0.110796444 ZEB1 10 Island TSS200, Body 31609882 Intragenic 
cg21667878 2.90E-10 1.90E-08 1.286361492 -2.460079754 

 
0.694021529 0.210624103 NA 11 Island Body, TSS1500, 5'UTR 2160980 Intragenic 

cg09183316 2.93E-10 1.92E-08 0.154458001 -2.426945923 
 

0.530175063 0.177297476 CTDSP2 12 N_Shore Body 58238232 Intragenic 
cg25212090 2.93E-10 1.92E-08 -0.223209784 -2.607211877 

 
0.476129716 0.157365018 LHX9 1 S_Shore Body 197882170 Intragenic 

cg20167126 2.94E-10 1.92E-08 -0.483324101 -2.726955829 
 

0.423984058 0.151975958 NA 11 S_Shore Body 19735798 Intragenic 
cg11993230 2.96E-10 1.94E-08 -0.020223387 -3.29054252 

 
0.500381815 0.130544922 FAM69C 18 Island Body 72123607 Intragenic 

cg00410370 2.98E-10 1.95E-08 -0.091983812 -3.046960013 
 

0.513251795 0.120058878 SP9 2 Island Body 175200477 Intragenic 
cg04268670 3.01E-10 1.97E-08 0.004857402 -2.973192249 

 
0.514922959 0.145326718 OTP 5 Island Body 76926341 Intragenic 

cg17760391 3.08E-10 2.01E-08 -1.264737366 -3.62651368 
 

0.333741038 0.082797976 MAST4 5 NA TSS200, Body 66124501 Intragenic 
cg23046629 3.09E-10 2.01E-08 -0.508172506 -3.210978219 

 
0.447917363 0.106072368 NA 2 Island Body, TSS200 109745841 Intragenic 

cg21201099 3.09E-10 2.01E-08 0.563409752 -1.699533595 
 

0.587245246 0.252526121 TBX2 17 Island Body 59482446 Intragenic 
cg26841013 3.12E-10 2.03E-08 0.944943512 -2.259742927 

 
0.637294046 0.194882552 WNT3A 1 S_Shore 3'UTR 228248013 Intragenic 

cg21937886 3.13E-10 2.04E-08 0.540057375 -3.132021458 
 

0.587704677 0.156309928 GFPT2 5 Island Body 179779954 Intragenic 
cg10468961 3.14E-10 2.05E-08 -1.539197779 -3.214258699 

 
0.264170095 0.107324332 NRG2 5 Island Body 139227979 Intragenic 

cg06000951 3.18E-10 2.07E-08 -0.783220477 -4.445574583 
 

0.418113821 0.065690308 MOCS1 6 Island Body, 1stExon, 5'UTR 39902288 Intragenic 
cg14678774 3.21E-10 2.09E-08 0.163295944 -1.919616853 

 
0.531194115 0.223821263 MAST1 19 Island Body 12978360 Intragenic 

cg04608330 3.21E-10 2.09E-08 0.378712349 -2.821591041 
 

0.556429821 0.163643254 NELL2 12 N_Shore Body, 1stExon 45269318 Intragenic 
cg13852218 3.22E-10 2.09E-08 -1.676568557 -4.061639784 

 
0.271242377 0.067635696 DLG2 11 NA Body 84431850 Intragenic 

cg05808004 3.23E-10 2.10E-08 0.84277131 3.705074541 
 

0.605082113 0.911097062 MEGF6 1 Island Body 3427407 Intragenic 
cg06374307 3.24E-10 2.10E-08 -0.406721671 -2.656689913 

 
0.437218284 0.15578095 LRRC71 1 Island Body 156893873 Intragenic 

cg27428578 3.25E-10 2.11E-08 -1.027498405 -3.269645847 
 

0.340856022 0.109979437 WHAMMP2 15 S_Shore Body 28983731 Intragenic 
cg02083412 3.25E-10 2.11E-08 -0.68450771 -2.922556014 

 
0.399376958 0.132971458 DLGAP2 8 Island 3'UTR 1649758 Intragenic 

cg26148236 3.27E-10 2.12E-08 -2.084447041 -6.130909208 
 

0.268133738 0.024530587 EFHD1 2 Island TSS1500, Body 233497957 Intragenic 
cg19229344 3.27E-10 2.12E-08 -0.158777812 -3.652892763 

 
0.472911792 0.113056092 NKX2-3 10 Island Body 101294643 Intragenic 

cg27264993 3.28E-10 2.12E-08 -0.453099305 -2.828088923 
 

0.425214115 0.144595108 HLA-DPB2 6 N_Shore Body 33084608 Intragenic 
cg14731413 3.29E-10 2.13E-08 -1.263717777 -4.855984411 

 
0.357158497 0.049445739 PRKG1 10 N_Shore Body, TSS1500 52833444 Intragenic 

cg08812555 3.31E-10 2.14E-08 -0.155937748 -3.810676979 
 

0.487640036 0.107154609 DKK1 10 Island Body 54074788 Intragenic 
cg24808891 3.32E-10 2.14E-08 -0.131080327 -2.245628117 

 
0.481896038 0.191223867 HSPA12A 10 N_Shore Body 118500755 Intragenic 

cg25751172 3.35E-10 2.16E-08 -0.086689097 -2.136397037 
 

0.491950193 0.197093794 DKK1 10 S_Shore Body 54074967 Intragenic 
cg12342334 3.35E-10 2.16E-08 0.119854562 -3.810471877 

 
0.51187939 0.115834389 SFRP5 10 Island Body 99531038 Intragenic 

cg06149302 3.37E-10 2.17E-08 1.333564782 -1.128561927 
 

0.702234483 0.3310931 GLB1L3 11 Island Body 134147143 Intragenic 
cg14771810 3.37E-10 2.17E-08 -2.549651357 -6.065543815 

 
0.212880241 0.018643328 MYOZ3 5 Island Body 150052014 Intragenic 

cg17073392 3.40E-10 2.19E-08 -1.919022123 -4.860007566 
 

0.279433114 0.039018687 NA 15 Island Body 69324108 Intragenic 
cg02126051 3.42E-10 2.20E-08 0.766166372 -1.594537002 

 
0.618825735 0.269373977 ZIC4 3 N_Shore Body 147112438 Intragenic 

cg03892631 3.45E-10 2.22E-08 -0.252617366 -3.107134743 
 

0.478065488 0.122806003 RGS4 1 NA 1stExon, 5'UTR, Body 163039184 Intragenic 
cg01249533 3.46E-10 2.22E-08 -1.971219083 -4.536732278 

 
0.236227493 0.04908226 NA 17 S_Shore TSS1500, Body 79140293 Intragenic 

cg10205753 3.47E-10 2.23E-08 0.896218596 -2.828857109 
 

0.632861253 0.175083566 RGS20 8 Island Body, TSS1500 54792627 Intragenic 
cg26355577 3.48E-10 2.23E-08 0.132085504 -2.703748101 

 
0.524468027 0.164217091 NA 2 S_Shore Body, TSS1500 80531751 Intragenic 

cg05479582 3.49E-10 2.24E-08 -0.4582926 -2.105499113 
 

0.426647368 0.198099177 KCNMA1 10 Island Body 79396624 Intragenic 
cg01308409 3.50E-10 2.24E-08 0.391277995 -2.114661087 

 
0.564939401 0.209797779 KL 13 S_Shore Body 33591937 Intragenic 

cg17345188 3.51E-10 2.25E-08 -1.882396517 -4.927485422 
 

0.293836786 0.034663492 ZC3H12C 11 Island Body 109964581 Intragenic 
cg00044107 3.52E-10 2.26E-08 0.464350704 -2.046030959 

 
0.571643509 0.220591219 COL12A1 6 Island 3'UTR 75795067 Intragenic 

cg13458212 3.56E-10 2.28E-08 -0.464402216 -4.503743188 
 

0.459240292 0.067756943 PDLIM3 4 Island Body 186456397 Intragenic 
cg17451609 3.58E-10 2.29E-08 0.154073382 -2.747607506 

 
0.524246521 0.167927427 EBF2 8 Island Body 25901869 Intragenic 

cg04820634 3.60E-10 2.30E-08 0.266509522 -2.916832922 
 

0.538400024 0.158824296 HMX2 10 Island Body 124909415 Intragenic 
cg13756879 3.61E-10 2.31E-08 1.486833728 -2.26942723 

 
0.724800239 0.230718277 NA 11 Island Body, TSS1500, 5'UTR 2161473 Intragenic 

cg06082745 3.62E-10 2.31E-08 0.400601296 -3.223797994 
 

0.563717895 0.150246392 BNIP3 10 Island Body 133795139 Intragenic 
cg25051341 3.64E-10 2.32E-08 0.764840195 -2.857860212 

 
0.622372887 0.176891435 PRDM13 6 Island Body 100061307 Intragenic 
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cg14321623 3.65E-10 2.33E-08 0.049164006 2.679760441 
 

0.502040795 0.847629247 C10orf11 10 NA Body 77566898 Intragenic 
cg15286044 3.65E-10 2.33E-08 0.644713639 -2.232627551 

 
0.597766736 0.208250046 CRTAC1 10 Island Body 99789971 Intragenic 

cg15124968 3.70E-10 2.36E-08 -0.203401853 -3.255925338 
 

0.484205131 0.120246568 NA 5 Island Body, TSS200 140855469 Intragenic 
cg15559186 3.71E-10 2.36E-08 -1.488707435 -4.588353914 

 
0.315675485 0.055474728 STMN3 20 Island Body 62283742 Intragenic 

cg25657187 3.74E-10 2.38E-08 0.304054971 -2.296067743 
 

0.54322019 0.194127374 LINC00461 5 N_Shore TSS200, Body 87969213 Intragenic 
cg05179846 3.75E-10 2.38E-08 0.189380332 -2.635755066 

 
0.526482441 0.169677479 EDIL3 5 Island Body 83678235 Intragenic 

cg23992449 3.76E-10 2.39E-08 -2.527515551 -6.117655536 
 

0.26905914 0.014987458 NA 11 Island TSS1500, Body 61583956 Intragenic 
cg05470389 3.77E-10 2.39E-08 -1.028844086 -5.879474079 

 
0.420457604 0.045527132 NA 22 Island Body, 1stExon, 5'UTR 33197618 Intragenic 

cg06022664 3.77E-10 2.39E-08 -0.231397404 -4.320443418 
 

0.496242528 0.088465268 MIR548H4 15 NA Body 69136313 Intragenic 
cg12174276 3.77E-10 2.39E-08 -0.923740776 -2.193904491 

 
0.356477062 0.180871033 NA 6 Island Body, TSS1500 166401921 Intragenic 

cg06220235 3.78E-10 2.39E-08 -1.489005575 -5.283335548 
 

0.366130167 0.035160327 SOCS1 16 Island Body 11349023 Intragenic 
cg20943032 3.79E-10 2.40E-08 -0.365099322 -3.412295939 

 
0.486624385 0.096669552 NA 17 Island TSS1500, Body 40913525 Intragenic 

cg18559739 3.80E-10 2.41E-08 0.052122005 -3.617916516 
 

0.543737433 0.106101102 CDYL 6 Island Body 4775132 Intragenic 
cg08636169 3.82E-10 2.42E-08 -0.391556376 -3.67316068 

 
0.459217798 0.099928813 MSRB3 12 Island 5'UTR, Body 65672743 Intragenic 

cg20060396 3.83E-10 2.42E-08 -0.562932895 -3.55164226 
 

0.456693772 0.085525736 SCGN 6 S_Shore Body 25652815 Intragenic 
cg00447052 3.85E-10 2.43E-08 -1.376467532 -4.180675001 

 
0.328610014 0.061119188 SCRT1 8 Island 3'UTR 145556707 Intragenic 

cg13460409 3.85E-10 2.44E-08 0.868915484 -0.98958414 
 

0.636726484 0.343776512 DSCR6 21 S_Shore Body 38379570 Intragenic 
cg09134794 3.86E-10 2.44E-08 -1.073719602 -3.802578706 

 
0.359937953 0.081558683 EN2 7 S_Shore Body 155252701 Intragenic 

cg08844966 3.88E-10 2.45E-08 0.68761027 -1.397486928 
 

0.612190033 0.290365285 IGSF21 1 N_Shore Body 18435244 Intragenic 
cg09795919 3.89E-10 2.45E-08 -1.7531308 -4.946913132 

 
0.26179762 0.046448824 FLJ42709 5 Island Body 92915359 Intragenic 

cg09935282 3.89E-10 2.45E-08 0.588617437 -3.395095432 
 

0.591879617 0.147496594 VAX1 10 Island Body 118897280 Intragenic 
cg18348337 3.89E-10 2.45E-08 0.014945008 -2.972420174 

 
0.497294109 0.147163899 MCC 5 N_Shore 1stExon, Body 112630041 Intragenic 

cg17211582 3.96E-10 2.49E-08 0.927533746 -2.065066711 
 

0.641593629 0.223138892 IGSF21 1 Island Body 18435858 Intragenic 
cg08384171 3.96E-10 2.49E-08 0.196322326 -3.129123066 

 
0.527116893 0.144286405 NDRG4 16 Island TSS1500, 5'UTR, Body 58498534 Intragenic 

cg02770946 3.99E-10 2.51E-08 -0.330331414 -3.833641315 
 

0.486322962 0.089984634 ICAM5 19 Island Body 10401731 Intragenic 
cg05660179 4.03E-10 2.53E-08 0.612971669 -3.724859239 

 
0.600349537 0.132808978 LRP2 2 Island Body 170218690 Intragenic 

cg24304919 4.04E-10 2.54E-08 0.595648858 -1.998398817 
 

0.588290019 0.224891783 KCNN2 5 Island Body 113699194 Intragenic 
cg08737836 4.09E-10 2.57E-08 -1.124913212 -3.773302029 

 
0.339424481 0.083057585 DPYSL3 5 N_Shore Body 146832257 Intragenic 

cg26825751 4.13E-10 2.59E-08 0.047945922 -6.098834266 
 

0.508271091 0.074322499 WHAMMP2 15 Island Body 28983120 Intragenic 
cg17276590 4.15E-10 2.60E-08 1.376209578 -2.717764518 

 
0.708017125 0.203201394 NA 10 Island Body 119304487 Intragenic 

cg03746823 4.15E-10 2.60E-08 -0.907066793 -2.778496361 
 

0.371884903 0.133421165 FAM13C 10 N_Shore Body, 5'UTR 61122100 Intragenic 
cg16113681 4.17E-10 2.61E-08 0.399214796 -2.873128831 

 
0.564298382 0.167225723 TBX1 22 Island Body 19748925 Intragenic 

cg21188610 4.18E-10 2.62E-08 -0.58104656 1.112910201 
 

0.408088952 0.675211353 FNBP1 9 NA Body 132786258 Intragenic 
cg05825420 4.21E-10 2.63E-08 0.93927459 -1.419333197 

 
0.645373907 0.29324301 NA 10 Island Body 119303479 Intragenic 

cg16489975 4.21E-10 2.63E-08 2.149546613 -0.272857427 
 

0.798838597 0.458531999 KCNN3 1 Island Body 154733435 Intragenic 
cg18563999 4.22E-10 2.64E-08 -0.593650272 -3.185585816 

 
0.418416848 0.118866843 ZNF385A 12 Island Body 54785003 Intragenic 

cg01864564 4.23E-10 2.65E-08 0.42441133 -2.839417726 
 

0.577370719 0.158274516 CRCT1 1 Island 3'UTR 152488269 Intragenic 
cg04175739 4.24E-10 2.65E-08 -0.880342006 -3.587459443 

 
0.370366668 0.099315323 KCNK12 2 Island 3'UTR 47748042 Intragenic 

cg10731851 4.24E-10 2.65E-08 -2.298046406 -4.711275261 
 

0.224861121 0.039596086 KCNMB4 12 S_Shore Body 70761115 Intragenic 
cg06907418 4.26E-10 2.66E-08 0.128096088 -2.916700471 

 
0.53788527 0.140580144 TRPV3 17 Island Body 3438857 Intragenic 

cg17377467 4.26E-10 2.66E-08 0.564654056 -3.773185241 
 

0.590959275 0.123697345 KNDC1 10 Island Body 134974192 Intragenic 
cg14737286 4.27E-10 2.66E-08 0.569651664 -1.870757731 

 
0.58645344 0.233580711 EBF3 10 Island Body 131761206 Intragenic 

cg16944093 4.29E-10 2.67E-08 0.157834565 -1.570959743 
 

0.529332791 0.262115155 LIMS2 2 Island Body, 1stExon, 5'UTR 128422120 Intragenic 
cg09060275 4.30E-10 2.68E-08 -1.29581207 -3.969773116 

 
0.347827472 0.064878249 MIAT 22 Island Body 27053596 Intragenic 

cg05674944 4.32E-10 2.69E-08 -0.916762381 -3.663176307 
 

0.395518516 0.084703758 SLC30A2 1 Island Body 26372290 Intragenic 
cg13462843 4.33E-10 2.70E-08 -0.464588074 -3.12118336 

 
0.424902755 0.13160718 PAX5 9 Island Body 37025769 Intragenic 

cg19967492 4.37E-10 2.71E-08 -1.125147809 -3.654956848 
 

0.354273328 0.08495224 DSC3 18 Island Body 28622200 Intragenic 
cg00539908 4.40E-10 2.73E-08 -2.742834701 -4.823967812 

 
0.159902296 0.036839586 CACNB4 2 N_Shore Body 152954216 Intragenic 

cg11086760 4.46E-10 2.77E-08 -1.209859055 -3.669969297 
 

0.319224614 0.091103581 COMP 19 Island Body 18901446 Intragenic 
cg01775414 4.48E-10 2.78E-08 0.540868453 -2.660066491 

 
0.578685356 0.176193036 PHF21B 22 Island 1stExon, Body 45405404 Intragenic 

cg21762820 4.49E-10 2.79E-08 0.183914222 -2.524597161 
 

0.526822311 0.177758348 FAM78B 1 Island Body 166135233 Intragenic 
cg00247489 4.53E-10 2.81E-08 -2.236126514 -6.122778676 

 
0.287222892 0.016747564 CR2 1 Island Body 207628182 Intragenic 

cg25833989 4.53E-10 2.81E-08 -0.838271448 -2.541415277 
 

0.370600936 0.154716566 ISLR2 15 Island Body 74426957 Intragenic 
cg21048930 4.53E-10 2.81E-08 -0.987017871 -3.004427407 

 
0.353509901 0.122630844 GBX2 2 Island Body 237074742 Intragenic 

cg16786703 4.60E-10 2.84E-08 -0.155900562 -3.810535869 
 

0.499311376 0.095590462 ADAM8 10 Island Body 135090255 Intragenic 
cg02856109 4.60E-10 2.84E-08 0.163045625 -2.643254174 

 
0.529205704 0.166959934 NA 2 Island Body, TSS200 80531656 Intragenic 
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cg00019137 4.60E-10 2.84E-08 -3.049983514 -5.924273921 
 

0.166928682 0.018489585 LTBP4 19 Island TSS200, Body 41103107 Intragenic 
cg06266514 4.63E-10 2.86E-08 -0.919156069 -3.245314657 

 
0.374319944 0.107799 NTM 11 N_Shelf Body 131558025 Intragenic 

cg03486010 4.65E-10 2.87E-08 -0.103901991 -2.717559876 
 

0.48322101 0.161183647 TUB 11 N_Shore TSS1500, Body 8102311 Intragenic 
cg10514658 4.65E-10 2.87E-08 -1.882460005 -6.152737623 

 
0.366284932 0.016344716 TBC1D9 4 Island Body 141676960 Intragenic 

cg24147392 4.65E-10 2.87E-08 0.529294677 -1.282080794 
 

0.586818198 0.301825923 LOC440461 17 Island Body 66195202 Intragenic 
cg00549910 4.76E-10 2.93E-08 -0.859155105 -5.044716954 

 
0.394529266 0.057414071 NA 2 Island Body, TSS200 80531597 Intragenic 

cg24466873 4.78E-10 2.94E-08 -0.069191751 -2.848789007 
 

0.487620728 0.152580514 NBLA00301 4 Island Body 174460053 Intragenic 
cg21614339 4.85E-10 2.98E-08 0.067644171 -4.235189402 

 
0.519994743 0.105559555 RGMA 15 Island Body 93615629 Intragenic 

cg17153727 4.85E-10 2.98E-08 0.255972928 -1.961826688 
 

0.537440234 0.221445197 TFAP2B 6 N_Shore 3'UTR 50812112 Intragenic 
cg15325373 4.85E-10 2.98E-08 1.213976903 -0.890968317 

 
0.688186171 0.361665716 NA 10 Island 1stExon, 5'UTR, Body 119302275 Intragenic 

cg14943749 4.92E-10 3.03E-08 -0.596832316 -2.875884117 
 

0.418018771 0.134229303 GPC1 2 Island Body 241376025 Intragenic 
cg21806022 4.93E-10 3.03E-08 -1.559294814 -5.07840722 

 
0.342092001 0.036756578 ADAMTS19 5 Island Body 128796595 Intragenic 

cg20313969 4.94E-10 3.03E-08 1.579614824 -0.213324315 
 

0.739175969 0.463178981 FBLN7 2 Island Body 112939562 Intragenic 
cg24686358 4.95E-10 3.04E-08 0.353359933 -2.179628428 

 
0.563838012 0.196811104 COL9A2 1 Island Body 40782785 Intragenic 

cg08334899 4.96E-10 3.04E-08 0.544009536 -2.069602172 
 

0.581527715 0.218873834 LOC401463 8 Island Body 65488915 Intragenic 
cg06584566 4.97E-10 3.05E-08 -1.066257562 -2.978821327 

 
0.332175769 0.125890173 GABBR2 9 N_Shore Body 101469285 Intragenic 

cg22038796 5.01E-10 3.07E-08 -1.849185144 -4.879817277 
 

0.297531544 0.038112316 PSTPIP2 18 N_Shore Body 43651686 Intragenic 
cg27363741 5.01E-10 3.07E-08 -0.644575028 -4.417599526 

 
0.400899863 0.082681476 NRN1 6 N_Shore Body 6005349 Intragenic 

cg00888479 5.01E-10 3.07E-08 -0.461049867 -3.067014703 
 

0.458497889 0.117549623 SLC24A3 20 Island Body 19193824 Intragenic 
cg24255125 5.01E-10 3.07E-08 -2.191607467 -4.417504849 

 
0.231473691 0.047178869 GRIK4 11 Island Body 120856918 Intragenic 

cg11594731 5.07E-10 3.10E-08 -0.603798249 -4.296136782 
 

0.458053309 0.071511472 PTH1R 3 Island Body 46940212 Intragenic 
cg26828839 5.07E-10 3.10E-08 1.206937737 -1.880304739 

 
0.686226521 0.251218582 ANO2 12 NA Body 6054749 Intragenic 

cg11452221 5.08E-10 3.10E-08 0.489759991 -1.680874346 
 

0.576005031 0.255524609 ARHGEF25 12 N_Shore Body, TSS1500 58004830 Intragenic 
cg24909466 5.12E-10 3.12E-08 0.31502626 -4.413427806 

 
0.565481591 0.094695894 COL4A2 13 Island Body 110961069 Intragenic 

cg20673279 5.13E-10 3.13E-08 -1.907456998 -3.939639388 
 

0.248131015 0.065331454 NA 1 Island Body, TSS1500 156829762 Intragenic 
cg09462445 5.17E-10 3.15E-08 -0.234393713 -3.750593226 

 
0.467364374 0.113562062 IGFBP5 2 Island Body 217559131 Intragenic 

cg02919799 5.19E-10 3.16E-08 0.193735178 -1.945395441 
 

0.531183104 0.227090586 DLX3 17 Island Body 48070788 Intragenic 
cg26839871 5.20E-10 3.16E-08 0.787979357 -3.054558176 

 
0.624544346 0.170322762 DNM3 1 Island Body 171811299 Intragenic 

cg25363445 5.21E-10 3.17E-08 0.918352136 -2.158233015 
 

0.643947001 0.219692328 ALX4 11 Island Body 44326516 Intragenic 
cg24128389 5.21E-10 3.17E-08 0.388687163 -2.112088649 

 
0.570454308 0.204687884 ANK1 8 S_Shore Body 41625579 Intragenic 

cg16826718 5.23E-10 3.18E-08 -1.649120927 -2.987172238 
 

0.257428834 0.114464725 HRK 12 N_Shore 3'UTR 117318659 Intragenic 
cg25509697 5.25E-10 3.19E-08 0.596879146 -0.966920765 

 
0.597613718 0.345374868 NA 3 N_Shore TSS1500, Body 138666732 Intragenic 

cg15207742 5.27E-10 3.20E-08 0.159234855 -3.456090932 
 

0.525056289 0.131314446 RIMS4 20 Island Body 43438809 Intragenic 
cg04290346 5.30E-10 3.22E-08 0.843312313 -2.215021415 

 
0.633076133 0.215432411 DBX1 11 Island Body 20177852 Intragenic 

cg11217865 5.35E-10 3.24E-08 0.50893086 -2.579672108 
 

0.575813613 0.181355971 NRG2 5 N_Shore 3'UTR 139227318 Intragenic 
cg16473762 5.37E-10 3.25E-08 -0.58454594 -3.347103899 

 
0.42021991 0.111599288 ZNF831 20 Island Body 57797319 Intragenic 

cg26232715 5.40E-10 3.27E-08 -2.04967997 -4.407171461 
 

0.254189573 0.046758331 CORIN 4 Island Body 47839218 Intragenic 
cg04850366 5.43E-10 3.29E-08 -2.037925317 -4.698872081 

 
0.253864676 0.042367343 FLJ45983 10 Island Body 8092775 Intragenic 

cg07650504 5.44E-10 3.29E-08 0.15617712 -2.119636342 
 

0.528349443 0.203858647 COL2A1 12 N_Shore Body 48397055 Intragenic 
cg00967552 5.48E-10 3.31E-08 0.333321301 -1.74598287 

 
0.552826944 0.248610045 SLC10A4 4 Island Body 48486316 Intragenic 

cg10112407 5.49E-10 3.32E-08 -1.071106287 -3.809712946 
 

0.346226077 0.086746219 AGAP1 2 Island Body 236578808 Intragenic 
cg13021333 5.50E-10 3.32E-08 0.576013952 -2.892402294 

 
0.588856399 0.156592312 NRN1 6 Island Body 6004207 Intragenic 

cg09562045 5.51E-10 3.33E-08 1.058822228 -2.78714869 
 

0.66426437 0.182986682 CRMP1 4 Island Body, TSS200 5890424 Intragenic 
cg02662362 5.55E-10 3.35E-08 0.469279399 -3.511455929 

 
0.571752407 0.134100385 HLA-DPB2 6 Island Body 33084814 Intragenic 

cg15720043 5.58E-10 3.37E-08 0.514363754 -2.719326433 
 

0.587275669 0.168122768 LOC100192378 8 S_Shore Body 77590513 Intragenic 
cg17515737 5.58E-10 3.37E-08 -2.461962145 -3.759357333 

 
0.165764799 0.071144977 EPHA10 1 Island Body 38230160 Intragenic 

cg03129964 5.59E-10 3.37E-08 0.342280507 -2.281658846 
 

0.553111742 0.200056359 BARX1 9 Island Body 96714665 Intragenic 
cg08441029 5.60E-10 3.37E-08 0.190247917 2.252237516 

 
0.530843763 0.811924023 CELF2 10 NA Body 11148711 Intragenic 

cg03352287 5.61E-10 3.37E-08 0.118075786 -3.315636865 
 

0.536189737 0.129211881 CRCT1 1 Island 3'UTR 152488262 Intragenic 
cg20675389 5.63E-10 3.39E-08 -0.130275965 -2.09748661 

 
0.478914564 0.207767044 SOX2-OT 3 NA Body 181421951 Intragenic 

cg22242764 5.67E-10 3.41E-08 0.168992605 -2.635321281 
 

0.527697588 0.177458146 RGMA 15 Island Body, 5'UTR, 1stExon 93631623 Intragenic 
cg27175634 5.69E-10 3.42E-08 0.511592091 -2.50238286 

 
0.581331003 0.191723085 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748728 Intragenic 

cg21410080 5.73E-10 3.44E-08 -2.167892318 -5.655583818 
 

0.286033443 0.023182765 ABCG1 21 Island Body, 5'UTR, TSS200 43639862 Intragenic 
cg10775278 5.74E-10 3.44E-08 0.386751933 -2.667596965 

 
0.563799189 0.168242925 SIAH3 13 NA Body 46424943 Intragenic 

cg08948898 5.75E-10 3.45E-08 -1.757521656 -2.962128114 
 

0.24233191 0.115151612 ISLR2 15 S_Shore 3'UTR 74428991 Intragenic 
cg22147084 5.79E-10 3.47E-08 -0.4763083 -3.661280573 

 
0.419683839 0.112160932 GFPT2 5 Island Body 179779664 Intragenic 
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cg02370395 5.82E-10 3.49E-08 0.469112396 -3.785048171 
 

0.574068867 0.130301327 FJX1 11 S_Shore 1stExon, 3'UTR 35641505 Intragenic 
cg00758296 5.86E-10 3.51E-08 0.899759518 -2.373234899 

 
0.628447656 0.195963593 PHF21B 22 N_Shore Body 45402995 Intragenic 

cg09470640 5.93E-10 3.55E-08 -0.21957203 -3.88060264 
 

0.46647544 0.108424064 PTPRO 12 S_Shore Body 15476028 Intragenic 
cg07460919 6.03E-10 3.61E-08 0.02769215 -1.699177097 

 
0.504673565 0.249863682 NA 3 Island Body, TSS1500 183980626 Intragenic 

cg18232347 6.05E-10 3.62E-08 -1.616456602 -3.647958625 
 

0.274729959 0.078805126 NKAIN1 1 S_Shore Body 31655009 Intragenic 
cg18635723 6.06E-10 3.62E-08 -0.113841628 -2.901803435 

 
0.503615556 0.138486331 DPYSL3 5 N_Shore Body 146832298 Intragenic 

cg15401523 6.08E-10 3.63E-08 -1.159625757 -2.893459513 
 

0.317536694 0.130087564 DPY19L2P2 7 Island Body 102920641 Intragenic 
cg04386405 6.08E-10 3.63E-08 -1.166093209 -3.437774319 

 
0.340467715 0.093899532 ZNF83 19 Island Body, 5'UTR 53141394 Intragenic 

cg13704548 6.10E-10 3.64E-08 0.111787826 -3.361073073 
 

0.537246584 0.096415294 IGDCC4 15 Island Body 65714817 Intragenic 
cg01557547 6.12E-10 3.65E-08 -1.30213764 -4.509764968 

 
0.350008 0.055699387 SHOX2 3 Island Body 157823089 Intragenic 

cg15449956 6.12E-10 3.65E-08 0.557911027 -2.630206632 
 

0.585688285 0.18308265 ZFPM2 8 Island Body 106331995 Intragenic 
cg02961557 6.19E-10 3.68E-08 -1.341034076 -4.408702782 

 
0.311379261 0.066903239 C16orf45 16 Island Body 15529014 Intragenic 

cg07936109 6.19E-10 3.68E-08 0.37397638 -1.551135723 
 

0.562024111 0.271236172 NXNL1 19 Island Body 17566626 Intragenic 
cg19888869 6.22E-10 3.70E-08 -0.153799274 -2.612757366 

 
0.474686376 0.165791729 GSX2 4 Island Body 54967674 Intragenic 

cg17827020 6.26E-10 3.72E-08 0.709603892 -2.132307919 
 

0.614071904 0.224572808 LHX4 1 Island Body 180202784 Intragenic 
cg06010459 6.32E-10 3.76E-08 0.668135566 -1.282614424 

 
0.611540001 0.308524525 KIF5C 2 S_Shore Body 149634726 Intragenic 

cg14938431 6.37E-10 3.79E-08 -1.942384564 -4.540358752 
 

0.248652153 0.051814488 PLEKHD1 14 Island Body 69951839 Intragenic 
cg21532432 6.39E-10 3.80E-08 0.742699367 -2.492828971 

 
0.617208403 0.199459366 NA 11 Island Body, 5'UTR 2165434 Intragenic 

cg01666040 6.49E-10 3.85E-08 -2.119052977 -5.268680076 
 

0.255181424 0.034872896 NA 1 Island Body, 5'UTR 9712687 Intragenic 
cg08828403 6.53E-10 3.87E-08 0.198016446 -3.044720586 

 
0.530416229 0.151252515 C12orf39 12 S_Shore Body 21681006 Intragenic 

cg14904464 6.54E-10 3.88E-08 -0.223231943 -3.985969432 
 

0.479730547 0.093320367 NELL2 12 N_Shore Body, 5'UTR, 1stExon, TSS1500 45269790 Intragenic 
cg06018401 6.54E-10 3.88E-08 0.208963229 -4.019457374 

 
0.530800334 0.107728103 MAP1B 5 S_Shore Body 71404897 Intragenic 

cg05464302 6.57E-10 3.89E-08 -0.602240514 -3.673124296 
 

0.443537585 0.085957886 TCHH 1 Island Body 152083029 Intragenic 
cg22376688 6.59E-10 3.90E-08 -0.402077169 -2.521503295 

 
0.431930467 0.165075654 WNT1 12 Island Body 49375340 Intragenic 

cg04844977 6.68E-10 3.95E-08 -1.175373611 -4.51489268 
 

0.322798325 0.064613344 ROPN1B 3 S_Shelf Body 125691054 Intragenic 
cg10613381 6.73E-10 3.98E-08 1.97524058 -0.267863294 

 
0.788303817 0.458539839 NA 22 N_Shore Body, TSS1500 24890330 Intragenic 

cg21227085 6.77E-10 4.00E-08 -1.356035197 -3.350648574 
 

0.290918767 0.102797896 CLEC4GP1 19 Island Body 7853851 Intragenic 
cg25856018 6.85E-10 4.05E-08 0.588465181 -1.96963653 

 
0.590224951 0.232205281 NA 10 N_Shore TSS1500, Body 102891879 Intragenic 

cg19959055 6.87E-10 4.05E-08 -0.94627265 -2.808452937 
 

0.358800255 0.133917735 3-Sep 22 S_Shore Body 42373373 Intragenic 
cg27326452 6.87E-10 4.06E-08 -0.425290701 -4.473785469 

 
0.430476429 0.094247101 C3orf72 3 Island Body 138668931 Intragenic 

cg19099843 6.89E-10 4.06E-08 -1.107641477 -4.443783248 
 

0.34816103 0.072119537 VWDE 7 Island Body 12443191 Intragenic 
cg16374663 6.91E-10 4.07E-08 0.248003922 -2.499908593 

 
0.540656725 0.183480157 LTK 15 Island Body 41805031 Intragenic 

cg08196553 6.95E-10 4.09E-08 1.373407032 -1.490210866 
 

0.712629479 0.291610833 SOX2-OT 3 Island Body 181413133 Intragenic 
cg03524572 6.99E-10 4.12E-08 -0.583922604 -5.5610754 

 
0.491363758 0.030750444 STMN3 20 Island Body 62284488 Intragenic 

cg27275352 7.02E-10 4.13E-08 -0.909593013 -4.439023977 
 

0.410919856 0.061830609 CILP2 19 S_Shore Body 19652066 Intragenic 
cg25821794 7.04E-10 4.14E-08 0.214276903 -2.823950017 

 
0.535127344 0.159058767 VGLL2 6 Island Body 117591534 Intragenic 

cg12022294 7.10E-10 4.17E-08 -0.270250229 -3.303425971 
 

0.484437151 0.115381505 PRKG1 10 Island Body 52834676 Intragenic 
cg02327465 7.19E-10 4.23E-08 -0.127232029 -3.343405865 

 
0.485705626 0.127964053 EDARADD 1 Island Body 236559257 Intragenic 

cg06742044 7.20E-10 4.23E-08 -1.903426891 -6.319145865 
 

0.366611134 0.016422466 RHBDL3 17 Island Body 30593452 Intragenic 
cg24952158 7.20E-10 4.23E-08 -0.960149272 1.014258967 

 
0.35034545 0.659008484 FHOD3 18 N_Shelf Body 34338496 Intragenic 

cg07888967 7.21E-10 4.23E-08 0.444456308 -2.02349817 
 

0.577673497 0.219433042 DSCAML1 11 Island Body 117666872 Intragenic 
cg00192136 7.31E-10 4.28E-08 -0.441912344 -3.072714979 

 
0.427399039 0.13726969 DBX1 11 Island Body 20178496 Intragenic 

cg17735983 7.37E-10 4.32E-08 0.095095448 -4.329124193 
 

0.521333866 0.10916669 NA 19 Island Body 59074482 Intragenic 
cg13709618 7.37E-10 4.32E-08 0.671035631 -1.620845202 

 
0.607750685 0.265722481 DLGAP3 1 Island Body 35350879 Intragenic 

cg15308062 7.40E-10 4.33E-08 0.575554803 -3.562431548 
 

0.590600301 0.140344509 C12orf39 12 Island Body 21680981 Intragenic 
cg20891501 7.40E-10 4.33E-08 -0.2238177 -3.147902725 

 
0.47734297 0.130710806 SFTA3 14 S_Shore Body 36979758 Intragenic 

cg24451800 7.41E-10 4.33E-08 0.702265861 -1.606717019 
 

0.612821229 0.269199848 PTPRM 18 Island Body 7568829 Intragenic 
cg04963967 7.49E-10 4.38E-08 0.73811505 -0.777993451 

 
0.619297621 0.373874077 KLRG2 7 N_Shore Body 139167427 Intragenic 

cg16987524 7.55E-10 4.41E-08 0.49365175 -1.725451888 
 

0.584695964 0.253724114 FBLN7 2 Island Body 112939425 Intragenic 
cg00465284 7.56E-10 4.41E-08 -0.601199163 -3.257730434 

 
0.412519645 0.116135617 NA 2 S_Shore Body, TSS1500 80531898 Intragenic 

cg07235638 7.60E-10 4.44E-08 -0.866991148 -3.889017415 
 

0.394188707 0.082299837 ANK1 8 S_Shore Body 41625417 Intragenic 
cg25395413 7.66E-10 4.47E-08 0.479217322 -3.598034353 

 
0.579720651 0.13643047 NELL2 12 N_Shore Body 45269045 Intragenic 

cg04865716 7.68E-10 4.48E-08 0.083464863 -2.25670013 
 

0.511843852 0.195626242 LINGO3 19 Island Body 2290843 Intragenic 
cg03724628 7.69E-10 4.48E-08 0.967574706 3.571275011 

 
0.642852629 0.902264949 RPS15 19 Island Body 1440260 Intragenic 

cg06520675 7.69E-10 4.48E-08 0.497337003 -2.12743939 
 

0.57877729 0.218341286 FLJ41350 10 Island Body 102996310 Intragenic 
cg00489861 7.70E-10 4.48E-08 -1.719589312 -4.211059415 

 
0.293546037 0.054774391 NA 9 Island Body, 1stExon 215368 Intragenic 
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cg16658099 7.79E-10 4.53E-08 -1.912255281 -6.726446385 
 

0.371622174 0.01456321 RHBDL3 17 Island Body 30593805 Intragenic 
cg04352676 7.82E-10 4.54E-08 -2.273030325 -4.615764834 

 
0.227801622 0.041325898 GABBR1 6 S_Shore TSS1500, Body 29596516 Intragenic 

cg10329001 7.89E-10 4.58E-08 -1.274826661 -3.663652691 
 

0.327073568 0.084049134 SPNS1 16 Island Body, 1stExon, 5'UTR 28986645 Intragenic 
cg04245057 7.92E-10 4.60E-08 0.613232795 -2.293459922 

 
0.599178433 0.206878064 TBX2 17 Island Body 59478450 Intragenic 

cg06379095 7.93E-10 4.60E-08 -1.862121273 -5.657436077 
 

0.238616821 0.040291048 RETN 19 Island 3'UTR 7735239 Intragenic 
cg05266781 8.03E-10 4.66E-08 -0.024209047 -2.401993593 

 
0.497477953 0.179401006 IRX5 16 Island Body 54965492 Intragenic 

cg13246583 8.08E-10 4.68E-08 -1.656197758 -4.641045404 
 

0.305410716 0.048722823 SALL4 20 Island Body 50417972 Intragenic 
cg01504555 8.09E-10 4.69E-08 -0.593860755 -4.280146066 

 
0.452927015 0.076678324 SYCE1L 16 Island 3'UTR 77246968 Intragenic 

cg07706463 8.11E-10 4.70E-08 -0.173940362 -3.128277366 
 

0.469860372 0.14225665 GPR88 1 Island Body 101005451 Intragenic 
cg06512849 8.20E-10 4.74E-08 -1.110161297 -3.219433751 

 
0.343362225 0.105598622 MCC 5 S_Shore TSS1500, Body 112631052 Intragenic 

cg09392940 8.30E-10 4.80E-08 -0.993934173 -5.090561462 
 

0.437173044 0.042646418 NA 2 Island Body, TSS200 109745828 Intragenic 
cg12790324 8.41E-10 4.86E-08 1.056731797 -2.793536987 

 
0.662449953 0.18765405 BAI3 6 NA Body 69943140 Intragenic 

cg27507687 8.43E-10 4.87E-08 -0.292013962 -4.31813975 
 

0.489104921 0.079171063 COL7A1 3 Island Body 48632484 Intragenic 
cg03157531 8.46E-10 4.89E-08 0.203133089 -3.886443394 

 
0.531523524 0.127271679 BNIP3 10 Island Body 133795006 Intragenic 

cg14208573 8.47E-10 4.89E-08 -2.051015278 -5.502838978 
 

0.272822404 0.028248401 LTB 6 Island Body, 3'UTR 31549241 Intragenic 
cg11631427 8.51E-10 4.91E-08 0.197435474 -1.793306718 

 
0.529315368 0.241440625 TBX2 17 Island Body 59478579 Intragenic 

cg23998119 8.52E-10 4.92E-08 -0.356582908 -2.899269364 
 

0.467244718 0.130965177 ZDHHC22 14 NA Body 77600217 Intragenic 
cg25547361 8.55E-10 4.93E-08 0.351042019 -2.785947868 

 
0.563987307 0.164301104 OTP 5 Island 3'UTR 76926079 Intragenic 

cg09677638 8.56E-10 4.93E-08 -0.923025807 -3.985035275 
 

0.381937027 0.083714848 NA 11 Island TSS200, Body 61582810 Intragenic 
cg03617420 8.60E-10 4.95E-08 0.477300166 -1.183687982 

 
0.576949382 0.314313702 XKR6 8 Island Body 10916666 Intragenic 

cg16513416 8.72E-10 5.02E-08 1.299296638 -1.479159748 
 

0.687192963 0.293874839 CLSTN2 3 S_Shore Body 139655283 Intragenic 
cg20896631 8.80E-10 5.06E-08 -2.011154483 -4.244954711 

 
0.239878594 0.05508439 FAM194A 3 Island Body 150421255 Intragenic 

cg06931615 8.82E-10 5.07E-08 -0.937318096 -4.157839165 
 

0.409876753 0.068057841 ZNF737 19 NA Body 20748176 Intragenic 
cg04272632 8.84E-10 5.08E-08 0.878703324 -2.738443066 

 
0.631454905 0.187620832 CSMD2 1 Island Body 34629400 Intragenic 

cg06811478 8.85E-10 5.08E-08 -1.788261154 -4.602904555 
 

0.265502653 0.052421704 XKR6 8 N_Shore Body 10872626 Intragenic 
cg03320372 8.89E-10 5.11E-08 -1.035376552 -4.473240993 

 
0.379306888 0.063009063 LOC100192378 8 N_Shore Body 77590040 Intragenic 

cg00822840 8.91E-10 5.11E-08 -0.901949973 -2.534789529 
 

0.369933834 0.150842864 DLX1 2 Island Body 172951828 Intragenic 
cg02996413 8.96E-10 5.14E-08 -1.72354251 -4.320999876 

 
0.276045585 0.057796148 NA 18 Island TSS1500, Body 8367375 Intragenic 

cg16174680 9.06E-10 5.19E-08 -0.239935402 -5.726681589 
 

0.459670381 0.066383675 NKX6-3 8 Island Body 41504078 Intragenic 
cg14081465 9.10E-10 5.21E-08 -0.333489897 -2.898130103 

 
0.44714605 0.148039128 ASTN2 9 NA Body 119722239 Intragenic 

cg12112221 9.14E-10 5.23E-08 -2.14533621 -4.654915905 
 

0.206739132 0.05378642 NELL2 12 N_Shore Body, 1stExon 45269333 Intragenic 
cg27408540 9.15E-10 5.24E-08 0.040082489 -2.40829154 

 
0.506982212 0.18917156 NA 10 Island Body, 1stExon 25465171 Intragenic 

cg10858746 9.21E-10 5.26E-08 0.708298993 -3.368201618 
 

0.610322655 0.155840083 NA 5 Island Body, 5'UTR, 1stExon 140855582 Intragenic 
cg13503413 9.21E-10 5.26E-08 0.729646242 -1.509966491 

 
0.614504632 0.273922799 PHYHIPL 10 S_Shore 5'UTR, Body, 1stExon 60937257 Intragenic 

cg11206312 9.22E-10 5.27E-08 -0.040046156 -1.4576713 
 

0.491435653 0.27374198 FGF8 10 N_Shore Body 103535398 Intragenic 
cg13882203 9.25E-10 5.28E-08 -2.543896633 -6.125965159 

 
0.237959284 0.018643645 MSI1 12 N_Shore Body 120806178 Intragenic 

cg27137983 9.27E-10 5.29E-08 0.761067498 -1.647488266 
 

0.615449112 0.265104448 HMX2 10 Island 3'UTR 124909711 Intragenic 
cg04900565 9.28E-10 5.29E-08 -1.311212847 -4.923975846 

 
0.372466094 0.04136436 NPAS3 14 NA Body 33408948 Intragenic 

cg19939262 9.30E-10 5.30E-08 -1.767216534 -3.475776851 
 

0.254286119 0.085254932 MIAT 22 S_Shore Body 27053767 Intragenic 
cg03840647 9.35E-10 5.33E-08 0.205109943 -2.382640943 

 
0.530856287 0.190657347 SFTA3 14 Island Body 36974968 Intragenic 

cg25112291 9.38E-10 5.34E-08 0.081945408 -2.545177794 
 

0.511491836 0.176714645 RAX 18 Island Body 56936699 Intragenic 
cg26522240 9.42E-10 5.36E-08 -0.217714874 -2.640366824 

 
0.463733827 0.164535061 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277843 Intragenic 

cg09728102 9.45E-10 5.38E-08 -1.39122097 -4.233184578 
 

0.326460439 0.063248749 MAST4 5 NA TSS200, Body 66124492 Intragenic 
cg12688248 9.47E-10 5.39E-08 -2.066002387 -4.262896018 

 
0.250496815 0.050340613 CACNG4 17 Island Body 64962218 Intragenic 

cg17000899 9.51E-10 5.41E-08 -2.236078491 -4.664796207 
 

0.237974982 0.039879682 NA 5 Island Body, TSS1500 17216512 Intragenic 
cg01025398 9.54E-10 5.42E-08 -0.979892003 -4.243432318 

 
0.376604993 0.075864549 PROK2 3 N_Shore Body 71833878 Intragenic 

cg04999479 9.65E-10 5.48E-08 -1.126766841 -4.013370628 
 

0.373878209 0.070806895 ID4 6 Island 3'UTR 19839039 Intragenic 
cg20688709 9.69E-10 5.50E-08 -0.605258004 -2.713793079 

 
0.404727409 0.150858053 NID1 1 N_Shore Body 236227534 Intragenic 

cg22959667 9.74E-10 5.53E-08 -2.076264537 -5.844699836 
 

0.313920117 0.020617085 NA 2 Island TSS1500, Body 109745614 Intragenic 
cg16353006 9.75E-10 5.53E-08 0.434722872 -2.6157419 

 
0.577234688 0.172008407 LHX9 1 S_Shore Body 197882469 Intragenic 

cg19490868 9.77E-10 5.54E-08 -1.413957102 -4.03048763 
 

0.321356652 0.068204839 RTN1 14 N_Shore Body 60097124 Intragenic 
cg10442759 9.80E-10 5.55E-08 -0.611703561 -4.497420151 

 
0.425930634 0.075604313 MSRB3 12 S_Shore 5'UTR, Body 65673274 Intragenic 

cg01135754 9.86E-10 5.58E-08 0.976342232 -1.467663008 
 

0.654660016 0.290553454 IRX3 16 Island Body 54318044 Intragenic 
cg15169189 9.91E-10 5.61E-08 -0.304632844 -3.227376222 

 
0.461141948 0.126655346 PTPRM 18 S_Shore Body 7568891 Intragenic 

cg02723458 9.92E-10 5.61E-08 1.062584837 3.141375895 
 

0.652776112 0.88858199 ATP6V0A4 7 NA 3'UTR 138391286 Intragenic 
cg27618240 9.96E-10 5.63E-08 -0.579245081 -3.6370367 

 
0.440369193 0.091478392 SP8 7 Island Body 20824770 Intragenic 
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cg22225105 1.00E-09 5.65E-08 -0.389938675 -3.198535791 
 

0.447291619 0.116610673 FBXO27 19 Island Body 39522747 Intragenic 
cg18465286 1.00E-09 5.66E-08 0.481953172 -3.531476207 

 
0.575735786 0.145201141 ZEB1 10 Island TSS200, Body 31609896 Intragenic 

cg02780295 1.01E-09 5.70E-08 -0.120060369 -3.784778223 
 

0.502798385 0.102145525 NA 5 Island Body, TSS200 140855463 Intragenic 
cg00085619 1.01E-09 5.70E-08 -1.201884098 -3.136979363 

 
0.32121069 0.11298022 EN2 7 S_Shore Body 155252748 Intragenic 

cg03825010 1.01E-09 5.71E-08 0.517954568 -2.76971222 
 

0.58314787 0.174182562 ADRA1B 5 Island 3'UTR 159399506 Intragenic 
cg04038932 1.02E-09 5.73E-08 -1.415027311 -3.003763555 

 
0.294117391 0.114594006 C9orf171 9 S_Shore Body 135286214 Intragenic 

cg16105676 1.02E-09 5.74E-08 -1.099880229 -3.348375263 
 

0.353372739 0.099552838 NR2E1 6 N_Shore Body 108497424 Intragenic 
cg02094232 1.02E-09 5.75E-08 -0.155220459 -3.128687419 

 
0.475544304 0.138992897 ST8SIA2 15 Island Body 92938015 Intragenic 

cg13150632 1.02E-09 5.76E-08 -1.470896608 -3.271930421 
 

0.298536262 0.09541803 LTB 6 Island Body, 3'UTR 31549222 Intragenic 
cg03650189 1.03E-09 5.80E-08 0.667090104 -1.269222185 

 
0.609384156 0.308449918 ICAM5 19 Island Body 10405083 Intragenic 

cg08955995 1.04E-09 5.82E-08 -0.654277189 -2.77271128 
 

0.396925138 0.145011185 GRIK5 19 Island Body 42503412 Intragenic 
cg24886770 1.04E-09 5.87E-08 -0.311319909 -3.2981008 

 
0.452792217 0.130143429 ZNF43 19 N_Shore Body 22018538 Intragenic 

cg06196755 1.05E-09 5.88E-08 1.038552761 -1.806227146 
 

0.655742743 0.257983854 TSHZ3 19 Island Body 31839734 Intragenic 
cg09002922 1.05E-09 5.91E-08 0.235418642 -2.065159434 

 
0.532374523 0.21336179 LINC00461 5 N_Shore Body 87956389 Intragenic 

cg14099990 1.06E-09 5.92E-08 0.535692252 -2.323360411 
 

0.582776881 0.201370527 NBEA 13 NA Body 35517154 Intragenic 
cg10284662 1.06E-09 5.94E-08 -1.344596712 -4.939076075 

 
0.379999215 0.036022557 CBFA2T3 16 Island TSS1500, Body 89008451 Intragenic 

cg13099839 1.06E-09 5.94E-08 -0.590021409 -2.073362346 
 

0.40730027 0.200053441 LIMS2 2 Island Body, 1stExon, 5'UTR 128422113 Intragenic 
cg01018701 1.06E-09 5.95E-08 0.900552671 -2.673637537 

 
0.637452307 0.191858027 NA 3 S_Shore Body 157155998 Intragenic 

cg04568116 1.06E-09 5.95E-08 -2.813624904 -6.014307153 
 

0.213792836 0.016557238 PDE2A 11 Island TSS200, Body 72353582 Intragenic 
cg26522592 1.07E-09 5.96E-08 -1.242664539 -3.081717163 

 
0.310844687 0.117466484 LMX1A 1 N_Shore Body 165323232 Intragenic 

cg24997896 1.07E-09 5.97E-08 -1.046603729 -3.673509153 
 

0.364416078 0.087672282 NA 10 Island Body, TSS200 25464196 Intragenic 
cg00560542 1.07E-09 5.97E-08 0.32961789 -2.275495616 

 
0.555475742 0.196979854 SYNPO2L 10 Island Body 75407634 Intragenic 

cg21071896 1.08E-09 6.06E-08 -0.590692562 -2.807409074 
 

0.40768016 0.145306343 AP3B2 15 N_Shore Body 83377929 Intragenic 
cg13817547 1.09E-09 6.07E-08 -1.736904389 -4.393966684 

 
0.296827845 0.050419051 RBM11 21 Island Body 15588848 Intragenic 

cg07499241 1.09E-09 6.07E-08 0.48573457 -3.566021323 
 

0.574874743 0.141398859 MIAT 22 S_Shore Body 27053934 Intragenic 
cg11398452 1.10E-09 6.14E-08 -0.03270319 -3.927118991 

 
0.525444907 0.106676863 VAX1 10 Island Body 118896755 Intragenic 

cg04487600 1.10E-09 6.14E-08 0.666814704 2.721124601 
 

0.602143195 0.855373559 KAZN 1 N_Shelf Body 15246799 Intragenic 
cg12162530 1.12E-09 6.21E-08 0.101254533 -2.200325645 

 
0.523804795 0.191936843 KL 13 S_Shore Body 33591783 Intragenic 

cg22203776 1.12E-09 6.23E-08 -0.084123634 -2.194076308 
 

0.486233333 0.199157044 ZIC4 3 N_Shore Body 147112316 Intragenic 
cg26569295 1.13E-09 6.29E-08 0.325743961 -1.865664018 

 
0.551273167 0.237771016 LRRFIP1 2 S_Shore Body 238536869 Intragenic 

cg12920180 1.14E-09 6.37E-08 -0.290455799 -3.644244316 
 

0.451000818 0.120945958 COCH 14 Island Body 31344444 Intragenic 
cg25362630 1.15E-09 6.41E-08 0.487768572 -2.154418386 

 
0.576982455 0.213322086 TOX2 20 Island TSS200, Body 42544650 Intragenic 

cg20695433 1.15E-09 6.41E-08 0.846353928 -1.575681939 
 

0.627116486 0.27458225 VSTM2B 19 Island Body 30019102 Intragenic 
cg01144286 1.16E-09 6.43E-08 0.015543444 -2.499496651 

 
0.502893073 0.179431496 LAMP5 20 Island Body 9495596 Intragenic 

cg01090089 1.16E-09 6.44E-08 0.762183601 -2.31152476 
 

0.620516724 0.212258074 GRID2IP 7 Island Body 6570974 Intragenic 
cg07377760 1.16E-09 6.44E-08 -1.389916019 -3.229339106 

 
0.313963372 0.09790264 RTBDN 19 Island Body 12936802 Intragenic 

cg06942701 1.16E-09 6.45E-08 0.067342398 -2.408394911 
 

0.517879609 0.184800847 TBR1 2 Island Body 162280009 Intragenic 
cg20080664 1.16E-09 6.45E-08 -0.362941275 -2.175616205 

 
0.443918102 0.193444388 CPZ 4 S_Shore 5'UTR, Body 8594857 Intragenic 

cg15427234 1.16E-09 6.45E-08 -1.085854402 -3.491060824 
 

0.363792456 0.092222051 SLC5A5 19 Island Body 17984959 Intragenic 
cg01572333 1.17E-09 6.49E-08 -0.184370252 -2.281304689 

 
0.470323093 0.18921977 EGR2 10 Island Body 64574661 Intragenic 

cg21375294 1.18E-09 6.51E-08 0.196703948 -2.43867182 
 

0.530598736 0.18565173 CELF4 18 Island Body 35065040 Intragenic 
cg09655952 1.18E-09 6.53E-08 0.219075024 -2.360732459 

 
0.547551123 0.184638907 PROK2 3 N_Shore Body 71833631 Intragenic 

cg00785738 1.18E-09 6.55E-08 -0.778016017 -4.336164519 
 

0.433874853 0.069163424 CD72 9 Island Body 35617323 Intragenic 
cg04430381 1.21E-09 6.66E-08 0.49916009 -3.099565683 

 
0.578753274 0.162820916 ZEB1 10 Island TSS200, Body 31609891 Intragenic 

cg21537212 1.21E-09 6.67E-08 1.382368798 0.377145731 
 

0.718457671 0.563561445 TTC28 22 Island Body 29075247 Intragenic 
cg21057907 1.22E-09 6.72E-08 -1.323955007 -4.168926801 

 
0.306347274 0.071792292 SFTA3 14 Island Body 36977519 Intragenic 

cg00175153 1.23E-09 6.81E-08 0.075409132 1.650646315 
 

0.508658854 0.751402901 NA 16 N_Shore TSS1500, Body 2012763 Intragenic 
cg14245199 1.24E-09 6.86E-08 1.559898594 2.742628527 

 
0.739571442 0.865456903 EVL 14 NA Body 100540291 Intragenic 

cg19748424 1.24E-09 6.86E-08 -0.090996783 -3.481478452 
 

0.484588113 0.130967375 LOC255167 5 Island Body 6583601 Intragenic 
cg24301192 1.25E-09 6.90E-08 -0.291016089 -3.312299413 

 
0.461025218 0.12392094 HRK 12 N_Shore 3'UTR 117318416 Intragenic 

cg14374861 1.26E-09 6.92E-08 0.057939513 -2.889727857 
 

0.514910957 0.152645929 NA 10 Island Body, TSS1500 102988094 Intragenic 
cg10754670 1.26E-09 6.93E-08 -1.03356036 -2.776164717 

 
0.336070795 0.140361366 DPY19L2P4 7 Island Body 89748810 Intragenic 

cg10558494 1.26E-09 6.93E-08 0.071908325 -2.828375876 
 

0.524442222 0.146738532 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721280 Intragenic 
cg07283463 1.26E-09 6.93E-08 -1.237458606 -3.642428318 

 
0.330170427 0.087292452 MYOZ3 5 Island Body 150051412 Intragenic 

cg15100227 1.26E-09 6.94E-08 -0.219662482 -5.405132518 
 

0.464310309 0.078381191 PRDM6 5 Island Body 122426400 Intragenic 
cg17217295 1.27E-09 6.99E-08 -1.904361449 -4.582037206 

 
0.297337171 0.040509205 ITGA2B 17 Island Body 42462958 Intragenic 
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cg12751948 1.28E-09 7.00E-08 0.696254277 -1.329227447 
 

0.614843921 0.302716263 BNIP3 10 Island Body 133794454 Intragenic 
cg04931216 1.28E-09 7.04E-08 0.429873089 -1.967765634 

 
0.57237817 0.232476462 DMRTA2 1 Island Body 50885132 Intragenic 

cg07448795 1.28E-09 7.04E-08 -1.017811086 -4.075460103 
 

0.375444435 0.076731809 NA 22 Island TSS1500, Body 21368419 Intragenic 
cg19389001 1.28E-09 7.04E-08 -0.225910346 -2.622998291 

 
0.462346573 0.168600236 SEMA5B 3 Island Body 122640778 Intragenic 

cg10242160 1.29E-09 7.05E-08 -0.150270367 -1.985927224 
 

0.487416577 0.210553225 ZAR1 4 Island Body 48493350 Intragenic 
cg24688563 1.29E-09 7.09E-08 -0.581800072 0.890390287 

 
0.403837375 0.643737077 VANGL2 1 N_Shore Body 160388964 Intragenic 

cg14849431 1.30E-09 7.10E-08 -4.354932337 -6.015772037 
 

0.049027385 0.017967191 HLA-E 6 Island Body 30457724 Intragenic 
cg05831823 1.30E-09 7.13E-08 -1.083534568 -4.255439223 

 
0.394745036 0.061129114 CR2 1 Island Body 207627978 Intragenic 

cg00096104 1.30E-09 7.13E-08 -1.782035254 -3.636545172 
 

0.255444731 0.078882438 CLYBL 13 Island 3'UTR 100547897 Intragenic 
cg01433610 1.31E-09 7.15E-08 0.913437596 -2.438554381 

 
0.64411542 0.20671805 LOC728392 17 Island 1stExon, 3'UTR 5403879 Intragenic 

cg13512977 1.31E-09 7.18E-08 -0.561948783 -3.056219037 
 

0.414570994 0.129448639 PAPPA 9 S_Shore Body 118918160 Intragenic 
cg18761058 1.32E-09 7.22E-08 0.163788876 -2.848903534 

 
0.527808506 0.155385304 MACROD1 11 N_Shore Body 63802973 Intragenic 

cg01962146 1.32E-09 7.23E-08 0.198673645 -2.14630427 
 

0.532961702 0.206930192 IDUA 4 Island Body 995931 Intragenic 
cg11260848 1.33E-09 7.25E-08 0.342483734 -2.063035847 

 
0.553821205 0.21886052 ALX4 11 Island Body 44326260 Intragenic 

cg10204807 1.33E-09 7.27E-08 -0.894181144 -3.109674247 
 

0.354965484 0.126162335 SLC35F3 1 S_Shore Body 234350515 Intragenic 
cg05296192 1.34E-09 7.30E-08 -2.125467171 -4.65296729 

 
0.234428168 0.046011294 KCNK10 14 Island Body, TSS1500 88790393 Intragenic 

cg05345154 1.34E-09 7.33E-08 1.052132939 -2.177624831 
 

0.664807159 0.232022522 AMH 19 Island Body 2250901 Intragenic 
cg20935363 1.36E-09 7.39E-08 0.551987948 -2.044766993 

 
0.590069186 0.226905954 PDE2A 11 Island Body 72295535 Intragenic 

cg13334883 1.36E-09 7.41E-08 -0.179629092 -3.711809148 
 

0.481802081 0.114920901 CSMD3 8 S_Shelf Body 114447532 Intragenic 
cg25482454 1.37E-09 7.43E-08 0.995179168 2.67196352 

 
0.653218258 0.855370464 ATOH8 2 NA Body 85988369 Intragenic 

cg05065686 1.37E-09 7.46E-08 -2.55770943 -5.13792829 
 

0.191360919 0.033508685 RASL10B 17 Island 3'UTR 34068424 Intragenic 
cg13759328 1.37E-09 7.46E-08 -0.027337905 -2.309478837 

 
0.502078659 0.191465449 CDH13 16 Island Body 82661521 Intragenic 

cg16099210 1.38E-09 7.49E-08 0.050049017 -3.389391285 
 

0.507445707 0.139563391 SLC18A2 10 Island Body 119001250 Intragenic 
cg08319991 1.40E-09 7.61E-08 0.826753149 -3.014800753 

 
0.638445296 0.168601598 UCHL1 4 Island Body 41259283 Intragenic 

cg27036581 1.40E-09 7.61E-08 -1.923735388 -5.57779824 
 

0.276273346 0.037998018 NA 7 N_Shore 1stExon, Body 96635336 Intragenic 
cg04302290 1.41E-09 7.64E-08 -1.620004714 -3.913462322 

 
0.289786769 0.06744783 PCOLCE2 3 Island Body 142607357 Intragenic 

cg21779231 1.41E-09 7.66E-08 -2.321780878 -3.806914078 
 

0.194115697 0.067255309 ADHFE1 8 Island Body 67351597 Intragenic 
cg26623837 1.42E-09 7.69E-08 0.330853359 -1.365064245 

 
0.554516873 0.289904795 CORO6 17 Island Body 27943777 Intragenic 

cg07934217 1.43E-09 7.73E-08 -1.055588694 -3.085096181 
 

0.349665281 0.116111098 PRKG1 10 S_Shore Body 52834850 Intragenic 
cg03759454 1.43E-09 7.73E-08 0.383859886 -2.17923799 

 
0.562819389 0.210443655 NRN1 6 S_Shore Body 5999888 Intragenic 

cg23678800 1.45E-09 7.82E-08 -0.724050025 -2.805145647 
 

0.404082318 0.128008128 FAM19A5 22 S_Shore Body 48888471 Intragenic 
cg09038794 1.45E-09 7.83E-08 -1.310363243 -4.554177209 

 
0.364649397 0.055116082 MOCS1 6 Island Body 39902014 Intragenic 

cg12938003 1.45E-09 7.85E-08 0.673612416 -3.159924765 
 

0.600214924 0.15301588 LOC641518 4 Island TSS1500, Body 109092724 Intragenic 
cg24336089 1.46E-09 7.88E-08 -0.382802988 -2.321987917 

 
0.43663592 0.184792059 PRDM13 6 S_Shore Body 100056739 Intragenic 

cg26499055 1.47E-09 7.95E-08 -0.682873281 -3.902346417 
 

0.413463163 0.093288393 SIM1 6 Island Body 100909238 Intragenic 
cg04637506 1.48E-09 7.97E-08 1.208503972 3.010627009 

 
0.677925415 0.881480357 LRRC43 12 S_Shelf 5'UTR, Body 122670293 Intragenic 

cg12340454 1.49E-09 8.03E-08 0.427326889 -2.299353647 
 

0.565204355 0.20224677 RORA 15 N_Shore Body 61519486 Intragenic 
cg06971418 1.50E-09 8.08E-08 -0.942518248 -4.690193886 

 
0.384809561 0.07091642 FAM215A 17 NA Body 41995241 Intragenic 

cg04385236 1.52E-09 8.17E-08 -1.092877898 -3.090241195 
 

0.34737447 0.112865836 C3orf55 3 S_Shore 5'UTR, 1stExon, Body 157261273 Intragenic 
cg16357834 1.52E-09 8.17E-08 -1.277896207 -3.919732881 

 
0.348247401 0.066738413 MGC45800 4 Island Body 183065068 Intragenic 

cg26156687 1.52E-09 8.17E-08 -0.131470868 -3.174397178 
 

0.478897927 0.142351899 PAX2 10 Island Body 102586168 Intragenic 
cg02612618 1.52E-09 8.18E-08 0.378930144 -2.32287115 

 
0.555395685 0.200758411 ZNF43 19 Island Body 22018605 Intragenic 

cg04787432 1.54E-09 8.27E-08 -1.067706729 -3.712677451 
 

0.359367569 0.086651677 HEY2 6 Island Body 126071294 Intragenic 
cg00123666 1.54E-09 8.30E-08 0.3071162 -1.555941346 

 
0.550586427 0.26667776 LMO1 11 Island Body 8284113 Intragenic 

cg22349506 1.55E-09 8.34E-08 0.626405329 -2.343914606 
 

0.594689352 0.204035483 RGS20 8 Island Body 54790349 Intragenic 
cg21213617 1.56E-09 8.37E-08 1.692599586 0.097579641 

 
0.755640493 0.514984891 LHX6 9 Island Body 124989241 Intragenic 

cg01283834 1.56E-09 8.40E-08 0.034271692 -3.239876861 
 

0.507295956 0.143281613 UCP1 4 N_Shore Body 141488964 Intragenic 
cg20817824 1.57E-09 8.40E-08 -1.422635289 -3.563513992 

 
0.305769925 0.087113425 D4S234E 4 Island Body 4389918 Intragenic 

cg10059942 1.58E-09 8.50E-08 -0.726890077 -3.482741062 
 

0.385128354 0.114751466 HMX2 10 Island Body 124908488 Intragenic 
cg14416523 1.60E-09 8.55E-08 0.580339832 -1.789613562 

 
0.591800695 0.250760869 TBR1 2 N_Shore Body 162273928 Intragenic 

cg22473973 1.60E-09 8.58E-08 0.352597477 -3.563336669 
 

0.558401459 0.142929329 BNIP3 10 Island Body 133794911 Intragenic 
cg14984246 1.61E-09 8.61E-08 -1.46124235 -3.286910681 

 
0.297058785 0.095839805 POU6F2 7 Island Body 39453855 Intragenic 

cg07816392 1.61E-09 8.64E-08 -2.378987588 -6.550544782 
 

0.287871212 0.016343794 IGDCC4 15 Island Body 65715081 Intragenic 
cg25775494 1.61E-09 8.64E-08 0.456454786 -2.299209273 

 
0.573095834 0.20679372 NR2E1 6 N_Shore Body 108490895 Intragenic 

cg02146857 1.62E-09 8.64E-08 0.256251097 -2.025635788 
 

0.54235965 0.225042828 COMP 19 Island Body 18901748 Intragenic 
cg16300419 1.62E-09 8.67E-08 -0.184170348 -2.085447656 

 
0.480041994 0.199384568 ARHGAP23 17 Island Body 36666154 Intragenic 
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cg14026538 1.63E-09 8.69E-08 -1.748368632 -4.920694521 
 

0.322147757 0.038529791 CORIN 4 Island Body 47838616 Intragenic 
cg06495131 1.63E-09 8.73E-08 0.341722097 -2.313397417 

 
0.55743017 0.193411686 NRN1 6 Island Body 6003746 Intragenic 

cg18958126 1.64E-09 8.76E-08 -0.756508344 -2.726753303 
 

0.396135344 0.139231291 CLYBL 13 Island 3'UTR 100547367 Intragenic 
cg14452706 1.65E-09 8.79E-08 -1.719836645 -4.427477508 

 
0.281118111 0.056627858 EXOC3L4 14 Island Body 103570781 Intragenic 

cg01639562 1.65E-09 8.80E-08 -0.975996282 -3.387868188 
 

0.347767232 0.108875191 GAPDHS 19 S_Shore Body 36024876 Intragenic 
cg12156672 1.65E-09 8.80E-08 -0.666400316 -2.699501703 

 
0.412373381 0.138231724 CDK5R2 2 Island 3'UTR, 1stExon 219825837 Intragenic 

cg18044963 1.66E-09 8.82E-08 -2.722413167 -5.034636701 
 

0.165287707 0.033788181 SRRM3 7 Island Body 75911830 Intragenic 
cg10888337 1.66E-09 8.83E-08 -0.841215288 -4.834933537 

 
0.399824237 0.070449746 WNT7B 22 Island Body 46366859 Intragenic 

cg09087110 1.66E-09 8.85E-08 -0.195151684 -4.310396592 
 

0.478664309 0.097298974 CACNA2D2 3 Island Body 50540261 Intragenic 
cg02099543 1.67E-09 8.86E-08 1.584839065 -2.113463618 

 
0.724729513 0.244414409 FBLN1 22 Island Body 45899186 Intragenic 

cg17237506 1.67E-09 8.89E-08 -0.77786615 -4.209519029 
 

0.391877095 0.08019597 ZPBP 7 Island Body 50132573 Intragenic 
cg22773093 1.69E-09 8.99E-08 0.444269718 -3.151095178 

 
0.581926709 0.146141547 NELL2 12 N_Shore Body, TSS200 45269519 Intragenic 

cg14388237 1.69E-09 8.99E-08 0.145086404 -2.426124893 
 

0.521725084 0.189228743 MYOZ3 5 Island Body 150051778 Intragenic 
cg01043997 1.73E-09 9.20E-08 -2.572119463 -3.340931515 

 
0.146578883 0.091173995 TUBB 6 Island Body 30689219 Intragenic 

cg11987819 1.76E-09 9.34E-08 -3.626730147 -6.483957634 
 

0.131563173 0.013160178 ADARB1 21 Island 5'UTR, Body 46495389 Intragenic 
cg09507526 1.77E-09 9.40E-08 0.643820019 -2.459601422 

 
0.601256288 0.196147555 PRKCB 16 Island Body 23847816 Intragenic 

cg25830696 1.79E-09 9.48E-08 0.659330559 -3.780376123 
 

0.599070102 0.137230162 PYY 17 Island Body 42030479 Intragenic 
cg18026227 1.79E-09 9.50E-08 0.732701754 -2.596985952 

 
0.606558252 0.184694985 NA 8 N_Shore Body, TSS200 77593471 Intragenic 

cg13571460 1.80E-09 9.51E-08 0.936481196 -1.058898321 
 

0.650909387 0.340184845 LHX6 9 Island Body 124989337 Intragenic 
cg16750157 1.80E-09 9.52E-08 0.402014796 -3.10406556 

 
0.55331768 0.150684134 NBLA00301 4 S_Shore Body 174460124 Intragenic 

cg09431318 1.82E-09 9.62E-08 -0.638840525 0.899468317 
 

0.395590487 0.643887886 NA 11 NA Body, 3'UTR, 1stExon 1652082 Intragenic 
cg26563932 1.83E-09 9.66E-08 -0.008887384 -1.947066518 

 
0.498115672 0.223011069 ZNF599 19 N_Shore Body 35263485 Intragenic 

cg13680438 1.83E-09 9.68E-08 -0.318832708 -3.158030621 
 

0.463559712 0.126170149 VGLL3 3 Island Body 87039620 Intragenic 
cg18652923 1.84E-09 9.71E-08 -1.559722712 -4.565309434 

 
0.335433649 0.045531412 NA 2 Island TSS1500, Body 109745344 Intragenic 

cg13353679 1.85E-09 9.78E-08 1.194255437 -1.04573687 
 

0.688225825 0.345888733 AFF3 2 N_Shore Body 100720179 Intragenic 
cg16483916 1.86E-09 9.84E-08 -0.790424046 -2.326937785 

 
0.379034124 0.173706755 PLAC2 19 Island Body 5567758 Intragenic 

cg22371972 1.87E-09 9.87E-08 0.104870506 -2.976978226 
 

0.52165796 0.153421661 SLC17A6 11 S_Shore Body 22364961 Intragenic 
cg02030652 1.89E-09 9.95E-08 -0.606682944 -2.469320903 

 
0.412139347 0.162939404 BRSK2 11 S_Shore Body 1412397 Intragenic 

cg00743094 1.90E-09 1.00E-07 -1.362595712 -4.109644809 
 

0.336945265 0.063025938 CLYBL 13 Island 3'UTR 100547968 Intragenic 
cg17953520 1.90E-09 1.00E-07 -2.328717556 -5.682414802 

 
0.223727612 0.031044943 STMN3 20 Island Body 62283703 Intragenic 

cg06570025 1.91E-09 1.01E-07 0.490129027 -2.605625156 
 

0.574897469 0.185167435 OLIG1 21 Island 1stExon, 3'UTR 34444245 Intragenic 
cg11398511 1.91E-09 1.01E-07 1.288705427 -3.520182534 

 
0.686543091 0.159813658 KCNK2 1 Island 5'UTR, 1stExon, Body 215256635 Intragenic 

cg17732877 1.92E-09 1.01E-07 0.978941485 3.379659291 
 

0.641997495 0.893939939 C10orf11 10 NA Body 77938129 Intragenic 
cg08249424 1.92E-09 1.01E-07 0.546886838 -2.738081068 

 
0.597165559 0.16366018 CDYL 6 Island TSS1500, Body 4775222 Intragenic 

cg20329405 1.93E-09 1.01E-07 -0.355847454 -2.507380755 
 

0.453512611 0.163614129 LHX9 1 S_Shore Body 197888123 Intragenic 
cg20501518 1.93E-09 1.01E-07 0.156855599 -2.448701153 

 
0.527315292 0.182980975 SHOX2 3 N_Shore Body 157821919 Intragenic 

cg15424856 1.95E-09 1.02E-07 1.443089082 3.589918291 
 

0.70154175 0.913047083 ZNF773 19 S_Shore Body 58013037 Intragenic 
cg07696918 1.96E-09 1.03E-07 1.125182574 2.343981229 

 
0.679616484 0.829661192 KLHL17 1 Island Body 897500 Intragenic 

cg14123923 1.97E-09 1.03E-07 0.358637246 -4.875340384 
 

0.552746629 0.095824659 POU4F1 13 Island Body 79176572 Intragenic 
cg02595120 1.99E-09 1.04E-07 -1.170281595 -3.199545658 

 
0.334929005 0.10733184 DPYSL3 5 N_Shore Body 146832518 Intragenic 

cg25035485 2.00E-09 1.05E-07 1.713727898 -0.188679174 
 

0.750131082 0.469967699 APOB 2 N_Shore Body 21266500 Intragenic 
cg07780095 2.00E-09 1.05E-07 0.635125107 -3.124177995 

 
0.604072257 0.167091352 ALX1 12 Island Body 85674296 Intragenic 

cg08918749 2.01E-09 1.05E-07 -0.206674549 -3.119091452 
 

0.485634243 0.125805818 LPL 8 Island Body 19797445 Intragenic 
cg24364535 2.02E-09 1.06E-07 -0.601695824 -3.202281768 

 
0.415805444 0.122144824 OPCML 11 NA Body 133098499 Intragenic 

cg10251826 2.03E-09 1.06E-07 -2.084287794 -5.107518666 
 

0.279376844 0.033994422 ADAMTS7 15 Island Body 79103025 Intragenic 
cg01626681 2.03E-09 1.06E-07 0.074901048 -2.420287646 

 
0.510318179 0.187564432 CCDC151 19 N_Shore Body 11531874 Intragenic 

cg01951477 2.05E-09 1.07E-07 -0.675659085 1.427866611 
 

0.392041103 0.714281194 NA 8 NA Body, TSS1500 134116754 Intragenic 
cg18909530 2.07E-09 1.08E-07 -1.17370333 -3.200152014 

 
0.336043468 0.1081842 FRMD4A 10 NA Body 14216100 Intragenic 

cg22168941 2.07E-09 1.08E-07 -0.626115331 -2.945148518 
 

0.41786469 0.130438142 HEY2 6 Island Body 126071319 Intragenic 
cg10794285 2.07E-09 1.08E-07 -1.150669548 -5.28753946 

 
0.399932734 0.044883807 DSC3 18 Island Body 28622024 Intragenic 

cg23633010 2.08E-09 1.09E-07 -1.082870879 -3.216467543 
 

0.352637958 0.103503536 WNT3A 1 S_Shore Body 228225886 Intragenic 
cg21139392 2.12E-09 1.11E-07 1.027370823 -2.384161327 

 
0.659500831 0.209710575 NGFR 17 Island Body 47573016 Intragenic 

cg06675375 2.13E-09 1.11E-07 0.058720348 -2.060737797 
 

0.509999608 0.21053256 POU4F1 13 N_Shore 3'UTR 79174811 Intragenic 
cg02164129 2.14E-09 1.11E-07 0.004181763 -5.145994464 

 
0.523125995 0.090062158 OTP 5 Island Body 76926550 Intragenic 

cg07773272 2.15E-09 1.12E-07 -1.394597831 -3.786223333 
 

0.298099636 0.085123019 PSTPIP2 18 N_Shore Body 43608105 Intragenic 
cg14409032 2.16E-09 1.12E-07 0.378586147 -1.625003851 

 
0.554863483 0.259616209 LMX1B 9 N_Shore Body 129445219 Intragenic 
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cg18064714 2.16E-09 1.12E-07 -0.312855695 -2.292637588 
 

0.456081763 0.177056494 SP8 7 Island Body 20824556 Intragenic 
cg00774375 2.17E-09 1.13E-07 1.013931431 -0.215443934 

 
0.664547017 0.4643002 CTXN1 19 Island 3'UTR 7989720 Intragenic 

cg19633231 2.17E-09 1.13E-07 1.028400619 -2.800325301 
 

0.66357748 0.194606488 CALY 10 Island Body 135139570 Intragenic 
cg06721850 2.20E-09 1.14E-07 -2.613948731 -4.509576464 

 
0.183676933 0.043063355 ASIC2 17 Island 1stExon, 5'UTR, Body 31619592 Intragenic 

cg09366342 2.20E-09 1.14E-07 0.496146743 -2.636611772 
 

0.581532674 0.189687084 PAX7 1 Island Body 18963194 Intragenic 
cg05235761 2.21E-09 1.15E-07 0.523703473 -2.112411714 

 
0.583951071 0.221788041 MOXD1 6 N_Shore Body 132722045 Intragenic 

cg15909981 2.22E-09 1.15E-07 -0.323441948 -3.104267163 
 

0.460968493 0.133750028 TMPRSS6 22 Island Body 37465178 Intragenic 
cg17468773 2.23E-09 1.15E-07 0.324553487 -2.819231774 

 
0.549552268 0.167459821 BAI1 8 Island Body 143591568 Intragenic 

cg07434402 2.24E-09 1.16E-07 0.593516865 -4.570270012 
 

0.589743503 0.110219498 DLG2 11 NA Body 84431535 Intragenic 
cg14897833 2.24E-09 1.16E-07 -2.506910417 -5.768109834 

 
0.243080175 0.022862853 NID2 14 Island Body 52535178 Intragenic 

cg14778235 2.25E-09 1.17E-07 -1.782596742 -4.439926505 
 

0.285287423 0.051823748 PAX2 10 N_Shore 3'UTR 102589102 Intragenic 
cg20107759 2.27E-09 1.18E-07 -1.682454088 -5.773326453 

 
0.353238607 0.025345022 RTBDN 19 N_Shore 3'UTR 12936491 Intragenic 

cg19358493 2.27E-09 1.18E-07 1.626214129 -0.97771237 
 

0.738056962 0.359472298 NA 10 N_Shore TSS1500, Body 119300942 Intragenic 
cg14661803 2.28E-09 1.18E-07 0.139945859 1.736490096 

 
0.521380574 0.759748811 KLF7 2 NA Body 207958145 Intragenic 

cg24825966 2.29E-09 1.18E-07 0.126118231 -2.567209166 
 

0.526179363 0.176228549 RFX4 12 Island Body 106977483 Intragenic 
cg11352418 2.29E-09 1.18E-07 -0.581690583 -2.964665297 

 
0.408046805 0.134676777 FAM19A5 22 Island Body 48886654 Intragenic 

cg18554736 2.31E-09 1.19E-07 -2.430035971 -4.10726126 
 

0.178361278 0.059047934 FAM66C 12 Island Body 8332881 Intragenic 
cg02282626 2.34E-09 1.21E-07 0.008230041 -5.273604253 

 
0.555263186 0.080144077 HLA-L 6 Island Body 30227363 Intragenic 

cg04283938 2.36E-09 1.22E-07 -0.539029486 -2.529596756 
 

0.413135678 0.164771744 3-Sep 22 Island Body 42373298 Intragenic 
cg07699454 2.36E-09 1.22E-07 -0.711111689 1.018593901 

 
0.388401822 0.662139146 KCNK17 6 S_Shelf Body 39274353 Intragenic 

cg05565239 2.37E-09 1.22E-07 -1.41402527 -4.052335941 
 

0.32232969 0.069355803 RTN1 14 Island Body, 1stExon 60097209 Intragenic 
cg24688826 2.38E-09 1.23E-07 0.19459385 -2.406228724 

 
0.529847543 0.192264934 PRDM13 6 N_Shore Body 100055173 Intragenic 

cg08039704 2.39E-09 1.23E-07 -2.00217179 -4.361694417 
 

0.254152973 0.051280002 DLX4 17 Island Body 48047123 Intragenic 
cg11137578 2.39E-09 1.23E-07 1.238150477 -0.922559276 

 
0.692485059 0.354448015 NA 5 S_Shore Body, TSS1500 80690458 Intragenic 

cg14796127 2.44E-09 1.26E-07 -0.977308386 -3.984056673 
 

0.396628148 0.067751433 NA 2 Island Body, TSS200 173600385 Intragenic 
cg10851835 2.47E-09 1.27E-07 -2.012506923 -3.869157329 

 
0.237574916 0.067180065 SYNE1 6 N_Shore Body 152623220 Intragenic 

cg24324815 2.47E-09 1.27E-07 1.2312414 -1.490772207 
 

0.684672637 0.291844207 C10orf114 10 Island 3'UTR 21783445 Intragenic 
cg14898416 2.47E-09 1.27E-07 -1.628203269 -4.182424 

 
0.303089426 0.059497574 PLA2R1 2 N_Shore Body 160918519 Intragenic 

cg00262031 2.52E-09 1.30E-07 -0.302481663 -3.472619147 
 

0.452050803 0.119970474 NDRG4 16 Island TSS200, 5'UTR, Body 58498574 Intragenic 
cg15285764 2.53E-09 1.30E-07 0.83237038 -1.121694207 

 
0.63214925 0.328715097 SRRM3 7 Island Body 75912462 Intragenic 

cg12518410 2.54E-09 1.30E-07 -1.212103943 -5.892372509 
 

0.417218084 0.034615167 NA 2 Island Body, TSS200 109745812 Intragenic 
cg05523056 2.57E-09 1.32E-07 -0.456437928 -3.764498548 

 
0.423584824 0.110519453 ADAMTS18 16 Island Body 77468458 Intragenic 

cg05386320 2.58E-09 1.32E-07 0.66389743 2.264731031 
 

0.602224152 0.820723923 NA 1 NA 3'UTR, Body 40225745 Intragenic 
cg26307359 2.59E-09 1.33E-07 1.039986232 -2.734891909 

 
0.659214699 0.200881776 SEZ6 17 Island Body 27332646 Intragenic 

cg16117472 2.60E-09 1.33E-07 -1.271022278 -3.88263268 
 

0.346788372 0.072714222 SLC2A10 20 Island Body 45338396 Intragenic 
cg09745087 2.61E-09 1.34E-07 -0.347620209 -3.210831477 

 
0.477738508 0.119306573 MERTK 2 Island Body 112656917 Intragenic 

cg13149116 2.66E-09 1.36E-07 -1.475996998 -3.586423257 
 

0.280816339 0.090365303 POU3F1 1 N_Shore 3'UTR, 1stExon 38510074 Intragenic 
cg24255371 2.67E-09 1.37E-07 0.778518683 -1.898507122 

 
0.621184263 0.244830239 LOC401463 8 N_Shore Body 65488069 Intragenic 

cg13695535 2.69E-09 1.37E-07 -1.781396263 -3.80421605 
 

0.270452238 0.070403629 MAST4 5 NA 1stExon, Body, 5'UTR 66124603 Intragenic 
cg08290076 2.70E-09 1.38E-07 0.031889864 -3.102571518 

 
0.527063863 0.135512555 ARHGAP20 11 N_Shore Body 110581434 Intragenic 

cg03189990 2.71E-09 1.38E-07 -3.213765922 -5.362235805 
 

0.135357211 0.025569983 NTM 11 S_Shelf Body 131564914 Intragenic 
cg07721458 2.71E-09 1.38E-07 -2.351111564 -5.664813245 

 
0.27315389 0.022601636 SYT5 19 Island Body 55685292 Intragenic 

cg13077545 2.71E-09 1.38E-07 0.550908682 -2.501589526 
 

0.588236615 0.197853092 SOST 17 Island Body 41832873 Intragenic 
cg06387842 2.73E-09 1.39E-07 -1.213815665 -2.741071895 

 
0.315604129 0.137168299 CHRD 3 Island Body 184099096 Intragenic 

cg16540080 2.73E-09 1.39E-07 0.974364254 -0.736956286 
 

0.65511044 0.382266335 ADAM32 8 S_Shore Body 38965492 Intragenic 
cg07801516 2.74E-09 1.40E-07 0.401428273 1.822090105 

 
0.563739746 0.773874988 ZNF461 19 N_Shelf Body 37154552 Intragenic 

cg14583871 2.75E-09 1.40E-07 0.500534973 -1.524490001 
 

0.575494075 0.270810628 CLIC6 21 Island Body 36043191 Intragenic 
cg10383447 2.77E-09 1.41E-07 -1.977929078 -4.804287758 

 
0.272767405 0.04233118 NDRG4 16 Island Body 58535093 Intragenic 

cg11881754 2.79E-09 1.42E-07 -0.396020074 -3.581186644 
 

0.434990208 0.114346671 SRRM3 7 Island Body 75889293 Intragenic 
cg16194319 2.80E-09 1.43E-07 -2.578116119 -6.019155269 

 
0.235007052 0.019674953 SLC26A10 12 Island Body 58015401 Intragenic 

cg04395306 2.81E-09 1.43E-07 0.78768427 -2.047058575 
 

0.621012244 0.234043965 PREX1 20 Island Body 47443848 Intragenic 
cg25923450 2.85E-09 1.45E-07 0.120168603 -2.968025391 

 
0.518935157 0.153630509 C3orf80 3 S_Shore 3'UTR, 1stExon 159944518 Intragenic 

cg25762078 2.87E-09 1.46E-07 0.277049857 2.559232705 
 

0.541590482 0.837083779 SLC1A7 1 N_Shelf Body 53554504 Intragenic 
cg08519216 2.87E-09 1.46E-07 -0.311359099 -4.757783834 

 
0.451354982 0.094562177 NA 2 Island Body, 1stExon, 5'UTR 179345394 Intragenic 

cg04293085 2.88E-09 1.46E-07 -0.106148223 -3.090118213 
 

0.517018751 0.130908606 ADRA1D 20 Island Body 4202378 Intragenic 
cg23554932 2.88E-09 1.46E-07 -0.713967376 1.24281962 

 
0.391235599 0.691346093 FAM66B 8 N_Shore Body 7210524 Intragenic 
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cg00854166 2.89E-09 1.47E-07 0.426468418 -2.650748683 
 

0.567553467 0.179890354 EPO 7 S_Shore Body 100318718 Intragenic 
cg24493940 2.89E-09 1.47E-07 0.358575995 -1.419701968 

 
0.557317782 0.278830998 MMP17 12 Island Body 132313678 Intragenic 

cg02387843 2.90E-09 1.47E-07 -1.087676343 0.975846464 
 

0.329742776 0.648858113 SLC2A9 4 NA Body 9892887 Intragenic 
cg08332990 2.91E-09 1.47E-07 1.472474025 -0.43451819 

 
0.725640417 0.429639249 IDUA 4 Island Body 997351 Intragenic 

cg10364942 2.92E-09 1.48E-07 0.680972644 -1.888517146 
 

0.612332569 0.244126501 OLIG2 21 S_Shore 3'UTR 34401201 Intragenic 
cg15324756 2.93E-09 1.48E-07 -2.132155008 -4.415087955 

 
0.205045281 0.060064585 COL4A2 13 Island Body 110961142 Intragenic 

cg27044506 2.94E-09 1.49E-07 0.039063988 -3.061850113 
 

0.508706921 0.143753622 SHC3 9 Island Body 91792821 Intragenic 
cg11282936 2.95E-09 1.49E-07 -1.663124711 -4.911789248 

 
0.312848972 0.048189368 CPAMD8 19 Island Body 17007648 Intragenic 

cg08912051 2.95E-09 1.49E-07 -0.16803882 -6.723081919 
 

0.504749219 0.078932569 HLA-L 6 Island Body 30227783 Intragenic 
cg02316216 2.97E-09 1.50E-07 -0.668526691 -4.845535642 

 
0.40094958 0.0756103 CNN1 19 NA Body 11650799 Intragenic 

cg06270244 2.98E-09 1.50E-07 -1.798146812 -4.912582163 
 

0.310126711 0.041375999 CHRNB4 15 Island Body 78933407 Intragenic 
cg00095674 2.99E-09 1.51E-07 -2.244310991 -5.024847694 

 
0.252344202 0.033019677 PLEKHO1 1 Island Body 150122654 Intragenic 

cg18680788 3.00E-09 1.51E-07 -0.069405396 -4.003083656 
 

0.517273094 0.099800079 STC2 5 Island Body 172754896 Intragenic 
cg23118086 3.00E-09 1.51E-07 0.120070506 -2.808177117 

 
0.544222987 0.149628299 RASL12 15 Island Body 65360058 Intragenic 

cg17578196 3.01E-09 1.52E-07 -0.940760551 -2.577705272 
 

0.359107615 0.150066778 LOC389033 2 NA Body 130680686 Intragenic 
cg10617171 3.03E-09 1.52E-07 -0.584473119 -3.291016119 

 
0.438857716 0.108087417 SCN1B 19 Island Body 35521856 Intragenic 

cg12029244 3.05E-09 1.53E-07 -1.446530938 -4.638982906 
 

0.336681669 0.055784513 ZNF599 19 N_Shore Body 35263602 Intragenic 
cg25949338 3.06E-09 1.54E-07 -0.424764794 -2.765212556 

 
0.436013646 0.153482214 FAM59B 2 Island Body 26407567 Intragenic 

cg23652093 3.07E-09 1.55E-07 0.323286862 2.526382092 
 

0.548585465 0.832072508 MAP6 11 NA Body 75347560 Intragenic 
cg00026375 3.08E-09 1.55E-07 -0.131732511 -3.540353123 

 
0.493986617 0.127826294 HLA-L 6 Island Body 30227813 Intragenic 

cg12914965 3.09E-09 1.55E-07 -0.242909677 -3.245910516 
 

0.469918164 0.131529767 LRRFIP1 2 Island Body 238536839 Intragenic 
cg04938549 3.11E-09 1.56E-07 -0.214611744 -2.848948007 

 
0.470043958 0.151974707 PAX6 11 N_Shore Body 31825214 Intragenic 

cg10560393 3.16E-09 1.59E-07 -1.055767842 -3.03450983 
 

0.334837913 0.125935963 ALX4 11 N_Shore Body 44327015 Intragenic 
cg24002167 3.17E-09 1.59E-07 0.21790963 -2.755316409 

 
0.534015338 0.169753238 EDIL3 5 N_Shore Body 83678796 Intragenic 

cg23818888 3.20E-09 1.60E-07 -0.128648147 -1.816031808 
 

0.477362861 0.234334857 NA 10 S_Shore Body, TSS1500 79687200 Intragenic 
cg07562773 3.22E-09 1.61E-07 0.848273915 -0.083843686 

 
0.638782776 0.486010004 TTC28 22 Island Body 29075159 Intragenic 

cg23295886 3.23E-09 1.62E-07 -0.681626714 -2.298813889 
 

0.400369248 0.174640388 NA 18 Island TSS1500, Body 8367314 Intragenic 
cg06444730 3.25E-09 1.63E-07 -2.34308552 -4.664093164 

 
0.20026003 0.045808482 PRKACB 1 S_Shore Body 84544284 Intragenic 

cg03373393 3.28E-09 1.64E-07 0.116451476 -2.066122755 
 

0.517448852 0.217078683 HAP1 17 Island Body 39890193 Intragenic 
cg18671997 3.29E-09 1.65E-07 -1.434852662 -3.708374981 

 
0.313370237 0.078503454 OLFM2 19 Island Body 10046864 Intragenic 

cg07303912 3.31E-09 1.66E-07 -0.407266177 -3.340052711 
 

0.453236929 0.120629843 LRRN4 20 Island Body 6032782 Intragenic 
cg12833465 3.33E-09 1.66E-07 -0.48231013 -2.629482524 

 
0.42024039 0.160315542 SFTA3 14 Island Body 36977887 Intragenic 

cg10047595 3.34E-09 1.67E-07 1.281487444 -2.041346257 
 

0.693723609 0.249816653 FBXL7 5 Island Body 15500913 Intragenic 
cg15213988 3.34E-09 1.67E-07 2.077943791 3.876170186 

 
0.7774933 0.931795762 ZFP3 17 N_Shelf 3'UTR 4997134 Intragenic 

cg00097452 3.41E-09 1.70E-07 -0.034412428 -2.303788345 
 

0.494192933 0.194971103 KCNH1 1 N_Shore Body 211306365 Intragenic 
cg02226194 3.44E-09 1.71E-07 -1.353695487 -2.976327232 

 
0.311884827 0.114979831 RASD1 17 Island Body 17398962 Intragenic 

cg23632529 3.45E-09 1.72E-07 0.28214964 -2.800111445 
 

0.563923028 0.160523254 ARHGAP20 11 Island Body 110582910 Intragenic 
cg23363014 3.46E-09 1.73E-07 0.364753402 -4.042776041 

 
0.570457342 0.129246202 HLA-L 6 Island Body 30227800 Intragenic 

cg09600096 3.49E-09 1.74E-07 0.755528341 -1.783854392 
 

0.611651547 0.252168422 SIX1 14 Island Body 61114550 Intragenic 
cg24335138 3.50E-09 1.74E-07 0.587022366 -3.970806821 

 
0.590174741 0.122203914 ALX4 11 Island Body 44331108 Intragenic 

cg26555126 3.54E-09 1.76E-07 1.747968817 3.399855189 
 

0.746909561 0.90789786 GRM4 6 S_Shelf Body 33998729 Intragenic 
cg13880779 3.55E-09 1.77E-07 -0.374671964 -4.102115742 

 
0.443973867 0.091574001 NKX2-4 20 N_Shore 3'UTR 21376337 Intragenic 

cg07710560 3.56E-09 1.77E-07 0.249617919 -2.622383032 
 

0.53858305 0.177580127 PRMT8 12 Island Body 3602069 Intragenic 
cg20820767 3.58E-09 1.78E-07 0.841985624 -1.630709877 

 
0.618811437 0.266430122 RNF220 1 Island Body 45082840 Intragenic 

cg24482234 3.60E-09 1.79E-07 0.500689174 -2.588222702 
 

0.571168452 0.187229657 NA 19 Island 5'UTR, Body 19006439 Intragenic 
cg23918580 3.65E-09 1.81E-07 0.553548775 -3.747985981 

 
0.592060272 0.138820847 JPH4 14 Island Body 24046501 Intragenic 

cg16574134 3.68E-09 1.83E-07 0.16765838 -2.932012938 
 

0.533276943 0.15921235 PAX2 10 N_Shore 3'UTR 102588315 Intragenic 
cg01313514 3.70E-09 1.84E-07 0.576664918 -2.333422684 

 
0.585287335 0.207177418 WNT3A 1 Island Body 228194916 Intragenic 

cg07564767 3.71E-09 1.84E-07 0.691934733 -0.979906555 
 

0.611430177 0.344048345 D4S234E 4 Island Body 4389668 Intragenic 
cg23721712 3.74E-09 1.85E-07 0.67583639 -2.774171057 

 
0.616910232 0.172562867 HLA-L 6 Island Body 30227967 Intragenic 

cg04369341 3.76E-09 1.86E-07 0.845765641 -1.67926276 
 

0.632818418 0.26568557 TOX2 20 Island 5'UTR, Body 42545022 Intragenic 
cg02788102 3.77E-09 1.87E-07 -0.195108285 -3.701107959 

 
0.481656477 0.093408239 CADM1 11 Island Body 115374969 Intragenic 

cg08859190 3.78E-09 1.87E-07 0.652679708 -1.664595168 
 

0.602277768 0.26445527 RFX4 12 Island Body 106980319 Intragenic 
cg02110141 3.79E-09 1.87E-07 -2.62514716 -5.512760995 

 
0.194314178 0.028285235 SFRP5 10 N_Shore Body 99530944 Intragenic 

cg01043019 3.82E-09 1.89E-07 1.172306651 -2.233084075 
 

0.679873255 0.230689875 RSPO3 6 Island Body 127440510 Intragenic 
cg25147376 3.85E-09 1.90E-07 -1.403923289 -3.911865256 

 
0.289572819 0.084276851 ILDR2 1 Island Body 166890293 Intragenic 
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cg05522554 3.85E-09 1.90E-07 -1.134936343 -4.756763497 
 

0.358144084 0.064247141 ANK1 8 Island Body 41625190 Intragenic 
cg09397868 3.85E-09 1.90E-07 -1.581454671 -5.937892336 

 
0.323790269 0.039267541 PLAC2 19 Island Body 5567639 Intragenic 

cg00286125 3.86E-09 1.90E-07 -0.198611539 -2.32473503 
 

0.474221744 0.180798628 HSPB6 19 Island Body 36246906 Intragenic 
cg13378934 3.88E-09 1.92E-07 -0.304723846 -2.788250348 

 
0.454533654 0.154338285 MEIS3 19 S_Shore Body 47910580 Intragenic 

cg01467266 3.91E-09 1.93E-07 0.422213269 -1.397216437 
 

0.56980139 0.291002962 JSRP1 19 Island Body 2252961 Intragenic 
cg14252602 3.95E-09 1.95E-07 1.190922405 -2.179145817 

 
0.679178956 0.240805759 ZNF43 19 Island Body 22018746 Intragenic 

cg04428701 3.98E-09 1.96E-07 0.213113775 -2.27480542 
 

0.531356176 0.202330045 PLAC9 10 Island Body 81892639 Intragenic 
cg22156632 4.00E-09 1.97E-07 0.532248593 -1.497599388 

 
0.58774308 0.28010423 WNT6 2 S_Shore Body 219725069 Intragenic 

cg21239798 4.00E-09 1.97E-07 -1.377536793 -3.979185512 
 

0.334404819 0.065198144 NA 5 S_Shore Body, TSS1500 111756360 Intragenic 
cg03783410 4.00E-09 1.97E-07 0.634949246 -2.204738707 

 
0.602737788 0.218462623 SOX2-OT 3 N_Shore Body 181443800 Intragenic 

cg01915019 4.01E-09 1.97E-07 -0.091030288 -2.981237798 
 

0.482666666 0.150790096 MCC 5 Island Body 112823370 Intragenic 
cg19094243 4.07E-09 2.00E-07 0.798480846 -1.24856509 

 
0.626400434 0.309452282 TMEFF2 2 N_Shore Body 193058628 Intragenic 

cg25970832 4.07E-09 2.00E-07 -1.319373643 -4.473019014 
 

0.336706423 0.065905548 DSC3 18 Island Body 28621651 Intragenic 
cg05142765 4.08E-09 2.00E-07 0.910965668 -1.837875468 

 
0.647615128 0.258986728 GSC 14 Island 3'UTR 95234822 Intragenic 

cg21980338 4.10E-09 2.01E-07 0.707488962 -0.332863997 
 

0.61350786 0.443621144 ZNF141 4 Island Body 331929 Intragenic 
cg16818414 4.12E-09 2.02E-07 0.605673218 -3.335833684 

 
0.592659823 0.156179071 FBLN1 22 Island Body 45898966 Intragenic 

cg23337361 4.14E-09 2.03E-07 -1.030569229 -3.852716082 
 

0.383893827 0.072853257 PHACTR1 6 N_Shore Body 13013668 Intragenic 
cg08292024 4.14E-09 2.03E-07 -0.061417404 -1.64669314 

 
0.491748336 0.249848846 GNAT1 3 Island Body 50231845 Intragenic 

cg01334632 4.15E-09 2.03E-07 -1.191403358 -3.629225051 
 

0.344961593 0.087936486 SPTBN4 19 S_Shore 5'UTR, Body 41036807 Intragenic 
cg23440004 4.18E-09 2.05E-07 0.990371472 -1.342601615 

 
0.652017485 0.304489948 POU4F1 13 Island Body 79175611 Intragenic 

cg06527816 4.19E-09 2.05E-07 0.140037093 -2.972197924 
 

0.539297627 0.145204876 ODZ3 4 S_Shore Body 183370703 Intragenic 
cg00803453 4.19E-09 2.05E-07 0.635923827 -2.427669525 

 
0.603110154 0.207996845 SPEG 2 Island Body 220349615 Intragenic 

cg25857710 4.20E-09 2.05E-07 -1.581717148 -3.486874546 
 

0.277067145 0.091112588 CLSTN2 3 Island Body 139654740 Intragenic 
cg03880509 4.21E-09 2.06E-07 -0.458793775 -3.973146872 

 
0.442560958 0.09396044 LTB 6 Island Body, 3'UTR 31548599 Intragenic 

cg23218559 4.22E-09 2.06E-07 0.063048982 -3.102538182 
 

0.509311418 0.143701489 AMH 19 Island Body 2250956 Intragenic 
cg11957400 4.24E-09 2.07E-07 1.485187625 -1.433634161 

 
0.712835117 0.29842813 CACNA2D4 12 N_Shore Body 2017093 Intragenic 

cg15150064 4.25E-09 2.08E-07 -0.058871606 1.325490245 
 

0.490711141 0.708767336 KIF3C 2 N_Shelf Body 26201094 Intragenic 
cg21130588 4.26E-09 2.08E-07 -1.881294601 -4.282562356 

 
0.222788869 0.067747817 RPRM 2 N_Shore 3'UTR, 1stExon 154333914 Intragenic 

cg00779924 4.27E-09 2.08E-07 0.415454458 -1.844965245 
 

0.568212088 0.24165008 FLJ45983 10 Island Body 8094641 Intragenic 
cg03689324 4.29E-09 2.09E-07 0.105095829 -1.548158173 

 
0.513973757 0.265539087 ISLR2 15 Island Body 74426925 Intragenic 

cg07328209 4.32E-09 2.11E-07 -3.466927305 -5.337042832 
 

0.1095161 0.025497835 MCC 5 S_Shore TSS200, Body 112630811 Intragenic 
cg26129310 4.33E-09 2.11E-07 -0.238330302 -4.188001621 

 
0.458035041 0.11286072 MDGA1 6 Island Body 37664451 Intragenic 

cg06439005 4.35E-09 2.12E-07 -1.317257259 -3.449424778 
 

0.31394296 0.097641352 STC2 5 Island Body 172754848 Intragenic 
cg26832294 4.35E-09 2.12E-07 -0.14811038 -3.022892194 

 
0.503020117 0.13784011 TNIP3 4 NA Body 122078348 Intragenic 

cg02613418 4.38E-09 2.13E-07 0.284352266 -2.488830729 
 

0.546381284 0.193274493 ITGA11 15 Island Body 68723914 Intragenic 
cg24419198 4.39E-09 2.13E-07 -0.358449889 -2.583540618 

 
0.443503074 0.16520884 IGSF22 11 Island Body 18727321 Intragenic 

cg23640002 4.40E-09 2.14E-07 -0.274974533 -2.016789069 
 

0.45346373 0.214814079 HLA-DPB2 6 Island Body 33084933 Intragenic 
cg07736155 4.40E-09 2.14E-07 -0.95250718 -3.079492752 

 
0.382243361 0.107500671 PDE2A 11 Island TSS1500, Body 72354100 Intragenic 

cg20676578 4.41E-09 2.14E-07 -2.530462985 -4.318767604 
 

0.184034545 0.049455063 SCD5 4 Island Body 83719449 Intragenic 
cg24470447 4.41E-09 2.14E-07 -0.26853632 -2.74847212 

 
0.457717276 0.158786724 RSPO3 6 S_Shore Body 127441993 Intragenic 

cg16191750 4.43E-09 2.15E-07 -2.585884082 -6.11809879 
 

0.266938392 0.015718695 ITGA2B 17 Island Body 42463157 Intragenic 
cg05343480 4.43E-09 2.15E-07 3.759813119 1.386472812 

 
0.925423384 0.694407543 ZNF467 7 Island Body 149463219 Intragenic 

cg24435924 4.52E-09 2.19E-07 -2.235734988 -4.098832506 
 

0.206053837 0.06039727 MAST1 19 N_Shore Body 12978255 Intragenic 
cg14719951 4.53E-09 2.19E-07 -0.740854368 -3.980910977 

 
0.430993362 0.083378325 DSC3 18 Island Body 28622474 Intragenic 

cg02649987 4.53E-09 2.20E-07 -0.629844533 -4.014005853 
 

0.400257741 0.10413269 GUCY1A2 11 Island Body 106888392 Intragenic 
cg08217716 4.55E-09 2.20E-07 -1.956342634 -3.676483324 

 
0.243394341 0.073955091 PAX2 10 N_Shore 3'UTR 102589250 Intragenic 

cg24712249 4.55E-09 2.21E-07 0.026991613 -2.76405747 
 

0.513508835 0.163402655 SYT11 1 Island Body 155830294 Intragenic 
cg24578679 4.56E-09 2.21E-07 -1.021835301 -4.852133528 

 
0.360631733 0.074565636 CYP11A1 15 Island Body, TSS200 74658573 Intragenic 

cg00939735 4.56E-09 2.21E-07 0.538056421 -2.710216992 
 

0.587899807 0.187564067 HELT 4 Island Body 185941265 Intragenic 
cg13917662 4.57E-09 2.21E-07 -0.770315058 -3.130921997 

 
0.396976124 0.11758188 CLYBL 13 Island 3'UTR 100548513 Intragenic 

cg26464535 4.58E-09 2.21E-07 -0.239127348 -3.69990437 
 

0.463140771 0.119225807 NA 7 N_Shore Body, TSS1500 94284403 Intragenic 
cg02970551 4.61E-09 2.23E-07 -1.39078655 -4.439521247 

 
0.331773093 0.064004239 RUNX3 1 Island TSS1500, Body 25257191 Intragenic 

cg21511941 4.64E-09 2.24E-07 0.75272821 -1.04094135 
 

0.624114659 0.339104563 GRAMD2 15 Island Body 72489609 Intragenic 
cg19063061 4.65E-09 2.25E-07 0.708307413 -2.455482504 

 
0.618247859 0.198781694 SLC17A7 19 Island Body 49935893 Intragenic 

cg08092105 4.66E-09 2.25E-07 -1.535586975 -4.059528276 
 

0.310722439 0.067417695 NDRG4 16 Island Body 58535384 Intragenic 
cg12389545 4.68E-09 2.26E-07 -1.407141999 -3.448651195 

 
0.326620891 0.08455943 PDE2A 11 Island TSS200, Body 72353604 Intragenic 
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cg17872261 4.71E-09 2.27E-07 0.2260422 -1.668118711 
 

0.538545004 0.253044356 GUSBP5 4 Island Body 144480946 Intragenic 
cg09523819 4.72E-09 2.27E-07 -0.661354918 -2.307637656 

 
0.389887881 0.181903731 HBM 16 S_Shore 3'UTR 216757 Intragenic 

cg08148660 4.72E-09 2.27E-07 -1.689876732 -3.299653611 
 

0.269061357 0.09441443 NA 15 N_Shore Body 69323934 Intragenic 
cg10240853 4.74E-09 2.28E-07 -0.374343783 -2.515480246 

 
0.443789997 0.16839671 MOSPD3 7 Island Body, 1stExon 100210548 Intragenic 

cg23886747 4.79E-09 2.31E-07 0.585947899 -2.099913021 
 

0.591788699 0.224164397 ADAMTS8 11 N_Shore Body 130297197 Intragenic 
cg12856760 4.80E-09 2.31E-07 1.001384552 4.972786111 

 
0.579912939 0.944679743 TBC1D16 17 NA Body 77976092 Intragenic 

cg03035661 4.81E-09 2.31E-07 -1.303335503 -5.551634638 
 

0.383229037 0.042107832 NRXN2 11 Island Body 64409932 Intragenic 
cg23020486 4.87E-09 2.34E-07 0.021498911 -5.61918937 

 
0.503128127 0.085149204 EDARADD 1 Island 5'UTR, 1stExon, Body 236558874 Intragenic 

cg24115264 4.87E-09 2.34E-07 0.448708187 -2.537575309 
 

0.568849152 0.186616653 TNFSF11 13 Island Body, 5'UTR 43149043 Intragenic 
cg13749815 4.88E-09 2.34E-07 -0.459234295 -2.763895134 

 
0.437209071 0.147034957 ISL2 15 Island Body 76632420 Intragenic 

cg14889643 4.88E-09 2.34E-07 -1.379421317 -4.536163405 
 

0.354232828 0.057288244 BCL2 18 Island Body 60985636 Intragenic 
cg06085877 4.90E-09 2.35E-07 0.449325527 -3.045746532 

 
0.574085462 0.170917165 CCK 3 Island Body 42304966 Intragenic 

cg12018098 4.95E-09 2.38E-07 0.417190392 -2.310413648 
 

0.577152157 0.197228169 SPRED3 19 Island Body 38885481 Intragenic 
cg26642510 4.97E-09 2.38E-07 -1.854073893 -4.316445592 

 
0.260565037 0.055546571 TUBB4A 19 N_Shore Body 6501778 Intragenic 

cg26539941 5.00E-09 2.40E-07 -1.775339793 -5.538381822 
 

0.338448563 0.034309422 SPEG 2 N_Shore Body 220306470 Intragenic 
cg03354113 5.06E-09 2.42E-07 -0.412888972 -3.756628936 

 
0.489166356 0.090534333 KCNMA1 10 Island Body 79396793 Intragenic 

cg20620147 5.08E-09 2.43E-07 -2.022204461 -4.354934529 
 

0.264311885 0.048878418 KCNK15 20 Island Body 43374879 Intragenic 
cg16063747 5.08E-09 2.43E-07 -0.781652671 -3.373141047 

 
0.374146655 0.119724293 EMX2OS 10 Island Body 119294173 Intragenic 

cg13768737 5.08E-09 2.43E-07 -2.233180819 -5.512107046 
 

0.267920387 0.029543338 PSTPIP2 18 Island Body 43651835 Intragenic 
cg07362341 5.10E-09 2.44E-07 0.218078531 -2.612275969 

 
0.530156144 0.176480925 EPHA7 6 Island Body 94127983 Intragenic 

cg19188881 5.11E-09 2.45E-07 0.089136091 -2.913591952 
 

0.531301102 0.15587678 NA 17 Island Body, TSS1500 40912968 Intragenic 
cg00260634 5.14E-09 2.46E-07 -1.465346997 -3.777153698 

 
0.278156485 0.090964612 FEV 2 N_Shore Body 219847233 Intragenic 

cg18221021 5.15E-09 2.46E-07 0.448714944 -2.010374488 
 

0.56868369 0.22626244 DLG2 11 NA Body 84432312 Intragenic 
cg15889391 5.15E-09 2.46E-07 0.677966059 -2.249773272 

 
0.602670495 0.217520171 PAX3 2 N_Shore Body 223155306 Intragenic 

cg27544000 5.16E-09 2.46E-07 -2.418324581 -4.605219117 
 

0.205860983 0.043700565 ESPNP 1 Island Body 17034075 Intragenic 
cg18031850 5.18E-09 2.47E-07 0.14768983 -2.185709034 

 
0.533980074 0.204982367 SLC7A10 19 Island Body 33716452 Intragenic 

cg17795158 5.18E-09 2.47E-07 1.284509358 -1.410170363 
 

0.696428951 0.303581546 HMX2 10 Island Body 124908427 Intragenic 
cg13442428 5.19E-09 2.47E-07 -0.816741247 -4.429451566 

 
0.398389982 0.087077016 USP2 11 Island 1stExon, 5'UTR, Body 119234736 Intragenic 

cg22488970 5.20E-09 2.48E-07 -1.089140201 -4.41275737 
 

0.408155618 0.057643573 CAMTA1 1 N_Shore Body 7763908 Intragenic 
cg15835232 5.21E-09 2.48E-07 0.524712528 -2.718964953 

 
0.58000374 0.182709366 HLF 17 S_Shore Body 53343075 Intragenic 

cg05301866 5.22E-09 2.48E-07 0.053084149 -1.827508424 
 

0.508060729 0.234011238 TBR1 2 Island Body 162279964 Intragenic 
cg01860763 5.22E-09 2.48E-07 0.40539905 2.125154217 

 
0.567784093 0.803501729 LINC00340 6 NA Body 21781118 Intragenic 

cg14052593 5.22E-09 2.48E-07 -3.19515159 -5.273186089 
 

0.101885845 0.031187299 BMS1P4 10 Island Body 75490264 Intragenic 
cg27136740 5.25E-09 2.50E-07 -1.431139119 -3.250626689 

 
0.293205148 0.102641809 DLX2 2 Island Body 172965837 Intragenic 

cg08845333 5.28E-09 2.51E-07 -1.082421027 -3.670928145 
 

0.378259053 0.081393286 ICAM5 19 Island Body 10403403 Intragenic 
cg10590857 5.30E-09 2.52E-07 0.749855372 -2.198362659 

 
0.615667164 0.222127018 ADCY2 5 Island Body 7397021 Intragenic 

cg17512353 5.36E-09 2.55E-07 0.711032133 -3.554172689 
 

0.618637518 0.153289873 HLA-L 6 Island Body 30227802 Intragenic 
cg11319389 5.38E-09 2.55E-07 1.100092871 -1.647682797 

 
0.662235707 0.267672629 TOX2 20 Island TSS200, Body 42544648 Intragenic 

cg05452524 5.41E-09 2.57E-07 0.62726377 -3.808520739 
 

0.598765134 0.145476631 HLF 17 Island Body 53343029 Intragenic 
cg10128164 5.44E-09 2.58E-07 -0.832894159 -3.500516082 

 
0.380412738 0.10633193 COCH 14 Island Body 31344535 Intragenic 

cg21563078 5.46E-09 2.59E-07 -1.860689066 -4.239287366 
 

0.250025846 0.063751709 MAGI2 7 N_Shore Body 79081455 Intragenic 
cg23272632 5.50E-09 2.61E-07 0.949675077 -2.650821244 

 
0.647028541 0.20066682 NGB 14 Island Body 77737146 Intragenic 

cg22235012 5.51E-09 2.61E-07 -2.827249908 -6.576849089 
 

0.224444493 0.013709382 DPYD 1 Island Body 98386435 Intragenic 
cg15700165 5.53E-09 2.62E-07 0.717725543 -2.361797824 

 
0.611957936 0.210457143 PRDM12 9 Island Body 133541178 Intragenic 

cg10713773 5.53E-09 2.62E-07 -3.012798831 -7.008594882 
 

0.225311819 0.011208903 FAM124A 13 Island Body 51796714 Intragenic 
cg08406102 5.53E-09 2.62E-07 -1.522076131 -4.376094484 

 
0.301553703 0.065952874 EMX2OS 10 N_Shore Body 119292130 Intragenic 

cg26158950 5.56E-09 2.63E-07 -0.949034175 -3.053361762 
 

0.364566897 0.121685621 LINC00340 6 S_Shore Body 21667166 Intragenic 
cg03427905 5.60E-09 2.64E-07 -0.845751665 -3.571225324 

 
0.391136069 0.094303657 ADAMTS9 3 Island Body 64671378 Intragenic 

cg26548653 5.63E-09 2.66E-07 -0.256858431 -3.143303396 
 

0.493146752 0.121493687 NA 19 Island TSS1500, 3'UTR 42829042 Intragenic 
cg16405166 5.64E-09 2.66E-07 -1.681781966 -3.715870347 

 
0.282240145 0.074905741 COL4A2 13 S_Shore Body 110961330 Intragenic 

cg11992351 5.65E-09 2.67E-07 -1.661822437 -5.699294414 
 

0.333793679 0.038752967 TRPV3 17 Island Body 3439042 Intragenic 
cg05478779 5.66E-09 2.67E-07 0.019344021 -2.269710334 

 
0.522999323 0.189469886 CRABP1 15 Island Body 78633437 Intragenic 

cg24278138 5.69E-09 2.68E-07 0.026557159 -3.021496911 
 

0.504033137 0.158065005 XKR6 8 N_Shore Body 10873155 Intragenic 
cg04318855 5.71E-09 2.69E-07 -0.722494058 -4.040697901 

 
0.432705036 0.082811542 DOCK10 2 N_Shore Body 225906085 Intragenic 

cg16585682 5.73E-09 2.70E-07 0.279548125 -2.865495309 
 

0.544732152 0.173318425 SCGB3A1 5 Island Body 180017623 Intragenic 
cg19123296 5.74E-09 2.70E-07 0.661093692 -2.476911049 

 
0.603070802 0.202553566 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277741 Intragenic 
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cg07132633 5.78E-09 2.72E-07 -3.064528172 -7.014676588 
 

0.227947647 0.009879663 LMO2 11 Island 1stExon, 5'UTR, Body 33891203 Intragenic 
cg23061046 5.80E-09 2.73E-07 -0.153121652 -2.11238327 

 
0.478252553 0.197331594 LINC00085 19 N_Shore Body 52206224 Intragenic 

cg16502595 5.90E-09 2.78E-07 -0.8383755 -3.957184604 
 

0.39455164 0.082840094 POU6F2 7 Island Body 39453704 Intragenic 
cg18292434 5.91E-09 2.78E-07 1.056761383 -0.990115753 

 
0.6634499 0.344352373 ZIC4 3 N_Shore Body 147112541 Intragenic 

cg02655739 5.94E-09 2.79E-07 0.172714091 -4.38674126 
 

0.521742532 0.11386445 LINC00461 5 Island Body 87956517 Intragenic 
cg14625631 5.95E-09 2.80E-07 0.143509569 -2.630448742 

 
0.52136035 0.177531604 SDC2 8 Island Body 97507079 Intragenic 

cg14573897 5.96E-09 2.80E-07 0.234511485 -1.724105364 
 

0.526428914 0.239108037 ZNF93 19 S_Shore Body 20012331 Intragenic 
cg22256433 5.98E-09 2.81E-07 0.300269735 -2.317692001 

 
0.555520292 0.201382773 ALOX15B 17 NA Body 7942743 Intragenic 

cg22356527 5.98E-09 2.81E-07 -0.680416671 -2.896350978 
 

0.402249597 0.135812632 AHRR 5 Island Body 374425 Intragenic 
cg19925653 5.99E-09 2.81E-07 -1.475162606 -3.504595202 

 
0.314890402 0.082455837 FAM124A 13 Island Body 51796887 Intragenic 

cg03735013 6.01E-09 2.82E-07 -1.011941896 -4.442726455 
 

0.379643027 0.080866597 NA 11 Island TSS200, Body 61582769 Intragenic 
cg04139465 6.01E-09 2.82E-07 2.27918777 -0.405515325 

 
0.806369845 0.443518259 LRRC4B 19 Island 3'UTR 51020297 Intragenic 

cg00121640 6.09E-09 2.85E-07 -1.950687905 -4.015453111 
 

0.223038097 0.071921659 ASTN2 9 Island Body 120176515 Intragenic 
cg24252925 6.11E-09 2.86E-07 0.611116263 -3.082946417 

 
0.595089461 0.171330295 ATRNL1 10 Island Body 116854028 Intragenic 

cg20700460 6.12E-09 2.86E-07 -1.18377815 -3.231088194 
 

0.336308057 0.106529282 CAMTA1 1 NA Body 7130299 Intragenic 
cg01612476 6.13E-09 2.87E-07 -0.51045471 -2.895187604 

 
0.426078518 0.139863611 MIAT 22 S_Shore Body 27053880 Intragenic 

cg25231972 6.14E-09 2.87E-07 -2.345292357 -3.374460274 
 

0.174814181 0.089557014 NA 10 Island Body, TSS200, 1stExon, 5'UTR 31608136 Intragenic 
cg11915650 6.15E-09 2.87E-07 0.482311679 -2.098778663 

 
0.57490208 0.224294747 NA 11 Island Body, TSS1500, 5'UTR 2161009 Intragenic 

cg04836221 6.17E-09 2.88E-07 -0.325453904 -3.851179745 
 

0.450018003 0.111764404 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277852 Intragenic 
cg12517394 6.19E-09 2.89E-07 -0.575693744 -4.424265743 

 
0.45381664 0.088196157 NA 11 Island TSS200, Body 61582795 Intragenic 

cg11175192 6.21E-09 2.90E-07 0.469353261 -1.791631175 
 

0.577460829 0.247195857 WNT6 2 Island Body 219724918 Intragenic 
cg05515792 6.25E-09 2.91E-07 -1.583711847 -4.793980919 

 
0.305648629 0.049613911 PROK2 3 N_Shore Body 71833689 Intragenic 

cg27586487 6.25E-09 2.92E-07 -0.1543747 -2.500743235 
 

0.475370299 0.179095316 NA 10 S_Shore Body, TSS1500 79687289 Intragenic 
cg01297756 6.26E-09 2.92E-07 -0.469958883 -2.168729884 

 
0.428109734 0.189378752 CLYBL 13 Island 3'UTR 100548415 Intragenic 

cg26964907 6.27E-09 2.92E-07 -0.493989871 -2.893861075 
 

0.419526034 0.14533953 VGLL2 6 S_Shore Body 117592358 Intragenic 
cg20189467 6.28E-09 2.92E-07 1.167305813 0.234226861 

 
0.68472753 0.540029494 CCDC144A 17 NA Body 16649246 Intragenic 

cg01269597 6.28E-09 2.92E-07 -1.199151551 -4.030445662 
 

0.372028855 0.066217635 SP9 2 Island Body 175200286 Intragenic 
cg13996426 6.31E-09 2.94E-07 -2.027700305 -4.144046251 

 
0.239035617 0.060262262 NA 3 Island 5'UTR, 1stExon, Body 49756904 Intragenic 

cg24202485 6.35E-09 2.95E-07 -0.431459259 -3.360899829 
 

0.461878737 0.112036876 NKD2 5 Island Body 1009457 Intragenic 
cg16896326 6.36E-09 2.96E-07 -0.553891483 -3.378740584 

 
0.421079097 0.122097059 AHRR 5 Island Body 322134 Intragenic 

cg06759265 6.38E-09 2.97E-07 1.19805464 0.045640656 
 

0.686092662 0.507550233 DLGAP3 1 Island Body 35351793 Intragenic 
cg19001021 6.48E-09 3.01E-07 -2.56830804 -5.188684189 

 
0.201249638 0.035718294 C10orf140 10 Island Body 21805402 Intragenic 

cg23437216 6.53E-09 3.03E-07 -0.820076751 0.575708242 
 

0.369102025 0.594532999 LMBR1L 12 S_Shelf Body 49491879 Intragenic 
cg11414921 6.53E-09 3.03E-07 0.426725783 -1.752706174 

 
0.568254954 0.251765386 NA 22 Island 3'UTR 19712034 Intragenic 

cg10394832 6.56E-09 3.04E-07 -0.255285354 -2.084934953 
 

0.468098553 0.202694078 C1orf88 1 Island Body 111889533 Intragenic 
cg04164190 6.57E-09 3.04E-07 -1.080422578 -4.063801103 

 
0.358168561 0.078023329 HS3ST3B1 17 Island Body 14205456 Intragenic 

cg09677243 6.60E-09 3.06E-07 -1.918904542 -5.309960677 
 

0.276792703 0.035239738 ASIC2 17 Island 1stExon, 5'UTR, Body 31619231 Intragenic 
cg27226043 6.61E-09 3.06E-07 0.743694516 -1.885497147 

 
0.619357647 0.24994062 NA 11 Island Body, TSS1500 1770394 Intragenic 

cg04489069 6.63E-09 3.07E-07 -1.139236543 -4.133490493 
 

0.333865304 0.084206532 UST 6 S_Shore Body 149069824 Intragenic 
cg17549100 6.65E-09 3.08E-07 -0.236177206 -2.467256582 

 
0.476815808 0.171109342 EPHA3 3 Island Body 89163702 Intragenic 

cg20154143 6.68E-09 3.09E-07 -1.501185303 -3.87187508 
 

0.316056487 0.072055487 PRDM16 1 NA Body 3087709 Intragenic 
cg16321048 6.68E-09 3.09E-07 -0.837645473 -3.414885726 

 
0.383236512 0.10560536 KIF26A 14 Island Body 104605295 Intragenic 

cg06844012 6.71E-09 3.10E-07 0.456476426 -3.113374228 
 

0.575277592 0.164236841 C3orf80 3 Island 3'UTR, 1stExon 159944430 Intragenic 
cg04833034 6.72E-09 3.11E-07 -0.13251736 -1.845764329 

 
0.483965116 0.230216282 DPYSL3 5 N_Shore Body 146832182 Intragenic 

cg21205139 6.73E-09 3.11E-07 1.293128034 -1.028804783 
 

0.696963866 0.346211724 GUCY1B3 4 S_Shore Body 156681475 Intragenic 
cg24870774 6.73E-09 3.11E-07 -0.525139116 -4.079527948 

 
0.451252012 0.096881229 NA 11 Island TSS1500, Body 61583342 Intragenic 

cg11806672 6.79E-09 3.14E-07 -0.090663197 -2.770530542 
 

0.484950484 0.159756952 POU4F1 13 Island Body 79176608 Intragenic 
cg22159514 6.91E-09 3.19E-07 1.012517423 -2.015955881 

 
0.650371586 0.241628446 ELAVL3 19 Island Body 11591185 Intragenic 

cg14386870 6.95E-09 3.20E-07 0.016269735 1.607758405 
 

0.502544064 0.741098167 NA 16 N_Shore TSS1500, TSS200, Body 2013110 Intragenic 
cg14860499 6.95E-09 3.21E-07 -1.991771294 -4.081816873 

 
0.229232076 0.066844098 IGSF21 1 Island Body 18435897 Intragenic 

cg16567175 6.97E-09 3.21E-07 -0.450238762 -3.822651918 
 

0.434411746 0.110014703 PSTPIP2 18 Island Body 43608493 Intragenic 
cg09642670 7.02E-09 3.23E-07 -3.087137893 -5.743850733 

 
0.165301836 0.021068544 ZNF831 20 Island Body 57797377 Intragenic 

cg00078334 7.02E-09 3.23E-07 -0.947677319 -2.86259204 
 

0.352002478 0.137025001 MMP2 16 S_Shore Body 55513961 Intragenic 
cg13470341 7.05E-09 3.24E-07 -0.590572728 -4.603013544 

 
0.403702788 0.087820224 DMRT3 9 Island Body 977490 Intragenic 

cg00400183 7.07E-09 3.25E-07 -0.963251445 -3.62084075 
 

0.384163532 0.094234263 NA 19 Island 3'UTR, TSS200 50194224 Intragenic 
cg09698655 7.09E-09 3.26E-07 -2.618063366 -5.755068004 

 
0.255212231 0.019341748 AP3B2 15 Island Body 83378321 Intragenic 
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cg15873959 7.10E-09 3.26E-07 -3.261667437 -5.681612588 
 

0.118708536 0.026943565 TCEA2 20 Island Body, 5'UTR 62694841 Intragenic 
cg09318508 7.10E-09 3.26E-07 -2.296640007 -4.200541873 

 
0.218201675 0.052483359 DYSF 2 Island TSS200, Body 71693785 Intragenic 

cg21099488 7.11E-09 3.26E-07 -1.86259856 -4.388927077 
 

0.28004283 0.052863103 PELI2 14 Island Body 56585486 Intragenic 
cg01898661 7.12E-09 3.27E-07 -0.184992869 -3.611928227 

 
0.514976965 0.103140321 LOC100130015 16 NA TSS200, Body 90114063 Intragenic 

cg04661674 7.26E-09 3.33E-07 -0.727375059 -3.627364108 
 

0.416750457 0.096616395 GABBR1 6 S_Shore TSS1500, Body 29596874 Intragenic 
cg10155205 7.28E-09 3.34E-07 0.649103758 -2.39111523 

 
0.598855395 0.209372134 NKX1-2 10 Island Body 126137517 Intragenic 

cg04219946 7.29E-09 3.34E-07 -1.796174267 -4.096546637 
 

0.260346348 0.066802335 ABCB4 7 Island Body 87104724 Intragenic 
cg12373208 7.29E-09 3.34E-07 -1.807811227 -4.239987972 

 
0.270910343 0.062592968 TMEM101 17 Island Body 42091713 Intragenic 

cg09421347 7.35E-09 3.37E-07 -0.957751867 -4.336123109 
 

0.392126838 0.075973347 MSRB3 12 Island 5'UTR, Body 65673222 Intragenic 
cg16117910 7.42E-09 3.40E-07 -2.009350411 -5.135352056 

 
0.310511915 0.02971537 NA 2 Island TSS1500, Body 109745648 Intragenic 

cg08509172 7.43E-09 3.40E-07 -0.353395107 -2.922277202 
 

0.45652075 0.146360398 TM6SF2 19 Island Body 19383838 Intragenic 
cg17602451 7.44E-09 3.40E-07 -0.936504694 -3.865423978 

 
0.400340507 0.083068452 BCL2 18 Island Body 60985645 Intragenic 

cg07641497 7.45E-09 3.41E-07 -0.305459077 2.537802783 
 

0.442655287 0.819440933 NA 22 N_Shelf Body, TSS1500 33195343 Intragenic 
cg16809460 7.46E-09 3.41E-07 0.56731951 -2.488760086 

 
0.592371436 0.202364662 DMRTA2 1 Island Body 50885369 Intragenic 

cg14306734 7.46E-09 3.41E-07 0.561145088 -2.543772914 
 

0.590215857 0.198273347 CELF4 18 Island Body 34833938 Intragenic 
cg14537886 7.47E-09 3.41E-07 -0.325303542 -3.212698078 

 
0.469484327 0.127301812 ANK1 8 Island 3'UTR 41511582 Intragenic 

cg27300494 7.48E-09 3.41E-07 -1.875680795 -4.953918689 
 

0.273436299 0.044063031 RBFOX3 17 Island Body 77093531 Intragenic 
cg16349876 7.50E-09 3.42E-07 -1.057648486 -3.553091458 

 
0.348792891 0.099567863 FLJ26850 19 Island Body 50554013 Intragenic 

cg02611085 7.61E-09 3.47E-07 -0.18070808 -1.917150025 
 

0.472366265 0.223133573 KCP 7 Island Body 128550410 Intragenic 
cg04105282 7.71E-09 3.51E-07 0.287961034 -3.020890137 

 
0.54686944 0.166159554 CRTAC1 10 Island Body 99790170 Intragenic 

cg12783776 7.71E-09 3.52E-07 0.376602447 -1.736153766 
 

0.559701345 0.253971065 SERPING1 11 NA Body 57365948 Intragenic 
cg23956119 7.71E-09 3.52E-07 -2.557161315 -4.200657418 

 
0.174223848 0.054037015 WNT9A 1 Island Body 228135123 Intragenic 

cg14231871 7.72E-09 3.52E-07 -0.565492093 -3.793453242 
 

0.451639008 0.097980446 MARK1 1 Island Body 220702321 Intragenic 
cg06427514 7.73E-09 3.52E-07 -0.870348837 -3.51937842 

 
0.401130176 0.093668639 KCNH4 17 Island Body 40332731 Intragenic 

cg03706954 7.75E-09 3.53E-07 0.432380003 -2.583692 
 

0.568466133 0.187286001 TNFSF11 13 Island Body, 5'UTR 43148769 Intragenic 
cg01043119 7.76E-09 3.53E-07 1.183909357 -2.145918089 

 
0.675915537 0.23486175 SLC18A2 10 Island Body 119001529 Intragenic 

cg16322478 7.78E-09 3.54E-07 0.270135614 2.522070028 
 

0.545839283 0.830461007 GPR126 6 NA Body 142698737 Intragenic 
cg05861708 7.78E-09 3.54E-07 -1.267479172 -4.398431559 

 
0.359751199 0.057782716 NA 6 N_Shore Body, TSS200 166400871 Intragenic 

cg02422426 7.85E-09 3.57E-07 -0.102909636 -4.216816003 
 

0.514827938 0.097052476 ODZ3 4 Island Body 183370059 Intragenic 
cg18852567 7.86E-09 3.57E-07 1.228222092 -1.742171458 

 
0.683719187 0.270466398 DLGAP3 1 Island Body 35351627 Intragenic 

cg23461870 7.90E-09 3.59E-07 -1.257250627 -2.875238993 
 

0.317613404 0.126226864 DLX2 2 Island Body 172966642 Intragenic 
cg27094076 7.96E-09 3.62E-07 -1.025642124 -3.058858886 

 
0.34649304 0.124349604 ZPBP 7 N_Shore Body 50132541 Intragenic 

cg12167167 7.99E-09 3.63E-07 -1.602695047 -3.806930787 
 

0.300852128 0.07129794 NA 6 N_Shore Body 166401051 Intragenic 
cg00400614 8.00E-09 3.63E-07 -1.019412536 -3.44073982 

 
0.372305994 0.093342327 LOC285954 7 Island Body 41745354 Intragenic 

cg10821115 8.01E-09 3.63E-07 -1.349468641 -5.176002937 
 

0.383572912 0.043385678 ADAMTS19 5 Island Body 128797013 Intragenic 
cg19773855 8.02E-09 3.63E-07 -0.176545592 -3.088064979 

 
0.484504926 0.140262338 STC2 5 Island Body 172754417 Intragenic 

cg06522288 8.04E-09 3.64E-07 -0.687089673 -2.853198123 
 

0.386495133 0.146118264 LOC100192378 8 N_Shelf Body 77586439 Intragenic 
cg16761549 8.04E-09 3.64E-07 -2.518725969 -6.765305978 

 
0.282396212 0.017044548 TMEM170B 6 Island Body 11538646 Intragenic 

cg21175976 8.06E-09 3.65E-07 0.741149838 -1.557378629 
 

0.620744703 0.269721434 BLK 8 Island Body 11421337 Intragenic 
cg05932005 8.07E-09 3.65E-07 0.750283552 -0.397220479 

 
0.623286942 0.433746033 LOC440896 9 NA Body 69180819 Intragenic 

cg18061259 8.08E-09 3.65E-07 -0.071377554 -4.083478894 
 

0.518552955 0.107759195 RFX4 12 Island Body 106977641 Intragenic 
cg15654121 8.14E-09 3.68E-07 1.431734667 -2.429629346 

 
0.709196601 0.222752943 CSMD2 1 Island Body 34630944 Intragenic 

cg24714313 8.17E-09 3.69E-07 0.190813314 -2.372465655 
 

0.531353087 0.198153344 IMPG1 6 NA Body 76645008 Intragenic 
cg01645113 8.17E-09 3.69E-07 -2.394098498 -4.892094539 

 
0.229087758 0.034740798 SCHIP1 3 Island Body 159482413 Intragenic 

cg18091435 8.19E-09 3.70E-07 -0.727686511 -2.733382397 
 

0.39367914 0.14730908 ST8SIA4 5 N_Shore Body 100237279 Intragenic 
cg15793329 8.25E-09 3.72E-07 1.601665354 -0.222557578 

 
0.740631362 0.463379537 TNXB 6 Island Body 32064749 Intragenic 

cg21032150 8.26E-09 3.73E-07 -2.321956773 -3.755814534 
 

0.185284353 0.072744921 COMMD7 20 N_Shore Body 31330843 Intragenic 
cg04366011 8.26E-09 3.73E-07 -1.78791585 -4.312188544 

 
0.271197404 0.05754715 ADAMTS9 3 Island Body 64671477 Intragenic 

cg19508437 8.29E-09 3.74E-07 -0.277331515 -3.716406046 
 

0.453615994 0.119754108 NBEA 13 NA Body 35517410 Intragenic 
cg16371230 8.30E-09 3.74E-07 1.657179435 3.525115804 

 
0.735920603 0.91042426 RASSF6 4 NA Body 74455091 Intragenic 

cg14425564 8.30E-09 3.74E-07 -0.185308754 -2.643937786 
 

0.486956587 0.15872959 LHX2 9 NA Body 126794772 Intragenic 
cg06263843 8.35E-09 3.76E-07 -1.093339006 -2.943014029 

 
0.343547094 0.12399382 CPEB1 15 NA 5'UTR, 1stExon, Body 83240550 Intragenic 

cg19762657 8.37E-09 3.76E-07 -0.089214541 -2.461371017 
 

0.489868061 0.177786427 MAL 2 S_Shore Body 95692524 Intragenic 
cg04804618 8.38E-09 3.77E-07 0.644785016 -2.582533556 

 
0.598824315 0.197139761 EBF3 10 Island Body 131761386 Intragenic 

cg11712506 8.41E-09 3.78E-07 -0.771981208 -2.961833485 
 

0.376934798 0.135748904 KCNN2 5 S_Shore Body 113699683 Intragenic 
cg00160027 8.45E-09 3.80E-07 1.028843604 2.38503654 

 
0.666944309 0.829212528 ZNF423 16 NA Body 49583602 Intragenic 
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cg11213383 8.48E-09 3.81E-07 1.238264978 -1.790457073 
 

0.687150532 0.267773524 SH3GL2 9 Island Body 17579734 Intragenic 
cg00112685 8.49E-09 3.81E-07 1.422377232 -0.904748767 

 
0.703580788 0.363890518 ELAVL3 19 Island Body 11591190 Intragenic 

cg09284708 8.51E-09 3.82E-07 0.064490727 -2.43956101 
 

0.51611872 0.187245241 MOCS1 6 Island Body 39901897 Intragenic 
cg13357393 8.65E-09 3.88E-07 0.211813678 -2.085027699 

 
0.531687412 0.217078205 HOXC9 12 Island Body 54394540 Intragenic 

cg24740531 8.66E-09 3.88E-07 -1.553897012 -6.320649715 
 

0.375926596 0.039033528 BCL2 18 Island Body 60985732 Intragenic 
cg05404309 8.67E-09 3.89E-07 -0.052298622 -4.167122607 

 
0.492684563 0.110150565 GRID1 10 Island Body 88125377 Intragenic 

cg20341758 8.73E-09 3.91E-07 2.231303523 0.184614621 
 

0.808788339 0.529743434 CH25H 10 N_Shore 3'UTR, 1stExon 90966221 Intragenic 
cg13085980 8.80E-09 3.94E-07 -1.592020677 -3.490850725 

 
0.275221898 0.09156244 PLXNC1 12 S_Shore Body 94544425 Intragenic 

cg26439963 8.82E-09 3.95E-07 -2.018113801 -5.109750144 
 

0.303398634 0.030969595 PAX2 10 Island 3'UTR, Body 102587110 Intragenic 
cg17360650 8.82E-09 3.95E-07 -2.428437689 -4.565660391 

 
0.204970124 0.044662168 NA 5 Island Body, TSS1500 172386894 Intragenic 

cg08037440 8.83E-09 3.95E-07 0.336098306 -3.500554231 
 

0.546875669 0.14472768 WNT3A 1 Island Body 228195083 Intragenic 
cg11325970 8.92E-09 3.99E-07 -0.064288675 -2.665972805 

 
0.489107349 0.175188228 LINC00461 5 N_Shore Body 87979642 Intragenic 

cg19700260 8.93E-09 3.99E-07 -2.646812533 -4.560165606 
 

0.156509373 0.05013308 COL4A2 13 S_Shore Body 110961163 Intragenic 
cg18685243 8.98E-09 4.01E-07 -0.340461079 -3.613709025 

 
0.459471792 0.117991099 SLC26A10 12 Island Body 58015069 Intragenic 

cg05127440 8.99E-09 4.02E-07 -2.234915382 -4.547621245 
 

0.239671499 0.042998889 C1orf95 1 S_Shore Body 226737766 Intragenic 
cg21540810 9.00E-09 4.02E-07 -1.538030783 -4.223488706 

 
0.326628868 0.061034338 ZNF83 19 Island Body, 5'UTR 53141372 Intragenic 

cg00927495 9.02E-09 4.02E-07 -0.045362758 -2.249342804 
 

0.490249974 0.199056976 BARX1 9 Island Body 96715687 Intragenic 
cg07590529 9.02E-09 4.02E-07 0.898904018 -0.946488374 

 
0.640936256 0.349167122 TBX18 6 N_Shore Body 85471973 Intragenic 

cg07466622 9.06E-09 4.04E-07 -0.222123597 -2.813983829 
 

0.477572497 0.135945532 PHACTR1 6 N_Shore Body 13014491 Intragenic 
cg20548888 9.07E-09 4.04E-07 0.947236826 -1.790185741 

 
0.643947475 0.25691126 SFTA3 14 Island Body 36974929 Intragenic 

cg10691259 9.09E-09 4.05E-07 -3.035329074 -4.796468002 
 

0.118343797 0.041398001 TRNAU1AP 1 S_Shore Body 28879858 Intragenic 
cg26599006 9.11E-09 4.06E-07 0.145850615 -2.678134205 

 
0.522619775 0.180855803 GSC2 22 Island Body 19137371 Intragenic 

cg26137940 9.13E-09 4.06E-07 0.134835089 -2.444359945 
 

0.523007304 0.190262321 EBF3 10 Island Body 131761302 Intragenic 
cg03129384 9.14E-09 4.07E-07 0.802662543 -1.98416582 

 
0.627534201 0.239612444 NA 10 Island TSS1500, Body 128994644 Intragenic 

cg06862374 9.15E-09 4.07E-07 0.316275467 -3.091899227 
 

0.543607737 0.159716692 WNT6 2 Island Body 219736549 Intragenic 
cg04421971 9.23E-09 4.10E-07 -0.279589198 -2.937096272 

 
0.453788871 0.151892903 EMX2OS 10 N_Shore Body 119293341 Intragenic 

cg07577668 9.27E-09 4.12E-07 -1.563647216 -3.33124323 
 

0.292425699 0.092809171 FAM189A1 15 NA Body 29432172 Intragenic 
cg23739335 9.29E-09 4.13E-07 -1.286270858 -5.369705852 

 
0.361539525 0.051420754 CCDC85A 2 Island Body 56412361 Intragenic 

cg05786840 9.29E-09 4.13E-07 -0.035446254 -2.283117562 
 

0.494266476 0.194282201 WNT3A 1 Island Body 228195377 Intragenic 
cg05991743 9.42E-09 4.19E-07 0.395480187 -2.811456128 

 
0.578591255 0.166236927 CCDC85A 2 Island Body 56412380 Intragenic 

cg14488905 9.45E-09 4.19E-07 0.872524188 -2.351982528 
 

0.633769214 0.213923631 NRG1 8 Island Body 32406789 Intragenic 
cg06374075 9.46E-09 4.20E-07 -1.212892797 -3.834002111 

 
0.35031232 0.081358586 ADAM11 17 Island Body 42836931 Intragenic 

cg05476483 9.47E-09 4.20E-07 -0.281362391 -3.409535697 
 

0.481157582 0.114081264 B3GNT6 11 Island Body 76750693 Intragenic 
cg06830450 9.47E-09 4.20E-07 1.545467061 -0.85353986 

 
0.724428341 0.371512013 NA 12 Island Body 58121004 Intragenic 

cg21826815 9.53E-09 4.23E-07 -3.49984245 -7.280717476 
 

0.177080474 0.009231387 HRK 12 Island 1stExon, 3'UTR 117318832 Intragenic 
cg02954212 9.64E-09 4.27E-07 0.666142561 -2.271667385 

 
0.607356915 0.221795699 NA 16 Island TSS1500, Body 56226350 Intragenic 

cg02079831 9.72E-09 4.30E-07 0.556001825 -1.81577691 
 

0.590142761 0.246391318 SLC26A10 12 Island Body 58014709 Intragenic 
cg26087678 9.82E-09 4.35E-07 -2.188861296 -4.164817381 

 
0.232618999 0.053622409 RORA 15 Island Body 60884119 Intragenic 

cg19777470 9.87E-09 4.37E-07 0.302190243 -2.200963493 
 

0.563744854 0.202545952 CRABP1 15 Island Body 78633455 Intragenic 
cg10286969 9.89E-09 4.37E-07 1.323874561 -1.226389165 

 
0.703546683 0.329211663 PRSS27 16 Island Body 2765843 Intragenic 

cg20776240 9.95E-09 4.40E-07 -2.107534113 -6.480487393 
 

0.287834686 0.029468423 ADAMTS19 5 Island Body 128797307 Intragenic 
cg20051033 9.97E-09 4.41E-07 -1.608779923 -3.97913684 

 
0.308929651 0.064597545 CPNE9 3 Island Body 9746059 Intragenic 

cg00678890 9.99E-09 4.41E-07 0.372034272 -2.180054672 
 

0.56394702 0.210242633 SLC12A5 20 Island Body 44660599 Intragenic 
cg14795968 1.00E-08 4.42E-07 -0.756579716 -3.157868852 

 
0.41197738 0.109149755 ACADL 2 Island Body 211089815 Intragenic 

cg08325845 1.00E-08 4.43E-07 -0.159749912 -3.098649081 
 

0.493174724 0.142017844 NA 6 Island Body 29974886 Intragenic 
cg20691722 1.00E-08 4.43E-07 -0.519107292 -3.427639768 

 
0.417259556 0.121688938 SOX2-OT 3 NA Body 181421427 Intragenic 

cg14629075 1.01E-08 4.44E-07 -0.962931162 -4.957316603 
 

0.404026996 0.070660197 VGLL3 3 Island Body 87039687 Intragenic 
cg15598662 1.01E-08 4.47E-07 -0.436916013 -4.898385119 

 
0.488033012 0.084197652 NA 11 Island TSS200, Body 61582890 Intragenic 

cg05654008 1.01E-08 4.47E-07 -1.310220591 -3.961772909 
 

0.330651999 0.079066744 ITGA9 3 Island Body 37494485 Intragenic 
cg15297724 1.02E-08 4.49E-07 -0.739859311 -2.464648394 

 
0.393532327 0.160966547 SYNPO2L 10 Island Body 75407414 Intragenic 

cg24638326 1.03E-08 4.53E-07 0.085345365 -4.462980223 
 

0.514885608 0.106374192 LRRC71 1 Island Body 156893792 Intragenic 
cg11122256 1.03E-08 4.54E-07 0.790032405 2.011589704 

 
0.626936025 0.795778194 NA 12 NA Body 57588350 Intragenic 

cg04422256 1.04E-08 4.58E-07 0.449583364 -1.820955676 
 

0.570669403 0.244918249 GRID1 10 Island Body 88123169 Intragenic 
cg15590989 1.04E-08 4.58E-07 -0.582400952 -3.457208461 

 
0.406875749 0.122221072 MGC45800 4 Island Body 183062460 Intragenic 

cg08901157 1.04E-08 4.59E-07 -0.280738848 -1.758037657 
 

0.45488319 0.2386913 PRTG 15 N_Shore Body 56033728 Intragenic 
cg22784386 1.05E-08 4.59E-07 0.484581468 -1.980421201 

 
0.580696473 0.225673678 SIM1 6 N_Shore Body 100903817 Intragenic 
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cg22932815 1.05E-08 4.63E-07 0.735528149 -2.826303378 
 

0.612694496 0.182892063 NELL2 12 N_Shore Body, 1stExon, TSS200 45269604 Intragenic 
cg10832304 1.06E-08 4.64E-07 -0.018956615 -4.052359541 

 
0.497258444 0.125373492 DLL3 19 Island Body 39998018 Intragenic 

cg14093886 1.06E-08 4.66E-07 -2.037295754 -4.87500914 
 

0.279039516 0.039507011 LOC285954 7 Island Body 41745179 Intragenic 
cg17880622 1.06E-08 4.67E-07 -2.843784823 -5.582336548 

 
0.187283329 0.024251051 ASXL3 18 NA Body 31158831 Intragenic 

cg00079302 1.06E-08 4.67E-07 -0.19423027 2.473241777 
 

0.470258871 0.809861083 RPS15 19 Island Body 1439985 Intragenic 
cg02430347 1.08E-08 4.73E-07 -0.534886021 -5.553488526 

 
0.464408133 0.070452639 NA 5 Island Body, TSS200 140855547 Intragenic 

cg02835822 1.08E-08 4.75E-07 1.288756544 -1.057603165 
 

0.695104058 0.344562886 NA 11 Island Body, TSS1500, 5'UTR 2161456 Intragenic 
cg21046967 1.08E-08 4.75E-07 -0.495920612 -3.636542543 

 
0.417415846 0.121853433 NEUROD2 17 Island Body 37762455 Intragenic 

cg06059663 1.09E-08 4.78E-07 -1.365013978 -4.136271565 
 

0.360823674 0.059198106 KIF26B 1 Island Body 245319431 Intragenic 
cg16185125 1.09E-08 4.79E-07 -1.916203515 -3.796892531 

 
0.249473095 0.072047144 LOC285954 7 Island Body 41745376 Intragenic 

cg01035261 1.09E-08 4.79E-07 -0.656712566 -3.016346739 
 

0.42234601 0.12200179 CNGB1 16 Island Body 57918095 Intragenic 
cg11100798 1.10E-08 4.81E-07 -2.747598151 -5.033499933 

 
0.183874893 0.03243405 NA 4 Island TSS1500, Body 109088317 Intragenic 

cg13671601 1.10E-08 4.82E-07 1.173791261 -1.157898841 
 

0.673036677 0.330268289 OSBP2 22 Island Body 31218741 Intragenic 
cg00393585 1.11E-08 4.83E-07 0.169968247 -2.364559473 

 
0.524652541 0.199234877 NA 4 Island TSS200, Body 165878091 Intragenic 

cg08586541 1.11E-08 4.85E-07 -0.413947373 -3.881421466 
 

0.431974089 0.110520897 SHANK1 19 Island Body 51198888 Intragenic 
cg07924874 1.11E-08 4.86E-07 0.070089554 -2.5887521 

 
0.510319048 0.182850683 ZSCAN18 19 Island Body, TSS200 58609793 Intragenic 

cg00690280 1.12E-08 4.88E-07 -0.028182749 1.680044906 
 

0.497050108 0.749005505 NA 20 NA Body, 5'UTR 44332733 Intragenic 
cg27545630 1.12E-08 4.88E-07 0.173104543 2.108894899 

 
0.523264956 0.798020642 NA 16 N_Shore Body, TSS1500 2013058 Intragenic 

cg09938511 1.13E-08 4.92E-07 1.101733156 -2.043168612 
 

0.672153957 0.243471779 LOC100192378 8 Island Body 77590322 Intragenic 
cg05053544 1.13E-08 4.93E-07 -0.763745442 -3.01551892 

 
0.395445642 0.127836062 GALR2 17 Island Body 74072448 Intragenic 

cg12009759 1.13E-08 4.94E-07 -0.827456126 -4.28943822 
 

0.389415229 0.081249119 HHIPL1 14 Island Body 100111896 Intragenic 
cg20204986 1.14E-08 4.95E-07 1.724381682 -0.053940328 

 
0.761214251 0.491669351 WT1 11 N_Shore Body 32448067 Intragenic 

cg21652531 1.14E-08 4.95E-07 0.413423079 -1.231847248 
 

0.567255532 0.309392049 NA 7 S_Shore Body 96636192 Intragenic 
cg26534807 1.15E-08 4.99E-07 -1.055353284 -2.680583216 

 
0.337861792 0.146654658 PDE2A 11 N_Shore Body 72301235 Intragenic 

cg08388507 1.15E-08 5.02E-07 -0.778820749 1.303922546 
 

0.377823726 0.699481348 TG 8 NA Body 133976835 Intragenic 
cg07671858 1.16E-08 5.06E-07 -2.400704041 -5.315659344 

 
0.208702502 0.038711193 SYNPO2L 10 Island Body 75407585 Intragenic 

cg13779907 1.17E-08 5.07E-07 -0.163340037 -1.903188706 
 

0.477925596 0.226978048 EPHA10 1 Island Body 38230073 Intragenic 
cg00338702 1.17E-08 5.07E-07 1.02427802 -2.121316156 

 
0.648013762 0.235628105 CHFR 12 N_Shore Body 133463694 Intragenic 

cg12083217 1.17E-08 5.09E-07 0.488516113 -2.068448258 
 

0.575726823 0.226921586 RAX 18 Island 3'UTR 56935013 Intragenic 
cg01604380 1.18E-08 5.11E-07 -0.511636391 -2.680246292 

 
0.435384537 0.148556399 RTN1 14 N_Shore Body 60336292 Intragenic 

cg03438943 1.19E-08 5.15E-07 1.205998291 -1.865242217 
 

0.683447908 0.266965931 NA 1 Island Body, TSS1500 156829691 Intragenic 
cg01477133 1.19E-08 5.16E-07 -0.688508826 0.67315984 

 
0.387390963 0.60973011 FAM83C 20 N_Shore Body 33878142 Intragenic 

cg04872612 1.19E-08 5.16E-07 -0.848294645 -3.312038467 
 

0.409632279 0.103519661 ADRA1D 20 Island 3'UTR 4202151 Intragenic 
cg13207345 1.20E-08 5.19E-07 0.714238487 -1.586791251 

 
0.61680377 0.276930586 PAX7 1 N_Shore Body 18963670 Intragenic 

cg20528183 1.20E-08 5.19E-07 -1.166286056 -3.949544568 
 

0.322137755 0.090192543 NA 7 N_Shore Body, TSS1500 94284678 Intragenic 
cg14346873 1.20E-08 5.20E-07 0.667717109 -2.034292194 

 
0.602864484 0.234583666 EBF2 8 Island Body 25901177 Intragenic 

cg00304388 1.20E-08 5.21E-07 0.090948295 -2.935852229 
 

0.512478721 0.163220787 CACNA1E 1 N_Shore Body 181454744 Intragenic 
cg07204353 1.21E-08 5.22E-07 -1.134012245 -5.199852371 

 
0.40571015 0.040087204 OSBP2 22 Island Body 31198598 Intragenic 

cg02955020 1.22E-08 5.29E-07 1.382844144 3.460688588 
 

0.687448947 0.906527097 PBX1 1 NA Body 164789358 Intragenic 
cg00802728 1.25E-08 5.40E-07 -0.010999434 -4.037726823 

 
0.513112472 0.116050277 LHX5 12 Island Body 113906079 Intragenic 

cg22382805 1.25E-08 5.40E-07 0.255259769 -1.999384354 
 

0.540799499 0.217947191 COL4A2 13 S_Shore Body 110961594 Intragenic 
cg13104128 1.27E-08 5.50E-07 -1.185677766 -3.491027842 

 
0.330754014 0.102707734 CPZ 4 Island 5'UTR, Body 8594776 Intragenic 

cg14578879 1.27E-08 5.50E-07 -0.488371193 -2.850299753 
 

0.442777161 0.134863242 SIM1 6 N_Shore Body 100904055 Intragenic 
cg10242089 1.28E-08 5.51E-07 -1.877905783 -5.292247309 

 
0.24598643 0.046554643 GUSBP5 4 Island Body 144480740 Intragenic 

cg07424342 1.28E-08 5.52E-07 -2.238745079 -5.213395774 
 

0.282876944 0.02755551 CBFA2T3 16 Island TSS1500, Body 89008460 Intragenic 
cg15433164 1.28E-08 5.52E-07 -1.984070686 -2.545239033 

 
0.203020936 0.147329435 NGLY1 3 Island 5'UTR, 1stExon, Body 25824899 Intragenic 

cg14315083 1.28E-08 5.52E-07 -0.263219923 -2.875357782 
 

0.477943823 0.134526106 KIAA1324L 7 N_Shore Body 86688441 Intragenic 
cg12851504 1.29E-08 5.56E-07 -2.21088136 -4.298335681 

 
0.239315848 0.050557573 NA 3 Island TSS200, Body, TSS1500 37035222 Intragenic 

cg02577108 1.29E-08 5.58E-07 0.367026313 -2.923325248 
 

0.557055519 0.174729663 TBX2 17 Island Body 59478194 Intragenic 
cg13252307 1.30E-08 5.62E-07 1.15564855 -1.935744549 

 
0.669713707 0.252756848 GSC 14 Island Body 95235968 Intragenic 

cg07416237 1.30E-08 5.62E-07 -0.706779359 -2.611614714 
 

0.405033898 0.151868462 CLYBL 13 Island 3'UTR 100548078 Intragenic 
cg22376583 1.32E-08 5.67E-07 -1.453152343 -3.413738018 

 
0.309941165 0.090856162 ASIC2 17 Island 1stExon, 5'UTR, Body 31619883 Intragenic 

cg23195200 1.32E-08 5.68E-07 -0.298801908 -2.191469724 
 

0.463478332 0.193174313 TMEM132B 12 S_Shore Body 125815880 Intragenic 
cg13399952 1.32E-08 5.69E-07 -0.406341494 1.736767266 

 
0.440644728 0.750673501 FNBP1 9 S_Shore Body 132652889 Intragenic 

cg09921610 1.33E-08 5.70E-07 -0.52933108 -2.734448412 
 

0.442187416 0.137871238 UCHL1 4 Island Body 41259866 Intragenic 
cg04850731 1.33E-08 5.70E-07 -0.491507689 -3.442228187 

 
0.457942768 0.112081071 NXPH4 12 Island Body 57618943 Intragenic 
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cg23855319 1.33E-08 5.70E-07 0.541921796 -1.463206945 
 

0.589331507 0.279115605 NAT8L 4 Island Body 2062392 Intragenic 
cg22284975 1.33E-08 5.70E-07 -0.360207335 -2.508249622 

 
0.447815905 0.171378805 NA 7 Island Body, TSS1500 40174843 Intragenic 

cg24856673 1.33E-08 5.71E-07 0.645657504 -2.045295544 
 

0.618852306 0.218141051 CACNA2D4 12 Island Body 2017134 Intragenic 
cg20039407 1.33E-08 5.72E-07 -1.49756344 -3.327083757 

 
0.303968826 0.094218636 CHRNB4 15 Island Body 78933237 Intragenic 

cg26554406 1.34E-08 5.74E-07 -1.126134635 -4.508988752 
 

0.378096483 0.07043147 NA 19 Island 3'UTR, TSS200 50194228 Intragenic 
cg06734250 1.34E-08 5.75E-07 -0.466010446 -3.319533122 

 
0.443466342 0.123472493 NOL4 18 N_Shore Body 31802071 Intragenic 

cg12832857 1.34E-08 5.75E-07 -2.542730094 -4.777925722 
 

0.196639454 0.038547914 SLC12A5 20 Island Body 44651204 Intragenic 
cg06226630 1.35E-08 5.80E-07 0.634007481 -1.595883945 

 
0.606886066 0.263329986 ZAR1 4 Island Body 48493420 Intragenic 

cg00981994 1.37E-08 5.85E-07 -0.308051375 -2.573869156 
 

0.471038914 0.162268072 WNT6 2 N_Shore Body 219735876 Intragenic 
cg20098332 1.38E-08 5.90E-07 -2.089885976 -4.850720223 

 
0.269442182 0.041413124 TRPC3 4 Island Body 122871515 Intragenic 

cg06432479 1.38E-08 5.90E-07 -2.151029749 -3.649751038 
 

0.198019308 0.080880209 TAL1 1 Island Body 47690981 Intragenic 
cg03208426 1.38E-08 5.90E-07 -0.603181541 -2.72820167 

 
0.411851287 0.151868854 CYP26C1 10 Island Body 94822337 Intragenic 

cg02948476 1.38E-08 5.92E-07 0.802794739 -2.715951588 
 

0.627171581 0.193535247 GSC 14 Island Body 95235026 Intragenic 
cg01985390 1.38E-08 5.92E-07 1.002683148 -0.997549236 

 
0.651223888 0.346884717 TRIM54 2 Island 3'UTR 27529981 Intragenic 

cg13294849 1.39E-08 5.94E-07 1.187498221 -1.974794164 
 

0.676195349 0.246979669 SOX2-OT 3 N_Shelf Body 181441571 Intragenic 
cg00786201 1.39E-08 5.94E-07 -1.045026613 -4.104417817 

 
0.367002252 0.082176239 NA 11 Island TSS1500, Body 61583134 Intragenic 

cg02526790 1.41E-08 6.01E-07 -0.545506865 1.602462251 
 

0.41405853 0.73521449 TG 8 NA Body 134044590 Intragenic 
cg01702744 1.41E-08 6.02E-07 -0.542097671 -3.359956576 

 
0.425866673 0.123493903 NECAB2 16 Island Body 84002727 Intragenic 

cg02682457 1.41E-08 6.04E-07 -3.354067509 -6.081275638 
 

0.150350606 0.017421429 SYNE1 6 Island Body 152623387 Intragenic 
cg03981286 1.43E-08 6.08E-07 0.711797319 2.894613283 

 
0.605047654 0.865051622 PDIA5 3 NA Body 122863126 Intragenic 

cg12503846 1.43E-08 6.11E-07 1.077936819 2.936091566 
 

0.653366038 0.876076862 PDGFB 22 NA 3'UTR 39620869 Intragenic 
cg15876464 1.43E-08 6.11E-07 -0.210368923 -3.557897136 

 
0.464792649 0.131943079 MMP9 20 Island Body 44642682 Intragenic 

cg24149904 1.44E-08 6.12E-07 0.865197055 -0.774766262 
 

0.638585956 0.373488759 XKR5 8 N_Shore Body 6691719 Intragenic 
cg14403200 1.45E-08 6.16E-07 -0.500359827 -2.666348101 

 
0.428048066 0.156127752 MAMDC2 9 Island Body 72659163 Intragenic 

cg27114640 1.45E-08 6.18E-07 0.099604878 -2.336540807 
 

0.513033189 0.195704114 IGSF21 1 Island Body 18437320 Intragenic 
cg23525243 1.45E-08 6.18E-07 -2.331955414 -5.513165826 

 
0.221967366 0.03620534 CTNND2 5 S_Shore Body 11385735 Intragenic 

cg18714498 1.45E-08 6.18E-07 -1.095706295 -3.3836348 
 

0.330988283 0.112312633 DNER 2 Island Body 230578312 Intragenic 
cg09048129 1.45E-08 6.19E-07 0.412144311 -2.062039583 

 
0.565198359 0.226036194 USP2 11 Island 1stExon, Body 119234607 Intragenic 

cg14416875 1.46E-08 6.21E-07 2.260505892 3.763340717 
 

0.812801038 0.925194394 DAB2IP 9 N_Shore Body 124497763 Intragenic 
cg08613597 1.46E-08 6.21E-07 1.113727106 -2.285046547 

 
0.669300371 0.234217183 NA 16 N_Shore TSS1500, Body 56224627 Intragenic 

cg15242360 1.47E-08 6.23E-07 0.15834698 2.07957716 
 

0.52854097 0.788524606 DAAM2 6 NA Body 39854530 Intragenic 
cg24863536 1.47E-08 6.25E-07 0.278505089 -2.239249486 

 
0.544191519 0.212112496 SRRM3 7 Island Body 75889570 Intragenic 

cg27070951 1.47E-08 6.25E-07 -0.086285858 1.851274212 
 

0.491035845 0.766648609 SLCO3A1 15 NA Body 92532867 Intragenic 
cg03885399 1.49E-08 6.31E-07 0.825801728 -1.641987538 

 
0.637314675 0.280702696 TAL1 1 Island Body 47691550 Intragenic 

cg23781495 1.50E-08 6.35E-07 0.039768012 -1.814433871 
 

0.504263679 0.239844774 PAPPA 9 Island Body 118917109 Intragenic 
cg20550118 1.50E-08 6.35E-07 -0.999215009 -2.668457613 

 
0.358106845 0.142782192 CRABP1 15 Island Body 78633662 Intragenic 

cg08178940 1.50E-08 6.36E-07 -0.794490906 -3.828014732 
 

0.405808993 0.093467394 TFAP2B 6 N_Shelf Body 50808627 Intragenic 
cg08791234 1.50E-08 6.37E-07 -3.659126229 -5.128504552 

 
0.084204242 0.02959528 NA 6 S_Shore 3'UTR, TSS1500 33267781 Intragenic 

cg25326896 1.51E-08 6.39E-07 -1.243746568 -5.35041747 
 

0.367815931 0.066525055 NA 11 Island TSS200, Body 61582785 Intragenic 
cg21010859 1.53E-08 6.49E-07 -1.871529297 -4.622122093 

 
0.278644691 0.048611513 BDNF 11 N_Shore Body, 5'UTR 27740161 Intragenic 

cg06078334 1.53E-08 6.49E-07 0.762640026 -2.608372196 
 

0.613755804 0.202101168 GABBR1 6 Island Body, 5'UTR, 1stExon 29595653 Intragenic 
cg20459111 1.54E-08 6.49E-07 0.668649343 -3.394998579 

 
0.597292297 0.161966415 NELL2 12 Island Body, TSS1500, TSS200 45270374 Intragenic 

cg04667277 1.54E-08 6.51E-07 -1.471630603 -5.188888731 
 

0.287501053 0.057793621 ZEB1 10 Island TSS200, Body 31609919 Intragenic 
cg26207878 1.55E-08 6.56E-07 -2.596129884 -5.300218036 

 
0.213848198 0.031596559 NA 11 Island Body, TSS1500 64066768 Intragenic 

cg06681768 1.56E-08 6.58E-07 0.882845195 -1.069205081 
 

0.64027162 0.339498145 DLX4 17 Island TSS200, Body 48049970 Intragenic 
cg12600018 1.56E-08 6.59E-07 0.55163049 -2.297047891 

 
0.585469047 0.215703038 NA 11 N_Shore Body, TSS1500 32457878 Intragenic 

cg07451886 1.57E-08 6.61E-07 -0.306436291 -1.842847225 
 

0.450806441 0.226953777 MMP25 16 S_Shore Body 3097405 Intragenic 
cg19861288 1.57E-08 6.63E-07 0.449934796 -1.889463558 

 
0.571461793 0.239380498 IGFBP7 4 N_Shore Body 57975793 Intragenic 

cg09052083 1.57E-08 6.64E-07 1.556130781 -2.834245864 
 

0.727483385 0.212768433 XKR6 8 Island Body 10873619 Intragenic 
cg15415787 1.58E-08 6.68E-07 0.376941242 -1.944001863 

 
0.560894867 0.237133746 SPEG 2 Island Body 220349117 Intragenic 

cg21569006 1.60E-08 6.74E-07 0.225282867 -1.983897139 
 

0.52953712 0.225091706 OLIG1 21 Island 1stExon, 3'UTR 34443672 Intragenic 
cg16713274 1.60E-08 6.76E-07 -1.635701757 -6.208152699 

 
0.370737447 0.037483958 COL18A1 21 Island Body 46825190 Intragenic 

cg12762816 1.60E-08 6.76E-07 -0.397539003 -2.179454506 
 

0.44891367 0.191697066 DLX1 2 S_Shore 3'UTR 172953392 Intragenic 
cg22256631 1.61E-08 6.76E-07 0.601978682 -1.96765684 

 
0.591746346 0.231818076 SOX2-OT 3 N_Shore Body 181443971 Intragenic 

cg25513535 1.62E-08 6.84E-07 1.976417039 -0.243685561 
 

0.776873878 0.460948384 RBM11 21 S_Shore Body 15589441 Intragenic 
cg10553088 1.63E-08 6.86E-07 -0.084774847 -2.737080112 

 
0.493423383 0.151447307 CADM1 11 N_Shore Body 115372912 Intragenic 
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cg17441887 1.64E-08 6.89E-07 -2.164019663 -3.818467632 
 

0.208444226 0.071790691 PPP2R2C 4 Island Body 6473558 Intragenic 
cg23791592 1.64E-08 6.91E-07 -0.966572738 -4.810645382 

 
0.403722272 0.068838656 MSI1 12 Island Body 120806383 Intragenic 

cg25668236 1.65E-08 6.92E-07 0.826748557 -2.862018266 
 

0.634714424 0.197144124 ST8SIA4 5 Island Body 100236841 Intragenic 
cg14908255 1.65E-08 6.93E-07 -0.077040846 -3.952149804 

 
0.487922945 0.117878673 IQSEC3 12 Island Body, 5'UTR 187092 Intragenic 

cg09789590 1.65E-08 6.94E-07 -1.015996969 -3.063460117 
 

0.357815137 0.120439681 HIF3A 19 Island Body, TSS1500 46800479 Intragenic 
cg20948024 1.66E-08 6.95E-07 -1.216950355 -3.4332494 

 
0.345499186 0.094831332 NA 3 NA TSS1500, Body 99356885 Intragenic 

cg04801974 1.66E-08 6.95E-07 -0.813079103 -2.172440226 
 

0.369924399 0.190806028 ESPNP 1 Island Body 17033939 Intragenic 
cg19897330 1.66E-08 6.98E-07 0.300538968 -2.321134355 

 
0.550218185 0.205589054 SCGB3A1 5 Island Body 180018201 Intragenic 

cg25962210 1.66E-08 6.98E-07 -0.289561927 -2.480514827 
 

0.462771033 0.17117103 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721222 Intragenic 
cg07547765 1.67E-08 6.99E-07 -0.217215115 2.901126826 

 
0.471183857 0.836724874 HOXB7 17 Island Body 46685448 Intragenic 

cg14538320 1.67E-08 7.00E-07 -0.159145958 -2.576088672 
 

0.489164631 0.17133569 PEBP4 8 Island Body 22722360 Intragenic 
cg23687194 1.67E-08 7.00E-07 -1.597693453 -4.539506188 

 
0.349628247 0.045816724 ID4 6 S_Shore 3'UTR 19839375 Intragenic 

cg07023704 1.67E-08 7.01E-07 -1.056275703 -2.716013136 
 

0.344576287 0.138391673 DLX2 2 Island Body 172965890 Intragenic 
cg02717437 1.67E-08 7.01E-07 -1.089740394 -4.667889364 

 
0.321923973 0.083857852 ZNF519 18 Island Body 14132207 Intragenic 

cg17414107 1.68E-08 7.04E-07 1.624666536 -0.282100666 
 

0.734639521 0.455936169 GNAS 20 Island TSS1500, 3'UTR 57427830 Intragenic 
cg05036106 1.68E-08 7.04E-07 0.813341269 -1.626122509 

 
0.629953157 0.27476813 EMX2OS 10 N_Shore Body 119292587 Intragenic 

cg16532497 1.69E-08 7.06E-07 0.694963075 -2.108794928 
 

0.609832417 0.230605234 KCTD8 4 N_Shore Body 44448931 Intragenic 
cg04412755 1.69E-08 7.06E-07 0.412997846 -1.575813366 

 
0.568958276 0.271272705 PTH1R 3 N_Shore Body 46939978 Intragenic 

cg18621538 1.69E-08 7.07E-07 0.013508372 1.370534777 
 

0.500536877 0.714139323 PLXNA4 7 NA Body 131840843 Intragenic 
cg14998651 1.69E-08 7.07E-07 0.316882187 -2.505950947 

 
0.552711945 0.196904537 NOTO 2 Island Body 73430289 Intragenic 

cg10833037 1.69E-08 7.07E-07 -0.894709316 -2.514813336 
 

0.363656268 0.159494362 NA 10 Island Body, TSS200 25464184 Intragenic 
cg13524302 1.70E-08 7.07E-07 0.746986065 -2.890451038 

 
0.616876265 0.177792866 HLA-DPB2 6 Island Body 33084798 Intragenic 

cg26998900 1.71E-08 7.12E-07 -2.388109184 -5.194419652 
 

0.262714525 0.02758755 NA 18 Island TSS200, Body 5238137 Intragenic 
cg25318809 1.71E-08 7.12E-07 -0.307028487 -3.511182126 

 
0.480208098 0.12066392 NA 6 Island Body 29974863 Intragenic 

cg05248581 1.72E-08 7.18E-07 -0.169341502 -2.485400288 
 

0.48233649 0.1767804 PTH2 19 Island Body 49925731 Intragenic 
cg19358442 1.73E-08 7.20E-07 0.640777192 -1.541073546 

 
0.601624549 0.277329307 ALX4 11 Island Body 44325687 Intragenic 

cg02699167 1.73E-08 7.22E-07 -2.721146696 -6.603357703 
 

0.274856734 0.013813223 FBXL2 3 Island Body 33319024 Intragenic 
cg23895340 1.73E-08 7.22E-07 -0.39488791 -2.715439813 

 
0.440730517 0.148937862 HOXD11 2 N_Shore Body 176973275 Intragenic 

cg24787238 1.74E-08 7.22E-07 0.726093437 2.643415584 
 

0.604180372 0.849568294 MAD1L1 7 NA Body 2149674 Intragenic 
cg06451739 1.75E-08 7.26E-07 -0.663897878 -3.980205107 

 
0.407577123 0.10589509 KCNIP1 5 NA Body 170108303 Intragenic 

cg19681956 1.75E-08 7.27E-07 -0.759233317 -3.241481077 
 

0.410035523 0.111707273 RAB32 6 Island Body 146865263 Intragenic 
cg25344133 1.75E-08 7.28E-07 -1.445987016 -5.653251859 

 
0.319876174 0.050967554 ZNF773 19 Island Body 58011582 Intragenic 

cg16861076 1.75E-08 7.29E-07 -0.336983131 -3.065762583 
 

0.448905771 0.142537267 BLK 8 Island Body 11421594 Intragenic 
cg06488135 1.76E-08 7.31E-07 -1.120679452 -3.802616228 

 
0.346681861 0.089886283 PPP4R4 14 Island Body 94641122 Intragenic 

cg06851941 1.76E-08 7.32E-07 -2.473372013 -5.812700433 
 

0.263997403 0.022036735 FBXL2 3 Island Body 33319219 Intragenic 
cg16643851 1.78E-08 7.40E-07 1.267703455 -1.60548112 

 
0.69734499 0.294270078 LOC389634 12 Island Body 8542839 Intragenic 

cg10437245 1.80E-08 7.48E-07 0.926975399 -0.835251762 
 

0.647861807 0.367262521 VAX1 10 Island Body 118896516 Intragenic 
cg24197091 1.80E-08 7.48E-07 -0.375476419 -2.948782645 

 
0.441944489 0.14666006 VSX2 14 S_Shore Body 74708960 Intragenic 

cg01572696 1.82E-08 7.54E-07 0.695688043 -1.021137027 
 

0.613076028 0.342517718 IDUA 4 Island Body 995849 Intragenic 
cg08163199 1.82E-08 7.55E-07 -0.194636681 -3.657529349 

 
0.501167305 0.119489761 NA 6 Island Body 29974858 Intragenic 

cg24882875 1.83E-08 7.59E-07 -0.452077986 -2.841969431 
 

0.428239454 0.155331566 HS6ST3 13 Island Body 96744126 Intragenic 
cg01049417 1.84E-08 7.61E-07 -0.884924795 -3.622926153 

 
0.397580088 0.089687396 SCHIP1 3 Island Body 159482683 Intragenic 

cg15626350 1.84E-08 7.62E-07 2.049840706 -0.178574162 
 

0.784279219 0.470484006 ESR1 6 S_Shore Body 152130207 Intragenic 
cg19443075 1.84E-08 7.62E-07 0.636362879 -1.583353242 

 
0.602193803 0.279820378 NA 11 Island Body, TSS1500, 5'UTR 2161403 Intragenic 

cg10842804 1.86E-08 7.69E-07 0.718984569 -2.028571366 
 

0.614764281 0.240041745 ROBO3 11 Island Body 124736135 Intragenic 
cg00002033 1.86E-08 7.70E-07 1.390331003 -0.663345158 

 
0.711512927 0.397273632 LRFN1 19 Island Body 39798481 Intragenic 

cg07491495 1.86E-08 7.71E-07 -0.195321968 -3.327648815 
 

0.466340772 0.143830017 RGMA 15 Island Body, 5'UTR, 1stExon 93631578 Intragenic 
cg26976732 1.87E-08 7.71E-07 0.577079262 -2.669156394 

 
0.589797346 0.194571779 HBM 16 Island Body 216100 Intragenic 

cg26519745 1.87E-08 7.72E-07 -2.313444173 -4.10999786 
 

0.212844983 0.056426539 ABCG1 21 Island Body, 5'UTR, TSS200 43639879 Intragenic 
cg02489958 1.87E-08 7.74E-07 0.355209427 -1.998203866 

 
0.556377468 0.229583113 NKX6-1 4 N_Shore Body 85417416 Intragenic 

cg14698646 1.88E-08 7.76E-07 0.31578105 2.861144896 
 

0.546587049 0.850089959 HOXB7 17 N_Shore 3'UTR 46684750 Intragenic 
cg01588826 1.90E-08 7.84E-07 1.506693913 -0.130355088 

 
0.726928549 0.479027362 KIRREL2 19 S_Shore Body 36352459 Intragenic 

cg05621157 1.92E-08 7.90E-07 -1.041889633 -2.911516356 
 

0.357448662 0.126875671 SLC15A1 13 N_Shore Body 99404279 Intragenic 
cg04797323 1.92E-08 7.92E-07 -0.804660875 -3.298504829 

 
0.400815808 0.10595737 SOCS2 12 Island Body 93966978 Intragenic 

cg23847700 1.93E-08 7.94E-07 -2.419356134 -5.327013613 
 

0.231571574 0.033827366 NA 11 Island Body, TSS1500 64066766 Intragenic 
cg18180569 1.93E-08 7.97E-07 1.497253138 -2.269018829 

 
0.721513162 0.24590952 RNF220 1 Island Body 44883362 Intragenic 
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cg03989480 1.93E-08 7.97E-07 0.751694689 -1.552364758 
 

0.622661608 0.28079728 DMRTA2 1 Island Body 50885352 Intragenic 
cg01604322 1.95E-08 8.01E-07 0.483119264 -2.258675963 

 
0.573724572 0.215229131 EDIL3 5 N_Shore Body 83679005 Intragenic 

cg13895343 1.95E-08 8.02E-07 0.973172131 -0.307829133 
 

0.658283079 0.45023643 SARM1 17 Island Body 26708773 Intragenic 
cg04141813 1.97E-08 8.09E-07 0.31665023 -2.229149932 

 
0.552363395 0.21514342 HBM 16 Island Body 216450 Intragenic 

cg15573040 1.98E-08 8.14E-07 -0.12685253 -4.179377059 
 

0.477604504 0.109629608 ST8SIA2 15 Island Body 92938295 Intragenic 
cg18250340 1.99E-08 8.17E-07 -3.343329186 -5.761067864 

 
0.149680751 0.019733036 LOC728613 5 N_Shore Body 1633830 Intragenic 

cg20090143 2.01E-08 8.24E-07 0.323391491 2.062853949 
 

0.549578254 0.793161317 APOC2 19 NA Body 45452003 Intragenic 
cg07050616 2.01E-08 8.24E-07 -0.228158766 -3.025523354 

 
0.459010415 0.154565872 FLJ41350 10 Island Body 102996197 Intragenic 

cg05638929 2.01E-08 8.25E-07 -2.036753377 -5.112465423 
 

0.272295564 0.041666159 PAX2 10 Island Body 102508633 Intragenic 
cg20809470 2.02E-08 8.29E-07 0.402112191 -1.749483245 

 
0.563730487 0.250793536 SLC17A6 11 S_Shore Body 22364837 Intragenic 

cg23376821 2.02E-08 8.29E-07 -0.340866438 -3.666738593 
 

0.497560282 0.099092799 RUNX2 6 Island Body 45391365 Intragenic 
cg03564793 2.02E-08 8.30E-07 0.664059536 -1.60128847 

 
0.605167519 0.267693256 COL12A1 6 Island 3'UTR 75794881 Intragenic 

cg27193031 2.03E-08 8.34E-07 0.007611342 -2.859385908 
 

0.50907053 0.158857839 BDNF 11 N_Shore Body, 5'UTR, 1stExon 27721088 Intragenic 
cg04610718 2.05E-08 8.39E-07 0.298532185 -1.857280192 

 
0.547417944 0.240825886 ASCL1 12 S_Shore 3'UTR 103353362 Intragenic 

cg25815021 2.05E-08 8.41E-07 -1.629977613 -2.985753678 
 

0.270072596 0.113807306 NA 2 Island TSS1500, Body 109745210 Intragenic 
cg08126203 2.06E-08 8.44E-07 -0.732941658 -3.628193265 

 
0.408053416 0.106992523 PAX7 1 Island Body 18963477 Intragenic 

cg16328251 2.06E-08 8.44E-07 0.134016642 -2.894975914 
 

0.521341563 0.169317779 NA 11 Island Body, TSS1500 1770181 Intragenic 
cg25202636 2.07E-08 8.49E-07 -1.956657332 -4.412627997 

 
0.289427888 0.04724247 NA 3 Island TSS200, Body, TSS1500 37035158 Intragenic 

cg07103093 2.08E-08 8.51E-07 -0.586678214 -2.473377049 
 

0.407499746 0.171568947 LHX1 17 Island Body 35297752 Intragenic 
cg19305681 2.08E-08 8.51E-07 0.720780017 -1.460877103 

 
0.612503976 0.291155552 CYP26C1 10 Island Body 94821657 Intragenic 

cg08350288 2.10E-08 8.59E-07 0.14083653 -2.11547004 
 

0.522663568 0.217797721 PAX7 1 Island Body 19043598 Intragenic 
cg14855334 2.11E-08 8.62E-07 -0.514724635 -4.348477378 

 
0.41517328 0.106549338 CYP11A1 15 Island Body, TSS200 74658553 Intragenic 

cg11460727 2.11E-08 8.63E-07 -0.039815229 -1.968128875 
 

0.497961564 0.222647156 EGR3 8 Island Body 22548952 Intragenic 
cg23826582 2.12E-08 8.66E-07 -0.526583843 -1.67578209 

 
0.416195487 0.239757759 LTB 6 Island Body, 3'UTR 31548612 Intragenic 

cg07583894 2.12E-08 8.67E-07 -1.295128376 -4.270746034 
 

0.371645 0.06443826 RTBDN 19 Island 3'UTR 12936512 Intragenic 
cg11353250 2.13E-08 8.68E-07 0.498808023 -1.092592696 

 
0.580989124 0.330284667 COL12A1 6 Island 3'UTR 75794995 Intragenic 

cg10512745 2.13E-08 8.68E-07 1.218088358 -2.762355311 
 

0.68392663 0.216118963 DMRTA2 1 Island Body 50884480 Intragenic 
cg01052636 2.15E-08 8.75E-07 1.306807088 -0.435225143 

 
0.701307035 0.426451946 PDE6B 4 Island Body 645440 Intragenic 

cg16007619 2.16E-08 8.79E-07 0.034530455 -2.772611682 
 

0.505486144 0.174584356 IMPG1 6 NA Body 76645016 Intragenic 
cg02871382 2.17E-08 8.82E-07 -3.347710873 -4.244705239 

 
0.091680503 0.052263272 HNRPLL 2 Island 5'UTR, Body, 1stExon 38829961 Intragenic 

cg02098752 2.17E-08 8.86E-07 -0.477224855 -3.157252822 
 

0.430857117 0.138785485 GPRIN1 5 Island Body 176024005 Intragenic 
cg09149648 2.19E-08 8.93E-07 0.554844896 -2.065361649 

 
0.591191424 0.237114411 MMP9 20 Island Body 44642370 Intragenic 

cg15576900 2.20E-08 8.96E-07 0.528617866 -4.504072811 
 

0.580569348 0.120943434 RNF220 1 Island Body 44883697 Intragenic 
cg09121415 2.20E-08 8.96E-07 1.255874415 3.062581128 

 
0.688071968 0.880022734 RHEBL1 12 S_Shelf 3'UTR 49458537 Intragenic 

cg05475667 2.21E-08 9.00E-07 -1.226869987 -3.291959645 
 

0.336570115 0.102563 EPHA3 3 Island Body 89164038 Intragenic 
cg00790395 2.23E-08 9.07E-07 0.196474307 -2.050541083 

 
0.538197813 0.216439856 CYP26C1 10 Island Body 94822172 Intragenic 

cg27138584 2.24E-08 9.09E-07 -0.675611198 -2.734595873 
 

0.391762852 0.156259745 KCNK12 2 N_Shore Body 47796781 Intragenic 
cg03206741 2.24E-08 9.10E-07 -0.320984431 -2.869970478 

 
0.460680782 0.150242127 RIMS2 8 Island Body 105235385 Intragenic 

cg12116027 2.24E-08 9.10E-07 1.57311315 -0.751400161 
 

0.714313645 0.382082559 AGAP2 12 N_Shore Body 58130410 Intragenic 
cg20603609 2.25E-08 9.14E-07 -2.429020426 -4.710749734 

 
0.230323946 0.038065298 GALNTL1 14 Island Body 69728089 Intragenic 

cg08856946 2.27E-08 9.21E-07 -0.264363764 -3.265245982 
 

0.461856906 0.142884555 CDH13 16 Island Body 82661421 Intragenic 
cg25649038 2.28E-08 9.23E-07 0.318763721 -4.978831475 

 
0.55641718 0.112904104 LY86-AS1 6 Island Body 6546777 Intragenic 

cg10337079 2.28E-08 9.26E-07 -2.134559479 -3.264763566 
 

0.202097317 0.095964157 NA 11 N_Shore Body, 5'UTR 2158697 Intragenic 
cg24490542 2.29E-08 9.27E-07 0.279544615 -2.966251492 

 
0.549157087 0.164036186 CSMD2 1 Island Body 34628784 Intragenic 

cg25248750 2.30E-08 9.31E-07 -1.465886987 -2.965273931 
 

0.298663815 0.114607753 C8orf47 8 Island Body 99077132 Intragenic 
cg06377635 2.34E-08 9.47E-07 -0.430514096 -2.253798881 

 
0.433650566 0.186211507 GAS7 17 NA Body, TSS200 9862924 Intragenic 

cg10635122 2.36E-08 9.54E-07 0.355701307 -2.238768763 
 

0.550180184 0.207362149 ZNF577 19 Island Body, 5'UTR, 1stExon 52391090 Intragenic 
cg09917979 2.43E-08 9.82E-07 0.471122833 -1.44130005 

 
0.572279344 0.287999809 UNCX 7 Island Body 1275630 Intragenic 

cg01593609 2.43E-08 9.82E-07 -0.07576174 -2.282022413 
 

0.486496212 0.200283344 ASTN2 9 Island Body 120175421 Intragenic 
cg25341338 2.43E-08 9.82E-07 0.05771729 -0.597684672 

 
0.509766435 0.398186834 NHLH2 1 Island 3'UTR 116380575 Intragenic 

cg20792376 2.44E-08 9.87E-07 -0.042641622 -2.357287092 
 

0.493849598 0.194674468 EMX2OS 10 Island Body 119296297 Intragenic 
cg19338212 2.44E-08 9.87E-07 -0.920485357 -3.699532022 

 
0.415231987 0.077573995 ZNF93 19 Island Body 20012149 Intragenic 

cg15194935 2.45E-08 9.88E-07 0.579546631 -0.945560979 
 

0.596258739 0.353083618 ICAM5 19 Island Body 10405955 Intragenic 
cg02031245 2.45E-08 9.90E-07 0.510765006 -3.369383949 

 
0.580843407 0.157945105 CSMD2 1 Island Body 34630231 Intragenic 

cg10501704 2.46E-08 9.93E-07 -0.778573563 -3.083690545 
 

0.386576824 0.131435281 PRKD1 14 Island Body 30396444 Intragenic 
cg04026675 2.46E-08 9.93E-07 0.882916451 -1.979744433 

 
0.633555469 0.245079662 CDKN2A 9 N_Shore 1stExon, Body 21974514 Intragenic 
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cg04367351 2.46E-08 9.94E-07 -3.339350003 -6.16731406 
 

0.125443104 0.019177521 PLA2R1 2 Island Body 160918675 Intragenic 
cg00252282 2.47E-08 9.94E-07 0.805468011 -2.140281033 

 
0.617645306 0.233059688 NTF3 12 Island Body 5542736 Intragenic 

cg09712683 2.47E-08 9.96E-07 0.203233094 -1.970520458 
 

0.534053894 0.234933692 MAL 2 Island Body 95692352 Intragenic 
cg06830044 2.47E-08 9.97E-07 -0.603671583 -2.674408026 

 
0.42818336 0.148127284 PRPH 12 Island Body 49690862 Intragenic 

cg05868512 2.48E-08 9.97E-07 0.672541183 -1.482840542 
 

0.608279812 0.287291521 RGS20 8 Island Body 54794875 Intragenic 
cg08058894 2.48E-08 9.99E-07 -0.674765687 -3.129152022 

 
0.419603524 0.121319957 TOX2 20 Island TSS1500, Body 42544178 Intragenic 

cg18335233 2.48E-08 9.99E-07 1.351779963 3.22639343 
 

0.69259442 0.891614797 TG 8 NA Body 133949499 Intragenic 
cg17550582 2.49E-08 1.00E-06 -1.309876991 -4.167858629 

 
0.366323496 0.062605554 SLC2A10 20 Island Body 45338652 Intragenic 

cg03814063 2.52E-08 1.02E-06 1.359047389 -0.607602012 
 

0.69780085 0.401227626 C22orf34 22 Island Body 50025915 Intragenic 
cg21522295 2.53E-08 1.02E-06 -1.452126258 -3.002868403 

 
0.287469779 0.118620799 SLC5A5 19 Island Body 17983747 Intragenic 

cg10174931 2.54E-08 1.02E-06 -0.908194183 -4.637264258 
 

0.401189058 0.074533894 ARHGAP20 11 Island Body 110582732 Intragenic 
cg24018609 2.54E-08 1.02E-06 -0.289238746 -3.656154565 

 
0.451142991 0.123343685 CSMD2 1 Island Body 34630796 Intragenic 

cg14048874 2.54E-08 1.02E-06 0.078917415 -3.655974872 
 

0.507684317 0.138083309 EMID2 7 Island Body 101006573 Intragenic 
cg18773260 2.54E-08 1.02E-06 -0.013583412 2.389485509 

 
0.502636596 0.813092282 HOXB7 17 Island Body 46685292 Intragenic 

cg26679289 2.57E-08 1.03E-06 -0.877365839 -3.45307221 
 

0.412382498 0.092723702 TRPC3 4 N_Shore Body 122871317 Intragenic 
cg02795515 2.57E-08 1.03E-06 -0.096653887 -2.586151939 

 
0.48101385 0.179680862 STAC2 17 Island Body 37381273 Intragenic 

cg24301414 2.57E-08 1.03E-06 0.829009954 2.605117883 
 

0.620906643 0.852300963 IZUMO2 19 N_Shelf Body 50663474 Intragenic 
cg02266348 2.57E-08 1.03E-06 -1.63210235 -4.67628078 

 
0.327793777 0.05436797 GRID2IP 7 Island Body 6566324 Intragenic 

cg22725460 2.57E-08 1.03E-06 -2.518025277 -5.775778233 
 

0.270354028 0.021047521 NA 2 Island TSS1500, Body 109745516 Intragenic 
cg10956818 2.58E-08 1.03E-06 0.981026508 3.443802905 

 
0.630043424 0.898212217 CACNA2D3 3 NA Body 54353131 Intragenic 

cg05361559 2.59E-08 1.04E-06 -1.109529816 -3.887732591 
 

0.38695825 0.071457628 EGR3 8 Island Body 22549103 Intragenic 
cg17439757 2.59E-08 1.04E-06 -0.711549514 -3.159936687 

 
0.418630839 0.116802842 ADAMTS19 5 Island Body 128797416 Intragenic 

cg27022535 2.59E-08 1.04E-06 -1.996143331 -3.627122057 
 

0.236768125 0.077484663 HRH3 20 Island Body 60794588 Intragenic 
cg02081018 2.61E-08 1.04E-06 -3.611919699 -4.393144727 

 
0.076538533 0.046883214 NA 21 Island TSS200, 5'UTR, TSS1500, Body 38445169 Intragenic 

cg19438860 2.61E-08 1.04E-06 -1.100632029 -3.206512887 
 

0.335560381 0.118481626 CTNND2 5 S_Shore Body 11385821 Intragenic 
cg09184853 2.62E-08 1.05E-06 1.1476426 -1.846883431 

 
0.668684151 0.261232778 HRK 12 N_Shore 3'UTR 117318548 Intragenic 

cg06243556 2.63E-08 1.05E-06 -0.035157063 -2.640120329 
 

0.491792684 0.17786804 ZSCAN18 19 Island Body, 5'UTR, 1stExon 58609473 Intragenic 
cg03365733 2.63E-08 1.05E-06 0.69908764 -0.98282209 

 
0.613133937 0.348318943 PRDM13 6 Island Body 100055662 Intragenic 

cg09740671 2.64E-08 1.06E-06 0.851227446 -2.477819119 
 

0.634087099 0.219442786 ADCY2 5 Island Body 7396978 Intragenic 
cg04685534 2.66E-08 1.06E-06 0.343547788 -2.650207486 

 
0.551220599 0.187156276 NELL2 12 Island Body, TSS1500, TSS200 45270788 Intragenic 

cg21289669 2.67E-08 1.07E-06 1.198765309 -0.795562768 
 

0.685940827 0.377547032 TNXB 6 Island Body 32064764 Intragenic 
cg27234864 2.68E-08 1.07E-06 -1.035651311 -4.855080963 

 
0.411934231 0.058591606 IL17D 13 Island Body 21295941 Intragenic 

cg26224671 2.69E-08 1.07E-06 1.030264664 -3.183412105 
 

0.651784389 0.173627023 TNFSF11 13 Island Body, 5'UTR 43148935 Intragenic 
cg27100022 2.69E-08 1.07E-06 0.733236969 -1.923966186 

 
0.613102654 0.248190928 RAB39A 11 S_Shore Body 107800031 Intragenic 

cg08529931 2.69E-08 1.07E-06 0.511751272 -0.998814454 
 

0.583466312 0.340055168 GRID1 10 Island Body 88124564 Intragenic 
cg10164885 2.70E-08 1.07E-06 1.205504432 -2.638698068 

 
0.681071407 0.21641636 NELL2 12 N_Shore Body, TSS200 45269587 Intragenic 

cg03380773 2.70E-08 1.08E-06 -2.588738194 -4.971021324 
 

0.181574018 0.037197797 NKX6-3 8 S_Shore Body 41504331 Intragenic 
cg06366789 2.70E-08 1.08E-06 0.857622044 2.552323954 

 
0.632616733 0.840900244 CLYBL 13 NA Body 100486596 Intragenic 

cg06861209 2.72E-08 1.08E-06 -2.933134076 -4.509814214 
 

0.146674609 0.043964902 HBQ1 16 Island 3'UTR 231149 Intragenic 
cg04154903 2.72E-08 1.08E-06 -2.562922928 -5.373387289 

 
0.230039934 0.028469611 WNT1 12 Island Body 49374320 Intragenic 

cg16640865 2.75E-08 1.09E-06 0.069506364 -1.943904559 
 

0.513689532 0.229610958 PDE2A 11 Island Body 72301558 Intragenic 
cg15310873 2.80E-08 1.11E-06 1.41048481 -0.253768244 

 
0.708508865 0.456720721 C20orf85 20 Island Body 56726093 Intragenic 

cg13365524 2.80E-08 1.11E-06 0.703123499 -1.285704991 
 

0.609881258 0.308973132 SIM1 6 N_Shore Body 100902093 Intragenic 
cg12915892 2.80E-08 1.11E-06 0.84557221 -2.65803814 

 
0.631546642 0.19853034 NCKAP5 2 Island Body 134024093 Intragenic 

cg18509490 2.81E-08 1.11E-06 -0.188749923 1.407246577 
 

0.469402656 0.714586401 SYT9 11 NA Body 7487278 Intragenic 
cg26800883 2.82E-08 1.12E-06 1.695318692 -0.978169213 

 
0.733243685 0.357865892 SDK1 7 NA Body 4228948 Intragenic 

cg07959070 2.83E-08 1.12E-06 1.061799209 -1.0505372 
 

0.666081594 0.339950119 C22orf34 22 Island Body 50026188 Intragenic 
cg06707970 2.83E-08 1.12E-06 -0.568287282 -2.911040181 

 
0.436616443 0.133798015 CDH4 20 N_Shelf Body 59962861 Intragenic 

cg04010684 2.85E-08 1.13E-06 0.723097431 -2.499394612 
 

0.613747665 0.212171186 NA 7 N_Shore Body, TSS1500 94284411 Intragenic 
cg01289965 2.87E-08 1.14E-06 -3.287628719 -6.733172325 

 
0.19318225 0.013265585 ABCG1 21 Island Body, 5'UTR, TSS200 43639928 Intragenic 

cg13817859 2.87E-08 1.14E-06 0.030319613 -0.724369058 
 

0.505109953 0.377915095 HHIPL1 14 Island Body 100111871 Intragenic 
cg10228307 2.87E-08 1.14E-06 -1.686005841 -3.062308396 

 
0.256737754 0.1119819 NEGR1 1 N_Shore Body 72747802 Intragenic 

cg00029521 2.87E-08 1.14E-06 -0.006086642 1.486329228 
 

0.497776147 0.729675718 KCNK17 6 S_Shore Body 39272634 Intragenic 
cg25015867 2.88E-08 1.14E-06 -0.964884063 -4.956465341 

 
0.349408652 0.073076514 ZNF521 18 N_Shore Body 22929808 Intragenic 

cg11932564 2.91E-08 1.15E-06 -1.919900093 -4.98421865 
 

0.286310034 0.045459951 TNFRSF13C 22 Island Body 42322146 Intragenic 
cg14853265 2.92E-08 1.15E-06 0.720710489 3.302063486 

 
0.602406632 0.882196924 CHFR 12 N_Shelf Body 133460336 Intragenic 
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cg00069860 2.93E-08 1.16E-06 -0.703973287 -3.499183155 
 

0.386981936 0.119576717 RNF220 1 Island Body 44883227 Intragenic 
cg11599981 2.95E-08 1.17E-06 2.119398098 -0.074810837 

 
0.785582602 0.487221431 DENND1C 19 Island Body 6475902 Intragenic 

cg07687548 2.96E-08 1.17E-06 -0.529797003 -3.402577371 
 

0.416994233 0.127770484 DLX2 2 Island Body 172965280 Intragenic 
cg17318529 2.97E-08 1.17E-06 0.131613554 -2.232416574 

 
0.521643011 0.213020595 WNT3A 1 Island Body 228196198 Intragenic 

cg20497212 2.98E-08 1.18E-06 0.681732371 2.318542161 
 

0.599353058 0.824480091 AOAH 7 NA Body 36672687 Intragenic 
cg02219071 2.98E-08 1.18E-06 -2.779712568 -5.082754514 

 
0.192462484 0.031250102 GABBR1 6 S_Shore TSS1500, Body 29596540 Intragenic 

cg06686029 3.00E-08 1.18E-06 -1.794742827 -4.13303919 
 

0.27620254 0.065553817 TSPY26P 20 Island Body 30778039 Intragenic 
cg06791719 3.00E-08 1.18E-06 -1.120220399 -3.046630042 

 
0.33831091 0.118916708 LINC00461 5 N_Shore Body 87979441 Intragenic 

cg10993336 3.01E-08 1.19E-06 -0.794340289 -3.994862113 
 

0.439898892 0.080527606 CR2 1 Island Body 207627941 Intragenic 
cg17498773 3.01E-08 1.19E-06 0.546209359 -3.459971658 

 
0.585771669 0.164239735 RAB39A 11 Island Body 107799532 Intragenic 

cg05088549 3.02E-08 1.19E-06 0.516688311 -1.810953072 
 

0.5829975 0.251209788 NA 3 Island Body 183978344 Intragenic 
cg22031998 3.03E-08 1.19E-06 0.685005126 -3.210219912 

 
0.604566372 0.181222268 ZSCAN18 19 Island Body, TSS200 58609730 Intragenic 

cg01080407 3.03E-08 1.19E-06 1.990953404 2.980641395 
 

0.790120834 0.884546683 SDCCAG3 9 N_Shore Body 139302769 Intragenic 
cg07359545 3.07E-08 1.21E-06 0.173420456 -1.365606319 

 
0.527799444 0.289437606 NA 22 Island Body, 3'UTR 19711327 Intragenic 

cg01072217 3.08E-08 1.21E-06 1.002038768 -1.315155585 
 

0.652034329 0.314585042 UNCX 7 Island Body 1275483 Intragenic 
cg25591794 3.11E-08 1.22E-06 0.320814093 -4.262152359 

 
0.574432375 0.1172592 PRHOXNB 13 Island Body 28554842 Intragenic 

cg16114434 3.11E-08 1.22E-06 0.276640616 -2.595061251 
 

0.544434552 0.176668107 NRP2 2 Island Body 206550819 Intragenic 
cg15047026 3.12E-08 1.22E-06 0.367526706 -1.019181097 

 
0.557339681 0.336221174 C19orf51 19 Island Body 55673544 Intragenic 

cg06726602 3.13E-08 1.23E-06 -2.678057591 -5.464768382 
 

0.21129907 0.028392247 APLP1 19 Island Body 36360396 Intragenic 
cg21006600 3.15E-08 1.24E-06 0.748231497 2.959869365 

 
0.61542493 0.866526935 CACNA1C 12 S_Shelf Body 2342206 Intragenic 

cg03042971 3.17E-08 1.24E-06 0.540673057 -0.926666965 
 

0.583907315 0.348480915 PHOSPHO1 17 N_Shore 3'UTR 47301348 Intragenic 
cg24647724 3.17E-08 1.24E-06 -0.856954507 -2.890391058 

 
0.376956591 0.125442748 DNAH9 17 Island Body 11502254 Intragenic 

cg19104422 3.18E-08 1.25E-06 -2.186586831 -5.667263308 
 

0.251708066 0.028216594 PRTG 15 N_Shore Body 56034245 Intragenic 
cg05793020 3.19E-08 1.25E-06 -2.28982196 -4.440834956 

 
0.228823441 0.047299447 KCNK15 20 Island Body 43374889 Intragenic 

cg22304255 3.20E-08 1.26E-06 -0.134103196 -2.16559543 
 

0.483976383 0.205667821 NA 6 Island Body 29975204 Intragenic 
cg11041817 3.21E-08 1.26E-06 0.336146598 2.440466641 

 
0.554629405 0.822141284 HOXB7 17 Island Body 46685327 Intragenic 

cg14510359 3.22E-08 1.26E-06 0.542918641 -2.252241631 
 

0.588940822 0.225656562 MMEL1 1 Island Body 2559930 Intragenic 
cg12768640 3.23E-08 1.26E-06 -1.125862349 -2.692135187 

 
0.330623764 0.143948331 CLEC4G 19 Island Body 7795428 Intragenic 

cg03070297 3.23E-08 1.27E-06 -0.653060875 -3.210325728 
 

0.407530531 0.130434735 NA 10 Island Body, TSS200 128994603 Intragenic 
cg23695707 3.24E-08 1.27E-06 -0.626191043 -3.803807912 

 
0.400318215 0.10769522 GSC 14 Island 3'UTR 95234826 Intragenic 

cg21537230 3.25E-08 1.27E-06 -1.538813406 -4.00767873 
 

0.273115822 0.08218669 CLIC6 21 S_Shore Body 36043248 Intragenic 
cg02907098 3.27E-08 1.28E-06 0.513284284 -1.054992482 

 
0.585760196 0.33807302 ANO2 12 NA Body 6054362 Intragenic 

cg09189772 3.27E-08 1.28E-06 0.311582273 -2.113202603 
 

0.552770262 0.219051092 CDH13 16 Island Body 82661638 Intragenic 
cg23637494 3.28E-08 1.28E-06 0.843826674 -1.129958997 

 
0.635526793 0.332280246 FOXL2 3 N_Shore 1stExon, 3'UTR 138663400 Intragenic 

cg11777390 3.29E-08 1.29E-06 -2.993517116 -5.350834082 
 

0.164802657 0.027468129 UBE2Q2P1 15 Island Body 85113590 Intragenic 
cg15726260 3.30E-08 1.29E-06 -0.936214005 -4.185994754 

 
0.388823949 0.090025194 NA 6 Island Body 29974900 Intragenic 

cg09453870 3.30E-08 1.29E-06 -2.800273677 -4.723725176 
 

0.166261817 0.039363765 NA 15 Island Body 69324156 Intragenic 
cg12973118 3.32E-08 1.30E-06 -0.142953595 -2.570862892 

 
0.476196354 0.182111695 CCDC140 2 Island Body 223168941 Intragenic 

cg15746583 3.37E-08 1.31E-06 -1.150365803 -3.02347251 
 

0.33588354 0.123233236 CD8B 2 Island Body 87088834 Intragenic 
cg11630206 3.38E-08 1.32E-06 -0.23446253 -1.685029445 

 
0.465338967 0.246870186 MAP6 11 N_Shore Body 75378272 Intragenic 

cg14959260 3.39E-08 1.32E-06 -1.588076533 0.439727859 
 

0.275749681 0.569864773 SLC2A9 4 NA Body 9917839 Intragenic 
cg25537669 3.39E-08 1.32E-06 0.859978692 -1.355275876 

 
0.631019004 0.303234945 NPHS1 19 Island Body 36335320 Intragenic 

cg24879882 3.40E-08 1.32E-06 0.832848046 -0.960910658 
 

0.635750667 0.347345388 GBX1 7 Island Body 150863969 Intragenic 
cg19096799 3.40E-08 1.33E-06 -0.20512763 -3.152676902 

 
0.465530892 0.151193082 ACSL6 5 Island Body 131347112 Intragenic 

cg12675583 3.41E-08 1.33E-06 0.899179995 -1.016954597 
 

0.643197092 0.343461327 CACNA2D4 12 Island Body 2017510 Intragenic 
cg00150520 3.42E-08 1.33E-06 1.743498818 0.183461293 

 
0.749541624 0.528811361 RNF220 1 Island Body 45082905 Intragenic 

cg09075558 3.42E-08 1.33E-06 0.795550357 -1.01633936 
 

0.62761441 0.347799304 WNT3A 1 Island Body 228246780 Intragenic 
cg00289546 3.43E-08 1.33E-06 -0.453623371 -3.723536335 

 
0.467733147 0.103471575 ACADL 2 Island Body 211089678 Intragenic 

cg21027820 3.43E-08 1.33E-06 -0.005472758 -2.975955692 
 

0.498031559 0.16113977 NA 7 N_Shore Body, TSS1500 94284629 Intragenic 
cg22671421 3.46E-08 1.35E-06 -0.300926262 -2.202719884 

 
0.453756471 0.199237832 PAX2 10 Island Body 102507979 Intragenic 

cg07668267 3.50E-08 1.36E-06 -0.117583544 -3.162271745 
 

0.484844106 0.14845243 FRMD4A 10 NA Body 14216014 Intragenic 
cg17296441 3.51E-08 1.36E-06 -0.616900222 -3.939388646 

 
0.452724842 0.093336247 STMN3 20 Island Body 62284078 Intragenic 

cg17119849 3.52E-08 1.37E-06 0.40635766 -1.838205799 
 

0.561103313 0.23824757 SPTBN4 19 N_Shore Body 41018444 Intragenic 
cg08078137 3.52E-08 1.37E-06 -1.55003028 -2.349640736 

 
0.257172725 0.167379193 AEBP2 12 Island Body 19593453 Intragenic 

cg17510278 3.54E-08 1.37E-06 -0.032990347 -2.08265428 
 

0.493710299 0.219769788 PAX1 20 S_Shore 3'UTR 21696115 Intragenic 
cg14179389 3.54E-08 1.37E-06 0.151180451 -2.922153283 

 
0.532893968 0.158363795 GFI1 1 Island Body 92947961 Intragenic 
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cg13495369 3.61E-08 1.40E-06 -0.257459644 -2.849518755 
 

0.470960072 0.155047597 PAX3 2 N_Shore Body 223160569 Intragenic 
cg05917732 3.62E-08 1.40E-06 -3.045002492 -6.672118828 

 
0.20946788 0.015688383 SYNE1 6 Island Body 152623304 Intragenic 

cg05212460 3.64E-08 1.41E-06 -0.433338011 1.071579279 
 

0.433341519 0.669304401 MAD1L1 7 NA Body 2149814 Intragenic 
cg02436990 3.64E-08 1.41E-06 0.579132991 -1.289709123 

 
0.597088208 0.310920325 ANKRD19P 9 Island Body 95571917 Intragenic 

cg02099233 3.67E-08 1.42E-06 -1.826744999 -3.60001186 
 

0.246370277 0.086172858 DPYSL3 5 N_Shore Body 146832387 Intragenic 
cg09191485 3.67E-08 1.42E-06 -2.014343678 -4.272712337 

 
0.260916554 0.054334777 NA 20 Island Body, TSS1500 61734520 Intragenic 

cg01503378 3.68E-08 1.42E-06 -1.729783941 -3.411332078 
 

0.263543779 0.092233225 FAM66C 12 Island Body 8332808 Intragenic 
cg18392016 3.69E-08 1.43E-06 1.069938883 -3.073006423 

 
0.658527764 0.19188915 VGLL2 6 Island Body 117591684 Intragenic 

cg22825780 3.69E-08 1.43E-06 -0.009111521 -2.165704894 
 

0.514178301 0.201265192 C7orf57 7 S_Shore Body 48076004 Intragenic 
cg09440289 3.70E-08 1.43E-06 0.096390463 -2.657195421 

 
0.517236552 0.179068081 PTPRO 12 S_Shore Body 15475990 Intragenic 

cg00075507 3.70E-08 1.43E-06 2.382349008 0.334715926 
 

0.823021921 0.553394781 SARM1 17 Island Body 26708226 Intragenic 
cg16060204 3.71E-08 1.43E-06 0.999961216 -1.113450457 

 
0.656458792 0.33462758 PDE2A 11 Island Body 72301306 Intragenic 

cg19668255 3.72E-08 1.43E-06 -3.337387346 -4.823806059 
 

0.11607848 0.035281698 FAM117A 17 N_Shore Body 47840643 Intragenic 
cg19781696 3.73E-08 1.44E-06 1.286370655 3.562596472 

 
0.660387293 0.91177433 TBC1D16 17 NA Body 77975910 Intragenic 

cg00316485 3.73E-08 1.44E-06 -0.801457989 -2.240803074 
 

0.374403581 0.182902755 ZNF423 16 NA Body 49789549 Intragenic 
cg27018380 3.73E-08 1.44E-06 -0.48595676 -4.084021264 

 
0.466029634 0.100015194 CHGA 14 Island Body 93389876 Intragenic 

cg07602744 3.74E-08 1.44E-06 -0.851598616 -3.358246096 
 

0.375611342 0.106930227 PTPRN2 7 Island Body 157484164 Intragenic 
cg13782090 3.75E-08 1.44E-06 0.76078556 -1.276675188 

 
0.619119437 0.314134579 OBSL1 2 Island Body 220417853 Intragenic 

cg17104425 3.79E-08 1.46E-06 0.456424441 -2.008713124 
 

0.574318026 0.236465435 PODN 1 Island Body 53528224 Intragenic 
cg15553408 3.79E-08 1.46E-06 -2.770299208 -5.850791879 

 
0.227181876 0.020982567 LTB 6 Island Body, 3'UTR 31549010 Intragenic 

cg22035738 3.80E-08 1.46E-06 0.002664754 1.623854416 
 

0.495176533 0.74661916 SLC7A4 22 N_Shelf 3'UTR 21383321 Intragenic 
cg15082028 3.81E-08 1.47E-06 -0.578078972 -3.653929984 

 
0.404474133 0.123353496 PAX7 1 Island Body 19043507 Intragenic 

cg01614883 3.82E-08 1.47E-06 -1.20118756 -3.266188228 
 

0.320475558 0.114724786 PLCD1 3 Island Body 38070934 Intragenic 
cg26292150 3.83E-08 1.47E-06 0.726793814 -1.69006458 

 
0.624509143 0.264389998 ZDHHC19 3 Island Body 195934355 Intragenic 

cg08810007 3.85E-08 1.48E-06 0.440062257 -1.649296537 
 

0.579452095 0.25768644 MEIS3 19 N_Shore Body 47921399 Intragenic 
cg18555755 3.85E-08 1.48E-06 -2.840254397 -6.183045517 

 
0.243375083 0.015859766 SEMA7A 15 Island Body, 1stExon, 5'UTR 74725980 Intragenic 

cg25225232 3.87E-08 1.49E-06 0.821237291 2.725089328 
 

0.621401843 0.856878951 EPDR1 7 S_Shore Body 37962694 Intragenic 
cg07211474 3.89E-08 1.49E-06 -1.132866252 -2.976579902 

 
0.344559771 0.123265442 TRIM36 5 Island Body 114515104 Intragenic 

cg10014308 3.91E-08 1.50E-06 1.634009642 0.036488927 
 

0.746504326 0.506754476 EGR4 2 N_Shore 3'UTR 73518221 Intragenic 
cg05860956 3.91E-08 1.50E-06 0.568429475 -1.544700458 

 
0.589063498 0.27687062 SLC6A12 12 Island Body 312595 Intragenic 

cg13565575 3.94E-08 1.51E-06 -0.205759176 -2.483222613 
 

0.464584056 0.181318124 COL2A1 12 N_Shore Body 48397568 Intragenic 
cg25139187 3.95E-08 1.51E-06 -2.818863703 -5.062867323 

 
0.194813277 0.030353249 HAPLN2 1 Island Body 156594229 Intragenic 

cg13739410 3.99E-08 1.53E-06 1.364634047 3.378732369 
 

0.693823878 0.898969288 ADAMTSL1 9 NA Body 18793879 Intragenic 
cg22231400 4.01E-08 1.53E-06 0.594970618 -1.305920979 

 
0.596630398 0.302432495 SLC17A7 19 Island Body 49935823 Intragenic 

cg08381274 4.02E-08 1.54E-06 1.155968176 -1.044288355 
 

0.67290497 0.34341329 GDF6 8 N_Shore Body 97169621 Intragenic 
cg20188212 4.02E-08 1.54E-06 0.100828395 -2.432599209 

 
0.530901591 0.185229476 SLC6A12 12 Island Body 313104 Intragenic 

cg20960405 4.02E-08 1.54E-06 0.124372729 -3.185146395 
 

0.524859377 0.157762271 SNCB 5 Island 3'UTR 176047485 Intragenic 
cg02346970 4.02E-08 1.54E-06 0.295108057 -4.641345273 

 
0.546964499 0.116997719 PDZD2 5 Island Body 31855088 Intragenic 

cg07573209 4.02E-08 1.54E-06 0.268844452 -3.223999444 
 

0.540969132 0.158068717 ISL2 15 Island Body 76630095 Intragenic 
cg14106345 4.06E-08 1.55E-06 0.77989842 2.11122952 

 
0.619988118 0.806244389 RNF112 17 NA Body 19317240 Intragenic 

cg11554391 4.07E-08 1.55E-06 0.658230186 -1.901439094 
 

0.599648936 0.248725953 AHRR 5 Island Body 321320 Intragenic 
cg19648612 4.07E-08 1.56E-06 -1.321756183 -3.462370583 

 
0.325112709 0.095871237 MEGF11 15 S_Shore Body 66274894 Intragenic 

cg22143289 4.08E-08 1.56E-06 0.193883397 -2.043959108 
 

0.531372074 0.225712384 VSTM2B 19 Island Body 30019898 Intragenic 
cg13888858 4.11E-08 1.57E-06 0.34628364 -1.086682085 

 
0.558368978 0.331770369 ANKRD19P 9 Island Body 95572254 Intragenic 

cg01160882 4.12E-08 1.57E-06 0.050999852 -2.358058919 
 

0.516269834 0.189046455 DKK1 10 S_Shore Body 54075082 Intragenic 
cg12404216 4.12E-08 1.57E-06 -0.106549851 -1.529295562 

 
0.483563926 0.267041933 TMIE 3 S_Shore Body 46743199 Intragenic 

cg11691429 4.16E-08 1.59E-06 0.856665781 -0.851723124 
 

0.637354031 0.370219239 SNTG2 2 S_Shore Body 947634 Intragenic 
cg26367591 4.17E-08 1.59E-06 0.462359614 -4.019516003 

 
0.571892174 0.145965549 BRSK2 11 Island Body 1412270 Intragenic 

cg10188897 4.17E-08 1.59E-06 -2.98387044 -5.235719408 
 

0.165077891 0.028401693 RUNDC3A 17 Island Body 42392436 Intragenic 
cg19737633 4.23E-08 1.61E-06 -1.728542913 -3.783078978 

 
0.280345546 0.074358664 NA 4 Island TSS1500, 1stExon, Body, 5'UTR 109087912 Intragenic 

cg12423311 4.23E-08 1.61E-06 -1.921350388 -4.003265089 
 

0.235725482 0.072154333 DPP6 7 S_Shelf Body 153752727 Intragenic 
cg24954210 4.23E-08 1.61E-06 0.892131393 2.446070933 

 
0.641416812 0.831512458 CADPS 3 N_Shelf Body 62856521 Intragenic 

cg02192228 4.27E-08 1.63E-06 0.370824604 -2.019533965 
 

0.56394515 0.23173504 OXTR 3 Island Body 8809536 Intragenic 
cg00032756 4.33E-08 1.65E-06 -0.298569265 -2.893568037 

 
0.468300273 0.147934474 NELL2 12 N_Shore Body 45268999 Intragenic 

cg26869512 4.34E-08 1.65E-06 0.791921242 2.673340574 
 

0.62120329 0.846347405 ACOX3 4 S_Shore Body 8389770 Intragenic 
cg01268683 4.35E-08 1.65E-06 -2.626184892 -5.46977195 

 
0.223191624 0.030257814 ZNF83 19 Island Body, 5'UTR, 1stExon 53141620 Intragenic 
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cg08070028 4.37E-08 1.66E-06 -2.452801273 -5.931625223 
 

0.267497735 0.02270479 USP2 11 Island TSS200, Body 119234956 Intragenic 
cg23865994 4.37E-08 1.66E-06 -1.941969932 -4.325258019 

 
0.281511961 0.050063806 SPEF1 20 Island 3'UTR 3758499 Intragenic 

cg21384203 4.37E-08 1.66E-06 -0.834668046 -3.29041822 
 

0.364912521 0.128162545 GSC2 22 Island Body 19137222 Intragenic 
cg03876618 4.39E-08 1.67E-06 -0.021542855 -2.23178287 

 
0.494800827 0.206621995 IGFBP7 4 Island Body 57976034 Intragenic 

cg09192377 4.43E-08 1.68E-06 0.170670575 -2.392407711 
 

0.536965956 0.199251491 CYP26A1 10 Island Body 94834219 Intragenic 
cg05421564 4.48E-08 1.70E-06 0.693770102 -2.291602518 

 
0.608676173 0.22006325 FAM150A 8 N_Shore Body 53477218 Intragenic 

cg05513069 4.48E-08 1.70E-06 -0.633623073 -3.814946809 
 

0.42156413 0.109302326 PSTPIP2 18 Island Body 43608309 Intragenic 
cg27618777 4.50E-08 1.71E-06 1.615374279 3.354482799 

 
0.7336901 0.899465207 TAP2 6 N_Shore Body 32804628 Intragenic 

cg12206423 4.52E-08 1.71E-06 0.003851545 -3.259976252 
 

0.500223105 0.151576157 SLITRK5 13 S_Shore 3'UTR 88330614 Intragenic 
cg00943245 4.52E-08 1.71E-06 1.069666489 2.666747723 

 
0.661248734 0.858202061 NA 5 N_Shelf Body, TSS1500 140867386 Intragenic 

cg26332740 4.53E-08 1.72E-06 -0.468498026 -3.684648408 
 

0.421285544 0.119657852 WNT3A 1 Island Body 228196227 Intragenic 
cg15749748 4.57E-08 1.73E-06 0.802421427 -2.085083006 

 
0.621154805 0.236457812 GATA5 20 Island Body 61050560 Intragenic 

cg00665971 4.60E-08 1.74E-06 0.080722318 -2.142496647 
 

0.524943759 0.205314487 HRK 12 N_Shore 3'UTR 117317770 Intragenic 
cg10544251 4.62E-08 1.75E-06 -1.505471778 -3.673203199 

 
0.314927164 0.081608236 PAQR6 1 Island 5'UTR, Body 156215727 Intragenic 

cg19771465 4.62E-08 1.75E-06 -0.016898468 -2.087087888 
 

0.496859882 0.219827221 ASB18 2 N_Shore Body 237145587 Intragenic 
cg17689799 4.63E-08 1.75E-06 -0.448521716 -3.106302183 

 
0.440200009 0.142055646 TRIM54 2 Island 3'UTR 27529540 Intragenic 

cg11747462 4.67E-08 1.76E-06 2.175842047 0.208321224 
 

0.807475434 0.530797092 OPCML 11 NA Body 132869600 Intragenic 
cg11551740 4.67E-08 1.76E-06 -1.392981036 -3.641233117 

 
0.297148971 0.09617525 DLX4 17 Island Body, TSS1500 48049090 Intragenic 

cg08134754 4.67E-08 1.76E-06 -0.879603108 -2.823293031 
 

0.378454675 0.136324728 BHLHE22 8 S_Shore 1stExon, 3'UTR 65494785 Intragenic 
cg02170525 4.67E-08 1.77E-06 -1.121886335 -2.984868116 

 
0.322158516 0.131738476 CD8A 2 S_Shore 5'UTR, 1stExon, Body 87018382 Intragenic 

cg10081086 4.68E-08 1.77E-06 -0.123604433 1.801769384 
 

0.479922506 0.758711292 MEGF11 15 NA Body 66417557 Intragenic 
cg20145009 4.68E-08 1.77E-06 2.488826057 0.461791595 

 
0.837842698 0.564123389 PLD4 14 Island Body 105399175 Intragenic 

cg12552771 4.68E-08 1.77E-06 0.64653055 -1.547935601 
 

0.604729516 0.283195127 RASL10A 22 Island Body, 3'UTR 29709320 Intragenic 
cg18012760 4.76E-08 1.79E-06 0.713433979 -2.343447759 

 
0.615222403 0.223027063 UBE2QL1 5 Island Body 6449577 Intragenic 

cg09595163 4.77E-08 1.80E-06 -1.531327872 -4.739835858 
 

0.318511781 0.056727432 WNT5A 3 Island Body 55515541 Intragenic 
cg16894074 4.78E-08 1.80E-06 0.309965434 -1.800312695 

 
0.550128588 0.2491277 C9orf171 9 Island Body 135285866 Intragenic 

cg13392141 4.78E-08 1.80E-06 -0.521913425 -2.510994167 
 

0.413875471 0.176218862 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748391 Intragenic 
cg23712359 4.79E-08 1.80E-06 0.554306225 -3.868761079 

 
0.584702737 0.153582532 ZEB1 10 Island TSS200, Body 31609905 Intragenic 

cg26615127 4.82E-08 1.81E-06 1.14028762 -2.75723012 
 

0.67035129 0.213840892 DNAJC6 1 Island Body 65731432 Intragenic 
cg06826278 4.82E-08 1.81E-06 0.000158282 -1.716591544 

 
0.49923452 0.251416904 ONECUT1 15 N_Shore Body 53078121 Intragenic 

cg12002589 4.85E-08 1.83E-06 -0.028091636 -2.755934311 
 

0.509439351 0.157974878 LHX2 9 Island Body 126785097 Intragenic 
cg01140247 4.90E-08 1.84E-06 -1.276743403 0.429179025 

 
0.305621438 0.569517881 C10orf11 10 NA Body 77784369 Intragenic 

cg06916239 4.91E-08 1.84E-06 0.713358413 -2.118684528 
 

0.606221147 0.235568645 NA 2 N_Shore Body, 5'UTR, 1stExon 223162881 Intragenic 
cg02518691 4.91E-08 1.85E-06 0.583498352 -1.605785398 

 
0.588699852 0.272182663 ADAMTS8 11 N_Shore Body 130297149 Intragenic 

cg26227661 4.93E-08 1.85E-06 0.4365073 1.751555291 
 

0.569847025 0.76386601 CBX7 22 S_Shore Body 39543688 Intragenic 
cg25560268 4.93E-08 1.85E-06 2.021373233 2.967599078 

 
0.798619976 0.882057892 C12orf5 12 Island Body 4433734 Intragenic 

cg22507723 4.94E-08 1.85E-06 1.109537511 -0.818255596 
 

0.675772648 0.375624498 AGAP2 12 Island 1stExon, Body 58131768 Intragenic 
cg04043816 4.97E-08 1.86E-06 -0.71205686 -2.819006224 

 
0.417257427 0.129638862 ARHGAP9 12 Island Body 57870181 Intragenic 

cg01418291 4.98E-08 1.87E-06 -1.276463187 -2.749557647 
 

0.313101339 0.13472293 KCNQ3 8 N_Shore Body 133491512 Intragenic 
cg26717786 5.01E-08 1.88E-06 -3.520862866 -4.566041126 

 
0.08794681 0.041900247 NA 17 Island Body 79139685 Intragenic 

cg04065086 5.02E-08 1.88E-06 -0.031231798 -1.77312706 
 

0.499630895 0.241271156 SEMA6C 1 Island 3'UTR 151104186 Intragenic 
cg09053366 5.02E-08 1.88E-06 -0.322945142 -2.881028348 

 
0.453510454 0.15661911 LPO 17 Island Body 56327168 Intragenic 

cg04098270 5.03E-08 1.89E-06 -0.555330246 -2.893360055 
 

0.411609401 0.147337291 GRAMD2 15 Island Body 72489686 Intragenic 
cg06232266 5.04E-08 1.89E-06 -3.103209991 -6.121598703 

 
0.167603143 0.022846256 PEBP4 8 Island Body 22722736 Intragenic 

cg20748955 5.05E-08 1.89E-06 -1.03148086 -3.899116225 
 

0.374491342 0.07942457 SCN4B 11 Island Body, TSS1500 118016902 Intragenic 
cg09012633 5.05E-08 1.89E-06 -0.149782382 -3.047056404 

 
0.500674855 0.142966327 LOC100130015 16 NA TSS200, Body 90114173 Intragenic 

cg22279504 5.07E-08 1.90E-06 -1.787667007 -3.812417213 
 

0.268858435 0.075374347 IRX3 16 Island Body 54319404 Intragenic 
cg25927708 5.07E-08 1.90E-06 -0.052362668 -2.712697685 

 
0.490072341 0.177356419 EN1 2 Island Body 119603813 Intragenic 

cg14140647 5.09E-08 1.90E-06 0.020040333 -3.006464769 
 

0.501621399 0.168469227 EMILIN2 18 Island Body 2848065 Intragenic 
cg02984614 5.10E-08 1.91E-06 -0.581753898 -4.016216912 

 
0.460358703 0.093655084 ASIC2 17 Island Body 31618409 Intragenic 

cg14715696 5.12E-08 1.91E-06 -2.297237302 -5.707902215 
 

0.251508545 0.03343721 EVX2 2 Island Body 176945122 Intragenic 
cg08600218 5.12E-08 1.91E-06 2.49354106 3.387890817 

 
0.841489948 0.910886766 HIPK2 7 N_Shelf Body 139412996 Intragenic 

cg08057277 5.14E-08 1.92E-06 -0.025576654 -0.65850578 
 

0.49530411 0.38869552 LOC440461 17 Island Body 66195485 Intragenic 
cg10585208 5.17E-08 1.93E-06 -2.017359054 -3.794880114 

 
0.227651999 0.076419073 CLEC4GP1 19 Island Body 7854021 Intragenic 

cg05652102 5.18E-08 1.93E-06 -3.034175735 -4.718061905 
 

0.13530745 0.040699373 RET 10 Island Body 43600862 Intragenic 
cg26932790 5.18E-08 1.93E-06 0.592220354 1.746321944 

 
0.598672481 0.762403095 RRN3P1 16 NA Body 21813670 Intragenic 
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cg02469790 5.18E-08 1.93E-06 -0.748374293 -3.223461834 
 

0.40161975 0.123262133 GALR2 17 Island Body 74071705 Intragenic 
cg17490089 5.22E-08 1.95E-06 0.885784439 -0.672094711 

 
0.640938669 0.391130282 KANK3 19 Island Body 8398300 Intragenic 

cg12071656 5.25E-08 1.96E-06 -2.96164421 -6.953057074 
 

0.229648021 0.014159636 MMP9 20 N_Shore Body 44642570 Intragenic 
cg10629165 5.26E-08 1.96E-06 -1.421415029 -4.08558333 

 
0.342574234 0.068803346 MAST4 5 NA TSS200, Body 66124563 Intragenic 

cg18466859 5.26E-08 1.96E-06 -0.193683077 -3.41448959 
 

0.475065012 0.139761467 TTC7B 14 Island Body 91282281 Intragenic 
cg20430063 5.30E-08 1.97E-06 -0.788115249 -4.164634874 

 
0.40317558 0.091281879 MSRB3 12 Island 5'UTR, Body 65672888 Intragenic 

cg02293118 5.33E-08 1.98E-06 0.185106716 -2.397393437 
 

0.530342997 0.20135975 CAMK2B 7 Island Body 44349704 Intragenic 
cg07046852 5.34E-08 1.99E-06 -0.304708374 -4.4091272 

 
0.502769156 0.086551144 C1orf95 1 Island Body 226737341 Intragenic 

cg10136354 5.34E-08 1.99E-06 0.045434441 -3.556946215 
 

0.505148157 0.148156385 EMX1 2 Island Body 73151457 Intragenic 
cg14249528 5.34E-08 1.99E-06 -0.651161656 -3.034997638 

 
0.409875773 0.133520869 RTN4RL1 17 Island Body 1927796 Intragenic 

cg05358729 5.35E-08 1.99E-06 0.838106345 -1.517873676 
 

0.634261218 0.291620834 RAB11FIP4 17 Island Body 29719159 Intragenic 
cg14326671 5.35E-08 1.99E-06 0.692904675 -1.788466907 

 
0.611560676 0.26454712 LOC100192378 8 NA Body 77585318 Intragenic 

cg12843022 5.36E-08 1.99E-06 0.002520583 -1.695788725 
 

0.508624598 0.250491655 MAPK8IP1 11 Island Body 45921959 Intragenic 
cg11115702 5.36E-08 1.99E-06 -1.021601571 -2.905957339 

 
0.355140092 0.130820965 SPNS1 16 S_Shore Body, 1stExon 28986698 Intragenic 

cg13887004 5.38E-08 2.00E-06 -0.907078616 -3.714898918 
 

0.357885132 0.104914562 ZEB2 2 Island Body, 5'UTR 145275363 Intragenic 
cg27582739 5.39E-08 2.00E-06 0.217777984 -2.424435413 

 
0.534434828 0.198797691 NCAM1 11 Island Body 112833058 Intragenic 

cg16638385 5.39E-08 2.00E-06 0.295477189 -3.015610175 
 

0.545647327 0.174178679 SOST 17 Island Body 41832753 Intragenic 
cg22344703 5.40E-08 2.00E-06 0.275041639 -2.175780798 

 
0.544487095 0.222466845 WNT6 2 Island Body 219736312 Intragenic 

cg06967120 5.41E-08 2.01E-06 -1.21231778 -3.860594348 
 

0.33630988 0.090312425 NA 10 Island Body, TSS200 25464259 Intragenic 
cg22256677 5.46E-08 2.02E-06 -0.794151984 -2.873675103 

 
0.374485621 0.145199293 NKX6-1 4 N_Shore Body 85416951 Intragenic 

cg11101117 5.49E-08 2.03E-06 0.261940129 -2.016117071 
 

0.542477807 0.232098218 FLJ41350 10 S_Shore Body 102997865 Intragenic 
cg23548438 5.50E-08 2.03E-06 1.368826345 -0.381983771 

 
0.709495785 0.435011638 C4orf22 4 S_Shore Body 81257828 Intragenic 

cg21655915 5.51E-08 2.04E-06 -0.642847141 -2.628417388 
 

0.420570809 0.151606269 MAGI1 3 Island Body 65535247 Intragenic 
cg08351203 5.51E-08 2.04E-06 -1.764388336 -4.942368713 

 
0.309795293 0.05042329 ZNF83 19 Island Body, TSS200 53141793 Intragenic 

cg27366964 5.53E-08 2.05E-06 0.381908137 3.256297927 
 

0.556322623 0.873065963 C10orf11 10 NA Body 77946906 Intragenic 
cg18672986 5.53E-08 2.05E-06 -0.233658305 -3.813120615 

 
0.520678783 0.098399475 SCN1B 19 Island Body 35521772 Intragenic 

cg10324630 5.55E-08 2.05E-06 -2.582100244 -4.86448168 
 

0.201354331 0.038788389 CLCNKB 1 NA Body, 1stExon, 5'UTR 16375404 Intragenic 
cg16165797 5.57E-08 2.06E-06 -0.16972557 -1.907042219 

 
0.473991855 0.227870207 SCRT2 20 Island 3'UTR 642894 Intragenic 

cg07518714 5.58E-08 2.06E-06 1.783722408 0.350794349 
 

0.769120994 0.557025247 TNXB 6 Island Body 32064945 Intragenic 
cg23096644 5.60E-08 2.07E-06 -0.333632285 -2.909507949 

 
0.448577277 0.154569466 NA 7 N_Shore Body, TSS1500 94284634 Intragenic 

cg18575176 5.62E-08 2.08E-06 -1.66661814 -3.60905087 
 

0.295694958 0.077933258 PCLO 7 N_Shore Body 82791634 Intragenic 
cg20445094 5.65E-08 2.08E-06 1.291943194 3.119701051 

 
0.67530617 0.890275981 SLC4A8 12 NA 3'UTR 51901293 Intragenic 

cg15383276 5.66E-08 2.09E-06 1.299956172 -0.471160708 
 

0.702182819 0.426413495 RASL10A 22 Island 3'UTR 29709282 Intragenic 
cg25485192 5.68E-08 2.09E-06 0.105233381 -4.186980383 

 
0.516831689 0.132429477 NA 7 N_Shore Body, TSS1500 94284439 Intragenic 

cg03573945 5.68E-08 2.10E-06 -1.092212501 -3.018104078 
 

0.33793351 0.12680489 EBF2 8 Island Body 25897342 Intragenic 
cg18089019 5.70E-08 2.10E-06 -1.799322741 -2.635837109 

 
0.227877585 0.141678154 PDE4DIP 1 N_Shore Body 145075349 Intragenic 

cg04551155 5.72E-08 2.11E-06 -0.60999976 -3.196224979 
 

0.420003869 0.126105437 ISLR2 15 Island 3'UTR 74428183 Intragenic 
cg08071915 5.75E-08 2.12E-06 -1.216090857 -3.015571036 

 
0.3229467 0.123873479 FAM66A 8 Island Body 12219732 Intragenic 

cg22622477 5.75E-08 2.12E-06 -1.413119799 0.439780711 
 

0.294126629 0.574042873 HOXB7 17 Island Body 46685442 Intragenic 
cg15565872 5.76E-08 2.12E-06 -0.202630958 -2.993474797 

 
0.467243165 0.155780953 NA 3 N_Shore Body 157155202 Intragenic 

cg05817031 5.80E-08 2.13E-06 -1.096730169 -4.006858883 
 

0.336781065 0.090443635 NGFR 17 Island Body 47574426 Intragenic 
cg18074726 5.82E-08 2.14E-06 -2.002113026 -4.46386191 

 
0.245078606 0.059885652 BTBD11 12 S_Shore Body 107715081 Intragenic 

cg23359276 5.86E-08 2.15E-06 -1.390934681 -4.424534384 
 

0.348836215 0.066597033 NA 5 Island Body, TSS200 140855504 Intragenic 
cg15211499 5.88E-08 2.16E-06 -3.61316239 -6.188158258 

 
0.13346335 0.015665064 CAMTA1 1 Island Body 7765369 Intragenic 

cg03880173 5.91E-08 2.17E-06 0.151036392 -3.127735991 
 

0.5257884 0.162957778 SOX2-OT 3 Island Body 181413810 Intragenic 
cg09095645 5.91E-08 2.17E-06 1.363494115 3.062258832 

 
0.70307583 0.88045789 SERHL 22 S_Shelf Body 42899417 Intragenic 

cg15651099 5.93E-08 2.18E-06 -0.137791944 -2.926539585 
 

0.498657437 0.144555256 KIRREL 1 Island Body 157963695 Intragenic 
cg25401284 5.95E-08 2.18E-06 -0.706702147 -6.238670387 

 
0.461903605 0.078762587 NA 11 Island Body 61582697 Intragenic 

cg25905881 5.95E-08 2.18E-06 -0.363703369 -3.284188829 
 

0.464925524 0.134381701 GLDN 15 Island Body 51634250 Intragenic 
cg13652557 5.97E-08 2.19E-06 0.138393941 -3.16217918 

 
0.521958313 0.160657461 EPHA7 6 Island Body 94128181 Intragenic 

cg09125812 5.98E-08 2.19E-06 0.304248014 -2.517417391 
 

0.557824995 0.182776141 ANK1 8 Island Body 41625127 Intragenic 
cg23837867 6.04E-08 2.21E-06 -0.347593255 -2.922190906 

 
0.470418372 0.141976394 FEV 2 Island Body 219849133 Intragenic 

cg11242791 6.04E-08 2.21E-06 -0.788045487 -3.926331288 
 

0.421894236 0.088675867 ICAM5 19 Island Body 10406958 Intragenic 
cg05534444 6.07E-08 2.22E-06 -0.283307078 -2.114634047 

 
0.452666903 0.205687495 NPAS1 19 Island Body 47525189 Intragenic 

cg04887494 6.09E-08 2.23E-06 0.848094642 -1.436839993 
 

0.632189573 0.291538473 JSRP1 19 Island Body 2252786 Intragenic 
cg08750951 6.10E-08 2.23E-06 0.577158056 -3.154167206 

 
0.585142463 0.174315324 HERC5 4 Island Body 89378894 Intragenic 
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cg26422059 6.11E-08 2.23E-06 0.245935323 -3.276704297 
 

0.540861545 0.154877455 ASB18 2 Island Body 237146110 Intragenic 
cg07394955 6.12E-08 2.24E-06 -0.136005575 -1.659838154 

 
0.476136028 0.254365831 DLX3 17 Island Body 48070699 Intragenic 

cg06340364 6.14E-08 2.25E-06 -0.730720966 -1.927239199 
 

0.384413196 0.214934997 ZNF853 7 S_Shore Body 6655973 Intragenic 
cg17073733 6.15E-08 2.25E-06 -1.775523576 -3.319702371 

 
0.26242464 0.093354581 WNT1 12 Island Body 49374657 Intragenic 

cg00803088 6.16E-08 2.25E-06 0.720868014 -3.897857966 
 

0.616191874 0.154656665 RET 10 Island Body 43600706 Intragenic 
cg24990212 6.17E-08 2.25E-06 1.103165558 -1.054497197 

 
0.669085955 0.342320396 CYP7B1 8 N_Shore Body 65710790 Intragenic 

cg09792881 6.19E-08 2.26E-06 0.050981542 -2.840963003 
 

0.508614404 0.180729165 DMRTA2 1 Island Body 50884544 Intragenic 
cg19911329 6.22E-08 2.27E-06 0.025397951 -1.373077006 

 
0.508112976 0.287416784 NA 6 Island Body 29975345 Intragenic 

cg06082897 6.22E-08 2.27E-06 0.708134976 1.854442293 
 

0.61339364 0.778450839 CAMTA1 1 S_Shore Body 7767716 Intragenic 
cg03498895 6.22E-08 2.27E-06 -0.941609403 -2.349666363 

 
0.35356755 0.174240502 MYC 8 Island Body 128749851 Intragenic 

cg00612299 6.28E-08 2.29E-06 -0.488012043 -1.823473377 
 

0.426217127 0.227484661 PTGER1 19 Island Body 14584761 Intragenic 
cg18068832 6.33E-08 2.31E-06 0.141608836 -1.873804137 

 
0.522613573 0.238160649 FADS6 17 Island Body 72889350 Intragenic 

cg21743410 6.36E-08 2.32E-06 -1.540349596 -3.368972682 
 

0.272587451 0.103489109 NA 7 N_Shore Body, TSS1500 94284380 Intragenic 
cg24002183 6.36E-08 2.32E-06 2.356537261 0.77000193 

 
0.827405483 0.619181718 RASAL3 19 Island Body 15568574 Intragenic 

cg25643819 6.39E-08 2.33E-06 0.370214202 -2.779780086 
 

0.55944112 0.18443378 HLA-L 6 Island Body 30227942 Intragenic 
cg23288962 6.40E-08 2.33E-06 -0.326838359 -2.564321901 

 
0.44695999 0.176876294 NBEA 13 NA Body 35517516 Intragenic 

cg12046677 6.40E-08 2.33E-06 0.015314454 2.031495796 
 

0.49777033 0.785928386 CACNA1C 12 NA Body 2360663 Intragenic 
cg15132673 6.43E-08 2.34E-06 -0.111316097 -2.941938968 

 
0.480967447 0.168416576 DLL3 19 Island Body 39998199 Intragenic 

cg14031683 6.43E-08 2.34E-06 -2.070809448 -3.675527336 
 

0.233424776 0.074359382 PAQR6 1 Island Body 156215507 Intragenic 
cg08003628 6.44E-08 2.34E-06 1.435418074 -0.907510161 

 
0.713824812 0.358712825 ZFPM2 8 S_Shore Body 106332188 Intragenic 

cg02776659 6.45E-08 2.35E-06 0.506946552 -3.224203682 
 

0.588793137 0.163282919 YBEY 21 Island Body 47717406 Intragenic 
cg23618344 6.46E-08 2.35E-06 -0.257810023 -2.300662147 

 
0.462419679 0.189926647 NA 12 Island 5'UTR, Body 54423428 Intragenic 

cg22276619 6.47E-08 2.35E-06 0.275721935 -3.468648149 
 

0.539427936 0.155992937 GFRA2 8 Island Body 21645332 Intragenic 
cg00927777 6.48E-08 2.35E-06 0.56813985 -1.598763666 

 
0.593273517 0.279548386 HIC1 17 Island Body 1960199 Intragenic 

cg17206001 6.50E-08 2.36E-06 0.015779821 2.10265579 
 

0.505903011 0.785628426 CD3G 11 NA Body 118219601 Intragenic 
cg26572548 6.50E-08 2.36E-06 -2.053252417 -5.042095568 

 
0.29577122 0.035748865 CREG2 2 Island Body 102003380 Intragenic 

cg13412834 6.54E-08 2.38E-06 -1.522590947 0.824932621 
 

0.287877546 0.624747965 FNBP1 9 S_Shore 3'UTR 132652770 Intragenic 
cg13879455 6.56E-08 2.38E-06 2.605011159 0.720770307 

 
0.842094195 0.610971942 AGAP2 12 S_Shore TSS1500, Body 58133008 Intragenic 

cg06422108 6.58E-08 2.39E-06 -0.547107829 -2.944825755 
 

0.410756056 0.147644283 ZEB1 10 S_Shore 1stExon, 5'UTR, Body 31610399 Intragenic 
cg14217558 6.59E-08 2.39E-06 -2.63786114 -5.140997768 

 
0.222554138 0.030377154 PRDM16 1 NA Body 3087734 Intragenic 

cg16162324 6.64E-08 2.41E-06 -1.090777132 -3.580240576 
 

0.339296894 0.106907385 CHST11 12 Island Body 104852047 Intragenic 
cg17189568 6.65E-08 2.41E-06 0.47984513 -2.138501795 

 
0.570474482 0.221790697 FAM150A 8 N_Shore Body 53477264 Intragenic 

cg10997718 6.65E-08 2.41E-06 0.040698251 -2.415965025 
 

0.527622701 0.181574712 TBR1 2 S_Shore Body 162275690 Intragenic 
cg27406678 6.65E-08 2.41E-06 0.360265581 -2.101002158 

 
0.552216645 0.221929109 NKX6-1 4 N_Shore Body 85417612 Intragenic 

cg01664670 6.71E-08 2.43E-06 -0.356471883 -3.24964534 
 

0.452361151 0.141116393 MAFB 20 Island 3'UTR, 1stExon 39316308 Intragenic 
cg11589139 6.72E-08 2.43E-06 -0.243860849 -2.796255032 

 
0.45896985 0.156353327 ACTA1 1 N_Shore 3'UTR 229567139 Intragenic 

cg01697487 6.72E-08 2.43E-06 -1.241257555 0.193574397 
 

0.303826603 0.532037323 MYCBPAP 17 S_Shelf Body 48588559 Intragenic 
cg07833262 6.72E-08 2.43E-06 -0.096195467 -1.682523667 

 
0.483734252 0.25269626 EMX2OS 10 Island Body 119296182 Intragenic 

cg07283114 6.80E-08 2.46E-06 0.87735491 -2.04954369 
 

0.632542683 0.241722125 LOC401463 8 Island Body 65489065 Intragenic 
cg26898087 6.83E-08 2.47E-06 0.069617961 -2.213113888 

 
0.507435498 0.209536576 GUCY1A2 11 N_Shore Body 106888299 Intragenic 

cg17180386 6.83E-08 2.47E-06 -1.436185375 -3.203630064 
 

0.312421636 0.102592823 TNFAIP8L3 15 Island Body 51386452 Intragenic 
cg01646109 6.84E-08 2.47E-06 -2.392405389 -4.547429881 

 
0.224807924 0.044183004 MGC45800 4 Island Body 183064633 Intragenic 

cg24019371 6.85E-08 2.47E-06 0.499244513 -2.433252763 
 

0.577535895 0.211193141 AJAP1 1 Island Body 4716554 Intragenic 
cg02624809 6.85E-08 2.47E-06 -0.265231873 -2.723493752 

 
0.47001635 0.157489982 COMP 19 Island Body 18899876 Intragenic 

cg04005075 6.88E-08 2.48E-06 -1.814062116 -3.630501483 
 

0.238610211 0.089182426 NDRG4 16 S_Shore TSS200, 5'UTR, Body 58498636 Intragenic 
cg26069230 6.88E-08 2.48E-06 -0.06210257 -1.868990559 

 
0.489748851 0.234458049 ADAP2 17 S_Shore Body 29250073 Intragenic 

cg00494883 6.88E-08 2.48E-06 -2.791826282 -5.144304256 
 

0.206349324 0.029099441 DLL1 6 Island Body 170598912 Intragenic 
cg16178003 6.90E-08 2.49E-06 0.106791272 1.631855663 

 
0.515206005 0.744653055 KCNMA1 10 NA Body 79012701 Intragenic 

cg10329345 6.90E-08 2.49E-06 2.532236298 0.396889471 
 

0.831910593 0.555370361 RNF220 1 Island Body 45083079 Intragenic 
cg22525281 6.91E-08 2.49E-06 -1.861209991 -3.892247689 

 
0.271540478 0.067443034 WNT9A 1 Island Body 228134933 Intragenic 

cg03591606 6.92E-08 2.49E-06 -1.69943119 -4.551466628 
 

0.279360622 0.06525682 DLGAP2 8 Island Body 1649522 Intragenic 
cg03527683 6.95E-08 2.50E-06 0.237955221 1.924332207 

 
0.542911865 0.78129371 GRM8 7 NA Body 126752816 Intragenic 

cg14612915 6.97E-08 2.51E-06 -1.468815831 -3.64928856 
 

0.320220884 0.077629943 C1orf95 1 S_Shore Body 226737805 Intragenic 
cg07302910 6.99E-08 2.51E-06 -0.22052469 -1.601118383 

 
0.463062135 0.258321776 VAX1 10 N_Shore 3'UTR 118891355 Intragenic 

cg23119604 7.00E-08 2.52E-06 0.411405726 -2.898682094 
 

0.569946436 0.188658667 HLA-L 6 Island Body 30227854 Intragenic 
cg16928323 7.01E-08 2.52E-06 -1.032421256 -3.9414924 

 
0.385216439 0.081402282 PHACTR1 6 N_Shore Body 13014053 Intragenic 
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cg10070112 7.02E-08 2.52E-06 -0.950705201 -3.02810783 
 

0.370545472 0.12366607 APLP1 19 Island Body 36360529 Intragenic 
cg06643622 7.05E-08 2.53E-06 -0.729694901 1.126945552 

 
0.387814525 0.670218003 CTTNBP2 7 NA Body 117437223 Intragenic 

cg23905542 7.08E-08 2.54E-06 -2.208110843 -5.722975924 
 

0.277937762 0.030647039 KCNH4 17 Island Body 40332792 Intragenic 
cg10583322 7.08E-08 2.54E-06 -0.255970178 1.600982983 

 
0.460390903 0.732873033 MEGF11 15 NA Body 66350184 Intragenic 

cg09696653 7.10E-08 2.55E-06 -2.855710334 -5.965512712 
 

0.214567262 0.020673087 CAMTA1 1 Island Body 7765353 Intragenic 
cg23921342 7.12E-08 2.56E-06 -0.03312204 -2.91308258 

 
0.492512612 0.166058246 CSMD2 1 Island Body 34630923 Intragenic 

cg21890646 7.17E-08 2.57E-06 -0.372416751 1.21928221 
 

0.443385221 0.691260048 CCDC88C 14 NA Body 91816120 Intragenic 
cg26624398 7.23E-08 2.59E-06 -0.001889343 -2.112591326 

 
0.506249914 0.211021335 SLIT3 5 N_Shore Body 168726889 Intragenic 

cg23057485 7.24E-08 2.60E-06 -0.296685455 1.683098394 
 

0.448707332 0.741582941 NA 8 NA Body 134052341 Intragenic 
cg25460166 7.26E-08 2.60E-06 -1.035294769 -2.805341355 

 
0.352060664 0.137823722 CD8B 2 Island Body 87088817 Intragenic 

cg03562414 7.27E-08 2.61E-06 0.58516721 -1.91969037 
 

0.586165921 0.24434646 ZNF577 19 Island Body, 5'UTR 52391078 Intragenic 
cg16307502 7.30E-08 2.61E-06 -2.833964038 -5.685912755 

 
0.232566846 0.020397744 BBS10 12 N_Shore Body 76741864 Intragenic 

cg09553380 7.30E-08 2.61E-06 1.070964107 -2.205616326 
 

0.659648064 0.242247303 ADAM23 2 Island Body 207308829 Intragenic 
cg26257822 7.33E-08 2.62E-06 0.034645329 -1.884015196 

 
0.505279988 0.239279257 EMX2OS 10 N_Shore Body 119292547 Intragenic 

cg15498379 7.35E-08 2.63E-06 0.675925226 -1.900756349 
 

0.609032797 0.252260445 ZSCAN18 19 Island TSS1500, Body 58609981 Intragenic 
cg01821088 7.38E-08 2.64E-06 0.92182437 2.602408535 

 
0.633741055 0.851511156 KLHL29 2 NA Body 23832010 Intragenic 

cg09384787 7.39E-08 2.64E-06 0.633290537 -3.469028607 
 

0.60178037 0.162692994 PCDH20 13 NA Body 61988802 Intragenic 
cg23042510 7.40E-08 2.64E-06 -0.402682314 -2.213863094 

 
0.432112186 0.199183409 EBF3 10 Island Body 131757695 Intragenic 

cg14214797 7.43E-08 2.65E-06 0.07748691 1.616956449 
 

0.516050292 0.743670476 CCDC88C 14 NA Body 91860613 Intragenic 
cg26988895 7.45E-08 2.66E-06 0.582302288 -3.297770442 

 
0.595596724 0.16527225 GRID2IP 7 Island Body 6576353 Intragenic 

cg10470489 7.52E-08 2.68E-06 -1.522910086 -4.076836238 
 

0.290329069 0.080628381 ANK1 8 Island Body 41686324 Intragenic 
cg13926279 7.52E-08 2.68E-06 -1.061427488 -3.50984644 

 
0.377661933 0.092168891 ADAM19 5 Island Body 157002175 Intragenic 

cg24654525 7.53E-08 2.69E-06 1.456980528 -1.303447608 
 

0.7195877 0.32538165 ARHGEF25 12 Island Body, TSS1500 58004992 Intragenic 
cg05376505 7.55E-08 2.69E-06 0.259334669 -2.216943018 

 
0.540255008 0.215393132 PRMT8 12 Island Body 3602286 Intragenic 

cg04421973 7.57E-08 2.70E-06 -0.998193515 -3.595028342 
 

0.379992789 0.097329347 ADAMTS9 3 N_Shore Body 64670907 Intragenic 
cg11813976 7.58E-08 2.70E-06 -0.298098658 -2.242065579 

 
0.450705293 0.19896574 EBF2 8 Island Body 25901335 Intragenic 

cg16373229 7.59E-08 2.71E-06 -1.31923387 -2.939397623 
 

0.321289225 0.120084967 FEZF1 7 N_Shore Body 121942209 Intragenic 
cg00047694 7.62E-08 2.71E-06 -0.003769745 -1.639049958 

 
0.501069154 0.256668139 LOC732275 16 NA Body 86377053 Intragenic 

cg26088662 7.62E-08 2.71E-06 0.671398995 -1.696627725 
 

0.599773846 0.269555082 ADRA1B 5 Island Body 159399005 Intragenic 
cg14608020 7.66E-08 2.73E-06 -1.538211718 -2.926677388 

 
0.275840288 0.122901599 LHX2 9 S_Shore Body 126782556 Intragenic 

cg11717054 7.70E-08 2.74E-06 0.543568702 -2.837467541 
 

0.585808235 0.194975211 NLRP6 11 Island Body 279423 Intragenic 
cg21530453 7.70E-08 2.74E-06 0.547417583 -2.441318012 

 
0.587534494 0.213968169 NA 16 Island TSS1500, Body 56226346 Intragenic 

cg04937794 7.75E-08 2.75E-06 0.965161317 2.564090954 
 

0.641185403 0.847326806 KCNH6 17 S_Shelf Body 61619532 Intragenic 
cg05961935 7.75E-08 2.75E-06 0.585603345 -1.754701052 

 
0.592542893 0.262357691 ZEB2 2 Island Body 145274125 Intragenic 

cg23902232 7.76E-08 2.76E-06 0.886747284 2.910564728 
 

0.626526912 0.865294905 PDE9A 21 NA 3'UTR 44195410 Intragenic 
cg01740424 7.78E-08 2.76E-06 -3.12022197 -4.678217404 

 
0.139229878 0.038143429 SPEF1 20 Island 3'UTR 3758584 Intragenic 

cg19532257 7.79E-08 2.77E-06 0.635087272 -2.657679513 
 

0.598726733 0.202185313 KIF5C 2 S_Shore Body 149634141 Intragenic 
cg15155463 7.79E-08 2.77E-06 -1.361903745 -2.906924284 

 
0.311860842 0.120806632 DYSF 2 Island TSS200, Body 71693793 Intragenic 

cg22149359 7.90E-08 2.81E-06 -1.349268006 -3.19075443 
 

0.31180327 0.110315479 MCC 5 S_Shore TSS1500, Body 112630990 Intragenic 
cg03066577 7.93E-08 2.82E-06 -1.061934526 -3.465114137 

 
0.368632796 0.10091596 C3orf55 3 Island 5'UTR, 1stExon, Body 157261202 Intragenic 

cg03311684 7.95E-08 2.82E-06 0.663916621 -2.412667085 
 

0.601894291 0.213073597 EMX2OS 10 N_Shore Body 119293360 Intragenic 
cg08351331 7.95E-08 2.82E-06 0.163675652 1.608609843 

 
0.527543792 0.743243921 LBP 20 NA Body 36975083 Intragenic 

cg06409824 7.98E-08 2.83E-06 -0.273679783 -2.845910783 
 

0.45298402 0.168707017 HLA-L 6 Island Body 30227825 Intragenic 
cg21701531 8.05E-08 2.85E-06 0.33679482 -2.537943212 

 
0.5462827 0.197859762 ZEB2 2 Island Body, 5'UTR 145275199 Intragenic 

cg25661973 8.05E-08 2.85E-06 0.122326554 -1.899005593 
 

0.516743575 0.236192186 OLIG2 21 S_Shore 3'UTR 34400733 Intragenic 
cg09074856 8.08E-08 2.86E-06 0.915146129 -0.98011428 

 
0.643614245 0.347590238 FLJ42875 1 Island Body 2979817 Intragenic 

cg27331401 8.09E-08 2.86E-06 -1.641098969 -3.567996462 
 

0.302597053 0.08046885 NA 3 Island TSS200, Body, TSS1500 37035207 Intragenic 
cg11881934 8.09E-08 2.86E-06 -1.897317128 -4.734986624 

 
0.309910922 0.043660717 SYT5 19 S_Shore Body 55685374 Intragenic 

cg24041541 8.09E-08 2.86E-06 -0.497951452 -3.726641276 
 

0.416159105 0.116382756 LOC100192378 8 N_Shelf Body 77586395 Intragenic 
cg19100138 8.12E-08 2.87E-06 0.172380092 -2.475565394 

 
0.532756173 0.193045054 ECE2 3 Island Body 183993995 Intragenic 

cg18183073 8.16E-08 2.88E-06 -1.124820611 -3.113905136 
 

0.353217718 0.114839833 FLJ42709 5 Island Body 92916593 Intragenic 
cg18428688 8.16E-08 2.88E-06 0.972032714 -2.629960309 

 
0.649835724 0.224916692 ZSCAN18 19 Island Body, TSS200 58609744 Intragenic 

cg13983686 8.17E-08 2.89E-06 -0.337128766 -2.562398424 
 

0.442799233 0.180308718 ODZ2 5 NA Body 167001044 Intragenic 
cg15744492 8.22E-08 2.90E-06 -1.470495759 -3.37636652 

 
0.315141337 0.090829961 IL11 19 S_Shore Body 55880984 Intragenic 

cg17412248 8.24E-08 2.91E-06 -0.370149302 -2.282149201 
 

0.441076615 0.19476195 CDH22 20 Island Body 44803411 Intragenic 
cg06289844 8.24E-08 2.91E-06 -1.792400287 -3.954969777 

 
0.27204738 0.069784797 HEY2 6 S_Shore Body 126071538 Intragenic 
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cg10423607 8.27E-08 2.92E-06 -2.485692642 0.14761703 
 

0.19511577 0.522869039 CPA6 8 NA Body 68418480 Intragenic 
cg07696033 8.28E-08 2.92E-06 -1.515075478 -4.349787653 

 
0.275244638 0.075603172 ALX4 11 Island Body 44326410 Intragenic 

cg18243910 8.28E-08 2.92E-06 1.696566627 3.009404189 
 

0.748545582 0.883264548 TAP2 6 NA 3'UTR, Body 32795153 Intragenic 
cg26272270 8.30E-08 2.93E-06 -1.873997756 -5.235488015 

 
0.321975082 0.041313185 CACNB2 10 Island Body 18430144 Intragenic 

cg20347090 8.31E-08 2.93E-06 -1.682073132 -4.731806878 
 

0.254039717 0.067101963 PRMT8 12 Island Body 3602093 Intragenic 
cg15157974 8.33E-08 2.94E-06 1.030383657 2.593757301 

 
0.655112573 0.849133299 NA 1 NA Body, 3'UTR 232144702 Intragenic 

cg27532758 8.34E-08 2.94E-06 -1.277931481 -2.980221602 
 

0.31312275 0.125254496 FAM66E 8 Island Body 7812741 Intragenic 
cg05906740 8.35E-08 2.94E-06 -3.051023234 -5.524787907 

 
0.190235947 0.023255148 NA 3 Island TSS200, Body, TSS1500 37035205 Intragenic 

cg20966754 8.39E-08 2.95E-06 1.506208276 -0.743373969 
 

0.725655448 0.389325497 IGF2BP1 17 Island Body 47091339 Intragenic 
cg22090863 8.39E-08 2.95E-06 -0.027732299 -3.215741585 

 
0.496884992 0.155874743 NA 7 N_Shore Body, TSS1500 94284623 Intragenic 

cg24160662 8.44E-08 2.97E-06 -2.28618427 -5.449005319 
 

0.259816334 0.033115551 SALL2 14 NA Body 21994644 Intragenic 
cg21052682 8.46E-08 2.97E-06 -0.427988004 -3.261351876 

 
0.451562636 0.130225863 FGF19 11 Island Body 69518197 Intragenic 

cg02916102 8.48E-08 2.98E-06 -0.515117357 -3.210378628 
 

0.427949507 0.14048126 CYP11A1 15 Island 1stExon, Body, 5'UTR 74658244 Intragenic 
cg13742526 8.55E-08 3.00E-06 0.28772642 -2.837284315 

 
0.544126692 0.184231652 JSRP1 19 Island Body 2252432 Intragenic 

cg02879662 8.55E-08 3.00E-06 -2.315908731 -5.264111247 
 

0.245629957 0.036986105 HIF3A 19 Island Body, TSS1500 46800467 Intragenic 
cg16193295 8.55E-08 3.00E-06 -1.068985354 0.42279817 

 
0.336805166 0.569741886 FHOD3 18 N_Shore Body 34338686 Intragenic 

cg20152891 8.58E-08 3.01E-06 -0.123155025 -2.692730612 
 

0.502902765 0.166172571 SLC17A7 19 Island Body 49944506 Intragenic 
cg12073083 8.61E-08 3.02E-06 2.039163699 3.240534895 

 
0.785753524 0.90148017 FOXN3 14 NA Body 89749549 Intragenic 

cg02054059 8.66E-08 3.04E-06 -1.734444643 -5.14923231 
 

0.325317828 0.048383554 KIF26B 1 Island Body 245318817 Intragenic 
cg00323965 8.69E-08 3.05E-06 -0.285962865 -2.378328233 

 
0.458555857 0.185471709 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277807 Intragenic 

cg07139330 8.70E-08 3.05E-06 1.073990286 -3.586494939 
 

0.64427155 0.164916433 BAI1 8 Island Body 143591596 Intragenic 
cg24243314 8.76E-08 3.07E-06 0.356302078 -3.391927078 

 
0.55765457 0.154656511 PCDH20 13 NA Body 61988910 Intragenic 

cg23185921 8.76E-08 3.07E-06 -0.850146904 -3.996358917 
 

0.366219154 0.107289243 NELL2 12 Island Body, TSS1500, TSS200 45270799 Intragenic 
cg22212691 8.77E-08 3.07E-06 0.879709495 -2.195344924 

 
0.635903802 0.241008553 OBSL1 2 Island Body 220417868 Intragenic 

cg24095353 8.80E-08 3.08E-06 -1.707875539 -4.094652111 
 

0.307240797 0.063750376 VSX2 14 Island Body 74724703 Intragenic 
cg18585988 8.84E-08 3.09E-06 -0.130986191 -2.292787036 

 
0.485524172 0.197579834 NKPD1 19 Island Body 45656349 Intragenic 

cg05817517 8.84E-08 3.09E-06 1.202051895 -2.432547434 
 

0.675051303 0.233350772 CSMD2 1 Island Body 34630153 Intragenic 
cg03696327 8.85E-08 3.10E-06 0.474558533 -2.216572223 

 
0.572895652 0.224490604 GPR88 1 Island Body 101005121 Intragenic 

cg09381003 8.98E-08 3.14E-06 0.479181868 -1.43642441 
 

0.579554458 0.283487993 NA 19 N_Shore TSS1500, 3'UTR 41082314 Intragenic 
cg19555886 8.99E-08 3.14E-06 -1.513531479 -3.322169753 

 
0.291239522 0.100715341 SPEF1 20 S_Shore Body 3759228 Intragenic 

cg06937997 9.02E-08 3.15E-06 -0.812944688 -2.622939019 
 

0.379055206 0.155111525 PTGER3 1 N_Shore Body 71512100 Intragenic 
cg22216017 9.03E-08 3.16E-06 -0.403363298 -2.90044603 

 
0.436280238 0.153196675 NA 7 Island Body, TSS1500 94285004 Intragenic 

cg23337754 9.08E-08 3.17E-06 0.503233048 -4.479848937 
 

0.62737659 0.097478643 CRABP1 15 Island Body 78632859 Intragenic 
cg00845765 9.14E-08 3.19E-06 -2.450647517 -3.844054252 

 
0.175056977 0.068947771 FOXH1 8 Island Body 145700821 Intragenic 

cg08929002 9.22E-08 3.22E-06 -0.922826725 -2.653168265 
 

0.374531717 0.146620781 NR2E1 6 Island Body 108496991 Intragenic 
cg05850377 9.32E-08 3.25E-06 -1.139511141 -4.452058352 

 
0.38613522 0.074209095 QKI 6 NA Body 163837794 Intragenic 

cg13997668 9.34E-08 3.26E-06 -1.452459042 -3.675508521 
 

0.32246388 0.085046723 SPOCK2 10 Island Body 73847532 Intragenic 
cg17861154 9.35E-08 3.26E-06 0.059443662 -2.058897547 

 
0.50991893 0.226171543 PAX2 10 S_Shore Body 102509693 Intragenic 

cg18278247 9.38E-08 3.27E-06 -0.656846755 -3.627642917 
 

0.451917019 0.098209681 KIF26B 1 Island Body 245319261 Intragenic 
cg15021439 9.44E-08 3.29E-06 0.612304299 -2.121328959 

 
0.605916505 0.226144435 OBSL1 2 Island Body 220416871 Intragenic 

cg14954491 9.46E-08 3.30E-06 0.194735189 -4.626967184 
 

0.528341213 0.121405374 NPTX1 17 Island Body 78449647 Intragenic 
cg20029745 9.49E-08 3.30E-06 0.56635591 -1.641596905 

 
0.588467186 0.259371811 DSC3 18 Island Body 28621985 Intragenic 

cg06962944 9.49E-08 3.30E-06 0.303127242 -3.006624362 
 

0.549110486 0.180105403 TOX2 20 Island TSS200, Body 42544728 Intragenic 
cg06151464 9.49E-08 3.30E-06 -0.61670247 -4.457547495 

 
0.448371178 0.083601979 MIR548N 2 S_Shore Body 179278855 Intragenic 

cg21845953 9.51E-08 3.31E-06 0.447847029 -2.162879647 
 

0.569892241 0.220950194 NA 8 N_Shore Body, TSS200 77593360 Intragenic 
cg22030072 9.57E-08 3.33E-06 -0.481984284 -2.086137731 

 
0.427514142 0.202662793 EN1 2 Island Body 119603673 Intragenic 

cg07785447 9.60E-08 3.34E-06 1.200608784 -2.280722881 
 

0.680379999 0.239382369 GSC 14 Island Body 95235127 Intragenic 
cg19385321 9.61E-08 3.34E-06 -1.507761251 -2.824918209 

 
0.281174489 0.126499351 MMP17 12 Island Body 132314041 Intragenic 

cg09634134 9.63E-08 3.35E-06 -2.335116635 -4.178296535 
 

0.214667369 0.054810151 AHRR 5 Island Body 321681 Intragenic 
cg22629111 9.72E-08 3.38E-06 -0.062014295 -2.35652964 

 
0.489420251 0.20207302 FAM78B 1 Island Body 166135208 Intragenic 

cg19619387 9.74E-08 3.38E-06 -1.092549179 -3.085063992 
 

0.343625156 0.12238202 RTN4RL1 17 Island Body 1881036 Intragenic 
cg22042833 9.77E-08 3.39E-06 -2.108869755 -3.602840504 

 
0.218015437 0.079306561 LINC00340 6 NA Body 21987848 Intragenic 

cg17179826 9.79E-08 3.40E-06 0.771966086 2.530900843 
 

0.616006857 0.838710059 NFASC 1 NA 3'UTR, Body 204946032 Intragenic 
cg00721315 9.79E-08 3.40E-06 0.584789786 -1.353433414 

 
0.59250648 0.304675552 LHX5 12 N_Shore 3'UTR 113900719 Intragenic 

cg25979559 9.93E-08 3.44E-06 -1.063925304 -4.24696064 
 

0.387568171 0.081246323 NHLH2 1 Island 3'UTR 116380572 Intragenic 
cg25318296 9.94E-08 3.45E-06 -1.747756782 -3.869367614 

 
0.273327541 0.075882532 CLYBL 13 Island 3'UTR 100547785 Intragenic 
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cg16661554 9.95E-08 3.45E-06 -1.745327932 -3.730232128 
 

0.274717013 0.079881947 SOX2-OT 3 NA Body 181420020 Intragenic 
cg06816235 9.95E-08 3.45E-06 -0.544281093 -2.629740496 

 
0.422050245 0.162405899 BDNF 11 Island Body, 5'UTR, TSS1500, 1stExon 27742219 Intragenic 

cg12228123 9.96E-08 3.45E-06 0.935739457 2.698212113 
 

0.636731451 0.854182861 NA 4 NA 3'UTR, Body 7761009 Intragenic 
cg03789420 9.97E-08 3.45E-06 0.873618599 -1.134888283 

 
0.639588806 0.335413685 CADM3 1 Island Body 159141717 Intragenic 

cg22766230 9.99E-08 3.46E-06 2.133379221 4.059924201 
 

0.777145371 0.935400618 ZNF419 19 NA 3'UTR 58005481 Intragenic 
cg05848785 9.99E-08 3.46E-06 0.28130707 2.098195497 

 
0.542678516 0.789901468 NA 10 NA 5'UTR, TSS1500, Body 73480942 Intragenic 

cg07297068 1.00E-07 3.46E-06 2.533379522 0.783794278 
 

0.840434462 0.619205999 XKR5 8 N_Shore Body 6691691 Intragenic 
cg06466917 1.00E-07 3.46E-06 -2.260690443 -3.822823019 

 
0.194106384 0.073518744 NA 5 N_Shore Body, TSS1500 17216259 Intragenic 

cg05390530 1.00E-07 3.46E-06 -1.78618361 -3.996688158 
 

0.291059005 0.060317875 NA 18 Island TSS200, Body 5238183 Intragenic 
cg02290238 1.00E-07 3.46E-06 -0.04045954 -3.694496236 

 
0.499798822 0.139546226 NA 1 S_Shore Body, TSS1500 49242934 Intragenic 

cg23222247 1.00E-07 3.47E-06 0.72313275 0.05548253 
 

0.618175811 0.50954313 PHOSPHO1 17 Island Body 47302219 Intragenic 
cg21370856 1.00E-07 3.47E-06 1.162200007 -1.271463628 

 
0.67899843 0.323046754 PRKCB 16 Island Body 23848003 Intragenic 

cg18560915 1.01E-07 3.48E-06 0.299212327 1.394768283 
 

0.550173795 0.718373509 LNX1 4 NA Body 54430218 Intragenic 
cg21460394 1.01E-07 3.48E-06 -0.007626794 -1.941351639 

 
0.499307388 0.234117618 ESPNP 1 Island Body 17020457 Intragenic 

cg21495139 1.01E-07 3.49E-06 -0.586086441 -3.494252328 
 

0.404424443 0.128528201 TMEM179 14 Island Body 105070749 Intragenic 
cg07606384 1.01E-07 3.50E-06 1.338086105 -0.402378884 

 
0.702689645 0.437543217 CYP26C1 10 Island Body 94823251 Intragenic 

cg04066265 1.01E-07 3.50E-06 2.81647088 1.096711533 
 

0.868072558 0.664220204 CSGALNACT1 8 S_Shore TSS200, Body, 5'UTR 19460243 Intragenic 
cg22916017 1.01E-07 3.50E-06 -0.424756857 1.958070971 

 
0.435225278 0.76132606 CCDC88B 11 N_Shore Body 64110731 Intragenic 

cg23483840 1.02E-07 3.51E-06 -0.376044624 -3.108745714 
 

0.462348409 0.143691302 NA 6 Island Body 29974844 Intragenic 
cg03734784 1.02E-07 3.52E-06 0.571886609 -2.976416569 

 
0.590437415 0.192195908 ZNF530 19 Island Body 58111705 Intragenic 

cg01257975 1.02E-07 3.53E-06 0.774435098 -1.398064399 
 

0.624220124 0.304306608 CACNA1I 22 Island Body 40058706 Intragenic 
cg00458965 1.02E-07 3.53E-06 0.671000055 -1.370011274 

 
0.604887625 0.300139681 LHX1 17 Island Body 35297309 Intragenic 

cg24125901 1.03E-07 3.55E-06 -3.352094113 -5.018675561 
 

0.111516698 0.03350289 CRLF1 19 Island Body 18716439 Intragenic 
cg26125956 1.03E-07 3.55E-06 1.31422761 3.017877594 

 
0.68555779 0.881799927 FSTL4 5 NA Body 132803980 Intragenic 

cg20298273 1.04E-07 3.56E-06 0.800825472 -1.929671279 
 

0.629969278 0.257043001 LRRC71 1 Island Body 156897330 Intragenic 
cg02300147 1.04E-07 3.58E-06 -1.365446404 -2.860026506 

 
0.304675113 0.126117968 RBFOX3 17 Island Body 77093524 Intragenic 

cg17038667 1.04E-07 3.58E-06 -0.617847705 -4.844045521 
 

0.465206613 0.080573903 FGF3 11 Island Body 69632883 Intragenic 
cg23930856 1.04E-07 3.58E-06 -1.67109062 -4.568140409 

 
0.318194127 0.054269132 TFAP2B 6 N_Shore 3'UTR 50811724 Intragenic 

cg26179590 1.04E-07 3.58E-06 -0.498615215 -2.890129953 
 

0.420888489 0.155224245 NA 7 N_Shore Body, TSS1500 94284520 Intragenic 
cg17492316 1.05E-07 3.59E-06 -1.204414378 -4.003782795 

 
0.323502974 0.094244536 RPRM 2 N_Shore 3'UTR, 1stExon 154333970 Intragenic 

cg20380069 1.05E-07 3.59E-06 -2.02060191 -3.48255549 
 

0.233962386 0.083777201 MSI1 12 Island Body 120806617 Intragenic 
cg03495195 1.05E-07 3.60E-06 -1.774022158 -3.402652726 

 
0.259810227 0.09220131 COL2A1 12 N_Shore Body 48396862 Intragenic 

cg02223905 1.05E-07 3.60E-06 0.710981947 2.032829402 
 

0.610169813 0.796770305 ALS2CL 3 NA TSS1500, Body 46720206 Intragenic 
cg13071386 1.05E-07 3.61E-06 -0.135008895 -2.639657071 

 
0.491414509 0.174771819 ITGA9 3 Island Body 37494403 Intragenic 

cg25706060 1.05E-07 3.62E-06 -3.03344384 -5.40439543 
 

0.188305715 0.024610023 C1orf95 1 S_Shore Body 226737819 Intragenic 
cg09121695 1.05E-07 3.62E-06 0.61973878 -1.625231644 

 
0.598326316 0.277724371 GPR124 8 Island Body 37655503 Intragenic 

cg02554051 1.06E-07 3.62E-06 0.95121492 3.046550673 
 

0.634594852 0.877657403 NA 12 N_Shore Body 81329566 Intragenic 
cg15320854 1.06E-07 3.62E-06 -0.546402439 -2.56192383 

 
0.434232269 0.158302128 NA 7 N_Shore TSS200, Body 107300939 Intragenic 

cg26532253 1.06E-07 3.62E-06 -2.017794067 -4.009979739 
 

0.26106598 0.060212943 NA 20 Island Body, TSS1500 61734508 Intragenic 
cg20410810 1.06E-07 3.63E-06 -2.225159928 -5.113701272 

 
0.274345429 0.03326662 CACNG4 17 S_Shore Body 64962417 Intragenic 

cg20153196 1.06E-07 3.63E-06 -1.113005191 -2.879726087 
 

0.334699198 0.135729859 NEUROD2 17 N_Shore 3'UTR 37760359 Intragenic 
cg08805144 1.07E-07 3.65E-06 0.162267319 -3.259133928 

 
0.52779513 0.168886728 CACNA2D3 3 S_Shore Body 54157353 Intragenic 

cg02003041 1.07E-07 3.65E-06 -2.705916923 -5.07705339 
 

0.217389482 0.03008853 CBFA2T3 16 Island TSS1500, Body 89008134 Intragenic 
cg21210962 1.07E-07 3.66E-06 -0.936350805 -3.430202497 

 
0.393887119 0.102433558 NKD2 5 Island Body 1009776 Intragenic 

cg08769300 1.07E-07 3.66E-06 -0.738911392 -3.263806418 
 

0.40872604 0.12241945 TRPC3 4 Island Body 122871735 Intragenic 
cg04905049 1.07E-07 3.66E-06 0.18864283 -2.189902829 

 
0.528935282 0.214348587 HELT 4 Island Body 185941304 Intragenic 

cg07060551 1.07E-07 3.67E-06 0.730413375 -1.356603245 
 

0.614056256 0.307742448 SHANK1 19 Island Body 51198381 Intragenic 
cg22200330 1.08E-07 3.68E-06 -0.194760482 -2.207623178 

 
0.466292105 0.207437855 DNER 2 Island Body 230578063 Intragenic 

cg06052921 1.08E-07 3.68E-06 0.546287548 -2.281880142 
 

0.583179668 0.219777405 NGFR 17 Island Body 47574667 Intragenic 
cg24092179 1.09E-07 3.71E-06 0.544471777 -1.343991416 

 
0.585529008 0.303136157 SPIB 19 N_Shore Body 50931222 Intragenic 

cg13231700 1.09E-07 3.72E-06 0.835674681 -2.977234287 
 

0.621742846 0.179454372 EPHA4 2 N_Shore Body 222435709 Intragenic 
cg03247892 1.09E-07 3.72E-06 -0.569346443 -2.574883167 

 
0.413427486 0.167608987 ICAM4 19 Island Body 10398215 Intragenic 

cg01618829 1.09E-07 3.72E-06 -1.97803959 -3.504971916 
 

0.221594427 0.08968334 GPM6A 4 N_Shore 5'UTR, Body 176922896 Intragenic 
cg13835053 1.10E-07 3.74E-06 -2.490786875 -4.216371543 

 
0.184208593 0.056441865 LINC00094 9 Island Body 136891212 Intragenic 

cg02035060 1.10E-07 3.74E-06 1.598301419 -1.365635268 
 

0.73017186 0.328694913 CRMP1 4 Island Body 5889430 Intragenic 
cg14725641 1.10E-07 3.74E-06 -1.354079595 -5.67481319 

 
0.355800343 0.065236092 NA 11 Island TSS200, Body 61582763 Intragenic 
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cg18979559 1.10E-07 3.75E-06 -0.493553053 -2.255006894 
 

0.41984276 0.195500519 CCDC144C 17 NA Body 20280153 Intragenic 
cg18166990 1.11E-07 3.76E-06 1.010112364 2.062990016 

 
0.66107756 0.801683249 SHANK2 11 NA Body 70515565 Intragenic 

cg06894812 1.11E-07 3.77E-06 0.234506008 -3.218825739 
 

0.531156831 0.1646882 MCC 5 Island 5'UTR, 1stExon, Body 112630225 Intragenic 
cg10530851 1.11E-07 3.77E-06 0.969437429 -2.378071543 

 
0.6479113 0.235681818 NKX2-8 14 Island Body 37051417 Intragenic 

cg16306115 1.11E-07 3.78E-06 -1.585973441 -3.922037121 
 

0.319021496 0.070430366 NA 6 Island 1stExon, 3'UTR, TSS200 24358306 Intragenic 
cg22697962 1.12E-07 3.79E-06 0.050234426 -2.261939532 

 
0.508458041 0.21144984 ATP6V1B1 2 Island Body 71192118 Intragenic 

cg06271165 1.12E-07 3.79E-06 0.75245267 2.046144657 
 

0.616418646 0.798744251 NA 18 N_Shelf Body, TSS1500 47016182 Intragenic 
cg06260077 1.12E-07 3.79E-06 -2.340788136 -3.297337027 

 
0.173596959 0.095073339 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721350 Intragenic 

cg00198603 1.12E-07 3.81E-06 0.829527939 -1.434786338 
 

0.634653237 0.301648797 ITGA8 10 N_Shore Body 15761192 Intragenic 
cg08607907 1.13E-07 3.83E-06 -0.890059073 -4.274411402 

 
0.368401792 0.097971022 NA 7 N_Shore Body, TSS1500 94284428 Intragenic 

cg18800085 1.13E-07 3.83E-06 0.706211544 -3.403493004 
 

0.609432315 0.176236883 RCSD1 1 Island Body 167599719 Intragenic 
cg10736337 1.13E-07 3.85E-06 -0.473970452 1.301758301 

 
0.424120648 0.695356104 RPS15 19 Island Body 1439980 Intragenic 

cg15014577 1.14E-07 3.85E-06 0.838250242 -1.061454583 
 

0.628946822 0.339177651 TNXB 6 Island Body 32064785 Intragenic 
cg17543885 1.14E-07 3.86E-06 -0.375922293 -2.377287765 

 
0.444084082 0.188789254 AKAP12 6 Island Body 151562429 Intragenic 

cg07448606 1.14E-07 3.87E-06 -1.265817416 -4.710919759 
 

0.316097322 0.075681685 NA 5 Island Body, 1stExon 140855857 Intragenic 
cg07037112 1.14E-07 3.87E-06 -0.901593286 -2.869277482 

 
0.37448377 0.137281225 FGF8 10 N_Shore Body 103534934 Intragenic 

cg15658978 1.14E-07 3.88E-06 1.263036485 2.852610182 
 

0.682134978 0.871529006 FRMD4A 10 NA Body 13736020 Intragenic 
cg02553284 1.15E-07 3.88E-06 -2.244518547 -4.526965408 

 
0.255511995 0.044617005 COL2A1 12 N_Shore Body 48396670 Intragenic 

cg11446774 1.15E-07 3.90E-06 -0.552071807 -3.367332732 
 

0.420672962 0.132381422 MCC 5 N_Shore Body 112823171 Intragenic 
cg02476510 1.16E-07 3.92E-06 0.867600808 -1.931692885 

 
0.637713378 0.258267111 CSMD3 8 S_Shore Body 114445580 Intragenic 

cg02039267 1.16E-07 3.92E-06 0.292742089 -2.324627034 
 

0.5485978 0.218111619 VAX1 10 Island Body 118894069 Intragenic 
cg18330047 1.16E-07 3.92E-06 1.408188584 -0.401385747 

 
0.714069765 0.438049305 TNXB 6 Island Body 32064783 Intragenic 

cg03511806 1.16E-07 3.92E-06 -3.23336511 -4.974301959 
 

0.130610356 0.033346505 MAST4 5 NA Body 66124801 Intragenic 
cg00044245 1.16E-07 3.93E-06 -0.027350105 -2.207503939 

 
0.491424153 0.20557603 EPHA7 6 Island Body 94128889 Intragenic 

cg10457539 1.16E-07 3.94E-06 1.01928899 -1.208835459 
 

0.65799905 0.323109179 NKX6-1 4 Island Body 85418584 Intragenic 
cg02465374 1.17E-07 3.95E-06 -2.943965567 -5.954160324 

 
0.234009267 0.017716629 NA 6 Island Body, TSS200 166401700 Intragenic 

cg00541956 1.17E-07 3.96E-06 -0.693390796 1.418780664 
 

0.395406252 0.704269545 ZNF256 19 N_Shelf Body 58455018 Intragenic 
cg07957690 1.17E-07 3.96E-06 0.044104418 -1.740323418 

 
0.506044992 0.250537153 NA 16 S_Shore Body, TSS1500 1402745 Intragenic 

cg24500441 1.18E-07 3.98E-06 -3.341535558 -6.80609896 
 

0.218045823 0.013790252 MEGF11 15 Island Body 66274709 Intragenic 
cg06100368 1.18E-07 3.98E-06 -2.559815505 -4.915261746 

 
0.215532928 0.036012124 RIIAD1 1 Island Body 151694123 Intragenic 

cg20591728 1.18E-07 3.99E-06 0.148596442 2.641470187 
 

0.527519644 0.827914078 NA 17 N_Shore Body, TSS1500 46683606 Intragenic 
cg24994504 1.18E-07 3.99E-06 0.487915324 -2.079984629 

 
0.578693863 0.23388442 RAB3C 5 S_Shore Body 57879417 Intragenic 

cg07752026 1.18E-07 3.99E-06 0.276553395 -2.529853831 
 

0.544704877 0.202890421 MATK 19 Island Body, TSS200 3786483 Intragenic 
cg18562243 1.18E-07 3.99E-06 0.497811745 -1.42287144 

 
0.578591006 0.292760042 SOX2-OT 3 S_Shore Body 181414189 Intragenic 

cg13993336 1.18E-07 3.99E-06 -0.671379817 -5.404113009 
 

0.483625103 0.077096889 NA 5 Island Body, TSS200 140855482 Intragenic 
cg23513966 1.19E-07 4.01E-06 -0.111822234 -2.058004416 

 
0.491133408 0.2182065 ISL2 15 Island Body 76630209 Intragenic 

cg07808661 1.19E-07 4.02E-06 -2.125560657 -4.958635005 
 

0.300734145 0.032288712 NA 18 Island Body, TSS200 5237922 Intragenic 
cg15805568 1.20E-07 4.03E-06 0.248575625 -1.648693854 

 
0.538298853 0.262817135 SHANK1 19 Island Body 51199000 Intragenic 

cg23676151 1.21E-07 4.08E-06 1.230777126 -0.590528762 
 

0.693467783 0.40759842 NR2E1 6 Island Body 108491372 Intragenic 
cg14417498 1.21E-07 4.08E-06 -1.538984855 -4.061704846 

 
0.324998942 0.070034673 LMX1A 1 Island Body 165322199 Intragenic 

cg17846194 1.22E-07 4.11E-06 -2.563450402 -3.956766346 
 

0.172281272 0.063076349 DHH 12 Island Body 49485900 Intragenic 
cg06893362 1.23E-07 4.12E-06 0.187857454 1.887447965 

 
0.531844002 0.771986403 NA 20 S_Shore Body, TSS200 47897124 Intragenic 

cg10467711 1.23E-07 4.12E-06 0.820797542 -1.728670095 
 

0.629004458 0.266863887 SLC35F3 1 Island Body 234350327 Intragenic 
cg13487229 1.23E-07 4.13E-06 -3.88683628 -6.042775316 

 
0.10774603 0.016690465 CBX6 22 Island Body 39267643 Intragenic 

cg15195321 1.23E-07 4.15E-06 -0.99713365 -3.362541468 
 

0.343952293 0.121386017 NA 4 Island Body, TSS1500 174452026 Intragenic 
cg19874726 1.24E-07 4.16E-06 0.890187311 -1.390790216 

 
0.634638551 0.301954409 SIX1 14 Island Body 61114476 Intragenic 

cg01466298 1.24E-07 4.17E-06 -1.215168207 -3.301506088 
 

0.338788718 0.105868325 SRSF12 6 N_Shore Body 89826950 Intragenic 
cg05428770 1.24E-07 4.18E-06 0.811817177 -2.189889894 

 
0.632695211 0.244489184 HLA-L 6 Island Body 30227883 Intragenic 

cg08373187 1.24E-07 4.18E-06 -1.76315442 -0.234303089 
 

0.243135919 0.464732756 CXCL14 5 N_Shelf Body 134912048 Intragenic 
cg19341977 1.25E-07 4.18E-06 -0.928593041 -3.012476456 

 
0.370799113 0.127195376 ISL2 15 Island Body 76632813 Intragenic 

cg08186924 1.25E-07 4.18E-06 0.137213234 -1.889913517 
 

0.532213983 0.22975181 NPHS2 1 Island Body 179544721 Intragenic 
cg20129210 1.25E-07 4.19E-06 -0.527246195 -2.776041081 

 
0.44204494 0.144397502 CLYBL 13 Island 3'UTR 100547192 Intragenic 

cg08239375 1.25E-07 4.20E-06 3.166653551 1.30102753 
 

0.887338054 0.691625638 NA 2 S_Shore Body, TSS1500 27887547 Intragenic 
cg25019648 1.26E-07 4.22E-06 0.122933588 -3.210544564 

 
0.513393674 0.160878271 BTBD17 17 Island Body 72353261 Intragenic 

cg12976581 1.26E-07 4.22E-06 -0.984724365 -3.676764576 
 

0.383683856 0.1010796 NA 6 Island Body 29975032 Intragenic 
cg14112075 1.26E-07 4.23E-06 0.288927811 -1.972140759 

 
0.544471503 0.23563077 SFTA3 14 Island Body 36977818 Intragenic 
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cg06802630 1.26E-07 4.23E-06 1.255315861 -0.670346864 
 

0.69475865 0.398036437 AHRR 5 Island Body 322735 Intragenic 
cg04126266 1.26E-07 4.23E-06 0.002972968 -2.011765278 

 
0.503422816 0.22430705 PAX7 1 N_Shore Body 18963958 Intragenic 

cg03038003 1.26E-07 4.23E-06 0.753077334 -2.682055589 
 

0.618097334 0.207992922 NA 1 S_Shore Body, TSS1500 49242900 Intragenic 
cg11814235 1.27E-07 4.24E-06 -0.202899575 -2.866414827 

 
0.499441148 0.141594589 DSC3 18 Island Body 28621490 Intragenic 

cg16845486 1.27E-07 4.25E-06 0.851207763 -2.685236452 
 

0.626072993 0.208813336 NELL2 12 N_Shore Body, 1stExon, TSS200 45269610 Intragenic 
cg00651829 1.27E-07 4.26E-06 -0.92831837 -5.141371061 

 
0.409516455 0.072704783 NA 22 Island Body, 5'UTR 23413066 Intragenic 

cg19499361 1.28E-07 4.26E-06 -1.428642017 -3.623825418 
 

0.295495654 0.093548085 C12orf39 12 N_Shore Body 21680220 Intragenic 
cg12065138 1.28E-07 4.28E-06 0.657918008 -2.071931669 

 
0.604265192 0.229285594 AJAP1 1 N_Shore Body 4771201 Intragenic 

cg18775012 1.28E-07 4.29E-06 -1.559493679 -3.804394272 
 

0.320189516 0.074099389 EMX1 2 Island Body 73146206 Intragenic 
cg13181974 1.28E-07 4.29E-06 0.741262158 -2.208784488 

 
0.607789895 0.228431301 MEIS2 15 N_Shore Body 37389489 Intragenic 

cg23122409 1.28E-07 4.29E-06 -3.041578508 -4.24683614 
 

0.128849221 0.051150315 TMEM132E 17 Island 3'UTR 32965387 Intragenic 
cg20399509 1.29E-07 4.29E-06 -0.400977315 -4.630560482 

 
0.462769631 0.099646771 YBEY 21 Island 3'UTR 47717575 Intragenic 

cg01519877 1.29E-07 4.30E-06 0.424011073 -3.500267014 
 

0.569483977 0.155693257 DLL3 19 Island Body 39989802 Intragenic 
cg06556702 1.30E-07 4.33E-06 -0.289362206 -2.791209572 

 
0.46901884 0.159579905 ARHGEF25 12 N_Shore Body, TSS1500 58004448 Intragenic 

cg04674508 1.30E-07 4.34E-06 0.280121837 -1.552931078 
 

0.547048062 0.27020844 NA 6 Island Body 29975239 Intragenic 
cg00059911 1.31E-07 4.37E-06 -0.095543299 -2.103891737 

 
0.484280926 0.217753723 LHX5 12 Island Body 113908960 Intragenic 

cg19781376 1.31E-07 4.38E-06 0.513874109 -2.51017013 
 

0.583744146 0.214762297 RGMA 15 Island Body 93616072 Intragenic 
cg02087931 1.32E-07 4.38E-06 -0.77491522 -3.174624802 

 
0.378744495 0.134811045 CALD1 7 NA Body, 1stExon, 5'UTR 134576290 Intragenic 

cg04182321 1.32E-07 4.38E-06 1.268032679 -1.701093167 
 

0.690099654 0.289722148 RAB39A 11 Island Body 107799979 Intragenic 
cg27347265 1.33E-07 4.45E-06 -3.168077337 -5.091910047 

 
0.138444684 0.031566583 EBF1 5 N_Shore Body 158526108 Intragenic 

cg03411133 1.34E-07 4.45E-06 0.414199618 1.307020717 
 

0.569878437 0.708425744 USP32 17 NA 3'UTR 58256027 Intragenic 
cg27280904 1.34E-07 4.45E-06 0.947499288 -2.25020297 

 
0.647943951 0.242976412 OLIG1 21 Island 1stExon, 3'UTR 34443601 Intragenic 

cg09222023 1.35E-07 4.49E-06 1.303471567 -0.892096212 
 

0.693512015 0.370351947 C3orf72 3 Island Body 138669322 Intragenic 
cg01163842 1.35E-07 4.50E-06 1.536740247 -2.162172653 

 
0.725995813 0.266142998 GSC 14 Island Body 95235125 Intragenic 

cg00028251 1.35E-07 4.50E-06 0.531829251 2.136886961 
 

0.585630909 0.802686394 FAM184A 6 N_Shore 5'UTR, Body 119397402 Intragenic 
cg07456503 1.35E-07 4.50E-06 -1.589462844 -3.079476717 

 
0.269439432 0.11454637 UTF1 10 S_Shore 3'UTR 135045023 Intragenic 

cg04611812 1.36E-07 4.51E-06 0.833896015 -0.895632633 
 

0.631457395 0.358111986 COL12A1 6 Island Body 75911956 Intragenic 
cg03831847 1.36E-07 4.53E-06 1.423210871 2.712380188 

 
0.721306224 0.857312275 PIEZO1 16 NA Body 88832485 Intragenic 

cg24931737 1.37E-07 4.54E-06 -1.43401068 -3.422825276 
 

0.30624345 0.100069879 ANK1 8 S_Shore 3'UTR 41511709 Intragenic 
cg18938204 1.37E-07 4.55E-06 1.691661872 -1.07700858 

 
0.738788835 0.359035882 EMILIN3 20 Island Body 39994857 Intragenic 

cg02138264 1.37E-07 4.55E-06 -0.285520202 -3.340685146 
 

0.463460501 0.134026213 STC2 5 Island Body 172754465 Intragenic 
cg08567644 1.37E-07 4.55E-06 0.071677997 -2.209439071 

 
0.517376996 0.206836844 PTH2 19 Island 3'UTR 49925720 Intragenic 

cg01723148 1.37E-07 4.55E-06 0.465708721 -1.587674268 
 

0.576329194 0.267151242 B4GALNT1 12 Island Body 58021295 Intragenic 
cg01157261 1.39E-07 4.60E-06 0.751668688 -2.144570665 

 
0.613542815 0.231258302 MOSPD3 7 Island Body 100210630 Intragenic 

cg12732998 1.39E-07 4.60E-06 -0.949697008 -2.794520052 
 

0.35841756 0.143458359 ZIC1 3 S_Shore 3'UTR 147131860 Intragenic 
cg02650017 1.39E-07 4.60E-06 -2.489293729 -4.698565265 

 
0.206177747 0.044315062 PHOSPHO1 17 Island Body 47301614 Intragenic 

cg20707774 1.40E-07 4.63E-06 0.448055816 2.195724883 
 

0.56969406 0.806201327 CHI3L1 1 NA Body 203149828 Intragenic 
cg13207333 1.40E-07 4.63E-06 -0.838840244 -2.621433859 

 
0.382068322 0.154100324 NA 6 Island Body 29974798 Intragenic 

cg00232445 1.40E-07 4.63E-06 1.442291863 3.125531896 
 

0.699216304 0.892002131 WWOX 16 NA Body 78310016 Intragenic 
cg12444328 1.41E-07 4.66E-06 0.660667439 -2.460592383 

 
0.615103897 0.209827841 LHX9 1 S_Shore Body 197887955 Intragenic 

cg09774842 1.41E-07 4.66E-06 -0.515873769 -3.318398369 
 

0.437938646 0.133199866 OXT 20 Island Body 3052483 Intragenic 
cg10224600 1.42E-07 4.69E-06 0.25692054 -2.142332787 

 
0.540546641 0.226012267 NA 17 S_Shore 5'UTR, Body 43975063 Intragenic 

cg18154422 1.42E-07 4.69E-06 0.715311556 -2.15190751 
 

0.611875287 0.237570701 NA 10 Island TSS1500, Body 31609200 Intragenic 
cg10127483 1.42E-07 4.70E-06 0.650234027 -1.507211706 

 
0.604378183 0.289867563 SYPL2 1 Island Body 110009974 Intragenic 

cg00486604 1.42E-07 4.70E-06 3.313304929 4.44930938 
 

0.897071479 0.95433246 ABHD5 3 NA Body 43739515 Intragenic 
cg26877715 1.42E-07 4.71E-06 -0.871109106 -3.698188641 

 
0.387174937 0.108867141 SLC32A1 20 Island Body 37353907 Intragenic 

cg12207120 1.43E-07 4.71E-06 -0.594945817 -3.408039648 
 

0.411941395 0.123689521 SFTA3 14 N_Shore Body 36974523 Intragenic 
cg09659004 1.43E-07 4.71E-06 -1.191006763 -3.939953198 

 
0.373817639 0.086365336 NA 6 Island Body 29975078 Intragenic 

cg18888520 1.43E-07 4.72E-06 0.310591179 -2.254546281 
 

0.549765154 0.220149348 ZSCAN18 19 Island Body, TSS200 58609806 Intragenic 
cg01084435 1.43E-07 4.73E-06 -0.226680103 -1.827139229 

 
0.473904043 0.227239025 NDRG4 16 Island Body 58535556 Intragenic 

cg19711783 1.45E-07 4.78E-06 0.467615686 -2.316077821 
 

0.570529089 0.217426862 NTN1 17 Island Body 8926755 Intragenic 
cg07657064 1.47E-07 4.85E-06 0.862628892 -2.403029617 

 
0.632898302 0.233524389 ZSCAN18 19 Island Body, TSS200 58609764 Intragenic 

cg22539450 1.47E-07 4.85E-06 0.174234215 -2.052594129 
 

0.529517197 0.227149689 EMX1 2 S_Shore Body 73152975 Intragenic 
cg16409650 1.48E-07 4.87E-06 0.876303642 -1.367172872 

 
0.635832824 0.309415511 HS6ST3 13 Island Body 96744161 Intragenic 

cg25716623 1.48E-07 4.87E-06 -0.968918162 -2.776756484 
 

0.362167755 0.142080377 LOC254559 15 Island Body 89921845 Intragenic 
cg17263892 1.48E-07 4.89E-06 -2.235677752 -4.091391295 

 
0.232436336 0.05714835 PDE9A 21 Island Body, 5'UTR 44074453 Intragenic 
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cg03018478 1.49E-07 4.89E-06 -0.370513299 -1.49851547 
 

0.437440886 0.270521752 TFAP2A 6 N_Shore Body 10419224 Intragenic 
cg03910065 1.50E-07 4.93E-06 -0.199649345 -3.41649238 

 
0.477281848 0.106751021 CADM1 11 N_Shore Body 115372874 Intragenic 

cg05584759 1.50E-07 4.93E-06 1.055636155 -0.59477959 
 

0.664211729 0.40305565 ARHGAP9 12 Island Body 57869421 Intragenic 
cg06590608 1.50E-07 4.94E-06 -2.872091857 -6.592701502 

 
0.274824133 0.015320081 NA 3 Island TSS200, Body, TSS1500 37035228 Intragenic 

cg18368487 1.50E-07 4.94E-06 -0.160957632 -3.468365237 
 

0.493299137 0.132119693 NA 10 Island TSS1500, Body 128994702 Intragenic 
cg15364169 1.51E-07 4.96E-06 -0.920343828 -3.267183663 

 
0.387901647 0.115614844 NA 6 Island Body 29975080 Intragenic 

cg21248274 1.51E-07 4.98E-06 -0.563791264 -2.569901755 
 

0.430120849 0.160575903 NKAIN3 8 S_Shore Body 63162277 Intragenic 
cg24794228 1.52E-07 4.98E-06 -0.378832117 -2.812920089 

 
0.448014952 0.157347257 ZNF577 19 Island Body, 5'UTR, 1stExon 52391166 Intragenic 

cg19100996 1.52E-07 4.98E-06 -0.590043221 0.53701942 
 

0.402170243 0.588372413 FBRSL1 12 N_Shore Body 133138586 Intragenic 
cg07030277 1.52E-07 4.98E-06 0.264847103 -1.747027826 

 
0.538963058 0.255760757 ONECUT1 15 N_Shore Body 53075825 Intragenic 

cg02005231 1.52E-07 4.99E-06 0.033992172 1.662271206 
 

0.509239846 0.747815691 DNAH3 16 NA Body 21115843 Intragenic 
cg00283472 1.52E-07 5.00E-06 2.723071387 1.181850834 

 
0.861273219 0.678712213 DCHS1 11 Island Body 6651988 Intragenic 

cg01127249 1.52E-07 5.00E-06 1.003370288 3.023675422 
 

0.640618749 0.873886647 NA 10 NA 1stExon, 3'UTR, Body 99350484 Intragenic 
cg19913582 1.53E-07 5.03E-06 0.820983399 2.279608286 

 
0.626222453 0.817876061 ODZ2 5 NA Body 167567540 Intragenic 

cg14675869 1.53E-07 5.03E-06 1.001988924 2.795432479 
 

0.640323814 0.86080468 FHOD3 18 S_Shore Body 34340941 Intragenic 
cg02594183 1.54E-07 5.04E-06 0.068081363 2.074936209 

 
0.517271031 0.786953823 ODZ4 11 N_Shelf 3'UTR 78365381 Intragenic 

cg01554963 1.54E-07 5.04E-06 -0.204309878 -1.966465682 
 

0.466105906 0.227956969 NXN 17 NA Body 773023 Intragenic 
cg00492868 1.54E-07 5.04E-06 0.586526436 -1.905980356 

 
0.593493692 0.249793992 SYT5 19 Island Body 55684882 Intragenic 

cg19917856 1.54E-07 5.06E-06 0.674495518 -1.328603214 
 

0.605524372 0.309314952 NCCRP1 19 Island Body 39687963 Intragenic 
cg06825039 1.55E-07 5.07E-06 -0.689364574 -2.854447507 

 
0.418038009 0.132035403 SP8 7 Island Body 20824905 Intragenic 

cg19856802 1.55E-07 5.07E-06 1.715024942 3.922657516 
 

0.711426688 0.927772911 NA 4 N_Shore TSS1500, Body 165876955 Intragenic 
cg08342588 1.57E-07 5.12E-06 -2.59613153 -3.530564195 

 
0.154148598 0.080994292 PACSIN1 6 N_Shore Body 34494976 Intragenic 

cg01259329 1.57E-07 5.14E-06 -0.127880969 2.575485867 
 

0.477390621 0.814234494 RPS6KA2 6 NA Body 166944191 Intragenic 
cg22825230 1.57E-07 5.15E-06 0.067212392 -1.352132832 

 
0.513595772 0.291345322 ZNF831 20 S_Shore Body 57798303 Intragenic 

cg02899772 1.59E-07 5.19E-06 0.274565472 -2.176298487 
 

0.544069231 0.218811888 NECAB2 16 Island Body 84002599 Intragenic 
cg16644497 1.59E-07 5.20E-06 -0.639188263 -4.520303264 

 
0.445136092 0.099418276 ZNF599 19 Island Body 35263701 Intragenic 

cg07866725 1.59E-07 5.21E-06 1.206466415 -1.102035898 
 

0.678237055 0.339787702 SLC6A12 12 Island Body 312592 Intragenic 
cg10122477 1.60E-07 5.23E-06 1.977161775 0.116781968 

 
0.788538507 0.512805356 GLB1L3 11 S_Shore Body 134147327 Intragenic 

cg05070558 1.60E-07 5.24E-06 -0.926341493 -3.219163651 
 

0.379342388 0.119685823 DACT2 6 Island Body 168719954 Intragenic 
cg21653184 1.61E-07 5.25E-06 0.983119999 -2.867297066 

 
0.645741176 0.209477085 ZSCAN18 19 Island Body, 5'UTR, 1stExon 58609361 Intragenic 

cg00659495 1.61E-07 5.25E-06 -0.915802177 -2.897041031 
 

0.355719643 0.144728191 LOC400043 12 Island Body 54520336 Intragenic 
cg19141448 1.61E-07 5.25E-06 0.158424501 -1.56157172 

 
0.52278743 0.271827518 SEMA5B 3 Island Body 122641316 Intragenic 

cg11735846 1.61E-07 5.26E-06 -1.07797351 -2.705907026 
 

0.336801692 0.146653651 AJAP1 1 N_Shore Body 4770935 Intragenic 
cg05869503 1.62E-07 5.28E-06 -2.334415725 -5.431221775 

 
0.222501091 0.041898459 TEPP 16 Island Body 58018972 Intragenic 

cg22335261 1.62E-07 5.28E-06 0.446365184 2.190278904 
 

0.568886736 0.802901234 TG 8 NA Body 134125322 Intragenic 
cg04996277 1.62E-07 5.29E-06 0.527948217 -1.470285363 

 
0.580654265 0.286516213 KCNN2 5 S_Shore Body 113699342 Intragenic 

cg16533373 1.62E-07 5.29E-06 -2.529511451 -3.895576583 
 

0.175557746 0.065012777 NA 20 N_Shore TSS200, TSS1500, 1stExon, 5'UTR, Body 30457889 Intragenic 
cg09077934 1.62E-07 5.29E-06 0.230678253 -1.671675894 

 
0.539326428 0.263947908 APBA2 15 Island Body 29407792 Intragenic 

cg05186311 1.63E-07 5.32E-06 0.097784566 -1.597489149 
 

0.51714454 0.263929215 EBF3 10 Island Body 131758454 Intragenic 
cg25628740 1.64E-07 5.33E-06 -4.202012011 -4.856801365 

 
0.052867666 0.033975773 NA 1 Island Body, TSS1500 11866499 Intragenic 

cg16604243 1.66E-07 5.40E-06 -2.431629751 -5.012823 
 

0.268627774 0.030987331 TRIM36 5 Island Body 114515626 Intragenic 
cg14262439 1.66E-07 5.40E-06 -2.402986381 -5.797181058 

 
0.240533131 0.038747918 TMEM132B 12 Island Body 126018155 Intragenic 

cg20747000 1.66E-07 5.41E-06 0.819172535 -2.139949365 
 

0.622586913 0.242639433 COLEC12 18 Island Body 500323 Intragenic 
cg16777896 1.67E-07 5.42E-06 2.174838621 0.184417462 

 
0.805451548 0.523571762 IGDCC3 15 N_Shore Body 65669023 Intragenic 

cg12382153 1.68E-07 5.45E-06 1.369327197 -1.143124046 
 

0.705721413 0.340047446 ALDH1A2 15 N_Shore Body 58357204 Intragenic 
cg07524919 1.68E-07 5.47E-06 2.128621431 -0.093537111 

 
0.798068759 0.486561728 TNXB 6 Island Body 32063901 Intragenic 

cg01517311 1.68E-07 5.47E-06 -1.719634626 -4.187313082 
 

0.285655272 0.068368808 ADAMTS19 5 Island Body 128796702 Intragenic 
cg24074033 1.69E-07 5.47E-06 1.6205752 -0.63184537 

 
0.741546561 0.408485216 DBX1 11 N_Shore Body 20180437 Intragenic 

cg19166347 1.69E-07 5.49E-06 -1.082459881 -2.278208159 
 

0.332782743 0.176763158 SFRP4 7 N_Shore Body 37955598 Intragenic 
cg15661473 1.69E-07 5.49E-06 0.093229406 -2.363148589 

 
0.512142026 0.201826212 NKPD1 19 Island Body 45656123 Intragenic 

cg18100425 1.69E-07 5.49E-06 -2.087240131 -4.240304769 
 

0.240816616 0.06235686 PDE4C 19 Island 1stExon, Body 18337162 Intragenic 
cg02607772 1.69E-07 5.50E-06 1.490311375 3.183140265 

 
0.701711348 0.894329151 FSTL4 5 NA Body 132664351 Intragenic 

cg05527530 1.69E-07 5.50E-06 -0.72152875 -2.829865442 
 

0.404597545 0.143766258 LHX9 1 S_Shore Body 197882003 Intragenic 
cg11176493 1.70E-07 5.50E-06 -0.858908268 -3.734623704 

 
0.409686474 0.100101568 WNT3A 1 S_Shore 3'UTR 228248237 Intragenic 

cg13146379 1.70E-07 5.50E-06 -0.560040796 -3.11437662 
 

0.439077208 0.120705233 COL18A1 21 Island Body 46826053 Intragenic 
cg13247922 1.71E-07 5.54E-06 0.42845637 2.104649519 

 
0.570836464 0.790969223 RAD51B 14 NA Body 68334960 Intragenic 
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cg10437806 1.71E-07 5.54E-06 0.107498051 -4.17476859 
 

0.514998917 0.128643765 C12orf39 12 Island Body 21680508 Intragenic 
cg15380657 1.72E-07 5.56E-06 -1.736639479 -3.265912309 

 
0.250469136 0.104832326 FGF3 11 Island Body 69633001 Intragenic 

cg07824265 1.72E-07 5.56E-06 -0.151291421 -3.318944519 
 

0.479916661 0.148929196 UNC5C 4 N_Shore Body 96469029 Intragenic 
cg26288249 1.73E-07 5.60E-06 -2.404059967 -4.798454003 

 
0.227800061 0.041584438 NA 9 Island TSS200, Body 112810954 Intragenic 

cg21453451 1.74E-07 5.63E-06 0.343909236 -2.472457504 
 

0.551847597 0.207579529 SOX2-OT 3 S_Shore Body 181414237 Intragenic 
cg14080434 1.74E-07 5.63E-06 0.3037626 -2.242340043 

 
0.555832997 0.212236363 LHX5 12 Island Body 113905682 Intragenic 

cg16145703 1.74E-07 5.63E-06 -3.08960788 -6.075462867 
 

0.194598078 0.022491531 XKR6 8 Island Body 10917024 Intragenic 
cg22232704 1.74E-07 5.63E-06 -0.85028056 -2.822995359 

 
0.376418659 0.143096409 COL4A2 13 S_Shore Body 110961606 Intragenic 

cg21792155 1.75E-07 5.65E-06 -1.437026721 -3.779274157 
 

0.341475741 0.076149849 PTH1R 3 Island Body 46940347 Intragenic 
cg12991050 1.76E-07 5.70E-06 -0.039725598 -2.230398565 

 
0.497130581 0.20408064 LINC00461 5 N_Shore Body 87979504 Intragenic 

cg12422450 1.76E-07 5.70E-06 0.034160344 -2.6269899 
 

0.525501825 0.17409796 CHGA 14 Island Body 93389891 Intragenic 
cg17192115 1.77E-07 5.71E-06 -2.644058337 -5.165121043 

 
0.197681427 0.039560173 GAS7 17 NA Body, TSS200 9862900 Intragenic 

cg02699332 1.77E-07 5.71E-06 -2.036843435 -4.564183566 
 

0.220248636 0.064604957 ARHGEF4 2 Island Body 131792528 Intragenic 
cg13054224 1.77E-07 5.73E-06 -1.751816681 -3.785441639 

 
0.283466781 0.075905731 IGDCC3 15 Island Body 65648254 Intragenic 

cg08800878 1.78E-07 5.73E-06 0.673660274 -1.996994683 
 

0.608502451 0.252126653 EMX1 2 S_Shore Body 73152809 Intragenic 
cg05046721 1.78E-07 5.75E-06 -0.530860625 1.520251552 

 
0.416972001 0.718355292 KAZN 1 NA Body 15208255 Intragenic 

cg20514290 1.79E-07 5.76E-06 0.78725427 2.410367874 
 

0.615933722 0.833439112 FHOD3 18 S_Shelf Body 33882152 Intragenic 
cg23528705 1.79E-07 5.78E-06 1.426509124 -0.551779809 

 
0.711546778 0.416499607 UNCX 7 Island Body 1275252 Intragenic 

cg13979277 1.80E-07 5.79E-06 -1.071425931 -2.607114399 
 

0.328583065 0.15708933 LMX1B 9 Island Body 129388281 Intragenic 
cg22774088 1.81E-07 5.83E-06 0.543326478 -3.033128264 

 
0.599269857 0.183588676 JSRP1 19 Island Body 2253398 Intragenic 

cg09068286 1.81E-07 5.83E-06 1.695516048 0.123903119 
 

0.752201585 0.520997004 GFPT2 5 Island Body 179779115 Intragenic 
cg20472643 1.81E-07 5.84E-06 0.073398147 -1.946497474 

 
0.510737621 0.234774551 SYT10 12 Island Body 33591899 Intragenic 

cg06341779 1.81E-07 5.84E-06 -1.090814503 -3.739377107 
 

0.384827149 0.088832708 NA 4 Island TSS200, TSS1500, Body 109088043 Intragenic 
cg11224603 1.82E-07 5.85E-06 -3.361147397 -6.889031116 

 
0.218662481 0.012005132 NA 3 Island 1stExon, 5'UTR, TSS1500, Body 37035282 Intragenic 

cg06272611 1.82E-07 5.87E-06 0.182346937 -2.564359721 
 

0.538638932 0.180233782 FLT1 13 Island Body 29068567 Intragenic 
cg15427906 1.83E-07 5.89E-06 -2.258857386 -5.306133144 

 
0.281108754 0.031714971 SP8 7 Island Body 20825216 Intragenic 

cg23408285 1.84E-07 5.90E-06 0.160568703 1.150473742 
 

0.527090628 0.68542279 SLC25A48 5 NA Body 135210551 Intragenic 
cg00030774 1.84E-07 5.92E-06 -0.887404757 -2.157158017 

 
0.366400465 0.188540567 FAM189A1 15 NA Body 29432143 Intragenic 

cg19092735 1.84E-07 5.93E-06 0.404467896 1.361608148 
 

0.566835433 0.715149212 KRT80 12 NA Body 52575862 Intragenic 
cg00431447 1.85E-07 5.93E-06 -0.751234757 -2.991422729 

 
0.394314781 0.140723785 C16orf45 16 S_Shore Body 15529115 Intragenic 

cg09363735 1.85E-07 5.94E-06 -1.563566533 -4.194786756 
 

0.29602601 0.075205849 TFAP2B 6 N_Shore Body 50808699 Intragenic 
cg07236943 1.86E-07 5.96E-06 -1.198766353 -3.339974357 

 
0.322899253 0.115976562 NA 7 N_Shore Body, TSS1500 94284486 Intragenic 

cg09701392 1.86E-07 5.96E-06 -2.348267577 -4.422065816 
 

0.212560816 0.05298601 ITGA2B 17 Island Body 42463078 Intragenic 
cg14131273 1.86E-07 5.97E-06 0.504815805 -1.122237885 

 
0.58356216 0.325676343 BARHL1 9 N_Shore Body 135464095 Intragenic 

cg10815625 1.87E-07 5.99E-06 0.030071825 -2.367526659 
 

0.505794074 0.20264842 LMX1A 1 Island Body 165323768 Intragenic 
cg04187403 1.87E-07 5.99E-06 0.698060582 -1.571744129 

 
0.604740181 0.279608161 NRN1 6 Island Body 5999377 Intragenic 

cg12686317 1.87E-07 5.99E-06 -0.419706349 -4.098224298 
 

0.429524443 0.125038747 PYGO1 15 Island Body 55880894 Intragenic 
cg15981195 1.87E-07 5.99E-06 -0.493222963 -3.049643648 

 
0.418880685 0.146311222 NA 9 Island TSS1500, Body 2623146 Intragenic 

cg07175149 1.87E-07 5.99E-06 0.054990476 -5.011548812 
 

0.505890104 0.109320266 CHST11 12 Island Body 104851316 Intragenic 
cg17687493 1.87E-07 5.99E-06 0.324273679 -1.983036937 

 
0.553867019 0.239557663 SLC35F1 6 Island Body 118229306 Intragenic 

cg03309232 1.88E-07 6.01E-06 -0.060676318 -2.518088682 
 

0.489562031 0.194456979 HBM 16 Island Body 216626 Intragenic 
cg01859549 1.88E-07 6.01E-06 1.640658391 2.739309976 

 
0.745647896 0.8645962 PHLDB1 11 S_Shelf Body 118484557 Intragenic 

cg05368740 1.88E-07 6.03E-06 0.264698639 -1.766363967 
 

0.548211054 0.248954104 HSPB6 19 Island Body 36246882 Intragenic 
cg03716936 1.88E-07 6.03E-06 -1.262580257 -2.617951154 

 
0.303474707 0.150655633 HMX2 10 Island Body 124908747 Intragenic 

cg16516973 1.89E-07 6.05E-06 2.348196442 3.937317811 
 

0.812824482 0.931633223 DPP10 2 NA Body 115336559 Intragenic 
cg09867598 1.90E-07 6.06E-06 1.142322999 -0.482974966 

 
0.675217033 0.422649076 PRDM6 5 N_Shore Body 122429517 Intragenic 

cg13862711 1.90E-07 6.07E-06 0.920911668 -1.173177232 
 

0.63919894 0.329983759 LHX6 9 Island Body 124989915 Intragenic 
cg14239515 1.90E-07 6.07E-06 0.239651673 -2.398362701 

 
0.556172017 0.196408596 SPRED3 19 Island Body 38885242 Intragenic 

cg17130063 1.90E-07 6.08E-06 -0.859655067 -3.459826185 
 

0.363499679 0.12205601 KCNK2 1 Island TSS200, Body 215256448 Intragenic 
cg19734015 1.90E-07 6.08E-06 0.104501129 -3.823740988 

 
0.516909852 0.145134618 NA 7 N_Shore Body, TSS1500 94284432 Intragenic 

cg04655520 1.91E-07 6.09E-06 -1.26564205 -3.263535505 
 

0.322412471 0.111377788 CALD1 7 NA Body, 1stExon, 5'UTR 134576239 Intragenic 
cg22675937 1.91E-07 6.10E-06 0.136748629 -1.805097664 

 
0.51989122 0.247208628 TBX2 17 Island Body 59481571 Intragenic 

cg12242086 1.92E-07 6.13E-06 -0.846906337 -2.418420878 
 

0.37514775 0.166549506 EN2 7 S_Shore Body 155252796 Intragenic 
cg26745222 1.93E-07 6.14E-06 -1.226429669 -3.732884617 

 
0.3571527 0.085107645 TOX2 20 Island TSS1500, Body 42543878 Intragenic 

cg14821245 1.93E-07 6.14E-06 -0.347699232 1.356214691 
 

0.451245524 0.705316058 CTNNA2 2 NA Body 80253010 Intragenic 
cg14730085 1.94E-07 6.18E-06 -1.23917208 -5.614566152 

 
0.415789626 0.059785589 FBXO27 19 Island Body 39522548 Intragenic 
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cg11701022 1.95E-07 6.21E-06 0.426770512 -1.172239262 
 

0.571382474 0.321564639 NA 11 Island Body, 5'UTR, TSS200 2162478 Intragenic 
cg00990884 1.96E-07 6.24E-06 -3.310175684 -4.001179916 

 
0.093447659 0.06012526 EXOC6 10 Island Body, TSS200 94608189 Intragenic 

cg06779449 1.96E-07 6.25E-06 0.460749872 -2.464422232 
 

0.576647451 0.217924623 TOX2 20 Island TSS200, Body 42544663 Intragenic 
cg24760848 1.97E-07 6.28E-06 -2.276771167 -5.035481558 

 
0.271181557 0.032286178 NA 16 NA TSS1500, Body 67360869 Intragenic 

cg06596975 1.97E-07 6.28E-06 -0.509773 -1.596660363 
 

0.416062797 0.255242652 ZNF83 19 Island Body 53193302 Intragenic 
cg25094569 1.98E-07 6.29E-06 0.801701448 -1.42643602 

 
0.626972141 0.300275213 WT1 11 Island Body 32448769 Intragenic 

cg15136870 1.98E-07 6.31E-06 1.172799024 -0.588209095 
 

0.681656586 0.410908904 CRLF1 19 Island Body 18717036 Intragenic 
cg14188232 1.99E-07 6.33E-06 -1.656125605 -3.768955875 

 
0.259860036 0.091919103 ITGA11 15 Island Body 68724065 Intragenic 

cg22390633 1.99E-07 6.33E-06 -1.87189791 -3.554372071 
 

0.257541703 0.083637335 RORA 15 Island Body, TSS1500 60885233 Intragenic 
cg14421180 2.00E-07 6.37E-06 -2.709344524 -4.922043824 

 
0.200417679 0.035231389 FNBP1 9 Island Body 132804510 Intragenic 

cg21289397 2.01E-07 6.37E-06 0.052042513 -2.718652359 
 

0.518335146 0.175921756 ANK1 8 Island 3'UTR 41510988 Intragenic 
cg00420859 2.01E-07 6.38E-06 0.139185261 -1.807559153 

 
0.516669925 0.244175454 CBLN1 16 Island Body 49314826 Intragenic 

cg08420415 2.01E-07 6.40E-06 -1.384025072 -2.92315175 
 

0.301759296 0.124979886 SLC16A8 22 Island Body 38477802 Intragenic 
cg14846368 2.02E-07 6.41E-06 -0.435740194 -2.343483516 

 
0.44417312 0.182732801 SFRP4 7 Island Body 37955623 Intragenic 

cg13544006 2.02E-07 6.41E-06 -0.212573077 -2.953792311 
 

0.469835715 0.161363804 FER1L4 20 Island Body 34189411 Intragenic 
cg15961901 2.02E-07 6.42E-06 2.207793839 3.424806721 

 
0.807164608 0.909381076 DHCR24 1 NA Body 55340858 Intragenic 

cg04962159 2.03E-07 6.46E-06 -2.368061977 -4.418825758 
 

0.215962478 0.051528072 FLJ42709 5 Island Body 92916474 Intragenic 
cg09498146 2.04E-07 6.47E-06 0.544958937 -3.097962275 

 
0.583338775 0.184533804 TUB 11 S_Shore 5'UTR, 1stExon, Body 8103017 Intragenic 

cg13541429 2.04E-07 6.47E-06 0.240463204 -1.600739908 
 

0.537284963 0.256389053 ROR2 9 Island Body 94711818 Intragenic 
cg01330060 2.05E-07 6.49E-06 -0.270160909 -2.244876865 

 
0.462482127 0.197772951 SLC8A2 19 Island Body 47960809 Intragenic 

cg22640209 2.06E-07 6.53E-06 -2.571584925 -4.796001946 
 

0.199183291 0.041935698 DOCK10 2 N_Shore Body 225905741 Intragenic 
cg15506477 2.06E-07 6.53E-06 0.243400363 -1.981229954 

 
0.54193637 0.232521098 LYPD1 2 N_Shore 5'UTR, Body 133426129 Intragenic 

cg03867465 2.07E-07 6.57E-06 1.100504871 -1.467378916 
 

0.666733419 0.306876815 MGC45800 4 Island Body 183062301 Intragenic 
cg01410163 2.08E-07 6.58E-06 0.166471069 -2.077044226 

 
0.528249535 0.230580472 NRN1 6 Island Body 5999721 Intragenic 

cg02527669 2.08E-07 6.59E-06 0.545043648 -3.981867522 
 

0.609960276 0.14362119 OBSL1 2 Island Body 220417030 Intragenic 
cg12848808 2.09E-07 6.61E-06 -0.478309638 -2.560335173 

 
0.441660342 0.162824407 SKOR1 15 N_Shore Body 68125599 Intragenic 

cg15909933 2.09E-07 6.62E-06 -0.578340623 -3.569400337 
 

0.423755586 0.125120402 NODAL 10 Island Body 72201008 Intragenic 
cg01864982 2.10E-07 6.64E-06 0.29475291 -1.115565592 

 
0.546374292 0.324892283 PRKCG 19 N_Shore Body 54409631 Intragenic 

cg05001580 2.11E-07 6.66E-06 -0.720249779 -2.55678243 
 

0.395352731 0.163087734 NA 19 Island TSS1500, 3'UTR 50193857 Intragenic 
cg07781332 2.11E-07 6.67E-06 -1.266826315 -4.109231312 

 
0.355185404 0.075515271 ADAMTS19 5 Island Body 128796696 Intragenic 

cg05260966 2.12E-07 6.71E-06 0.233448428 -1.565271462 
 

0.546632318 0.267385694 NA 22 Island Body, 1stExon, 5'UTR 33197394 Intragenic 
cg14638453 2.14E-07 6.77E-06 -0.516334025 -2.147211833 

 
0.433017568 0.191847812 MACROD1 11 S_Shore Body 63804481 Intragenic 

cg07800325 2.14E-07 6.77E-06 -0.079509658 -2.719987104 
 

0.507256617 0.171391298 BEST1 11 Island Body 61722937 Intragenic 
cg04890495 2.15E-07 6.78E-06 -3.15244285 -5.545391372 

 
0.189471042 0.022151877 MCAM 11 Island Body 119187021 Intragenic 

cg03009871 2.15E-07 6.79E-06 0.899832796 -2.382286627 
 

0.636635172 0.229581791 MAGI2 7 N_Shore Body 79082038 Intragenic 
cg02444961 2.16E-07 6.82E-06 -0.586418069 -3.058995327 

 
0.408255675 0.148104553 NA 7 N_Shore Body, TSS1500 94284539 Intragenic 

cg06391577 2.16E-07 6.82E-06 0.085583491 -2.034594333 
 

0.51875085 0.215952202 VGLL3 3 N_Shore Body 87039536 Intragenic 
cg13721881 2.17E-07 6.83E-06 -2.207583139 -4.411448723 

 
0.243376792 0.051550836 CACNA1B 9 N_Shore Body 140916980 Intragenic 

cg11733272 2.17E-07 6.83E-06 -0.242487417 -2.513959008 
 

0.487299632 0.164394483 PTH1R 3 S_Shore Body 46940439 Intragenic 
cg05845403 2.17E-07 6.83E-06 1.669546802 -0.256284063 

 
0.745310906 0.462684647 DZIP1 13 Island Body 96293882 Intragenic 

cg19083634 2.17E-07 6.84E-06 -3.937421369 -4.91533084 
 

0.068827953 0.032952633 RNFT2 12 N_Shore Body 117256864 Intragenic 
cg04450857 2.18E-07 6.86E-06 1.632939304 0.526537046 

 
0.747178633 0.586533815 EMX2OS 10 Island Body 119296756 Intragenic 

cg16640096 2.20E-07 6.93E-06 -1.683437441 -3.076063841 
 

0.251087798 0.116270846 NA 2 S_Shore Body, TSS1500 228029790 Intragenic 
cg07032164 2.20E-07 6.93E-06 0.733834087 -0.893978872 

 
0.620132883 0.361965655 CSPG5 3 Island Body 47619113 Intragenic 

cg10365886 2.21E-07 6.96E-06 2.575856078 0.322357765 
 

0.847376308 0.546153787 TNXB 6 Island Body 32063874 Intragenic 
cg15744005 2.21E-07 6.96E-06 0.33815764 -1.362335451 

 
0.555003915 0.293276969 AS3MT 10 S_Shore Body 104629667 Intragenic 

cg10063845 2.23E-07 7.00E-06 0.700348212 2.671171263 
 

0.605606591 0.842968533 CTNNA2 2 NA Body 80363347 Intragenic 
cg15235922 2.23E-07 7.00E-06 0.570652184 2.243034206 

 
0.586643352 0.812077364 MTSS1 8 NA Body 125678187 Intragenic 

cg25249613 2.23E-07 7.02E-06 0.037888946 -2.923637645 
 

0.505915031 0.171710068 ASTN2 9 Island Body 120176056 Intragenic 
cg01854420 2.24E-07 7.05E-06 -4.558601894 -5.358482543 

 
0.041660185 0.024865956 NA 3 Island Body, 1stExon, 5'UTR 99536702 Intragenic 

cg10806318 2.26E-07 7.09E-06 1.395919181 2.699392326 
 

0.707286823 0.859727324 SHANK2 11 NA Body 70374297 Intragenic 
cg26575690 2.26E-07 7.09E-06 0.135211867 -5.174205962 

 
0.521508492 0.126778465 GOLGA8A 15 Island Body 34729310 Intragenic 

cg10206440 2.26E-07 7.09E-06 -1.663781607 -2.810455767 
 

0.255622365 0.129238295 CLCNKA 1 NA Body 16353594 Intragenic 
cg23156711 2.26E-07 7.10E-06 1.418912514 2.83877429 

 
0.710587396 0.867757611 ALPK3 15 NA Body 85376403 Intragenic 

cg16666964 2.26E-07 7.11E-06 -1.562592328 -3.260432923 
 

0.270162225 0.109593422 ARHGAP40 20 Island Body 37274692 Intragenic 
cg23933731 2.27E-07 7.11E-06 1.14195081 -0.31081323 

 
0.675326533 0.450263521 GFPT2 5 Island Body 179779123 Intragenic 
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cg13088368 2.27E-07 7.12E-06 -1.021663343 -4.358969699 
 

0.337052758 0.096763225 TOX2 20 Island TSS200, Body 42544716 Intragenic 
cg07095783 2.27E-07 7.12E-06 0.004311703 -3.440728028 

 
0.500340028 0.147592546 ZEB1 10 Island 1stExon, 5'UTR, Body 31610091 Intragenic 

cg26266708 2.29E-07 7.17E-06 1.547811709 -0.316891134 
 

0.728484604 0.453604798 ISL2 15 Island Body 76630962 Intragenic 
cg08355537 2.29E-07 7.18E-06 -4.934964497 -6.05798148 

 
0.032358089 0.016308063 HNRNPU 1 Island Body 245026452 Intragenic 

cg11284196 2.30E-07 7.21E-06 -0.441364216 -1.570407376 
 

0.429180244 0.257412956 SHANK1 19 Island Body 51190047 Intragenic 
cg26475594 2.30E-07 7.21E-06 1.485524751 3.720196539 

 
0.690112914 0.91359037 ZNF599 19 N_Shelf Body 35260608 Intragenic 

cg19426944 2.31E-07 7.24E-06 -0.194097089 -2.650807649 
 

0.479332158 0.170843534 COL2A1 12 N_Shore Body 48397225 Intragenic 
cg04395875 2.31E-07 7.25E-06 0.814355983 2.554095425 

 
0.617188168 0.842725576 CUX2 12 NA Body 111722617 Intragenic 

cg12757011 2.32E-07 7.25E-06 1.061166705 -0.576578206 
 

0.667103332 0.408995749 TBR1 2 S_Shore 3'UTR 162281111 Intragenic 
cg12315391 2.33E-07 7.30E-06 1.071982145 -0.596187274 

 
0.667733411 0.408216281 SHOX2 3 N_Shore 3'UTR 157815145 Intragenic 

cg01462545 2.34E-07 7.32E-06 -0.985676028 -2.774178801 
 

0.361964717 0.141857029 SHISA3 4 S_Shore Body 42401242 Intragenic 
cg09441363 2.35E-07 7.34E-06 0.280041874 -2.720057501 

 
0.54448009 0.193576648 KCNK2 1 Island TSS1500, Body 215256254 Intragenic 

cg03341413 2.35E-07 7.34E-06 -0.295085806 -2.209136763 
 

0.464429894 0.189558069 SKOR1 15 N_Shore Body 68125566 Intragenic 
cg07541744 2.35E-07 7.35E-06 1.490994138 -0.7539975 

 
0.71890201 0.390433241 IRX6 16 Island Body 55363277 Intragenic 

cg04113075 2.35E-07 7.35E-06 -1.399821138 -3.829596282 
 

0.334945479 0.081349132 RAB32 6 S_Shore Body 146865487 Intragenic 
cg06432119 2.36E-07 7.37E-06 0.56972745 -1.244566649 

 
0.588528886 0.315885114 NLRP6 11 Island Body 281516 Intragenic 

cg25194822 2.37E-07 7.39E-06 -0.307683252 -3.337455838 
 

0.45286961 0.138111754 KCNN2 5 S_Shore Body 113699604 Intragenic 
cg18972885 2.37E-07 7.40E-06 1.803608771 -0.400669859 

 
0.757182325 0.439504942 EMX2OS 10 N_Shore Body 119292549 Intragenic 

cg11014463 2.37E-07 7.41E-06 0.525866606 -2.27831158 
 

0.581969253 0.222762826 NA 6 N_Shore TSS1500, Body 56818479 Intragenic 
cg11200222 2.38E-07 7.42E-06 -0.202229923 -2.289129345 

 
0.47151342 0.198494744 KCNK2 1 N_Shore TSS1500, Body 215255110 Intragenic 

cg12013332 2.38E-07 7.43E-06 -2.828859879 -4.989650957 
 

0.202618107 0.031159031 BBS10 12 Island Body 76741916 Intragenic 
cg14215586 2.39E-07 7.45E-06 -0.077503901 -4.445115419 

 
0.53262397 0.113556961 HOXC9 12 Island Body 54394545 Intragenic 

cg14787581 2.39E-07 7.45E-06 -0.251473859 1.612360422 
 

0.462150973 0.733044436 NTNG1 1 N_Shelf Body 108019964 Intragenic 
cg00009364 2.39E-07 7.45E-06 -3.589936285 -6.900741211 

 
0.178817062 0.01129349 PELI2 14 Island Body 56586028 Intragenic 

cg21092834 2.39E-07 7.45E-06 -0.154258203 -2.515652095 
 

0.483107741 0.182818877 NA 11 S_Shore Body, 5'UTR 107462721 Intragenic 
cg25399352 2.39E-07 7.46E-06 0.45661862 -1.532688655 

 
0.570947268 0.282737607 TBX5 12 N_Shore Body 114837572 Intragenic 

cg13660664 2.40E-07 7.47E-06 -2.120320067 -5.664050386 
 

0.27553138 0.04288026 PAX2 10 Island Body 102508607 Intragenic 
cg08145590 2.40E-07 7.47E-06 1.588574568 -0.966897446 

 
0.737421945 0.358947955 C3orf15 3 Island Body 119422161 Intragenic 

cg18789958 2.40E-07 7.47E-06 1.234615123 -1.384060476 
 

0.690521931 0.3189343 HCN1 5 N_Shore Body 45695241 Intragenic 
cg18524952 2.41E-07 7.49E-06 -2.603761572 -4.766284201 

 
0.193808943 0.044394834 MIAT 22 Island Body 27053559 Intragenic 

cg24847259 2.41E-07 7.49E-06 -0.354679472 -2.117706461 
 

0.440199587 0.212590542 HLA-L 6 Island Body 30227482 Intragenic 
cg09224689 2.41E-07 7.50E-06 -0.077629895 -2.607181162 

 
0.487667326 0.183950772 PAX6 11 N_Shore Body 31825166 Intragenic 

cg13485230 2.41E-07 7.50E-06 0.991644787 -1.154122307 
 

0.655917557 0.334518253 RAB31 18 Island Body 9709310 Intragenic 
cg10389138 2.41E-07 7.50E-06 0.670282311 1.72931779 

 
0.611017762 0.76104389 ATOH8 2 NA Body 85998068 Intragenic 

cg23351030 2.42E-07 7.52E-06 -1.978991718 -3.186861521 
 

0.220921691 0.103209475 LTB 6 Island Body, 3'UTR 31549043 Intragenic 
cg18056266 2.43E-07 7.56E-06 0.307658333 -1.738509454 

 
0.545808253 0.259790418 NA 3 NA TSS1500, Body 99357081 Intragenic 

cg15774489 2.44E-07 7.56E-06 0.54883866 2.484182136 
 

0.579312641 0.826374465 SERHL2 22 S_Shelf Body 42952732 Intragenic 
cg15618137 2.44E-07 7.57E-06 -1.07967769 -3.244080345 

 
0.366020502 0.112819943 WNT7B 22 Island Body 46372501 Intragenic 

cg25929731 2.47E-07 7.66E-06 -0.000772865 1.358713493 
 

0.499748846 0.712043783 ABTB1 3 S_Shelf Body 127395387 Intragenic 
cg22162435 2.48E-07 7.68E-06 0.926581782 2.326128678 

 
0.645686387 0.822929346 BSND 1 S_Shelf Body 55465282 Intragenic 

cg04104526 2.48E-07 7.69E-06 -1.275661533 -3.467048438 
 

0.335408196 0.101528312 NA 1 Island Body 156818749 Intragenic 
cg12355681 2.49E-07 7.72E-06 -0.822227843 -2.673321093 

 
0.38968504 0.148754674 SLC15A1 13 N_Shore Body 99404153 Intragenic 

cg08172065 2.50E-07 7.75E-06 -0.517592975 -2.358853333 
 

0.4162475 0.187049519 PRDM14 8 N_Shore Body 70981796 Intragenic 
cg02043373 2.51E-07 7.77E-06 -0.081280563 -2.947867499 

 
0.483306805 0.165654094 NA 3 Island Body 157155811 Intragenic 

cg06144718 2.53E-07 7.84E-06 1.666339791 0.321685606 
 

0.754845295 0.550197315 TCERG1L 10 NA Body 133048392 Intragenic 
cg17737681 2.53E-07 7.84E-06 0.324378252 -2.802337921 

 
0.552836198 0.192134605 DLX1 2 Island Body 172952136 Intragenic 

cg23595636 2.54E-07 7.88E-06 -1.663999758 -3.988845818 
 

0.28832898 0.074488539 MGC45800 4 Island Body 183064851 Intragenic 
cg26591696 2.55E-07 7.89E-06 -0.008807299 -2.937998163 

 
0.497982592 0.161342608 COL5A3 19 N_Shore Body 10120386 Intragenic 

cg10341556 2.55E-07 7.89E-06 0.482843612 -4.467420914 
 

0.574356132 0.131994179 RGS20 8 Island Body, TSS1500 54792995 Intragenic 
cg20727114 2.55E-07 7.90E-06 -0.973639951 -3.213080428 

 
0.361893682 0.125396332 NA 19 Island TSS1500, 3'UTR 50194120 Intragenic 

cg09324514 2.55E-07 7.90E-06 0.562784599 -2.037751138 
 

0.590387402 0.243854991 NDRG4 16 S_Shore TSS200, 5'UTR, Body 58498710 Intragenic 
cg06508320 2.56E-07 7.92E-06 -0.397516192 -2.637443098 

 
0.432777301 0.177435402 PEX5L 3 NA Body 179660149 Intragenic 

cg02822381 2.56E-07 7.92E-06 0.189951574 -1.639132039 
 

0.532370743 0.264964658 CELF5 19 S_Shore Body 3225634 Intragenic 
cg13635431 2.57E-07 7.94E-06 1.677336692 0.450259701 

 
0.751719669 0.573761405 RBPJL 20 Island Body 43940769 Intragenic 

cg10043047 2.57E-07 7.94E-06 1.367981321 -1.110371983 
 

0.702320121 0.342652334 PPAPDC1A 10 Island Body 122216911 Intragenic 
cg13130319 2.58E-07 7.96E-06 1.019519464 -0.797654508 

 
0.656233762 0.372449465 ISM2 14 N_Shore Body 77964542 Intragenic 
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cg26880493 2.59E-07 7.99E-06 1.067600722 -2.719240633 
 

0.665405238 0.222435904 PDZD2 5 Island Body 31855185 Intragenic 
cg02603128 2.59E-07 7.99E-06 1.826979052 -0.838163869 

 
0.762164875 0.385102552 FRMD3 9 Island Body 86152926 Intragenic 

cg05395704 2.60E-07 8.01E-06 -0.724441654 1.135341277 
 

0.387952054 0.670253275 C10orf11 10 NA Body 77955775 Intragenic 
cg10629004 2.60E-07 8.02E-06 0.450493111 -1.660079837 

 
0.571111772 0.270936768 PAX1 20 S_Shore 3'UTR 21696467 Intragenic 

cg16461538 2.60E-07 8.02E-06 0.471518675 -2.116574959 
 

0.57723963 0.228732749 PDE8B 5 S_Shore Body 76507484 Intragenic 
cg13431165 2.60E-07 8.03E-06 -1.979611136 -3.273428362 

 
0.2130979 0.102673568 ROPN1B 3 S_Shelf Body 125691192 Intragenic 

cg22655521 2.61E-07 8.04E-06 -3.0003314 -4.918997201 
 

0.150553443 0.036428586 SAMD14 17 Island Body 48194939 Intragenic 
cg04515001 2.61E-07 8.05E-06 -1.212736916 -3.089853549 

 
0.347721678 0.112663931 NA 6 Island 1stExon, 3'UTR, 5'UTR 24358236 Intragenic 

cg01886957 2.61E-07 8.05E-06 0.734661961 -1.984829641 
 

0.611779281 0.249273515 DPP10 2 Island Body 115920612 Intragenic 
cg26876834 2.62E-07 8.07E-06 -1.777084203 0.617713754 

 
0.240698249 0.59682453 NA 16 N_Shore TSS1500, Body 2013573 Intragenic 

cg04368094 2.62E-07 8.07E-06 -0.623729581 -2.819070338 
 

0.429346307 0.144089809 PELI2 14 S_Shore Body 56586522 Intragenic 
cg15884510 2.63E-07 8.09E-06 -1.097924037 -2.957199132 

 
0.346826057 0.128688814 COL6A1 21 S_Shore Body 47401911 Intragenic 

cg09550397 2.64E-07 8.11E-06 -0.046664352 -2.282524173 
 

0.493519901 0.201974921 UST 6 Island Body 149069774 Intragenic 
cg07369950 2.65E-07 8.14E-06 0.281959396 -2.008833407 

 
0.544807753 0.237920245 ZSCAN18 19 Island TSS1500, Body 58609987 Intragenic 

cg04244857 2.65E-07 8.14E-06 0.239458514 2.281324271 
 

0.536871725 0.804749212 DNAH2 17 Island Body 7671200 Intragenic 
cg01986605 2.66E-07 8.18E-06 -4.402303337 -6.440758591 

 
0.071666667 0.012862781 PODXL2 3 Island Body 127348155 Intragenic 

cg13024709 2.67E-07 8.20E-06 0.806424538 -2.078168839 
 

0.626730107 0.255096962 ARHGEF4 2 Island Body 131792772 Intragenic 
cg07221967 2.67E-07 8.20E-06 -1.319342787 -4.154107561 

 
0.34524479 0.078339482 PAX7 1 Island Body 18969717 Intragenic 

cg13456688 2.68E-07 8.25E-06 0.555054869 1.744298373 
 

0.590924163 0.762408756 LHX6 9 NA 3'UTR 124965049 Intragenic 
cg24847628 2.70E-07 8.29E-06 2.316523662 3.276478874 

 
0.817532123 0.905188347 FBRSL1 12 N_Shore Body 133100355 Intragenic 

cg11139646 2.72E-07 8.34E-06 -0.502699048 -2.384932547 
 

0.414865746 0.18583519 BMP8B 1 Island Body 40253815 Intragenic 
cg24773676 2.72E-07 8.34E-06 -0.014990614 -2.832231233 

 
0.496517341 0.176567091 FGF3 11 Island Body 69633313 Intragenic 

cg18894200 2.72E-07 8.35E-06 0.194303293 -1.977889154 
 

0.522893489 0.231085378 PTPRN2 7 Island Body 157484250 Intragenic 
cg09169617 2.73E-07 8.37E-06 0.331411125 -1.752798567 

 
0.553234909 0.248578526 LOC254559 15 Island Body 89921672 Intragenic 

cg22511684 2.73E-07 8.37E-06 0.556549045 -2.466011321 
 

0.610742386 0.203451097 HHIP 4 S_Shore Body 145568306 Intragenic 
cg22203582 2.74E-07 8.42E-06 -0.784423768 -2.781230158 

 
0.374369578 0.154683221 PDE8B 5 S_Shore Body 76507680 Intragenic 

cg13000496 2.76E-07 8.45E-06 0.864241307 -1.660396586 
 

0.632536556 0.279472581 ZPBP 7 Island Body 50132653 Intragenic 
cg08622677 2.76E-07 8.46E-06 0.803672391 -1.202860831 

 
0.627151532 0.320993081 PRMT8 12 Island Body 3601306 Intragenic 

cg05497616 2.77E-07 8.50E-06 -0.886730535 -5.016385443 
 

0.401609069 0.087876573 CAMK4 5 Island Body 110560372 Intragenic 
cg04987053 2.79E-07 8.54E-06 0.245969406 -2.566434148 

 
0.53701187 0.198509676 SEC14L5 16 Island Body 5038078 Intragenic 

cg07258998 2.79E-07 8.55E-06 -1.768151921 -3.685657769 
 

0.255889293 0.086998187 RGS9BP 19 Island 3'UTR, 1stExon 33167980 Intragenic 
cg14671526 2.80E-07 8.57E-06 -3.001239617 -6.140224413 

 
0.244536844 0.017115092 NA 3 Island TSS200, Body, TSS1500 37035200 Intragenic 

cg16958351 2.80E-07 8.57E-06 1.589689416 2.972146632 
 

0.731924859 0.878827542 SALL4 20 NA 3'UTR 50400640 Intragenic 
cg17784403 2.80E-07 8.58E-06 0.824929883 -2.105234579 

 
0.62642595 0.237499764 EPHA7 6 Island Body 94128527 Intragenic 

cg15338449 2.81E-07 8.58E-06 -0.400572406 -3.071811761 
 

0.458348161 0.140364764 HOMER2 15 N_Shore Body 83620910 Intragenic 
cg16673702 2.81E-07 8.60E-06 -0.005856197 -2.11991255 

 
0.49996938 0.219675475 SDC2 8 Island Body 97507592 Intragenic 

cg14582298 2.82E-07 8.62E-06 0.410455887 -3.116155044 
 

0.565453315 0.174569524 ZEB1 10 Island 1stExon, 5'UTR, Body 31610093 Intragenic 
cg21469772 2.82E-07 8.63E-06 0.691121608 -0.792812494 

 
0.608185656 0.37326947 LHX6 9 Island Body 124989294 Intragenic 

cg04861263 2.82E-07 8.63E-06 -1.509282735 -4.604659455 
 

0.293651722 0.073390229 FOXB1 15 Island Body 60298043 Intragenic 
cg05564438 2.84E-07 8.68E-06 2.232701724 3.491504252 

 
0.802109508 0.914913249 CCDC88B 11 NA Body 64120286 Intragenic 

cg11040394 2.84E-07 8.68E-06 0.063426581 1.710421226 
 

0.506814643 0.758856171 GLP1R 6 S_Shelf Body 39020986 Intragenic 
cg11281320 2.86E-07 8.73E-06 -0.285087323 1.774316213 

 
0.467802221 0.752101784 GRIK4 11 NA Body 120553251 Intragenic 

cg14781281 2.86E-07 8.74E-06 -0.842941546 -4.100251904 
 

0.414606644 0.098480907 NA 6 Island Body 29974868 Intragenic 
cg04194055 2.87E-07 8.75E-06 1.378977962 3.96156274 

 
0.669692423 0.921774116 TBC1D16 17 S_Shore Body 77953088 Intragenic 

cg10706100 2.88E-07 8.77E-06 -2.809292691 -4.776831237 
 

0.186219001 0.036992313 NA 6 Island Body, TSS200 166401536 Intragenic 
cg23145794 2.88E-07 8.79E-06 -4.597036958 -1.31591763 

 
0.074250767 0.33626111 RALGAPA2 20 N_Shore Body 20433062 Intragenic 

cg21789674 2.89E-07 8.81E-06 -0.133264115 -2.173650475 
 

0.477451557 0.210772241 PRDM13 6 S_Shore Body 100056686 Intragenic 
cg08649201 2.89E-07 8.81E-06 -0.331035321 -2.156654571 

 
0.44773642 0.197704315 NRN1 6 Island Body 6004464 Intragenic 

cg03592345 2.90E-07 8.84E-06 -2.684797072 -4.584175168 
 

0.18399612 0.044831039 IMPG1 6 NA Body 76645123 Intragenic 
cg05973317 2.90E-07 8.84E-06 1.154470313 2.595228017 

 
0.677185403 0.846554905 PTP4A3 8 Island Body 142437236 Intragenic 

cg13005228 2.91E-07 8.85E-06 0.768912646 2.719968117 
 

0.610362994 0.853603316 LOC340074 5 NA Body 134987654 Intragenic 
cg16026922 2.91E-07 8.87E-06 0.438015191 -1.613616978 

 
0.571394449 0.276283272 UCHL1 4 Island Body 41259044 Intragenic 

cg01915791 2.92E-07 8.88E-06 0.671434827 -1.526978457 
 

0.608255766 0.289640521 HSPB6 19 Island Body 36247526 Intragenic 
cg13674575 2.93E-07 8.91E-06 0.769342142 -1.372933578 

 
0.61999443 0.303394585 LOC440461 17 Island Body 66195134 Intragenic 

cg25933341 2.93E-07 8.92E-06 -2.112825585 -4.352302917 
 

0.250986723 0.054261236 NA 3 N_Shore Body, TSS200 181429661 Intragenic 
cg13767755 2.93E-07 8.92E-06 0.866872104 -1.332379868 

 
0.633216473 0.310309444 NA 2 N_Shore Body, TSS200 223162800 Intragenic 
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cg18128164 2.94E-07 8.93E-06 0.273685185 -1.624304428 
 

0.545581803 0.264074921 JSRP1 19 Island Body 2253492 Intragenic 
cg22666438 2.96E-07 8.99E-06 -1.79319843 -3.259418946 

 
0.255943789 0.099445072 KISS1R 19 Island Body 919596 Intragenic 

cg18516816 2.96E-07 9.00E-06 1.392824964 2.961293373 
 

0.701210408 0.877036334 PLEKHF1 19 S_Shore 3'UTR 30165591 Intragenic 
cg00418027 2.96E-07 9.00E-06 0.779702951 -1.406250863 

 
0.618871638 0.305122604 BARX1 9 Island Body 96716998 Intragenic 

cg03072984 2.97E-07 9.03E-06 0.90470304 -1.859683502 
 

0.640548479 0.270551563 RFX4 12 Island Body 106979726 Intragenic 
cg23697546 2.98E-07 9.04E-06 -0.499417485 -3.114604879 

 
0.454669938 0.132581928 NA 12 N_Shore 5'UTR, Body, 3'UTR 54424085 Intragenic 

cg26202847 2.99E-07 9.08E-06 -2.148981295 -5.19795394 
 

0.28171062 0.035727039 HAND1 5 Island 3'UTR 153855353 Intragenic 
cg02997982 3.00E-07 9.09E-06 -0.307509707 -2.99443295 

 
0.46582677 0.151307743 NA 19 N_Shore TSS1500, 3'UTR 41082291 Intragenic 

cg00358880 3.01E-07 9.14E-06 -2.364336492 -4.227975448 
 

0.221483844 0.05342777 LHX9 1 Island TSS1500, Body 197885105 Intragenic 
cg06738356 3.02E-07 9.16E-06 0.292527209 -2.833880188 

 
0.543896284 0.193354179 JPH4 14 Island Body 24046374 Intragenic 

cg25984344 3.03E-07 9.18E-06 -0.660268038 -3.142494093 
 

0.403992011 0.140182913 NA 10 Island Body, TSS200 128994608 Intragenic 
cg03655683 3.03E-07 9.19E-06 1.020607038 -1.577851433 

 
0.653939673 0.289525252 OTX1 2 N_Shore Body 63281383 Intragenic 

cg17824923 3.03E-07 9.19E-06 -1.246013495 -2.790776971 
 

0.311983472 0.139418832 DLX2 2 N_Shore 3'UTR 172964589 Intragenic 
cg21079003 3.04E-07 9.21E-06 1.173115596 -0.898209844 

 
0.679510373 0.367451135 RGMA 15 N_Shore Body 93615146 Intragenic 

cg02225085 3.04E-07 9.22E-06 -0.136598831 -1.665038654 
 

0.476798569 0.256083195 LINC00461 5 N_Shore Body 87975992 Intragenic 
cg03199651 3.05E-07 9.23E-06 -0.32964774 -2.954577215 

 
0.448980573 0.143240198 MSX1 4 N_Shore Body 4862770 Intragenic 

cg08283882 3.07E-07 9.28E-06 0.628145011 -3.25897447 
 

0.598054557 0.187036309 EBF2 8 Island Body 25901017 Intragenic 
cg17333211 3.07E-07 9.28E-06 -0.954923959 -4.218686802 

 
0.398270743 0.092161518 SCOC 4 N_Shore TSS1500, Body 141294016 Intragenic 

cg11109374 3.08E-07 9.31E-06 -0.81468395 -2.796522356 
 

0.370479504 0.152640443 MAGI2 7 Island Body 79082186 Intragenic 
cg01652190 3.08E-07 9.31E-06 1.202292059 -0.765729218 

 
0.679719107 0.380703661 C22orf34 22 Island Body 50026171 Intragenic 

cg01368777 3.09E-07 9.35E-06 0.656226284 -0.966539773 
 

0.605187374 0.352099979 NA 11 Island Body, 5'UTR, TSS200 2162483 Intragenic 
cg27372920 3.12E-07 9.44E-06 -1.103220867 -4.085460025 

 
0.394468155 0.084802991 FST 5 S_Shore Body 52778745 Intragenic 

cg14288399 3.13E-07 9.46E-06 0.321254313 1.703441004 
 

0.552547838 0.754376856 CCDC88B 11 N_Shore Body 64110785 Intragenic 
cg14397813 3.15E-07 9.52E-06 0.545438783 2.437866687 

 
0.578478864 0.823479271 GNAQ 9 NA Body 80522508 Intragenic 

cg26849776 3.15E-07 9.52E-06 0.929433839 2.710101146 
 

0.636024691 0.851806805 PTP4A3 8 N_Shore Body 142437958 Intragenic 
cg21523871 3.16E-07 9.53E-06 1.159981318 -0.320132917 

 
0.680241659 0.44748598 PRDM6 5 Island Body 122435550 Intragenic 

cg02443658 3.16E-07 9.54E-06 1.426724964 -0.088711299 
 

0.718454368 0.485700263 SPNS1 16 S_Shore Body 28986829 Intragenic 
cg25874034 3.17E-07 9.56E-06 -2.42846594 -4.866763475 

 
0.258648207 0.035310275 ALOX12B 17 Island Body 7982898 Intragenic 

cg19488093 3.20E-07 9.65E-06 -1.187901798 -2.846991859 
 

0.324613566 0.13671047 CALD1 7 NA Body, 1stExon, 5'UTR 134576255 Intragenic 
cg25837710 3.20E-07 9.66E-06 -3.648642624 -6.941796138 

 
0.185270228 0.011466967 NA 3 Island TSS200, Body, TSS1500 37035220 Intragenic 

cg17741014 3.21E-07 9.68E-06 0.999591014 -1.255069267 
 

0.658368893 0.322048696 NA 5 Island Body, TSS1500 80690220 Intragenic 
cg05842480 3.22E-07 9.71E-06 0.614199602 -1.34911227 

 
0.597906447 0.303040155 CLEC4G 19 Island Body 7795192 Intragenic 

cg19939102 3.23E-07 9.73E-06 -0.643761797 -2.445043656 
 

0.395735164 0.178289522 LIN28A 1 Island Body 26738039 Intragenic 
cg19855470 3.23E-07 9.73E-06 0.503017938 -1.272714693 

 
0.579631865 0.309902248 CACNA1I 22 Island Body 40060836 Intragenic 

cg19490066 3.25E-07 9.78E-06 -2.612506815 -4.379224717 
 

0.176643406 0.052496632 NA 2 N_Shore Body, TSS1500 207629834 Intragenic 
cg04597975 3.25E-07 9.79E-06 -0.442184756 0.807101748 

 
0.430230741 0.631557257 PTP4A3 8 S_Shore Body 142437565 Intragenic 

cg00598235 3.26E-07 9.80E-06 0.30621324 1.598604669 
 

0.548417844 0.743428658 LAP3 4 S_Shore Body 17580680 Intragenic 
cg23083774 3.26E-07 9.82E-06 0.68549401 -0.498195262 

 
0.61181601 0.419099086 LPPR3 19 N_Shore Body 821136 Intragenic 

cg11407942 3.27E-07 9.84E-06 1.724108289 3.375481055 
 

0.743086641 0.900504807 PEX14 1 NA Body 10569393 Intragenic 
cg12615398 1.20E-36 7.44E-32 0.260491579 -3.661392905 

 
0.544127015 0.074668053 NA 6 Island NA 34113306 Intergenic 

cg05641033 1.01E-32 3.13E-28 -0.140270922 -3.943398291 
 

0.47750473 0.062370955 NA 12 Island NA 1639534 Intergenic 
cg13442432 1.57E-29 3.23E-25 0.533837921 -4.698812711 

 
0.584783718 0.042043185 NA 11 Island NA 43600779 Intergenic 

cg05998639 4.44E-29 6.87E-25 0.311132038 -5.469082104 
 

0.551441985 0.025981388 NA 12 Island NA 1639527 Intergenic 
cg22273427 1.12E-28 1.38E-24 0.974909634 -2.358772855 

 
0.656207216 0.165374854 NA 2 Island NA 127977385 Intergenic 

cg05807485 9.40E-27 9.69E-23 0.178969402 -5.751193401 
 

0.530253097 0.024385825 NA 10 Island NA 133850441 Intergenic 
cg03359516 3.24E-26 2.87E-22 -0.940965209 -4.572859184 

 
0.348871371 0.043139112 NA 9 Island NA 126771184 Intergenic 

cg08063340 4.64E-26 3.59E-22 0.421116102 -4.586585774 
 

0.569298482 0.049244934 NA 7 Island NA 90225873 Intergenic 
cg22783180 7.21E-26 4.95E-22 0.326831361 -3.268088 

 
0.554007719 0.097819084 NA 10 Island NA 8091753 Intergenic 

cg15543173 1.22E-25 7.52E-22 0.138974472 -5.675331666 
 

0.523552719 0.02705272 NA 9 Island NA 114434 Intergenic 
cg17713954 2.06E-25 1.16E-21 -0.303227231 -3.574287593 

 
0.450790791 0.079403641 NA 8 Island NA 104511281 Intergenic 

cg27443310 2.78E-25 1.43E-21 -0.16270477 -6.044673297 
 

0.487517257 0.018182583 NA 7 Island NA 90225778 Intergenic 
cg20777247 3.03E-25 1.44E-21 -1.291254211 -5.252550882 

 
0.309113852 0.026770113 NA 8 Island NA 104511291 Intergenic 

cg02919997 3.43E-25 1.52E-21 -1.436332414 -4.603946235 
 

0.282206274 0.040567218 NA 22 Island NA 42310476 Intergenic 
cg21229339 6.70E-25 2.76E-21 0.261785443 -3.719185818 

 
0.543531047 0.077555528 NA 4 Island NA 180979522 Intergenic 

cg18334881 1.17E-24 4.54E-21 0.449364707 -3.673916662 
 

0.575162264 0.08174243 NA 10 Island NA 102982492 Intergenic 
cg07589254 1.32E-24 4.80E-21 0.753733063 -3.581594785 

 
0.619367206 0.086395639 NA 7 Island NA 1705402 Intergenic 
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cg19871631 1.58E-24 5.42E-21 -0.861583726 -6.479088359 
 

0.381475865 0.013312477 NA 7 Island NA 90225761 Intergenic 
cg23039333 6.57E-24 2.14E-20 0.017980736 -4.153634788 

 
0.503252718 0.061975582 NA 3 Island NA 87842246 Intergenic 

cg14789039 3.41E-23 1.05E-19 0.364564131 -4.032306058 
 

0.559603762 0.068627764 NA 11 Island NA 33850961 Intergenic 
cg13980570 3.59E-23 1.06E-19 -0.259948001 -4.818824135 

 
0.457135133 0.043039165 NA 7 Island NA 1705405 Intergenic 

cg22064581 4.05E-23 1.14E-19 -0.519227105 -4.958347275 
 

0.411907442 0.035296266 NA 6 Island NA 34113293 Intergenic 
cg04304333 4.23E-23 1.14E-19 -0.165351575 -3.090150427 

 
0.471750694 0.110990418 NA 17 Island NA 59474038 Intergenic 

cg16447865 8.02E-23 2.07E-19 -0.048107651 -4.601235743 
 

0.491315026 0.050227329 NA 10 Island NA 133850544 Intergenic 
cg00290892 8.41E-23 2.08E-19 1.280189452 -2.182110941 

 
0.698126018 0.188783994 NA 3 Island NA 87842398 Intergenic 

cg22906700 9.02E-23 2.15E-19 0.068070303 -4.339687987 
 

0.517542464 0.051834727 NA 9 Island NA 126762603 Intergenic 
cg06700935 1.22E-22 2.79E-19 0.546305457 -5.735631375 

 
0.588191675 0.028262511 NA 7 Island NA 1704584 Intergenic 

cg23589617 1.44E-22 3.11E-19 0.056565933 -3.945297214 
 

0.505358483 0.069842023 NA 11 Island NA 43600728 Intergenic 
cg22549986 1.47E-22 3.11E-19 -0.64525589 -5.157542862 

 
0.415408262 0.030093962 NA 12 Island NA 1640392 Intergenic 

cg12632573 1.51E-22 3.11E-19 -0.483325202 -3.906081912 
 

0.420716737 0.06730947 NA 2 Island NA 127783243 Intergenic 
cg06702733 2.19E-22 4.28E-19 0.051159275 -3.702941339 

 
0.508568852 0.08263506 NA 4 Island NA 57397016 Intergenic 

cg18264638 2.22E-22 4.28E-19 0.034800326 -4.01608206 
 

0.504799732 0.068475216 NA 14 Island NA 104602474 Intergenic 
cg14162034 2.82E-22 5.28E-19 -0.296294665 -5.042462537 

 
0.451266752 0.037529633 NA 15 Island NA 78112026 Intergenic 

cg20785360 3.44E-22 6.25E-19 0.474335718 -4.370067566 
 

0.578107437 0.06225026 NA 4 Island NA 155548000 Intergenic 
cg06392442 4.32E-22 7.64E-19 0.365812992 -3.951184919 

 
0.556246572 0.071013539 NA 4 Island NA 184719063 Intergenic 

cg03353926 5.90E-22 1.01E-18 -0.397703377 -2.994993811 
 

0.433821402 0.115944684 NA 2 Island NA 45165527 Intergenic 
cg07570573 1.16E-21 1.94E-18 0.539272144 -3.718088319 

 
0.587865481 0.085531983 NA 10 Island NA 118925349 Intergenic 

cg01945816 1.22E-21 1.99E-18 0.433558099 -2.931003518 
 

0.577378939 0.11942536 NA 4 S_Shore NA 113627637 Intergenic 
cg08425479 1.51E-21 2.39E-18 0.269907055 -5.879103609 

 
0.542908839 0.024893603 NA 4 Island NA 126236006 Intergenic 

cg18330675 1.70E-21 2.63E-18 -0.511921289 -4.445450138 
 

0.416262228 0.051450365 NA 4 Island NA 180980172 Intergenic 
cg23419635 1.77E-21 2.67E-18 0.735967164 -3.224694407 

 
0.616056782 0.108945251 NA 4 S_Shore NA 180980684 Intergenic 

cg13004182 1.87E-21 2.76E-18 0.682455302 -4.579103699 
 

0.612985878 0.058171654 NA 5 Island NA 172665707 Intergenic 
cg12680730 2.09E-21 3.00E-18 -0.213236739 -5.231926136 

 
0.463711741 0.039646607 NA 4 Island NA 155548094 Intergenic 

cg00270778 3.02E-21 4.24E-18 0.710804179 -3.96414928 
 

0.624845471 0.067575168 NA 2 Island NA 127977559 Intergenic 
cg04597894 3.65E-21 5.02E-18 0.136166097 -2.726454332 

 
0.519653433 0.135956183 NA 4 Island NA 180980155 Intergenic 

cg14172603 8.44E-21 1.14E-17 0.08339074 -5.127865397 
 

0.528580845 0.033287821 NA 9 Island NA 37037526 Intergenic 
cg15689689 9.59E-21 1.26E-17 -0.732143891 -3.822768594 

 
0.390803829 0.068694721 NA 7 Island NA 54731936 Intergenic 

cg13661740 1.11E-20 1.43E-17 0.482512885 -3.353888585 
 

0.576188821 0.101906033 NA 9 Island NA 79635912 Intergenic 
cg18869404 1.40E-20 1.77E-17 0.019161738 -2.311864424 

 
0.504181649 0.1710136 NA 5 S_Shore NA 76937348 Intergenic 

cg08402439 1.50E-20 1.85E-17 -0.320813382 -3.060131902 
 

0.448124303 0.112022765 NA 4 Island NA 180980552 Intergenic 
cg14852134 1.52E-20 1.85E-17 0.424279375 -4.816052107 

 
0.563930294 0.045667046 NA 20 Island NA 13200748 Intergenic 

cg07300200 2.14E-20 2.55E-17 0.579475701 -4.261264326 
 

0.603556177 0.062233588 NA 8 Island NA 143534100 Intergenic 
cg21533806 3.36E-20 3.92E-17 -0.188983699 -5.571845774 

 
0.492849922 0.031041355 NA 12 Island NA 95267307 Intergenic 

cg04369018 3.67E-20 4.20E-17 0.162274662 -2.719047048 
 

0.527635858 0.136798647 NA 4 N_Shore NA 113626366 Intergenic 
cg12954928 3.90E-20 4.38E-17 1.213590413 -3.313117526 

 
0.676581264 0.101183809 NA 4 N_Shore NA 126235794 Intergenic 

cg12950911 4.80E-20 5.30E-17 0.63040914 -4.031805728 
 

0.600803752 0.077961784 NA 4 Island NA 180979631 Intergenic 
cg07370646 5.84E-20 6.33E-17 0.116272705 -4.10196661 

 
0.536849302 0.062416945 NA 22 Island NA 42310874 Intergenic 

cg04010471 6.29E-20 6.70E-17 -1.141382732 -7.512709993 
 

0.371492332 0.007835817 NA 13 Island NA 107570209 Intergenic 
cg13466481 6.84E-20 7.17E-17 -0.16199775 -4.258448403 

 
0.493296997 0.051709093 NA 22 Island NA 17849848 Intergenic 

cg23883409 8.07E-20 8.32E-17 -0.669073427 -6.645463108 
 

0.446825306 0.012504217 NA 8 Island NA 142425636 Intergenic 
cg02943433 8.50E-20 8.62E-17 0.018367623 -3.557828567 

 
0.501896066 0.089796367 NA 10 Island NA 43249924 Intergenic 

cg06065125 8.72E-20 8.70E-17 -0.216617844 -3.311425764 
 

0.463038709 0.101067028 NA 4 Island NA 85402870 Intergenic 
cg15847963 1.03E-19 1.01E-16 0.183644827 -4.295893495 

 
0.529422561 0.060844744 NA 4 Island NA 180979320 Intergenic 

cg23298047 1.08E-19 1.04E-16 1.281038321 -1.9510958 
 

0.695252258 0.213886922 NA 15 S_Shore NA 30261418 Intergenic 
cg02565529 1.13E-19 1.07E-16 0.025462072 -4.613928622 

 
0.503677719 0.053493862 NA 2 Island NA 172971350 Intergenic 

cg21081832 1.24E-19 1.16E-16 0.690598765 -3.659327247 
 

0.614631837 0.087821949 NA 1 Island NA 76081379 Intergenic 
cg08115387 1.26E-19 1.16E-16 -1.095258282 -6.048598281 

 
0.355567856 0.01738335 NA 20 Island NA 709194 Intergenic 

cg08371659 1.32E-19 1.20E-16 0.807517902 -4.246092826 
 

0.626159709 0.071375383 NA 20 Island NA 62673890 Intergenic 
cg26675097 1.56E-19 1.40E-16 -0.261467866 -3.697945195 

 
0.468298216 0.076494347 NA 20 Island NA 21083737 Intergenic 

cg27175471 1.74E-19 1.54E-16 0.93936166 -1.523462478 
 

0.648709109 0.262051078 NA 3 Island NA 87842019 Intergenic 
cg20548339 2.27E-19 1.98E-16 -1.237449115 -5.468649087 

 
0.334686366 0.025460546 NA 10 Island NA 134601490 Intergenic 

cg15219689 2.47E-19 2.12E-16 -0.399658966 -6.407539726 
 

0.465912866 0.018563115 NA 22 Island NA 50242492 Intergenic 
cg16532643 2.74E-19 2.32E-16 -1.740374615 -5.092955458 

 
0.256225347 0.030651414 NA 6 Island NA 34111750 Intergenic 
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cg15099250 3.07E-19 2.56E-16 0.013157335 -3.113488459 
 

0.501950171 0.114411858 NA 6 Island NA 150311980 Intergenic 
cg08044969 3.17E-19 2.61E-16 1.070630887 -4.296450261 

 
0.6660704 0.074927658 NA 15 Island NA 78111390 Intergenic 

cg11862610 3.61E-19 2.93E-16 -0.181449365 -5.114944649 
 

0.495188494 0.034052046 NA 4 Island NA 113627421 Intergenic 
cg15600422 3.70E-19 2.97E-16 0.215289741 -4.125248253 

 
0.541216265 0.064673555 NA 16 Island NA 88450381 Intergenic 

cg25598530 3.78E-19 3.00E-16 0.234627926 -3.389354967 
 

0.536700309 0.097694227 NA 1 NA NA 148193376 Intergenic 
cg14133619 4.03E-19 3.16E-16 0.033959171 -3.369883335 

 
0.505803891 0.100214586 NA 9 Island NA 114359 Intergenic 

cg21782376 4.36E-19 3.37E-16 -0.595464789 -4.389112247 
 

0.42174062 0.05041807 NA 2 Island NA 127534799 Intergenic 
cg07190988 4.44E-19 3.39E-16 -0.011289027 -5.653258334 

 
0.498126366 0.039930672 NA 4 Island NA 155548176 Intergenic 

cg14580502 4.50E-19 3.40E-16 -0.521690914 -6.130618355 
 

0.449705717 0.021071506 NA 2 S_Shore NA 127977849 Intergenic 
cg02757194 4.63E-19 3.43E-16 0.727045951 -4.594710294 

 
0.615603013 0.060450092 NA 11 Island NA 44748427 Intergenic 

cg11362988 4.66E-19 3.43E-16 0.078085164 -5.042104506 
 

0.53482922 0.033160387 NA 7 Island NA 1706883 Intergenic 
cg24642320 4.72E-19 3.44E-16 -0.169491448 -6.008096884 

 
0.509445634 0.022096426 NA 4 Island NA 186049687 Intergenic 

cg18072629 5.00E-19 3.59E-16 -1.335502435 -5.154485238 
 

0.313511414 0.03039222 NA 10 Island NA 8092036 Intergenic 
cg26804185 5.41E-19 3.85E-16 -0.919907333 -3.943086504 

 
0.356416024 0.066781897 NA 4 N_Shore NA 55092884 Intergenic 

cg25406166 5.66E-19 3.94E-16 0.481060909 -3.6347686 
 

0.579750417 0.093887984 NA 6 Island NA 91320964 Intergenic 
cg14091626 5.67E-19 3.94E-16 0.024990012 -3.166058359 

 
0.504891061 0.10746617 NA 8 Island NA 93115898 Intergenic 

cg07849823 6.48E-19 4.46E-16 0.226403392 -4.406883879 
 

0.535324595 0.061604496 NA 22 Island NA 50242083 Intergenic 
cg24100726 6.79E-19 4.61E-16 -0.598327948 -4.624763632 

 
0.427530547 0.041913925 NA 11 Island NA 46413072 Intergenic 

cg05794480 7.26E-19 4.88E-16 -0.436602398 -5.849908744 
 

0.4635358 0.023606148 NA 18 NA NA 75362920 Intergenic 
cg19769850 7.52E-19 5.00E-16 -1.221562289 -5.458271923 

 
0.329783934 0.027685788 NA 1 Island NA 91317389 Intergenic 

cg05528782 7.89E-19 5.19E-16 0.137984815 -4.859046857 
 

0.523670769 0.051450827 NA 4 Island NA 155547985 Intergenic 
cg15057446 8.08E-19 5.26E-16 -0.504429024 -3.267831666 

 
0.418536396 0.102143943 NA 11 Island NA 74951923 Intergenic 

cg22217158 8.34E-19 5.37E-16 -0.644849516 -2.714662415 
 

0.393327187 0.1361562 NA 5 Island NA 72595188 Intergenic 
cg07486230 1.12E-18 7.16E-16 -0.581672684 -5.516208801 

 
0.422792873 0.031521659 NA 8 Island NA 144503571 Intergenic 

cg24882551 1.33E-18 8.39E-16 0.05110613 -3.687994577 
 

0.508237471 0.08322404 NA 4 Island NA 85403032 Intergenic 
cg11079969 1.45E-18 9.06E-16 -1.006720427 -3.281922416 

 
0.342375226 0.095415384 NA 15 Island NA 82339920 Intergenic 

cg07844479 1.63E-18 1.01E-15 -0.344847181 -3.923074515 
 

0.45535125 0.07046888 NA 7 Island NA 54732060 Intergenic 
cg14982133 1.70E-18 1.04E-15 -0.339277655 -5.207182304 

 
0.451938687 0.036860101 NA 13 N_Shore NA 107570032 Intergenic 

cg14430542 1.71E-18 1.04E-15 -0.177643824 -2.947781337 
 

0.47019319 0.123252715 NA 9 N_Shore NA 79637457 Intergenic 
cg21005154 1.73E-18 1.04E-15 -0.228914943 -4.593072658 

 
0.500652313 0.041899732 NA 7 Island NA 140340155 Intergenic 

cg26423471 1.79E-18 1.06E-15 0.428152584 -0.955304852 
 

0.572204168 0.340655724 NA 10 Island NA 118925454 Intergenic 
cg04058937 1.84E-18 1.08E-15 -0.243911643 -4.578015629 

 
0.480296338 0.045361275 NA 15 Island NA 60289532 Intergenic 

cg03927893 2.07E-18 1.20E-15 -0.129330172 -3.978126636 
 

0.492058658 0.069029521 NA 22 Island NA 17850130 Intergenic 
cg20467168 2.08E-18 1.20E-15 0.753384237 -4.045301691 

 
0.626370662 0.075408445 NA 1 Island NA 76081408 Intergenic 

cg11689407 2.20E-18 1.26E-15 0.313189774 -3.815215062 
 

0.547242672 0.084401865 NA 10 Island NA 133850021 Intergenic 
cg06973595 2.42E-18 1.37E-15 0.444841078 -4.345173705 

 
0.570732442 0.070305639 NA 4 Island NA 55093096 Intergenic 

cg19731044 2.67E-18 1.50E-15 0.424702368 -3.680327527 
 

0.569340086 0.093508881 NA 1 S_Shore NA 91172982 Intergenic 
cg03654080 2.78E-18 1.55E-15 -0.058980931 -3.593115091 

 
0.490338515 0.090529637 NA 12 NA NA 10306177 Intergenic 

cg15558882 2.87E-18 1.58E-15 0.133476953 -3.267287927 
 

0.522477574 0.107778319 NA 10 Island NA 134601341 Intergenic 
cg22892539 3.14E-18 1.72E-15 -0.999721388 -4.875517933 

 
0.36611501 0.037415254 NA 5 Island NA 1667258 Intergenic 

cg06775930 3.23E-18 1.75E-15 -0.689420785 -4.891456309 
 

0.432801643 0.034394235 NA 6 Island NA 126069089 Intergenic 
cg24240466 3.26E-18 1.75E-15 -0.156785707 -5.123273712 

 
0.478619177 0.042755281 NA 15 Island NA 78111830 Intergenic 

cg10375078 3.32E-18 1.77E-15 0.226208914 -4.304895289 
 

0.537495349 0.070206326 NA 10 Island NA 22624374 Intergenic 
cg14556896 3.55E-18 1.87E-15 0.499321826 -3.651976174 

 
0.579880858 0.093834722 NA 12 Island NA 22094963 Intergenic 

cg07636117 3.56E-18 1.87E-15 0.430176675 -3.265162144 
 

0.569037395 0.112356414 NA 2 Island NA 237072957 Intergenic 
cg05099537 3.73E-18 1.94E-15 0.476048097 -2.620043273 

 
0.573870354 0.150291753 NA 3 Island NA 138656628 Intergenic 

cg22127570 4.40E-18 2.26E-15 0.42152984 -2.648959363 
 

0.567152247 0.14609676 NA 4 Island NA 174443366 Intergenic 
cg12738347 4.44E-18 2.26E-15 -0.137796942 -4.756417519 

 
0.477114643 0.053580231 NA 15 N_Shore NA 53096854 Intergenic 

cg07478392 4.46E-18 2.26E-15 0.063034196 -3.370823799 
 

0.515073026 0.0970341 NA 4 Island NA 186050047 Intergenic 
cg18670721 4.58E-18 2.30E-15 -0.496490931 -4.615452688 

 
0.43437321 0.045956395 NA 6 Island NA 34113570 Intergenic 

cg16404040 4.95E-18 2.46E-15 0.271883484 -3.213716256 
 

0.54204254 0.109412572 NA 12 Island NA 106974832 Intergenic 
cg11825926 4.97E-18 2.46E-15 -0.326778458 -3.263298031 

 
0.447145019 0.101106121 NA 9 Island NA 129374641 Intergenic 

cg12334793 5.30E-18 2.60E-15 -0.41469112 -4.752705046 
 

0.431240366 0.051374585 NA 10 Island NA 102977342 Intergenic 
cg24623649 5.45E-18 2.64E-15 -0.657478793 -4.434985478 

 
0.392767101 0.05760466 NA 8 Island NA 11872141 Intergenic 

cg12725706 5.47E-18 2.64E-15 -0.540473772 -4.974857241 
 

0.447071749 0.033754223 NA 15 N_Shore NA 93257525 Intergenic 
cg02486259 5.62E-18 2.68E-15 0.242979132 -3.56208032 

 
0.538142257 0.094722533 NA 9 Island NA 37037760 Intergenic 
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cg05889234 5.63E-18 2.68E-15 -0.767176872 -3.129780515 
 

0.37579672 0.108407842 NA 10 Island NA 102983065 Intergenic 
cg01925699 5.71E-18 2.70E-15 0.545337772 -3.014472039 

 
0.583083173 0.124558425 NA 11 S_Shore NA 33851073 Intergenic 

cg06915334 6.15E-18 2.86E-15 -0.378897265 -4.365312485 
 

0.450324885 0.049588192 NA 8 Island NA 20161343 Intergenic 
cg15465219 6.20E-18 2.86E-15 -1.186548476 -4.27560529 

 
0.324653088 0.053776387 NA 19 N_Shore NA 31210456 Intergenic 

cg08097281 6.20E-18 2.86E-15 0.322098261 -3.922078883 
 

0.566093901 0.0678034 NA 8 S_Shore NA 26724744 Intergenic 
cg21047823 6.25E-18 2.86E-15 0.100094332 -3.131985701 

 
0.517074821 0.115171921 NA 2 Island NA 172971306 Intergenic 

cg11117108 6.52E-18 2.97E-15 0.24360219 -3.587205024 
 

0.542960165 0.091151795 NA 6 Island NA 34111965 Intergenic 
cg01759126 6.59E-18 2.98E-15 -0.097083759 -6.240531313 

 
0.52010762 0.026583602 NA 2 Island NA 68870892 Intergenic 

cg12627071 6.64E-18 2.98E-15 0.508422561 -2.691136434 
 

0.582544625 0.147655528 NA 2 Island NA 237072673 Intergenic 
cg01617695 6.70E-18 2.98E-15 -0.20216206 -3.583032474 

 
0.481257479 0.082423663 NA 6 Island NA 101841904 Intergenic 

cg26426898 6.76E-18 2.99E-15 0.813267226 -2.018601536 
 

0.628283193 0.20671345 NA 20 Island NA 709094 Intergenic 
cg13437711 6.98E-18 3.06E-15 -1.696984232 -6.69079167 

 
0.300768449 0.011253933 NA 1 Island NA 91317248 Intergenic 

cg11589520 7.12E-18 3.08E-15 1.00333676 -2.195729137 
 

0.648437354 0.188240042 NA 17 Island NA 14200790 Intergenic 
cg22876894 7.14E-18 3.08E-15 0.117130249 -2.516742797 

 
0.519081862 0.156716706 NA 20 N_Shore NA 1783624 Intergenic 

cg16511994 7.18E-18 3.08E-15 -0.617572232 -4.985779892 
 

0.419540906 0.037071149 NA 7 Island NA 127807621 Intergenic 
cg10555583 7.46E-18 3.18E-15 0.206475757 -3.893048016 

 
0.531064211 0.082041466 NA 20 Island NA 1784276 Intergenic 

cg01518188 8.38E-18 3.55E-15 0.739447472 -3.994610447 
 

0.616584425 0.073776398 NA 19 Island NA 30718238 Intergenic 
cg23848131 8.73E-18 3.67E-15 -0.799152935 -5.916924022 

 
0.408402735 0.022982923 NA 19 Island NA 7981230 Intergenic 

cg08031151 9.88E-18 4.13E-15 -0.224606868 -3.93343379 
 

0.463478873 0.075454446 NA 3 N_Shore NA 138656471 Intergenic 
cg08993236 1.01E-17 4.21E-15 -0.900542942 -5.365637134 

 
0.40488183 0.026365348 NA 22 Island NA 50242901 Intergenic 

cg15321298 1.03E-17 4.24E-15 -0.678376065 -4.302409 
 

0.403331537 0.055495482 NA 6 Island NA 150311726 Intergenic 
cg26642224 1.04E-17 4.24E-15 0.202789143 -2.80962161 

 
0.535496482 0.133112687 NA 4 N_Shore NA 174443242 Intergenic 

cg25794529 1.04E-17 4.24E-15 -0.451441508 -3.460044004 
 

0.427294704 0.092751824 NA 13 Island NA 25321494 Intergenic 
cg12920814 1.07E-17 4.32E-15 -0.401252159 -4.195624651 

 
0.434063157 0.068202769 NA 7 Island NA 90226043 Intergenic 

cg12952271 1.17E-17 4.69E-15 0.685018422 -3.937935879 
 

0.627907894 0.072410125 NA 2 Island NA 48757722 Intergenic 
cg15830431 1.20E-17 4.79E-15 -0.828830159 -4.427262142 

 
0.387885522 0.051283107 NA 8 Island NA 99952591 Intergenic 

cg16309595 1.21E-17 4.80E-15 0.399380365 -3.191876269 
 

0.56045602 0.110319246 NA 12 Island NA 103359445 Intergenic 
cg14368881 1.24E-17 4.89E-15 -0.931073421 -4.745754937 

 
0.383718738 0.038956202 NA 9 Island NA 21396078 Intergenic 

cg26896668 1.31E-17 5.12E-15 -0.178604317 -4.62037511 
 

0.474958603 0.055126027 NA 10 Island NA 28957429 Intergenic 
cg16307674 1.38E-17 5.36E-15 -0.703257968 -4.593934817 

 
0.411567765 0.045263235 NA 7 Island NA 155170868 Intergenic 

cg12236164 1.57E-17 6.06E-15 0.392481606 -2.631705137 
 

0.55597736 0.146873551 NA 9 Island NA 972622 Intergenic 
cg24437715 1.58E-17 6.06E-15 -0.094248167 -4.174828011 

 
0.481714066 0.069419354 NA 2 Island NA 237072391 Intergenic 

cg13582435 1.65E-17 6.29E-15 -0.129955908 -2.926569247 
 

0.477521304 0.128258712 NA 15 Island NA 53096481 Intergenic 
cg06992285 1.79E-17 6.80E-15 0.158405672 -3.624699849 

 
0.521382619 0.092371035 NA 8 Island NA 99952047 Intergenic 

cg00954230 1.87E-17 7.02E-15 -0.669006557 -4.410577824 
 

0.39233425 0.059548119 NA 12 NA NA 10306288 Intergenic 
cg17504341 1.88E-17 7.02E-15 1.041521352 -3.138761482 

 
0.65819994 0.109750702 NA 8 S_Shore NA 26724836 Intergenic 

cg01416388 1.88E-17 7.02E-15 -0.161746019 -3.389440175 
 

0.474199357 0.099435003 NA 22 Island NA 39784598 Intergenic 
cg09013204 2.05E-17 7.55E-15 -0.123144947 -4.248665361 

 
0.496420804 0.061800858 NA 13 Island NA 79183513 Intergenic 

cg12112529 2.05E-17 7.55E-15 0.463295931 -4.623390523 
 

0.570891957 0.06331472 NA 10 Island NA 118922736 Intergenic 
cg14805996 2.10E-17 7.68E-15 0.776098334 -2.929903003 

 
0.624810337 0.137352838 NA 10 Island NA 118923234 Intergenic 

cg14345980 2.15E-17 7.82E-15 -0.570037099 -5.303227897 
 

0.434088855 0.031200499 NA 14 Island NA 105310181 Intergenic 
cg01941403 2.27E-17 8.20E-15 -0.513507734 -4.315516202 

 
0.432809228 0.055925779 NA 6 Island NA 99293292 Intergenic 

cg13537781 2.36E-17 8.49E-15 -0.311612289 -4.107642353 
 

0.460421112 0.061274841 NA 17 Island NA 66192886 Intergenic 
cg26437826 2.40E-17 8.58E-15 -0.05933385 -3.878835546 

 
0.491388868 0.080044136 NA 5 Island NA 76936361 Intergenic 

cg03437157 2.72E-17 9.65E-15 0.217363548 -2.28384009 
 

0.536166612 0.179523427 NA 6 S_Shore NA 100052633 Intergenic 
cg22273335 2.81E-17 9.90E-15 0.172041234 -4.354889732 

 
0.529701378 0.066677073 NA 4 S_Shore NA 180981036 Intergenic 

cg14876685 2.82E-17 9.90E-15 -0.036042396 -3.072737674 
 

0.494538714 0.119882709 NA 7 Island NA 99177937 Intergenic 
cg07222309 2.89E-17 1.01E-14 -0.677593092 -2.947727379 

 
0.390310654 0.119678968 NA 10 N_Shore NA 118924759 Intergenic 

cg01172183 2.91E-17 1.01E-14 -0.445834759 -3.125874528 
 

0.424693378 0.110478242 NA 8 Island NA 99952031 Intergenic 
cg26611723 2.92E-17 1.01E-14 0.177622789 -5.471521042 

 
0.532280338 0.035865079 NA 1 S_Shore NA 91173030 Intergenic 

cg05532414 2.97E-17 1.02E-14 -0.084792826 -2.477456193 
 

0.487026001 0.159351057 NA 2 Island NA 172971090 Intergenic 
cg00989492 3.03E-17 1.04E-14 -0.279559441 -5.589698518 

 
0.452080709 0.039938817 NA 1 Island NA 70033219 Intergenic 

cg10165894 3.07E-17 1.04E-14 -0.846004615 -4.803706606 
 

0.366771666 0.046822945 NA 5 Island NA 92178 Intergenic 
cg07965894 3.14E-17 1.06E-14 0.686964686 -2.824528614 

 
0.612099451 0.144095098 NA 3 Island NA 44036453 Intergenic 

cg06924976 3.25E-17 1.09E-14 0.114944012 -3.654064368 
 

0.521199407 0.090124113 NA 4 Island NA 41753749 Intergenic 
cg24157892 3.26E-17 1.09E-14 0.937304147 -3.53160631 

 
0.648809583 0.098646322 NA 17 Island NA 59473707 Intergenic 
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cg26023087 3.26E-17 1.09E-14 -0.054378901 -4.035389373 
 

0.487705805 0.069471023 NA 9 Island NA 972520 Intergenic 
cg05991314 3.32E-17 1.09E-14 0.353553672 -4.109654299 

 
0.557369427 0.073807763 NA 20 Island NA 62674016 Intergenic 

cg15425541 3.32E-17 1.09E-14 1.332124067 -3.42726937 
 

0.702000211 0.11236878 NA 14 S_Shelf NA 61118751 Intergenic 
cg15901259 3.33E-17 1.09E-14 0.850393177 -3.23688158 

 
0.643611173 0.107402734 NA 2 Island NA 68871054 Intergenic 

cg17059694 3.55E-17 1.16E-14 -0.5848678 -4.445095735 
 

0.416382164 0.05413274 NA 2 S_Shore NA 105473800 Intergenic 
cg21368820 3.63E-17 1.17E-14 -0.812428725 -3.253602303 

 
0.373003328 0.097902134 NA 3 S_Shore NA 137484586 Intergenic 

cg19452535 3.88E-17 1.25E-14 -0.177266092 -5.397241141 
 

0.494199346 0.041716699 NA 2 Island NA 68870499 Intergenic 
cg21377489 4.17E-17 1.34E-14 -0.070527474 -3.614888595 

 
0.487854745 0.094890417 NA 10 Island NA 102985196 Intergenic 

cg12940104 4.20E-17 1.34E-14 -1.202464497 -5.593336591 
 

0.349923481 0.023957531 NA 6 Island NA 108439511 Intergenic 
cg20753954 4.56E-17 1.45E-14 -0.448526241 -4.87490994 

 
0.472529573 0.034937804 NA 7 Island NA 1706809 Intergenic 

cg05862356 4.61E-17 1.46E-14 -0.229621929 -3.62826608 
 

0.463874959 0.086718152 NA 2 Island NA 237072789 Intergenic 
cg05236879 4.71E-17 1.48E-14 -0.623291513 -3.460505585 

 
0.403686691 0.087652339 NA 15 S_Shore NA 60292509 Intergenic 

cg14059420 4.87E-17 1.52E-14 -0.743491567 -4.468037401 
 

0.381410616 0.052395317 NA 11 N_Shore NA 43600495 Intergenic 
cg19776616 4.92E-17 1.52E-14 -0.367174268 -3.670866538 

 
0.441045722 0.082414568 NA 7 N_Shore NA 129425330 Intergenic 

cg00382463 4.93E-17 1.52E-14 0.496505089 -5.903726957 
 

0.605088139 0.038776308 NA 19 Island NA 30718424 Intergenic 
cg01711746 4.98E-17 1.53E-14 -0.952413871 -4.073356959 

 
0.346722901 0.066114456 NA 3 Island NA 138657291 Intergenic 

cg06692745 5.19E-17 1.59E-14 0.003246923 -4.215889657 
 

0.498733168 0.067311876 NA 7 Island NA 90225159 Intergenic 
cg00887814 5.62E-17 1.71E-14 0.300051765 -2.804737589 

 
0.548228066 0.140305059 NA 4 Island NA 141419276 Intergenic 

cg22947748 5.70E-17 1.73E-14 0.142636141 -3.097912195 
 

0.524894826 0.120548602 NA 6 Island NA 100051841 Intergenic 
cg22686854 5.82E-17 1.76E-14 0.94677512 -4.237929262 

 
0.637879922 0.080709994 NA 2 N_Shore NA 79220029 Intergenic 

cg14131755 6.28E-17 1.89E-14 0.998237322 -2.782528061 
 

0.659169493 0.15212075 NA 10 Island NA 50606043 Intergenic 
cg18988685 6.39E-17 1.91E-14 -0.460491827 -2.95367189 

 
0.430829164 0.11855965 NA 2 Island NA 233368473 Intergenic 

cg14007824 6.42E-17 1.91E-14 -1.625557288 -3.896446972 
 

0.261125825 0.065169646 NA 9 N_Shore NA 132330661 Intergenic 
cg06383979 6.44E-17 1.91E-14 -1.083648363 -4.303112643 

 
0.348504738 0.052533948 NA 8 Island NA 81491196 Intergenic 

cg10658573 7.00E-17 2.06E-14 -0.079530536 -3.537093762 
 

0.4960385 0.087590374 NA 6 S_Shore NA 33181509 Intergenic 
cg18623980 7.48E-17 2.19E-14 0.962061306 -3.908860423 

 
0.644010462 0.090896079 NA 2 Island NA 45240563 Intergenic 

cg06134410 8.02E-17 2.34E-14 1.266030196 -5.190171057 
 

0.673584424 0.057750321 NA 7 Island NA 1705349 Intergenic 
cg00371239 9.01E-17 2.62E-14 -0.101196701 -3.921664957 

 
0.479820641 0.080706648 NA 1 Island NA 91316722 Intergenic 

cg24163575 9.21E-17 2.66E-14 0.788815007 -2.51938938 
 

0.626327439 0.166651889 NA 15 Island NA 30261379 Intergenic 
cg03506502 9.61E-17 2.76E-14 -0.293601938 -2.228764956 

 
0.451562276 0.180820006 NA 4 Island NA 174443567 Intergenic 

cg03743008 1.13E-16 3.24E-14 -0.40217614 -3.994636319 
 

0.448955307 0.066906252 NA 1 Island NA 218338449 Intergenic 
cg27405554 1.15E-16 3.29E-14 0.125371336 -4.470532272 

 
0.548794385 0.055973201 NA 13 Island NA 79183424 Intergenic 

cg04474988 1.24E-16 3.51E-14 1.273636727 -1.791898684 
 

0.687176616 0.232707861 NA 10 Island NA 131770171 Intergenic 
cg26020635 1.25E-16 3.53E-14 -0.682924557 -5.163255637 

 
0.3957049 0.042797665 NA 17 Island NA 40224636 Intergenic 

cg15317068 1.29E-16 3.63E-14 -0.392062005 -3.104145288 
 

0.443344624 0.109964376 NA 10 Island NA 118927664 Intergenic 
cg17182512 1.32E-16 3.70E-14 -0.222335159 -2.742481492 

 
0.46950327 0.133720797 NA 3 N_Shore NA 27754137 Intergenic 

cg17823751 1.47E-16 4.08E-14 0.964530169 -3.286581411 
 

0.641839966 0.118615355 NA 3 N_Shore NA 137487081 Intergenic 
cg22863209 1.47E-16 4.08E-14 -0.314342516 -5.825092465 

 
0.490267609 0.027040071 NA 8 Island NA 142425581 Intergenic 

cg13451280 1.48E-16 4.08E-14 0.288523349 -7.073026234 
 

0.575973384 0.026194208 NA 2 Island NA 68870812 Intergenic 
cg15489250 1.54E-16 4.24E-14 -0.115656095 -4.406979611 

 
0.505675455 0.059943133 NA 14 S_Shore NA 36994906 Intergenic 

cg13984434 1.55E-16 4.25E-14 -0.513050343 -4.44080716 
 

0.432274035 0.057245126 NA 11 Island NA 74952165 Intergenic 
cg18331004 1.60E-16 4.37E-14 0.13098619 -5.467032855 

 
0.517883356 0.039144741 NA 20 Island NA 1784313 Intergenic 

cg12194701 1.64E-16 4.46E-14 0.174851224 -3.498782356 
 

0.541631991 0.093602843 NA 8 Island NA 99952749 Intergenic 
cg26786029 1.65E-16 4.46E-14 0.07696477 -3.5448011 

 
0.516941535 0.095583195 NA 6 Island NA 30431724 Intergenic 

cg11444379 1.70E-16 4.57E-14 -0.120270921 -4.7792051 
 

0.479441832 0.058155096 NA 14 Island NA 33403743 Intergenic 
cg12494180 1.77E-16 4.74E-14 0.062412025 -3.38055057 

 
0.510882021 0.104052692 NA 19 N_Shore NA 42680445 Intergenic 

cg03877267 1.87E-16 5.00E-14 -0.265277446 -3.883993705 
 

0.459105445 0.07895962 NA 10 Island NA 102430784 Intergenic 
cg19262377 1.92E-16 5.11E-14 -1.093054364 -4.084826218 

 
0.344768755 0.059669039 NA 8 Island NA 144503586 Intergenic 

cg14585235 2.07E-16 5.47E-14 -0.631475303 -4.000579747 
 

0.420925518 0.064298322 NA 8 S_Shore NA 26724817 Intergenic 
cg25479788 2.16E-16 5.67E-14 0.473223188 -3.583565027 

 
0.582148776 0.089167162 NA 2 Island NA 79220217 Intergenic 

cg14637002 2.17E-16 5.68E-14 -0.592968851 -3.789446524 
 

0.418797172 0.074649295 NA 8 Island NA 99953022 Intergenic 
cg22112267 2.25E-16 5.87E-14 0.873833794 -2.294482529 

 
0.633856465 0.184180138 NA 2 Island NA 66804706 Intergenic 

cg26212877 2.37E-16 6.15E-14 0.624481925 -4.750955803 
 

0.597329277 0.067776823 NA 17 Island NA 45867330 Intergenic 
cg05877648 2.49E-16 6.45E-14 -1.44937144 -5.006997786 

 
0.311251764 0.032616224 NA 6 Island NA 108479243 Intergenic 

cg13620096 2.56E-16 6.59E-14 -1.949981537 -5.449452316 
 

0.248029718 0.02396568 NA 1 Island NA 230561250 Intergenic 
cg18804722 2.74E-16 7.02E-14 0.670826285 -2.288855844 

 
0.60869489 0.185930865 NA 6 Island NA 30431770 Intergenic 
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cg02226810 2.80E-16 7.15E-14 0.70097327 -2.182423087 
 

0.614133102 0.195040432 NA 6 Island NA 1605352 Intergenic 
cg16625109 3.00E-16 7.63E-14 0.03997208 -3.278918271 

 
0.50651706 0.109006688 NA 2 N_Shore NA 175192189 Intergenic 

cg16094298 3.17E-16 8.04E-14 -0.851362597 -4.293878386 
 

0.36578844 0.059989709 NA 11 Island NA 43601285 Intergenic 
cg12038935 3.26E-16 8.21E-14 0.104281228 -4.21526148 

 
0.521175896 0.072977344 NA 20 Island NA 62674028 Intergenic 

cg04215672 3.27E-16 8.21E-14 -1.013672347 -3.443179454 
 

0.34715439 0.087603815 NA 4 Island NA 4108791 Intergenic 
cg27269940 3.28E-16 8.21E-14 -0.686512091 -4.51722331 

 
0.428818472 0.044354821 NA 12 Island NA 52241972 Intergenic 

cg22715837 3.74E-16 9.32E-14 -0.052511462 -4.59070118 
 

0.495784087 0.057550717 NA 7 N_Shore NA 113723162 Intergenic 
cg01488770 3.80E-16 9.44E-14 0.494411674 -2.665759734 

 
0.578300507 0.149267128 NA 17 Island NA 59474078 Intergenic 

cg16624787 3.99E-16 9.84E-14 -0.678271557 -5.849427613 
 

0.438604632 0.023347037 NA 17 Island NA 45867661 Intergenic 
cg05281221 3.99E-16 9.84E-14 -0.361979705 -6.680498332 

 
0.459934279 0.021311317 NA 11 N_Shore NA 43600303 Intergenic 

cg18260625 4.03E-16 9.89E-14 0.740828823 -4.063940695 
 

0.618130674 0.092754612 NA 5 Island NA 42951192 Intergenic 
cg09516839 4.08E-16 9.97E-14 0.341277875 -4.237448947 

 
0.573211914 0.065179641 NA 8 S_Shore NA 26724782 Intergenic 

cg07236798 4.13E-16 1.00E-13 -0.374135285 -3.482283868 
 

0.443459579 0.085664714 NA 8 Island NA 131455818 Intergenic 
cg04884111 4.14E-16 1.00E-13 -0.901839054 -4.119324179 

 
0.37003133 0.062727376 NA 15 S_Shore NA 82339984 Intergenic 

cg06131143 4.18E-16 1.01E-13 0.512035191 -4.903626837 
 

0.596955983 0.052072878 NA 2 Island NA 48757612 Intergenic 
cg19247124 4.38E-16 1.06E-13 -0.330729225 -4.163144401 

 
0.462180975 0.066953045 NA 1 Island NA 47697496 Intergenic 

cg10607599 4.52E-16 1.08E-13 -0.435342932 -4.254591225 
 

0.470699285 0.052538337 NA 11 Island NA 120382422 Intergenic 
cg15778012 4.59E-16 1.10E-13 -0.630245272 -6.139652526 

 
0.406433294 0.029576282 NA 11 Island NA 43601125 Intergenic 

cg21774281 4.84E-16 1.15E-13 -0.221534424 -4.970039115 
 

0.472315482 0.047101116 NA 1 S_Shore NA 72750124 Intergenic 
cg14626793 4.88E-16 1.16E-13 -0.623424537 -4.391452963 

 
0.40835874 0.057894252 NA 7 Island NA 1269837 Intergenic 

cg12908187 5.00E-16 1.18E-13 0.172643555 -3.188018604 
 

0.526611618 0.116697747 NA 16 Island NA 88450261 Intergenic 
cg26817334 5.01E-16 1.18E-13 -0.97543014 -3.973891178 

 
0.37018765 0.062309747 NA 2 Island NA 119613580 Intergenic 

cg24210478 5.11E-16 1.20E-13 -0.205026772 -5.471020608 
 

0.46773892 0.038804415 NA 20 Island NA 62733486 Intergenic 
cg01713485 5.33E-16 1.24E-13 -0.50874129 -4.2818347 

 
0.442703432 0.053734212 NA 2 Island NA 119613275 Intergenic 

cg14424538 5.74E-16 1.34E-13 0.330815348 -3.797173059 
 

0.547175327 0.086546003 NA 20 Island NA 1784365 Intergenic 
cg06612215 5.95E-16 1.38E-13 0.500141083 -2.238016172 

 
0.581163306 0.181202534 NA 3 Island NA 54154869 Intergenic 

cg12903911 6.18E-16 1.43E-13 -0.98113123 -3.794101452 
 

0.366911276 0.070090287 NA 7 Island NA 155170812 Intergenic 
cg26338453 6.27E-16 1.44E-13 0.132826135 -5.276733937 

 
0.523509626 0.053680177 NA 15 S_Shore NA 82340023 Intergenic 

cg21251125 6.44E-16 1.47E-13 -0.712921042 -4.621880662 
 

0.382924617 0.055333785 NA 9 Island NA 126771781 Intergenic 
cg22488745 6.49E-16 1.48E-13 -1.12215619 -3.846400369 

 
0.339107948 0.069005778 NA 15 N_Shore NA 53096763 Intergenic 

cg26230417 6.52E-16 1.48E-13 0.48335152 -3.270841461 
 

0.577554276 0.107250526 NA 10 Island NA 131769966 Intergenic 
cg13768269 6.63E-16 1.50E-13 0.133138654 -5.642542592 

 
0.522518635 0.046941886 NA 9 Island NA 114140 Intergenic 

cg24389606 6.72E-16 1.52E-13 -0.109456515 -3.473926878 
 

0.49306586 0.089208204 NA 14 Island NA 104602875 Intergenic 
cg16012719 6.89E-16 1.55E-13 -0.539980059 -3.267541103 

 
0.411917305 0.105959421 NA 10 Island NA 102985022 Intergenic 

cg07480369 7.14E-16 1.60E-13 0.005007021 -4.15380867 
 

0.502250946 0.070436085 NA 2 S_Shore NA 114261979 Intergenic 
cg15441864 7.71E-16 1.72E-13 -1.768906217 -3.282954593 

 
0.234003476 0.094611032 NA 12 Island NA 8549243 Intergenic 

cg09236658 7.90E-16 1.75E-13 0.833672122 -1.87261662 
 

0.632130988 0.22621266 NA 6 N_Shore NA 108485152 Intergenic 
cg17125477 7.91E-16 1.75E-13 -0.412751755 -4.778744352 

 
0.431827272 0.058924959 NA 20 Island NA 1783963 Intergenic 

cg14359486 8.28E-16 1.83E-13 -0.222600544 -3.326649359 
 

0.47617063 0.099712939 NA 9 Island NA 21396119 Intergenic 
cg00697626 8.30E-16 1.83E-13 -0.856711909 -5.36461328 

 
0.423048272 0.02649766 NA 9 Island NA 108418416 Intergenic 

cg13906377 8.46E-16 1.86E-13 0.705409069 -3.843702688 
 

0.612483113 0.098691642 NA 1 N_Shelf NA 63792695 Intergenic 
cg02872354 8.56E-16 1.87E-13 0.177544523 -3.082573672 

 
0.534812968 0.120210043 NA 20 Island NA 3063118 Intergenic 

cg09999194 8.79E-16 1.92E-13 0.14639472 -4.587394179 
 

0.54750814 0.053398843 NA 17 Island NA 77765305 Intergenic 
cg01806520 9.20E-16 2.00E-13 0.555339252 -3.692871528 

 
0.590626112 0.103437454 NA 8 Island NA 93115504 Intergenic 

cg04023996 9.42E-16 2.04E-13 -0.378455694 -3.256094388 
 

0.444123359 0.103885427 NA 1 Island NA 50892794 Intergenic 
cg23577350 9.65E-16 2.08E-13 -0.956360014 -5.760864763 

 
0.411089451 0.020791744 NA 1 Island NA 46998792 Intergenic 

cg10322724 9.79E-16 2.10E-13 0.096286527 -4.233159578 
 

0.54157022 0.063208174 NA 4 Island NA 20253556 Intergenic 
cg20060452 1.02E-15 2.18E-13 -1.097878692 -4.584501061 

 
0.35575565 0.046279881 NA 19 Island NA 31210518 Intergenic 

cg02357043 1.02E-15 2.18E-13 -0.624647343 -4.313303288 
 

0.4226228 0.057125442 NA 17 Island NA 42015473 Intergenic 
cg22025849 1.05E-15 2.22E-13 1.233229676 -3.189517374 

 
0.690974473 0.134833826 NA 1 N_Shore NA 70032907 Intergenic 

cg01679690 1.08E-15 2.29E-13 1.113926679 -1.963930856 
 

0.674191037 0.222360034 NA 10 Island NA 133850713 Intergenic 
cg11718317 1.10E-15 2.31E-13 -0.40852852 -2.817921668 

 
0.432865691 0.133671738 NA 11 Island NA 126873689 Intergenic 

cg02229605 1.10E-15 2.31E-13 0.624454609 -2.42896049 
 

0.59958418 0.172333014 NA 14 S_Shelf NA 61119122 Intergenic 
cg01281776 1.11E-15 2.32E-13 0.276893473 -3.556906306 

 
0.561117921 0.091116129 NA 4 Island NA 20253595 Intergenic 

cg25694397 1.14E-15 2.38E-13 0.526962801 -3.154527829 
 

0.582333471 0.124201818 NA 19 N_Shore NA 42680534 Intergenic 
cg25937714 1.21E-15 2.52E-13 0.914074776 -2.981738537 

 
0.643688964 0.141228885 NA 3 Island NA 44036492 Intergenic 
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cg27160130 1.28E-15 2.67E-13 -0.550910703 -4.07355434 
 

0.41362048 0.070022941 NA 2 Island NA 237073518 Intergenic 
cg15393275 1.29E-15 2.67E-13 0.302830412 -2.336957998 

 
0.544906 0.172658697 NA 2 Island NA 45165193 Intergenic 

cg13886334 1.38E-15 2.84E-13 0.587708472 -3.229640206 
 

0.592468666 0.122955517 NA 2 N_Shore NA 175193377 Intergenic 
cg01172640 1.38E-15 2.84E-13 0.073103882 -4.033473072 

 
0.510907498 0.084981385 NA 15 Island NA 53096035 Intergenic 

cg15435996 1.42E-15 2.91E-13 -0.076756152 -3.165537901 
 

0.489021839 0.117126743 NA 22 Island NA 23908337 Intergenic 
cg20100910 1.50E-15 3.06E-13 -1.007756452 -4.785636222 

 
0.387392973 0.037842927 NA 10 Island NA 102475429 Intergenic 

cg02732202 1.52E-15 3.10E-13 0.459941755 -2.925495964 
 

0.575660867 0.140264313 NA 6 Island NA 100051635 Intergenic 
cg17500587 1.58E-15 3.20E-13 0.867586356 -2.482440643 

 
0.633598009 0.172197133 NA 10 N_Shore NA 118922194 Intergenic 

cg17202854 1.62E-15 3.27E-13 -0.361341657 -3.308184074 
 

0.454199419 0.09812117 NA 11 Island NA 124709925 Intergenic 
cg25931896 1.65E-15 3.33E-13 0.50890207 -2.119700279 

 
0.578710486 0.196893805 NA 7 Island NA 1705009 Intergenic 

cg14528374 1.76E-15 3.54E-13 -0.026074613 -3.571388372 
 

0.492739809 0.096036032 NA 7 Island NA 99178047 Intergenic 
cg07346242 1.84E-15 3.69E-13 -2.750131811 -6.330020595 

 
0.167236607 0.013836138 NA 4 Island NA 20253277 Intergenic 

cg02074591 1.92E-15 3.83E-13 0.111133999 -3.284146841 
 

0.529226374 0.104698209 NA 16 Island NA 3220802 Intergenic 
cg14603040 1.96E-15 3.90E-13 -0.811354316 -4.932007876 

 
0.374894205 0.048269202 NA 9 Island NA 39817381 Intergenic 

cg24408656 2.00E-15 3.97E-13 -0.37571973 -3.963691355 
 

0.458225245 0.067881818 NA 20 Island NA 21503861 Intergenic 
cg23256664 2.01E-15 3.97E-13 -1.471971425 -6.037399023 

 
0.324796034 0.018987003 NA 2 Island NA 48757477 Intergenic 

cg04468551 2.01E-15 3.97E-13 -0.139721183 -2.664639656 
 

0.483554792 0.144340509 NA 12 S_Shore NA 59990894 Intergenic 
cg11963409 2.03E-15 3.98E-13 -1.497627284 -4.182553536 

 
0.292835396 0.054672234 NA 2 N_Shore NA 96986954 Intergenic 

cg10207428 2.07E-15 4.04E-13 -0.689716458 -3.828601562 
 

0.42261834 0.067034727 NA 6 Island NA 114663972 Intergenic 
cg25008548 2.07E-15 4.04E-13 -0.952170449 -4.469614171 

 
0.380025976 0.049388412 NA 3 Island NA 27754427 Intergenic 

cg21155870 2.09E-15 4.07E-13 -0.994682363 -3.29999394 
 

0.350826933 0.096066149 NA 9 Island NA 34591604 Intergenic 
cg17715222 2.10E-15 4.07E-13 -0.277456805 -4.243065567 

 
0.475358891 0.066078862 NA 13 Island NA 79183694 Intergenic 

cg09848096 2.22E-15 4.30E-13 0.366208336 -2.98436269 
 

0.56456563 0.127497073 NA 10 Island NA 118928012 Intergenic 
cg18161950 2.29E-15 4.42E-13 0.340395118 -3.70647119 

 
0.556173066 0.101449783 NA 5 Island NA 42995203 Intergenic 

cg03493146 2.34E-15 4.49E-13 0.648942149 -2.744589458 
 

0.601866416 0.151403157 NA 7 N_Shore NA 69062082 Intergenic 
cg07002372 2.68E-15 5.12E-13 0.068031635 -4.795747207 

 
0.52366651 0.049080355 NA 12 Island NA 95267784 Intergenic 

cg18522518 2.78E-15 5.31E-13 -1.10790397 -5.611136407 
 

0.382286512 0.024392699 NA 2 N_Shore NA 127534476 Intergenic 
cg27082486 2.79E-15 5.32E-13 0.188767425 -4.069128388 

 
0.531894804 0.086638158 NA 16 NA NA 24621928 Intergenic 

cg13632230 2.81E-15 5.33E-13 -0.737845122 -4.480185111 
 

0.417366438 0.04898482 NA 9 Island NA 108418691 Intergenic 
cg07152091 2.83E-15 5.35E-13 0.466230999 -3.48129272 

 
0.577751595 0.111177466 NA 7 Island NA 127807283 Intergenic 

cg18847823 2.86E-15 5.39E-13 -0.654868338 -5.083248219 
 

0.428202722 0.036034758 NA 3 Island NA 27754675 Intergenic 
cg05478497 2.87E-15 5.40E-13 -1.038505341 -3.788857816 

 
0.340418164 0.075524501 NA 12 Island NA 4274287 Intergenic 

cg03790899 2.90E-15 5.44E-13 -0.154571513 -3.821888638 
 

0.49197403 0.079296934 NA 15 Island NA 98971789 Intergenic 
cg01445395 2.92E-15 5.45E-13 0.502643966 -2.827016008 

 
0.577623942 0.144344407 NA 7 NA NA 71217278 Intergenic 

cg03126547 2.93E-15 5.45E-13 0.790175027 -2.281794019 
 

0.623961576 0.188608258 NA 6 Island NA 30431782 Intergenic 
cg12821539 3.01E-15 5.59E-13 -0.357454287 -3.713125054 

 
0.445578676 0.085508876 NA 13 Island NA 100642775 Intergenic 

cg03186339 3.08E-15 5.71E-13 -0.030851447 -1.452334945 
 

0.496380901 0.26883029 NA 6 Island NA 108439752 Intergenic 
cg00975979 3.11E-15 5.74E-13 0.386446854 -3.788931494 

 
0.577639171 0.087728152 NA 22 Island NA 42310846 Intergenic 

cg06314333 3.17E-15 5.84E-13 -0.210156579 -3.092881646 
 

0.464979724 0.120537958 NA 7 Island NA 129425532 Intergenic 
cg07158747 3.24E-15 5.95E-13 1.469438647 -2.169944781 

 
0.71559872 0.205805649 NA 1 S_Shelf NA 91196488 Intergenic 

cg21084516 3.27E-15 5.95E-13 0.187540297 -3.178225334 
 

0.52439679 0.118430919 NA 11 N_Shore NA 43600534 Intergenic 
cg02998620 3.27E-15 5.95E-13 -0.374499055 -3.432420095 

 
0.441542773 0.097810689 NA 2 S_Shore NA 223171473 Intergenic 

cg15433534 3.27E-15 5.95E-13 0.806659805 -5.351866702 
 

0.627558697 0.059402406 NA 18 S_Shore NA 75612223 Intergenic 
cg19207487 3.35E-15 6.07E-13 -0.292041752 -3.701531152 

 
0.453425456 0.091714 NA 9 Island NA 39817390 Intergenic 

cg23709913 3.37E-15 6.10E-13 0.136638953 -2.168809847 
 

0.523074422 0.193093052 NA 2 Island NA 132152429 Intergenic 
cg17429000 3.40E-15 6.13E-13 0.372180799 -3.807605439 

 
0.56079385 0.096553735 NA 5 Island NA 76936636 Intergenic 

cg24477671 3.53E-15 6.35E-13 -1.338965998 -4.835905661 
 

0.322523189 0.038238543 NA 6 Island NA 33181227 Intergenic 
cg10189607 3.56E-15 6.38E-13 -0.479531793 -3.749383021 

 
0.445093764 0.075794301 NA 4 Island NA 184719753 Intergenic 

cg00014289 3.72E-15 6.64E-13 0.602037625 -1.99453949 
 

0.593286759 0.204092298 NA 11 Island NA 124709875 Intergenic 
cg13755796 3.76E-15 6.70E-13 0.191126676 -5.234977367 

 
0.563522038 0.044594552 NA 4 Island NA 20253514 Intergenic 

cg22201516 3.89E-15 6.92E-13 -0.593006063 -4.211507821 
 

0.440063857 0.055241593 NA 19 Island NA 32715740 Intergenic 
cg13536876 3.92E-15 6.95E-13 -1.93373577 -6.423169911 

 
0.285243307 0.013444699 NA 7 Island NA 1707236 Intergenic 

cg26417361 3.96E-15 6.99E-13 0.498145053 -2.608107215 
 

0.579400233 0.159401748 NA 6 Island NA 99292838 Intergenic 
cg08115183 3.97E-15 7.00E-13 -0.290243403 -3.731248284 

 
0.454918471 0.08693575 NA 7 Island NA 1705139 Intergenic 

cg01162104 4.06E-15 7.14E-13 -0.532409684 -5.219312454 
 

0.473620022 0.031573776 NA 11 Island NA 124709577 Intergenic 
cg21215550 4.14E-15 7.25E-13 0.756901747 -2.502155062 

 
0.616900822 0.168876257 NA 9 Island NA 969544 Intergenic 
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cg23961466 4.15E-15 7.25E-13 0.271616069 -2.666648269 
 

0.54393231 0.147907235 NA 5 Island NA 76936545 Intergenic 
cg21868699 4.16E-15 7.25E-13 0.357337623 -2.226626273 

 
0.560309584 0.191331075 NA 4 Island NA 9534366 Intergenic 

cg12424694 4.28E-15 7.43E-13 0.290264636 -3.116559975 
 

0.547683413 0.127920424 NA 21 Island NA 46351920 Intergenic 
cg13027404 4.29E-15 7.43E-13 -0.506616254 -3.761870283 

 
0.415655733 0.084871972 NA 15 N_Shore NA 53095984 Intergenic 

cg23270434 4.34E-15 7.49E-13 -1.012529017 -4.128758125 
 

0.372965647 0.056623111 NA 6 S_Shore NA 33181524 Intergenic 
cg26653400 4.36E-15 7.51E-13 -0.151823698 -5.430433494 

 
0.519965523 0.030091695 NA 2 NA NA 58654962 Intergenic 

cg17206850 4.39E-15 7.54E-13 -0.692445699 -3.686627129 
 

0.395395734 0.081381719 NA 11 Island NA 62693456 Intergenic 
cg12055259 4.40E-15 7.54E-13 -0.462069513 -4.205106698 

 
0.435398691 0.066283787 NA 14 Island NA 104603238 Intergenic 

cg10443195 4.52E-15 7.73E-13 -0.811992342 -3.682348508 
 

0.394898958 0.075412276 NA 6 Island NA 114663570 Intergenic 
cg10706389 4.55E-15 7.76E-13 0.64822643 -2.440618564 

 
0.602984984 0.175154558 NA 17 Island NA 59474869 Intergenic 

cg15864834 4.63E-15 7.87E-13 -0.816790893 -5.449694896 
 

0.387713033 0.031709036 NA 2 Island NA 237088197 Intergenic 
cg04239680 4.81E-15 8.15E-13 -0.90257818 -3.944979467 

 
0.363734367 0.072466877 NA 5 Island NA 158533696 Intergenic 

cg08078694 4.86E-15 8.22E-13 1.555731666 -2.332082812 
 

0.721256192 0.192553709 NA 8 Island NA 48100179 Intergenic 
cg11518184 4.95E-15 8.35E-13 -0.322693975 -3.081280521 

 
0.445914006 0.117850791 NA 10 Island NA 133849797 Intergenic 

cg14845812 5.11E-15 8.58E-13 1.550223044 -1.073281964 
 

0.727091915 0.32867746 NA 2 Island NA 45240373 Intergenic 
cg00715109 5.20E-15 8.72E-13 0.463437418 -2.505503538 

 
0.577384088 0.158748514 NA 3 Island NA 27754572 Intergenic 

cg18960469 5.32E-15 8.90E-13 -0.38100319 -3.290820831 
 

0.455879109 0.098861904 NA 10 Island NA 102469807 Intergenic 
cg02785814 5.39E-15 8.99E-13 -0.036279305 -4.095377578 

 
0.495668872 0.080002943 NA 11 Island NA 44338707 Intergenic 

cg13345942 5.41E-15 8.99E-13 1.119101121 -1.71892829 
 

0.670606 0.246317824 NA 10 Island NA 22625015 Intergenic 
cg20633020 5.42E-15 8.99E-13 -0.259221586 -3.217204285 

 
0.463447536 0.109574006 NA 15 S_Shore NA 82340327 Intergenic 

cg00879003 5.62E-15 9.30E-13 -1.153771732 -4.745572628 
 

0.321050471 0.050308706 NA 3 N_Shore NA 137487186 Intergenic 
cg20186067 5.80E-15 9.57E-13 -0.232248308 -4.177757265 

 
0.466277749 0.075741093 NA 7 Island NA 129422439 Intergenic 

cg27175294 6.31E-15 1.04E-12 -1.366723785 -6.889906585 
 

0.386346601 0.012071621 NA 22 Island NA 42311039 Intergenic 
cg18500431 6.42E-15 1.05E-12 -0.273081331 -2.269672017 

 
0.456145352 0.174638805 NA 7 Island NA 1709489 Intergenic 

cg01569204 6.42E-15 1.05E-12 -1.904603761 -4.840729106 
 

0.245037426 0.036636649 NA 1 Island NA 218337839 Intergenic 
cg09859179 6.59E-15 1.07E-12 -1.058537214 -3.968449019 

 
0.352036732 0.06684596 NA 2 NA NA 58655104 Intergenic 

cg00109503 6.69E-15 1.09E-12 0.182786792 -4.917297981 
 

0.562439916 0.051836535 NA 12 Island NA 52242166 Intergenic 
cg02237319 6.78E-15 1.10E-12 -1.706056876 -6.411932958 

 
0.267966565 0.017567893 NA 1 Island NA 54204501 Intergenic 

cg09420907 7.02E-15 1.14E-12 2.076208891 -1.967102886 
 

0.793507614 0.226191918 NA 12 N_Shore NA 4273763 Intergenic 
cg06480695 7.06E-15 1.14E-12 -0.13857263 -3.359353057 

 
0.474715055 0.106617086 NA 17 Island NA 20747314 Intergenic 

cg01390574 7.09E-15 1.14E-12 -0.165706362 -3.573215703 
 

0.474296591 0.095978764 NA 7 N_Shore NA 129425451 Intergenic 
cg11576513 7.23E-15 1.16E-12 -0.894558753 -5.783306569 

 
0.424779137 0.024062904 NA 6 Island NA 114663692 Intergenic 

cg17965926 7.27E-15 1.16E-12 0.708070609 -3.398595901 
 

0.612149469 0.118406724 NA 8 Island NA 140716970 Intergenic 
cg24923891 7.50E-15 1.20E-12 -0.77596889 -5.527834434 

 
0.430459286 0.028172103 NA 10 N_Shore NA 102414057 Intergenic 

cg20569287 7.65E-15 1.22E-12 0.68951066 -3.913274111 
 

0.61270669 0.097171895 NA 8 Island NA 144511313 Intergenic 
cg10546149 7.92E-15 1.26E-12 0.150256059 -3.770203834 

 
0.526446632 0.095881546 NA 6 N_Shore NA 91320614 Intergenic 

cg20596493 8.41E-15 1.33E-12 -0.132593087 -3.680373868 
 

0.486443022 0.092073804 NA 15 Island NA 74045624 Intergenic 
cg22727304 8.59E-15 1.36E-12 -1.075046248 -3.050294369 

 
0.338278324 0.109669367 NA 6 Island NA 108439520 Intergenic 

cg22709563 8.84E-15 1.39E-12 -0.853396071 -3.103289003 
 

0.369048627 0.108848356 NA 2 Island NA 127976738 Intergenic 
cg14041283 9.04E-15 1.42E-12 -0.554095215 -4.040769141 

 
0.427818235 0.072592833 NA 9 N_Shore NA 17906338 Intergenic 

cg06655796 9.29E-15 1.46E-12 -0.151585764 -3.087777942 
 

0.476814876 0.121144878 NA 16 Island NA 3220475 Intergenic 
cg09785586 9.68E-15 1.51E-12 0.836369737 -2.622763511 

 
0.635363521 0.16828386 NA 11 Island NA 44338421 Intergenic 

cg07529884 9.68E-15 1.51E-12 1.325708344 -0.873417528 
 

0.700122061 0.35661905 NA 9 Island NA 95570341 Intergenic 
cg13899678 1.02E-14 1.58E-12 -0.173163543 -3.798405004 

 
0.478519795 0.087368728 NA 2 Island NA 105478933 Intergenic 

cg08708599 1.02E-14 1.59E-12 -1.062070679 -3.947973496 
 

0.368330522 0.061629537 NA 1 Island NA 244893918 Intergenic 
cg22977016 1.05E-14 1.62E-12 -0.599885286 -6.437053895 

 
0.420477797 0.024696831 NA 19 Island NA 10529650 Intergenic 

cg19082708 1.05E-14 1.63E-12 -0.147687215 -4.985291272 
 

0.496725629 0.053140958 NA 7 Island NA 64349557 Intergenic 
cg27203917 1.06E-14 1.63E-12 -0.753840711 -3.931743523 

 
0.406055648 0.067446758 NA 15 N_Shore NA 93257579 Intergenic 

cg25766271 1.09E-14 1.68E-12 -0.371565882 -2.871179274 
 

0.439615937 0.132413024 NA 4 N_Shore NA 6564640 Intergenic 
cg01951947 1.12E-14 1.71E-12 -1.263444985 -3.917012114 

 
0.302666309 0.072335833 NA 10 Island NA 102977648 Intergenic 

cg10427452 1.12E-14 1.71E-12 0.02019338 -3.939671927 
 

0.513981488 0.075564667 NA 5 NA NA 3122030 Intergenic 
cg18732546 1.17E-14 1.79E-12 -0.015649193 -2.350669127 

 
0.497377017 0.176510947 NA 14 Island NA 105309812 Intergenic 

cg03363248 1.20E-14 1.83E-12 -1.073812349 -4.72435972 
 

0.362986414 0.044547366 NA 3 Island NA 27754391 Intergenic 
cg13945107 1.21E-14 1.84E-12 0.378136097 -3.914007913 

 
0.576585252 0.083897341 NA 11 NA NA 123947230 Intergenic 

cg11369761 1.22E-14 1.85E-12 -0.48797144 -3.915049569 
 

0.428748542 0.072299285 NA 2 S_Shore NA 168151051 Intergenic 
cg10537421 1.26E-14 1.91E-12 -0.440930934 -2.946677631 

 
0.427633394 0.124166769 NA 20 Island NA 21083685 Intergenic 
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cg08385874 1.29E-14 1.95E-12 -1.679287842 -4.904594431 
 

0.280101961 0.036472586 NA 21 Island NA 46352445 Intergenic 
cg18420643 1.30E-14 1.95E-12 0.445691289 -2.693363688 

 
0.565501303 0.151402166 NA 8 Island NA 10590503 Intergenic 

cg20309121 1.32E-14 1.98E-12 0.936082706 -2.569631405 
 

0.646858999 0.170560058 NA 8 Island NA 93115978 Intergenic 
cg26060489 1.39E-14 2.07E-12 0.881825398 -1.756692281 

 
0.641883891 0.24430615 NA 6 Island NA 1604990 Intergenic 

cg12081932 1.40E-14 2.10E-12 0.959657308 -2.047609191 
 

0.642686696 0.203525977 NA 11 Island NA 120382782 Intergenic 
cg16487237 1.41E-14 2.10E-12 -0.177495152 -3.727513158 

 
0.471315677 0.091812351 NA 3 N_Shore NA 137487248 Intergenic 

cg26714693 1.43E-14 2.13E-12 -0.884466907 -3.028726505 
 

0.362762283 0.114730283 NA 5 S_Shore NA 172711094 Intergenic 
cg05688651 1.48E-14 2.19E-12 0.536844358 -3.869303647 

 
0.580245731 0.094850336 NA 18 Island NA 75612141 Intergenic 

cg01401344 1.49E-14 2.21E-12 -0.230076041 -2.378340245 
 

0.461252573 0.170379212 NA 4 Island NA 85422998 Intergenic 
cg12852384 1.51E-14 2.23E-12 0.602693868 -0.630485819 

 
0.601610392 0.393738087 NA 2 Island NA 114260142 Intergenic 

cg18189994 1.52E-14 2.23E-12 -0.474892169 -4.596619554 
 

0.420127223 0.067767423 NA 15 N_Shore NA 53096816 Intergenic 
cg26985319 1.52E-14 2.23E-12 0.649195994 -3.041363625 

 
0.601821229 0.134991633 NA 11 S_Shore NA 8041629 Intergenic 

cg27211284 1.57E-14 2.30E-12 0.712740523 -2.517726064 
 

0.612777808 0.172146573 NA 2 Island NA 200524012 Intergenic 
cg21757276 1.59E-14 2.33E-12 -0.705596828 -4.195903666 

 
0.425662199 0.054314613 NA 3 N_Shore NA 27755006 Intergenic 

cg15261247 1.61E-14 2.35E-12 0.054148722 -3.4144338 
 

0.508076195 0.108194443 NA 7 Island NA 129425731 Intergenic 
cg12632097 1.61E-14 2.35E-12 -0.526477318 -3.721793281 

 
0.42788789 0.084369723 NA 22 Island NA 17849926 Intergenic 

cg21448552 1.62E-14 2.35E-12 -1.010787007 -4.05805684 
 

0.363730084 0.062585561 NA 3 N_Shore NA 27755123 Intergenic 
cg08471800 1.65E-14 2.39E-12 -1.341922053 -4.223972339 

 
0.318360508 0.054744204 NA 1 Island NA 110626868 Intergenic 

cg27155954 1.68E-14 2.42E-12 -0.056543052 -3.607820919 
 

0.495472383 0.097210388 NA 20 Island NA 62734153 Intergenic 
cg25078150 1.69E-14 2.43E-12 0.926525636 -3.597007762 

 
0.638494228 0.113968387 NA 10 Island NA 118922841 Intergenic 

cg10946669 1.70E-14 2.44E-12 0.206569993 -4.630780611 
 

0.563502832 0.052650917 NA 4 N_Shore NA 20253130 Intergenic 
cg12180984 1.75E-14 2.51E-12 0.27876565 -5.119857984 

 
0.543002517 0.058519704 NA 14 Island NA 76819168 Intergenic 

cg01130364 1.77E-14 2.53E-12 0.067852242 -2.805306358 
 

0.511721393 0.145749639 NA 10 Island NA 102977010 Intergenic 
cg05372730 1.80E-14 2.57E-12 -0.413559253 -4.743517517 

 
0.452797089 0.056100091 NA 10 Island NA 118928025 Intergenic 

cg02643218 1.85E-14 2.63E-12 -0.750987657 -6.084635127 
 

0.425818049 0.030966495 NA 5 Island NA 32709934 Intergenic 
cg17142722 1.86E-14 2.64E-12 -1.191603832 -5.684049067 

 
0.359302566 0.02665584 NA 1 Island NA 1363280 Intergenic 

cg10970856 1.87E-14 2.66E-12 -0.86200141 -3.59696002 
 

0.378374505 0.082997619 NA 5 Island NA 137577863 Intergenic 
cg06755992 1.88E-14 2.66E-12 -0.241785193 -3.142928807 

 
0.470848799 0.111768021 NA 3 Island NA 123753198 Intergenic 

cg09064304 1.91E-14 2.70E-12 0.616988075 -4.531495677 
 

0.611308029 0.080001178 NA 4 Island NA 141419169 Intergenic 
cg15654259 1.93E-14 2.72E-12 -0.226796904 -3.897521747 

 
0.46478032 0.088306526 NA 1 Island NA 116371187 Intergenic 

cg14066751 2.01E-14 2.82E-12 -0.658356007 -6.160284814 
 

0.49331593 0.018143328 NA 9 Island NA 37036812 Intergenic 
cg26029736 2.01E-14 2.83E-12 0.2692448 -3.659987005 

 
0.545344396 0.102452263 NA 2 Island NA 105760375 Intergenic 

cg19411459 2.05E-14 2.87E-12 -0.600507636 -3.391907308 
 

0.406140302 0.100037145 NA 6 Island NA 30431704 Intergenic 
cg06776588 2.07E-14 2.89E-12 -0.427474694 -4.670957827 

 
0.433816615 0.063167027 NA 14 S_Shore NA 33404244 Intergenic 

cg25105561 2.08E-14 2.90E-12 -0.182823316 -2.953008172 
 

0.46530456 0.12711268 NA 1 Island NA 91316318 Intergenic 
cg06858186 2.08E-14 2.90E-12 0.969684234 -2.865068933 

 
0.657891065 0.138387 NA 12 Island NA 54144921 Intergenic 

cg25947878 2.09E-14 2.90E-12 -0.777872145 -3.770847881 
 

0.408237489 0.070101543 NA 2 Island NA 20068702 Intergenic 
cg12992385 2.10E-14 2.90E-12 -0.400936286 -4.020185938 

 
0.433329162 0.081682869 NA 6 Island NA 34111805 Intergenic 

cg14207954 2.13E-14 2.95E-12 -1.355809932 -4.902409921 
 

0.347951234 0.033781054 NA 2 Island NA 96987397 Intergenic 
cg25136353 2.22E-14 3.06E-12 -0.80016817 -3.953242614 

 
0.382871731 0.072832935 NA 10 Island NA 44185896 Intergenic 

cg21768566 2.25E-14 3.09E-12 -0.751248289 -4.122405579 
 

0.418735842 0.058156549 NA 7 Island NA 1265325 Intergenic 
cg22532843 2.27E-14 3.11E-12 -0.272902303 -3.202801256 

 
0.465955663 0.109481742 NA 4 N_Shore NA 180978836 Intergenic 

cg16298760 2.29E-14 3.13E-12 -1.147552619 -4.098510514 
 

0.332020927 0.060712518 NA 2 S_Shore NA 66805513 Intergenic 
cg04112211 2.30E-14 3.13E-12 0.335706864 -2.391389876 

 
0.5532417 0.174338889 NA 5 N_Shore NA 87436327 Intergenic 

cg15157581 2.33E-14 3.17E-12 -1.221355105 -3.389999958 
 

0.309557033 0.093228788 NA 11 S_Shore NA 43966188 Intergenic 
cg03074357 2.34E-14 3.18E-12 -1.375707467 -6.827681735 

 
0.381166235 0.015456721 NA 19 Island NA 32715668 Intergenic 

cg07644196 2.41E-14 3.27E-12 -2.347520955 -4.874178882 
 

0.190287497 0.035657615 NA 2 S_Shore NA 105473969 Intergenic 
cg01764904 2.50E-14 3.38E-12 0.967644162 -2.015257941 

 
0.65167434 0.209920031 NA 15 Island NA 60289326 Intergenic 

cg01801182 2.58E-14 3.49E-12 -1.80163373 -4.82854779 
 

0.274907318 0.035332577 NA 1 Island NA 46998715 Intergenic 
cg18750167 2.61E-14 3.52E-12 0.341311939 -3.084869511 

 
0.556196992 0.130658332 NA 6 NA NA 30449172 Intergenic 

cg12002882 2.63E-14 3.53E-12 -0.058326831 -3.281358128 
 

0.490184002 0.110376639 NA 20 Island NA 62461365 Intergenic 
cg12084869 2.63E-14 3.53E-12 -1.793319667 -5.745650031 

 
0.262874878 0.026767174 NA 19 Island NA 31210560 Intergenic 

cg08414087 2.64E-14 3.54E-12 0.117365298 -3.844305575 
 

0.537309693 0.087176887 NA 10 Island NA 102470027 Intergenic 
cg23462956 2.66E-14 3.55E-12 -0.606419088 -4.487600613 

 
0.400603827 0.064365523 NA 14 S_Shelf NA 61119262 Intergenic 

cg18501029 2.71E-14 3.61E-12 -0.131772422 -4.544166293 
 

0.512688862 0.060032611 NA 6 Island NA 101841615 Intergenic 
cg23064609 2.71E-14 3.61E-12 1.325563815 -2.982783357 

 
0.70212633 0.153039528 NA 2 Island NA 175208594 Intergenic 
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cg07385577 2.73E-14 3.62E-12 -1.761776459 -5.609811531 
 

0.304728673 0.021645687 NA 21 Island NA 47394015 Intergenic 
cg12887001 2.78E-14 3.69E-12 -1.694091281 -4.043813959 

 
0.244741347 0.064981805 NA 9 N_Shore NA 40633261 Intergenic 

cg02038168 2.80E-14 3.70E-12 0.324285954 -4.22231196 
 

0.562008412 0.077935004 NA 22 Island NA 39784481 Intergenic 
cg25900995 2.80E-14 3.70E-12 -0.720006007 -3.367875662 

 
0.391094162 0.097338531 NA 7 N_Shore NA 127743962 Intergenic 

cg25446309 2.82E-14 3.71E-12 0.701463738 -5.085847949 
 

0.614370195 0.060642242 NA 10 Island NA 131770223 Intergenic 
cg16445574 2.84E-14 3.74E-12 -2.170806423 -6.759758464 

 
0.268049046 0.010658025 NA 12 Island NA 298378 Intergenic 

cg15126975 2.89E-14 3.78E-12 0.743385859 -3.862436331 
 

0.61918901 0.105680297 NA 2 Island NA 175208605 Intergenic 
cg01753208 2.89E-14 3.78E-12 -1.0294877 -4.144252699 

 
0.3390875 0.066959883 NA 5 Island NA 172666071 Intergenic 

cg21620246 2.90E-14 3.78E-12 1.284508689 -2.405297831 
 

0.701989668 0.187327983 NA 3 Island NA 126854423 Intergenic 
cg18945842 2.91E-14 3.78E-12 -1.135262564 -5.49276333 

 
0.383170262 0.027582353 NA 22 Island NA 42306589 Intergenic 

cg10471794 2.93E-14 3.80E-12 -0.558390667 -2.863534959 
 

0.417311181 0.12608147 NA 7 Island NA 54732478 Intergenic 
cg01763890 2.97E-14 3.84E-12 0.13570337 -2.077725582 

 
0.519158855 0.200013574 NA 5 Island NA 76936793 Intergenic 

cg00082713 2.97E-14 3.84E-12 -0.956441215 -3.851434621 
 

0.352297619 0.077115185 NA 3 Island NA 44038484 Intergenic 
cg09327714 3.00E-14 3.88E-12 -0.287745764 -4.099225752 

 
0.449795941 0.076354363 NA 1 Island NA 91316253 Intergenic 

cg10097681 3.04E-14 3.91E-12 0.054712929 -2.586265262 
 

0.509057171 0.161177326 NA 16 Island NA 88449389 Intergenic 
cg14424049 3.05E-14 3.92E-12 0.2374099 -4.080170108 

 
0.537509459 0.088574973 NA 1 Island NA 70033519 Intergenic 

cg08325821 3.07E-14 3.94E-12 -0.726224305 -2.744823286 
 

0.382954671 0.137118299 NA 2 Island NA 91670297 Intergenic 
cg26522609 3.08E-14 3.94E-12 -1.098079544 -3.709622226 

 
0.329180462 0.080468606 NA 2 Island NA 91670894 Intergenic 

cg18376472 3.12E-14 3.99E-12 -1.883356938 -5.757895341 
 

0.221794681 0.032478579 NA 1 Island NA 148556046 Intergenic 
cg09819371 3.20E-14 4.07E-12 -1.376954829 -3.834938368 

 
0.305658705 0.068162497 NA 8 Island NA 131456044 Intergenic 

cg13842237 3.20E-14 4.07E-12 -0.330545352 -3.924611668 
 

0.460980301 0.075159366 NA 21 Island NA 47064079 Intergenic 
cg17309441 3.31E-14 4.21E-12 0.246335296 -4.862365119 

 
0.53996478 0.064423518 NA 8 Island NA 48100186 Intergenic 

cg17045804 3.32E-14 4.21E-12 -0.425044656 -5.002138683 
 

0.476463801 0.042870396 NA 5 Island NA 32710009 Intergenic 
cg13721429 3.38E-14 4.28E-12 1.004424954 -2.845459944 

 
0.650052489 0.152730559 NA 12 Island NA 106975246 Intergenic 

cg05236677 3.42E-14 4.32E-12 0.075262404 -3.057269765 
 

0.510403721 0.122240861 NA 8 Island NA 99952217 Intergenic 
cg06240947 3.45E-14 4.34E-12 -0.51837193 -3.180310988 

 
0.425806489 0.109246659 NA 8 Island NA 140717372 Intergenic 

cg09227150 3.46E-14 4.35E-12 -0.962312727 -4.4714174 
 

0.395461753 0.045921619 NA 10 Island NA 102475578 Intergenic 
cg17609931 3.63E-14 4.55E-12 0.603062774 -2.258817767 

 
0.603258587 0.180725185 NA 4 Island NA 174443529 Intergenic 

cg00070242 3.66E-14 4.59E-12 -0.744865035 -3.207511233 
 

0.386162634 0.106958835 NA 2 Island NA 91670911 Intergenic 
cg04172501 3.74E-14 4.68E-12 -0.397779728 -3.96179756 

 
0.46973556 0.067631022 NA 1 Island NA 1136430 Intergenic 

cg02139871 3.83E-14 4.78E-12 1.183498145 -3.988061171 
 

0.67113508 0.107965055 NA 2 S_Shore NA 127783370 Intergenic 
cg22929692 3.84E-14 4.78E-12 -0.652567488 -4.112034525 

 
0.425040844 0.062515021 NA 19 Island NA 15334421 Intergenic 

cg24789348 3.93E-14 4.88E-12 -1.267466893 -4.383785444 
 

0.340892455 0.048398823 NA 10 Island NA 28957734 Intergenic 
cg19031844 4.08E-14 5.06E-12 -0.03611629 -2.539808998 

 
0.499648054 0.157945337 NA 19 Island NA 31210714 Intergenic 

cg26982695 4.19E-14 5.18E-12 -0.478466223 -2.972001501 
 

0.429350914 0.120808854 NA 9 Island NA 34591618 Intergenic 
cg18543035 4.23E-14 5.22E-12 -0.642805978 -3.312080351 

 
0.410448815 0.097198845 NA 10 NA NA 8374526 Intergenic 

cg11058942 4.30E-14 5.29E-12 -0.46731416 -3.740398969 
 

0.430203377 0.086860354 NA 7 Island NA 1287561 Intergenic 
cg27395666 4.30E-14 5.29E-12 -1.371850956 -4.335371082 

 
0.319859356 0.050301448 NA 1 S_Shelf NA 98513986 Intergenic 

cg22627293 4.35E-14 5.34E-12 0.53561671 -2.177973184 
 

0.584458857 0.197798845 NA 1 Island NA 50893226 Intergenic 
cg14631910 4.36E-14 5.34E-12 0.569484232 -2.690121821 

 
0.585926885 0.155355874 NA 8 Island NA 10590511 Intergenic 

cg02192300 4.37E-14 5.34E-12 0.230182572 -4.617638898 
 

0.559999862 0.055593065 NA 6 Island NA 114663564 Intergenic 
cg09252495 4.37E-14 5.34E-12 -0.885276884 -5.02442652 

 
0.416382632 0.035602394 NA 20 Island NA 21503898 Intergenic 

cg12744812 4.39E-14 5.34E-12 -0.867368781 -3.935971211 
 

0.374705068 0.074302727 NA 7 Island NA 156810819 Intergenic 
cg24497186 4.44E-14 5.39E-12 1.569015678 -2.867153935 

 
0.72728487 0.160842498 NA 8 Island NA 48100170 Intergenic 

cg03347944 4.48E-14 5.44E-12 -0.937157028 -4.162600571 
 

0.36773034 0.06489682 NA 1 Island NA 91317001 Intergenic 
cg23942974 4.56E-14 5.52E-12 -0.585178841 -3.571547753 

 
0.404566364 0.097125322 NA 5 Island NA 42995123 Intergenic 

cg03167951 4.73E-14 5.71E-12 -0.258009828 -4.948747685 
 

0.467728704 0.060414347 NA 10 Island NA 22541366 Intergenic 
cg24525913 4.85E-14 5.85E-12 0.69509445 -5.094963434 

 
0.617470339 0.059902028 NA 1 S_Shore NA 72749880 Intergenic 

cg04812760 4.93E-14 5.93E-12 -2.801475739 -5.734607511 
 

0.146006331 0.021592319 NA 15 Island NA 98971491 Intergenic 
cg06616806 5.01E-14 6.02E-12 -1.713708932 -6.576809751 

 
0.245605223 0.028211146 NA 1 Island NA 148556049 Intergenic 

cg17491091 5.38E-14 6.45E-12 -0.812429493 -3.002187596 
 

0.365110683 0.122630726 NA 9 Island NA 40633299 Intergenic 
cg20341985 5.45E-14 6.52E-12 0.501545868 -3.241744254 

 
0.583290692 0.123267736 NA 7 Island NA 127806678 Intergenic 

cg22418083 5.47E-14 6.53E-12 -1.013264282 -3.528590756 
 

0.335987306 0.093343724 NA 5 Island NA 42995283 Intergenic 
cg00731917 5.56E-14 6.62E-12 -0.261305602 -3.537050988 

 
0.468575646 0.089469799 NA 18 Island NA 60263973 Intergenic 

cg05137450 5.65E-14 6.72E-12 -0.245754182 -4.599012425 
 

0.491121896 0.058358544 NA 2 Island NA 233368263 Intergenic 
cg05868445 5.67E-14 6.74E-12 -0.713420325 -3.644933364 

 
0.38823462 0.089532589 NA 2 Island NA 45182417 Intergenic 
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cg13100965 5.80E-14 6.87E-12 -0.568947956 -4.330702095 
 

0.421992941 0.064280355 NA 7 Island NA 64349450 Intergenic 
cg06455470 5.90E-14 6.97E-12 -1.252278333 -3.568144333 

 
0.329483629 0.078368359 NA 1 Island NA 110627127 Intergenic 

cg01070794 5.97E-14 7.05E-12 -1.634048187 -4.546886023 
 

0.273811214 0.047331029 NA 1 Island NA 218337781 Intergenic 
cg25749267 6.08E-14 7.17E-12 0.203409734 -3.932792596 

 
0.530675036 0.090621337 NA 7 Island NA 1705029 Intergenic 

cg00083046 6.30E-14 7.41E-12 0.495067465 -2.035429109 
 

0.581192845 0.208496853 NA 2 Island NA 175204844 Intergenic 
cg14620039 6.48E-14 7.60E-12 -0.825208808 -3.970953666 

 
0.394310959 0.067018126 NA 9 Island NA 21396107 Intergenic 

cg18008019 6.51E-14 7.62E-12 0.497867054 -2.759445121 
 

0.575427633 0.151878843 NA 13 Island NA 100641646 Intergenic 
cg10659382 6.68E-14 7.81E-12 0.58474074 -4.504686896 

 
0.584501306 0.083134831 NA 7 Island NA 155166856 Intergenic 

cg05899726 6.91E-14 8.06E-12 -0.811176419 -4.966235834 
 

0.401716587 0.050666462 NA 11 Island NA 19366793 Intergenic 
cg21184256 7.00E-14 8.15E-12 -0.443554382 -5.58318951 

 
0.457514592 0.037541731 NA 11 Island NA 124709796 Intergenic 

cg19712965 7.04E-14 8.19E-12 0.641923973 -4.49614493 
 

0.617786697 0.082004462 NA 1 Island NA 244013006 Intergenic 
cg14620549 7.07E-14 8.21E-12 -1.580641467 -5.820237872 

 
0.338037201 0.0201249 NA 9 Island NA 108418809 Intergenic 

cg04504956 7.47E-14 8.65E-12 -0.817126741 -2.994517997 
 

0.378339307 0.115956827 NA 19 Island NA 55963317 Intergenic 
cg21126487 7.48E-14 8.65E-12 0.04214836 -2.319071017 

 
0.508372313 0.176546339 NA 14 S_Shore NA 37117706 Intergenic 

cg11361827 7.53E-14 8.69E-12 1.016211208 -4.585539326 
 

0.660303477 0.085211007 NA 17 Island NA 45867446 Intergenic 
cg06619766 7.60E-14 8.75E-12 -0.965076231 -3.816494421 

 
0.367817532 0.073974045 NA 2 Island NA 223171105 Intergenic 

cg15946259 7.91E-14 9.09E-12 -1.01675678 -3.28171952 
 

0.358635132 0.094770612 NA 8 Island NA 142425671 Intergenic 
cg18881684 8.05E-14 9.24E-12 0.151826934 -4.654903034 

 
0.523271687 0.076444223 NA 1 Island NA 70033592 Intergenic 

cg03167413 8.23E-14 9.42E-12 -0.867137204 -4.309851585 
 

0.395961169 0.052903162 NA 7 N_Shore NA 113723093 Intergenic 
cg20295992 8.64E-14 9.88E-12 1.291258126 -3.23869993 

 
0.690563965 0.141570801 NA 6 Island NA 108440280 Intergenic 

cg00449798 8.90E-14 1.01E-11 0.201036989 -3.292954146 
 

0.535515767 0.111640334 NA 13 Island NA 25322015 Intergenic 
cg23601066 8.91E-14 1.01E-11 -0.952792307 -4.571568565 

 
0.406306693 0.042284514 NA 12 N_Shore NA 59989535 Intergenic 

cg18621091 8.94E-14 1.02E-11 -0.070540618 -3.89020906 
 

0.488585432 0.094837089 NA 18 Island NA 75612056 Intergenic 
cg07602492 9.76E-14 1.11E-11 -1.765136482 -4.76267472 

 
0.246496645 0.044971768 NA 1 S_Shore NA 72750241 Intergenic 

cg19385331 1.04E-13 1.18E-11 0.204773011 -2.653426046 
 

0.531120051 0.154042731 NA 13 Island NA 100641867 Intergenic 
cg23393242 1.10E-13 1.25E-11 1.092012992 -1.488019825 

 
0.669232196 0.27691624 NA 7 Island NA 156813480 Intergenic 

cg27547442 1.11E-13 1.25E-11 -0.37163174 -4.817233629 
 

0.481887143 0.051313735 NA 6 Island NA 101841518 Intergenic 
cg13689044 1.12E-13 1.26E-11 -0.659064992 -3.152985641 

 
0.403776851 0.108615422 NA 7 N_Shore NA 129424943 Intergenic 

cg05842420 1.15E-13 1.29E-11 -0.060186632 -2.140839789 
 

0.490649964 0.193148163 NA 2 Island NA 237073843 Intergenic 
cg21992238 1.16E-13 1.30E-11 0.162322317 -3.573389454 

 
0.519521297 0.099002926 NA 2 N_Shore NA 66659590 Intergenic 

cg04915780 1.17E-13 1.31E-11 -1.161306534 -6.323281173 
 

0.408573185 0.0167913 NA 12 Island NA 59989742 Intergenic 
cg20580655 1.17E-13 1.31E-11 -0.588362442 -3.708061314 

 
0.434083568 0.075908366 NA 15 N_Shore NA 93257624 Intergenic 

cg06080005 1.17E-13 1.31E-11 -1.48653563 -5.071113304 
 

0.309853007 0.036601837 NA 17 Island NA 64831377 Intergenic 
cg06820388 1.19E-13 1.33E-11 0.820215292 -2.42633671 

 
0.627886808 0.179384405 NA 2 Island NA 66804145 Intergenic 

cg01477985 1.19E-13 1.33E-11 1.12140595 -2.465070914 
 

0.672513509 0.184472064 NA 13 Island NA 112727160 Intergenic 
cg06434735 1.20E-13 1.33E-11 -2.252279724 -5.465625293 

 
0.224215509 0.023944353 NA 11 Island NA 120382197 Intergenic 

cg18980733 1.21E-13 1.34E-11 -0.734924245 -3.437679203 
 

0.396245422 0.092876961 NA 5 Island NA 137577858 Intergenic 
cg13384781 1.22E-13 1.35E-11 0.581726749 -4.54696161 

 
0.59116241 0.075428574 NA 10 Island NA 102414426 Intergenic 

cg15706936 1.24E-13 1.37E-11 -0.747292142 -2.858647445 
 

0.379855116 0.130767816 NA 2 N_Shore NA 237079766 Intergenic 
cg26853607 1.26E-13 1.38E-11 -1.275534972 -4.582972785 

 
0.320990814 0.052231096 NA 17 Island NA 2679775 Intergenic 

cg12152651 1.30E-13 1.43E-11 -0.232732876 -2.749764576 
 

0.473005388 0.135216417 NA 19 Island NA 30334549 Intergenic 
cg11244051 1.32E-13 1.45E-11 -0.233541798 -2.502859535 

 
0.475333825 0.155596869 NA 4 Island NA 113626914 Intergenic 

cg08559989 1.33E-13 1.46E-11 -0.992079174 -3.544213004 
 

0.35496792 0.085658683 NA 6 Island NA 99292919 Intergenic 
cg27494338 1.33E-13 1.46E-11 -0.785651815 -3.588532106 

 
0.384578729 0.086005853 NA 10 Island NA 102470161 Intergenic 

cg10041635 1.35E-13 1.47E-11 -1.169269452 -4.459793268 
 

0.359348169 0.047278962 NA 6 Island NA 33181021 Intergenic 
cg06687848 1.38E-13 1.50E-11 -0.477500723 -2.849215704 

 
0.429958532 0.127650565 NA 10 N_Shore NA 118547556 Intergenic 

cg01310600 1.45E-13 1.57E-11 -1.314345804 -4.916294443 
 

0.363512592 0.033450262 NA 2 Island NA 96987238 Intergenic 
cg06081518 1.45E-13 1.58E-11 0.794196363 -2.532560349 

 
0.627634008 0.177298145 NA 16 Island NA 3220915 Intergenic 

cg19488874 1.49E-13 1.61E-11 0.592873109 -2.577123939 
 

0.591115917 0.168328838 NA 2 Island NA 175193551 Intergenic 
cg24280645 1.49E-13 1.61E-11 -0.841432214 -5.82166751 

 
0.377001799 0.0338147 NA 17 Island NA 48636900 Intergenic 

cg04487855 1.50E-13 1.62E-11 1.536969975 -1.241811053 
 

0.732318618 0.313590328 NA 15 Island NA 30261393 Intergenic 
cg16101148 1.50E-13 1.62E-11 -0.511811386 -4.112263978 

 
0.441832167 0.069569453 NA 12 S_Shore NA 59990794 Intergenic 

cg05545441 1.52E-13 1.64E-11 1.039857156 -1.006058875 
 

0.663358505 0.336145106 NA 4 N_Shore NA 174442812 Intergenic 
cg14762024 1.55E-13 1.67E-11 0.530968223 -3.311084247 

 
0.579829931 0.123280368 NA 11 Island NA 33850764 Intergenic 

cg19849509 1.56E-13 1.67E-11 -0.44267966 -2.720599163 
 

0.433454316 0.140990869 NA 2 Island NA 175204996 Intergenic 
cg17214502 1.56E-13 1.67E-11 0.405077657 -4.587082119 

 
0.566661165 0.076771812 NA 4 Island NA 4869172 Intergenic 
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cg15560495 1.57E-13 1.68E-11 -0.099453905 -2.925158136 
 

0.48849258 0.128448271 NA 20 S_Shore NA 56804158 Intergenic 
cg15909319 1.58E-13 1.68E-11 0.31237279 -3.404745637 

 
0.549825923 0.119134313 NA 17 N_Shore NA 14201063 Intergenic 

cg00178897 1.63E-13 1.74E-11 0.696250561 -3.176625563 
 

0.607006518 0.134020462 NA 2 Island NA 175208588 Intergenic 
cg24087681 1.67E-13 1.77E-11 0.755516297 -3.385569161 

 
0.620805648 0.116839376 NA 12 Island NA 298268 Intergenic 

cg18784420 1.67E-13 1.77E-11 -1.497082689 -4.749174626 
 

0.27223309 0.052352665 NA 3 NA NA 43936032 Intergenic 
cg08117309 1.69E-13 1.80E-11 0.808177825 -3.475411043 

 
0.628148396 0.126742795 NA 14 Island NA 33403862 Intergenic 

cg16589463 1.70E-13 1.80E-11 -1.369433977 -4.347620502 
 

0.328580901 0.049493481 NA 6 Island NA 99293069 Intergenic 
cg26891924 1.70E-13 1.80E-11 -0.844867849 -5.288981377 

 
0.41125218 0.042971347 NA 10 NA NA 8374400 Intergenic 

cg08210629 1.76E-13 1.86E-11 -1.845755299 -4.928541871 
 

0.275384941 0.03346522 NA 16 Island NA 22173715 Intergenic 
cg09323975 1.79E-13 1.88E-11 -0.889400206 -4.127255315 

 
0.376450307 0.067756414 NA 6 Island NA 1608642 Intergenic 

cg01088410 1.79E-13 1.88E-11 0.489895884 -3.873951998 
 

0.574968825 0.102104797 NA 5 Island NA 170739179 Intergenic 
cg24924560 1.81E-13 1.90E-11 -1.750722951 -4.189099251 

 
0.254273813 0.056504563 NA 5 Island NA 158533798 Intergenic 

cg13057857 1.81E-13 1.90E-11 0.040261081 -3.464176896 
 

0.50855931 0.109704503 NA 1 Island NA 70033389 Intergenic 
cg20062737 1.89E-13 1.97E-11 0.773159217 -3.147551803 

 
0.627177281 0.139962578 NA 1 Island NA 98519906 Intergenic 

cg13839964 1.94E-13 2.03E-11 1.206434049 -2.80614891 
 

0.68498707 0.157968103 NA 2 Island NA 68870352 Intergenic 
cg02585459 2.04E-13 2.12E-11 0.496224889 -3.638225883 

 
0.578742875 0.114951881 NA 1 Island NA 111098150 Intergenic 

cg09145256 2.05E-13 2.13E-11 -0.102509533 -1.533704471 
 

0.484219233 0.259941008 NA 2 Island NA 48757694 Intergenic 
cg10961841 2.08E-13 2.16E-11 0.966800546 -4.730678181 

 
0.650725736 0.083037453 NA 1 Island NA 47697429 Intergenic 

cg23922560 2.09E-13 2.17E-11 -0.812736197 -3.060678089 
 

0.386514277 0.109365669 NA 14 Island NA 37117375 Intergenic 
cg02874371 2.10E-13 2.17E-11 -1.44596973 -5.856001968 

 
0.351691417 0.021569594 NA 2 Island NA 170220773 Intergenic 

cg06554090 2.10E-13 2.18E-11 0.53531438 -2.185148461 
 

0.58739713 0.196589047 NA 15 Island NA 68128261 Intergenic 
cg14093065 2.12E-13 2.19E-11 -0.817937686 -4.313708479 

 
0.391469283 0.06444792 NA 17 Island NA 1811625 Intergenic 

cg03999216 2.21E-13 2.28E-11 0.852232434 -2.645428195 
 

0.634470842 0.166900339 NA 2 Island NA 175191374 Intergenic 
cg25795088 2.22E-13 2.29E-11 -0.657606114 -4.223956697 

 
0.400635649 0.069774434 NA 7 S_Shore NA 64712896 Intergenic 

cg11267829 2.23E-13 2.29E-11 -0.582688673 -6.022538549 
 

0.431478875 0.045202701 NA 15 Island NA 60289417 Intergenic 
cg08126392 2.24E-13 2.29E-11 0.78791049 -0.76558015 

 
0.631534735 0.37431822 NA 2 Island NA 91671388 Intergenic 

cg03654472 2.26E-13 2.31E-11 -1.102382432 -4.137080354 
 

0.365256394 0.056873456 NA 5 Island NA 134375057 Intergenic 
cg14517743 2.30E-13 2.36E-11 1.297810683 -2.348065923 

 
0.685844065 0.194407697 NA 9 Island NA 124889019 Intergenic 

cg03921416 2.36E-13 2.41E-11 -1.227772711 -4.02020893 
 

0.32728953 0.066527236 NA 12 S_Shore NA 59990675 Intergenic 
cg19771920 2.40E-13 2.45E-11 0.55979052 -2.922969247 

 
0.590068792 0.148093091 NA 8 Island NA 23572199 Intergenic 

cg13568946 2.45E-13 2.49E-11 -1.582827715 -5.182572228 
 

0.294914564 0.032808533 NA 8 Island NA 12516530 Intergenic 
cg05952202 2.46E-13 2.49E-11 -0.759644354 -4.904152235 

 
0.44282601 0.037576461 NA 1 Island NA 1136401 Intergenic 

cg23242697 2.48E-13 2.51E-11 0.100519477 -3.683054276 
 

0.514329188 0.101613908 NA 8 Island NA 93115324 Intergenic 
cg01016662 2.53E-13 2.56E-11 -0.217640108 -5.165847885 

 
0.487658268 0.049258732 NA 1 Island NA 110673082 Intergenic 

cg09135016 2.55E-13 2.58E-11 0.388894517 -4.752235562 
 

0.562965739 0.071508372 NA 1 Island NA 47697446 Intergenic 
cg07147475 2.62E-13 2.65E-11 0.137282527 -2.331303841 

 
0.521803734 0.181167036 NA 4 S_Shore NA 141419555 Intergenic 

cg06807966 2.63E-13 2.65E-11 -0.649974308 -6.239383656 
 

0.411183616 0.033915001 NA 12 Island NA 4274034 Intergenic 
cg01935149 2.64E-13 2.65E-11 -0.190993232 -3.514655918 

 
0.467447838 0.108408118 NA 14 Island NA 33403900 Intergenic 

cg22805295 2.71E-13 2.71E-11 0.796266552 -2.852788171 
 

0.625983317 0.154212213 NA 15 Island NA 34806810 Intergenic 
cg00959431 2.71E-13 2.71E-11 0.521714284 -2.114811198 

 
0.582663413 0.205916574 NA 9 Island NA 79638117 Intergenic 

cg18447876 2.77E-13 2.77E-11 0.640232921 -2.225283857 
 

0.602335073 0.198522586 NA 3 Island NA 54121761 Intergenic 
cg27112525 2.88E-13 2.87E-11 -1.115198458 -4.044533716 

 
0.35255099 0.062339894 NA 6 Island NA 33181014 Intergenic 

cg13802571 2.95E-13 2.94E-11 -0.064007035 -3.593324523 
 

0.498534416 0.099787853 NA 1 NA NA 209381323 Intergenic 
cg22283195 2.97E-13 2.96E-11 -0.88650945 -4.394587521 

 
0.379846639 0.059238316 NA 2 N_Shore NA 154333746 Intergenic 

cg22566624 2.98E-13 2.96E-11 -1.450727478 -5.409518697 
 

0.330542322 0.029485359 NA 19 Island NA 30215557 Intergenic 
cg13990926 2.98E-13 2.96E-11 0.075302608 -3.84059023 

 
0.517410077 0.093151102 NA 12 S_Shore NA 54133447 Intergenic 

cg26796679 3.01E-13 2.98E-11 -0.386065748 -4.49024638 
 

0.480549904 0.060339359 NA 22 Island NA 17849639 Intergenic 
cg23063825 3.02E-13 2.98E-11 1.376060298 -1.510766132 

 
0.708004798 0.280922347 NA 12 N_Shore NA 298151 Intergenic 

cg00532449 3.02E-13 2.98E-11 0.269204416 -3.185900128 
 

0.544895248 0.131577503 NA 1 Island NA 2375420 Intergenic 
cg07266616 3.03E-13 2.99E-11 0.019180758 -2.856029177 

 
0.501043946 0.141923254 NA 4 Island NA 55093241 Intergenic 

cg23400617 3.06E-13 3.02E-11 -0.44455645 -4.257088436 
 

0.458908402 0.06302188 NA 1 Island NA 1137099 Intergenic 
cg04792863 3.14E-13 3.09E-11 -1.269163098 -4.004496831 

 
0.339892142 0.060601089 NA 1 Island NA 110627197 Intergenic 

cg21526572 3.15E-13 3.09E-11 1.515366924 -2.178902527 
 

0.719434664 0.214839742 NA 10 Island NA 133850592 Intergenic 
cg07170170 3.20E-13 3.14E-11 -0.436772075 -3.016917791 

 
0.432534406 0.124466683 NA 12 S_Shore NA 125672141 Intergenic 

cg06962801 3.20E-13 3.14E-11 -2.002885914 -5.643836916 
 

0.238013278 0.026193195 NA 1 Island NA 202996076 Intergenic 
cg20854551 3.26E-13 3.18E-11 -0.948752125 -4.13474745 

 
0.374890578 0.06573748 NA 18 Island NA 61603789 Intergenic 
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cg17530231 3.27E-13 3.19E-11 -1.691839633 -5.036142077 
 

0.278921873 0.035986981 NA 2 S_Shore NA 237082534 Intergenic 
cg06546406 3.29E-13 3.20E-11 0.294906147 -4.641457484 

 
0.545714819 0.071515244 NA 1 Island NA 39269756 Intergenic 

cg17987651 3.31E-13 3.21E-11 -0.160599416 -1.514602858 
 

0.473834849 0.262219027 NA 4 Island NA 155548273 Intergenic 
cg12974388 3.32E-13 3.23E-11 0.248638703 -4.129832634 

 
0.536916691 0.088220881 NA 2 Island NA 237072998 Intergenic 

cg02925805 3.37E-13 3.27E-11 0.134683402 -2.449064347 
 

0.528628324 0.161951265 NA 12 Island NA 298484 Intergenic 
cg26830291 3.39E-13 3.28E-11 0.042351863 -3.234072157 

 
0.521446775 0.112540872 NA 10 Island NA 88392088 Intergenic 

cg02081427 3.43E-13 3.31E-11 -0.808971493 -3.991794013 
 

0.415422216 0.063390065 NA 12 Island NA 59989735 Intergenic 
cg22031392 3.43E-13 3.31E-11 -0.540520493 -5.202816766 

 
0.455011925 0.047335697 NA 19 Island NA 55962948 Intergenic 

cg02182308 3.57E-13 3.44E-11 -0.091053405 -2.765111662 
 

0.490687009 0.141492694 NA 10 S_Shore NA 8080045 Intergenic 
cg18122419 3.60E-13 3.46E-11 0.522536263 -2.165343314 

 
0.582792661 0.200609858 NA 1 Island NA 50882446 Intergenic 

cg22519422 3.64E-13 3.49E-11 0.158289485 -2.912393637 
 

0.523467743 0.140444083 NA 5 Island NA 72595112 Intergenic 
cg00940280 3.69E-13 3.53E-11 -1.166821311 -4.724957027 

 
0.351276573 0.047504027 NA 8 Island NA 131456284 Intergenic 

cg08010362 3.69E-13 3.53E-11 -0.968557628 -4.273024539 
 

0.386730468 0.0543549 NA 7 N_Shore NA 113723025 Intergenic 
cg03103035 3.81E-13 3.64E-11 -1.213801511 -3.928063678 

 
0.338290256 0.066842499 NA 10 Island NA 28957928 Intergenic 

cg13886354 3.81E-13 3.64E-11 -0.599674865 -3.990799932 
 

0.43596795 0.069086197 NA 9 N_Shore NA 17906113 Intergenic 
cg14643537 3.87E-13 3.69E-11 -0.026212313 -3.210654715 

 
0.49596478 0.120049673 NA 6 S_Shore NA 108479584 Intergenic 

cg10375890 3.89E-13 3.71E-11 0.748049652 -2.968778136 
 

0.620181686 0.144812445 NA 1 Island NA 50892511 Intergenic 
cg21383487 3.93E-13 3.73E-11 0.166156144 -2.628148346 

 
0.525917282 0.161411207 NA 10 Island NA 22624094 Intergenic 

cg04288975 3.94E-13 3.74E-11 0.379487462 -3.950207479 
 

0.577662724 0.088251383 NA 1 S_Shelf NA 98514064 Intergenic 
cg23660154 4.05E-13 3.84E-11 -0.883580343 -5.075027913 

 
0.405597916 0.036469144 NA 1 Island NA 110626540 Intergenic 

cg14916150 4.06E-13 3.84E-11 0.120448816 -4.130165068 
 

0.519886638 0.094824108 NA 4 Island NA 4868983 Intergenic 
cg02316596 4.11E-13 3.88E-11 0.728630101 -2.062880522 

 
0.61563808 0.209371478 NA 11 Island NA 120434979 Intergenic 

cg04427498 4.11E-13 3.88E-11 1.172147692 -1.460669637 
 

0.674897241 0.277644608 NA 7 Island NA 20830657 Intergenic 
cg19351026 4.12E-13 3.88E-11 0.029430988 -4.090796916 

 
0.504866523 0.088729621 NA 2 N_Shore NA 63285425 Intergenic 

cg27112102 4.17E-13 3.92E-11 1.31008942 -0.862693205 
 

0.695172472 0.356482668 NA 18 Island NA 5629249 Intergenic 
cg17786642 4.29E-13 4.02E-11 1.184908133 -1.515007011 

 
0.674409403 0.271971205 NA 1 Island NA 54203678 Intergenic 

cg13768290 4.31E-13 4.04E-11 0.398878821 -2.190831488 
 

0.564546084 0.19532501 NA 2 N_Shore NA 63285491 Intergenic 
cg24767956 4.32E-13 4.05E-11 0.247229997 -2.56904056 

 
0.539626059 0.164951191 NA 3 Island NA 137487770 Intergenic 

cg26165269 4.34E-13 4.05E-11 -0.422063142 -3.2729749 
 

0.459070847 0.098693739 NA 17 Island NA 77765514 Intergenic 
cg21837192 4.35E-13 4.06E-11 0.009148 -2.867013675 

 
0.500453257 0.143861679 NA 12 N_Shore NA 54398765 Intergenic 

cg10715930 4.38E-13 4.07E-11 -0.869972605 -5.261641558 
 

0.373520732 0.045184279 NA 17 Island NA 2659326 Intergenic 
cg16814808 4.38E-13 4.07E-11 0.113327526 -3.748562099 

 
0.527109196 0.098104346 NA 7 Island NA 64349706 Intergenic 

cg03276408 4.46E-13 4.14E-11 -0.299132485 -4.475731799 
 

0.454682707 0.07137086 NA 13 Island NA 112712475 Intergenic 
cg11722139 4.47E-13 4.14E-11 -0.423643141 -3.29612078 

 
0.432317968 0.109208719 NA 10 S_Shore NA 102441185 Intergenic 

cg10604851 4.47E-13 4.14E-11 -0.74264109 -3.20678588 
 

0.385029756 0.109096871 NA 12 N_Shore NA 103344336 Intergenic 
cg18812980 4.51E-13 4.17E-11 -0.086438326 -4.751604404 

 
0.516778572 0.05459724 NA 19 Island NA 36478250 Intergenic 

cg21799469 4.63E-13 4.27E-11 0.805301158 -2.843928401 
 

0.631613335 0.160140919 NA 4 Island NA 6565046 Intergenic 
cg20122925 4.66E-13 4.30E-11 -1.336863384 -4.392316733 

 
0.335816024 0.049715922 NA 15 Island NA 96952803 Intergenic 

cg01099231 4.71E-13 4.34E-11 -0.106750748 -5.982118831 
 

0.491358609 0.041928191 NA 10 Island NA 8076969 Intergenic 
cg00274279 4.81E-13 4.42E-11 -0.045578311 -3.962775993 

 
0.491675115 0.084116246 NA 6 Island NA 150311869 Intergenic 

cg24057637 4.82E-13 4.42E-11 0.384328738 -2.756027882 
 

0.559568396 0.154809864 NA 11 Island NA 66176608 Intergenic 
cg03780132 4.93E-13 4.52E-11 0.07110511 -4.356248633 

 
0.508527795 0.08349825 NA 5 Island NA 42951346 Intergenic 

cg16447652 4.96E-13 4.53E-11 -0.429599786 -5.145413311 
 

0.439018547 0.055743332 NA 17 Island NA 54674338 Intergenic 
cg19810598 5.01E-13 4.58E-11 -0.337481541 -3.951264059 

 
0.46744683 0.082274347 NA 1 Island NA 50892674 Intergenic 

cg20398486 5.04E-13 4.60E-11 -0.612828819 -3.723493088 
 

0.427235166 0.080667836 NA 2 Island NA 176944442 Intergenic 
cg21254450 5.10E-13 4.64E-11 -0.312957651 -3.988787903 

 
0.448246608 0.084559078 NA 7 Island NA 155261387 Intergenic 

cg08619651 5.17E-13 4.70E-11 0.30509428 -5.95494282 
 

0.549817984 0.06162266 NA 7 Island NA 127807832 Intergenic 
cg10422777 5.17E-13 4.70E-11 0.777107336 -2.076569689 

 
0.623564815 0.214423858 NA 9 Island NA 79631227 Intergenic 

cg25335616 5.21E-13 4.72E-11 -1.533404235 -3.575609576 
 

0.280136302 0.080613038 NA 8 N_Shore NA 7079037 Intergenic 
cg26359150 5.24E-13 4.74E-11 -0.301664678 -2.407370401 

 
0.449654291 0.169523579 NA 2 N_Shore NA 145281519 Intergenic 

cg06100854 5.25E-13 4.74E-11 -0.169893689 -2.973321509 
 

0.472512145 0.133030728 NA 2 S_Shore NA 45030072 Intergenic 
cg25615184 5.27E-13 4.75E-11 0.381568942 -2.234558419 

 
0.563483317 0.193818445 NA 5 S_Shore NA 180531373 Intergenic 

cg01861825 5.27E-13 4.75E-11 0.227709873 -2.435124927 
 

0.532993444 0.173295174 NA 11 Island NA 62693818 Intergenic 
cg11478200 5.56E-13 5.01E-11 0.139509627 -2.493954316 

 
0.521007171 0.167321362 NA 6 Island NA 1608667 Intergenic 

cg03715751 5.62E-13 5.05E-11 -1.880478144 -4.054119765 
 

0.242561247 0.058527526 NA 11 Island NA 44749119 Intergenic 
cg00835429 5.63E-13 5.05E-11 -1.165602787 -4.580609881 

 
0.360129195 0.048310035 NA 15 Island NA 89943283 Intergenic 
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cg03796781 5.67E-13 5.08E-11 0.384903966 -2.46288114 
 

0.556715871 0.172919265 NA 6 Island NA 137818836 Intergenic 
cg13984623 5.67E-13 5.08E-11 -1.171546424 -4.598778303 

 
0.367922902 0.044039425 NA 9 Island NA 129276600 Intergenic 

cg08039301 5.72E-13 5.11E-11 -0.192945515 -2.307258444 
 

0.478744847 0.17309601 NA 17 Island NA 47072907 Intergenic 
cg22210157 5.77E-13 5.15E-11 -0.164460689 -3.498807901 

 
0.48691315 0.103275747 NA 3 Island NA 46853986 Intergenic 

cg04822330 5.97E-13 5.32E-11 -1.507956918 -6.035322816 
 

0.357016013 0.018724548 NA 6 Island NA 126069172 Intergenic 
cg10908460 6.06E-13 5.39E-11 0.567107112 -2.637736194 

 
0.59209895 0.169407572 NA 2 Island NA 176950736 Intergenic 

cg26370226 6.10E-13 5.42E-11 -0.194744039 -4.495489032 
 

0.46716592 0.076504011 NA 3 Island NA 75628932 Intergenic 
cg06560754 6.13E-13 5.44E-11 0.736114515 -3.752788869 

 
0.61509594 0.116519003 NA 8 Island NA 93114748 Intergenic 

cg11990630 6.15E-13 5.45E-11 0.745854077 -1.716105826 
 

0.616973782 0.247347831 NA 13 Island NA 100641978 Intergenic 
cg05618807 6.16E-13 5.45E-11 1.728533282 -0.615759373 

 
0.761457814 0.403068209 NA 19 Island NA 14376820 Intergenic 

cg22882665 6.24E-13 5.51E-11 0.535798792 -3.214964359 
 

0.584507367 0.136647109 NA 2 Island NA 45241110 Intergenic 
cg05985324 6.26E-13 5.52E-11 -0.220314329 -3.632800917 

 
0.463945507 0.102503055 NA 20 N_Shore NA 1783401 Intergenic 

cg12416637 6.28E-13 5.53E-11 -0.64228894 -3.748151553 
 

0.403184664 0.088194926 NA 2 N_Shore NA 154333650 Intergenic 
cg18556676 6.29E-13 5.53E-11 1.16951045 -1.988390538 

 
0.682254914 0.229718319 NA 12 Island NA 22095111 Intergenic 

cg04371726 6.34E-13 5.57E-11 0.160988737 -2.595011589 
 

0.526636278 0.162711104 NA 2 N_Shore NA 63285645 Intergenic 
cg21250356 6.52E-13 5.72E-11 0.639970025 -2.412424662 

 
0.603159684 0.186150826 NA 7 Island NA 156813602 Intergenic 

cg22273360 6.53E-13 5.72E-11 -0.349183744 -3.529162509 
 

0.465916105 0.094067537 NA 19 Island NA 30215355 Intergenic 
cg03012726 6.62E-13 5.79E-11 -0.427803304 -3.662968704 

 
0.447495361 0.087179502 NA 7 N_Shelf NA 113722758 Intergenic 

cg09823154 6.65E-13 5.80E-11 1.254986411 -1.410748352 
 

0.686473554 0.287921823 NA 10 Island NA 43332737 Intergenic 
cg17328472 6.65E-13 5.80E-11 -0.331659588 -3.145159559 

 
0.457432255 0.106314032 NA 1 N_Shore NA 4712764 Intergenic 

cg05326826 6.71E-13 5.84E-11 0.427543365 -0.623221971 
 

0.572634296 0.394828012 NA 9 N_Shore NA 69198578 Intergenic 
cg19740751 6.75E-13 5.88E-11 -1.880617038 -5.391255578 

 
0.289216022 0.025633394 NA 19 Island NA 7981474 Intergenic 

cg01007374 6.86E-13 5.96E-11 0.281369974 -2.678763721 
 

0.546756006 0.160621583 NA 21 Island NA 47392916 Intergenic 
cg10385382 6.87E-13 5.96E-11 0.177601118 -2.764900268 

 
0.526346652 0.148575823 NA 7 S_Shore NA 121951055 Intergenic 

cg09654247 6.99E-13 6.06E-11 0.586600032 -3.111683863 
 

0.594060528 0.140106415 NA 2 Island NA 200524002 Intergenic 
cg07139438 7.14E-13 6.17E-11 -4.050228197 -5.512808004 

 
0.057965747 0.02275532 NA 3 Island NA 39222518 Intergenic 

cg08441931 7.27E-13 6.28E-11 -1.605518177 -6.545290303 
 

0.339886983 0.016566171 NA 7 Island NA 113725468 Intergenic 
cg14616290 7.43E-13 6.41E-11 0.620987828 -2.481270522 

 
0.59472784 0.177764129 NA 10 N_Shore NA 118925818 Intergenic 

cg07875430 7.45E-13 6.42E-11 0.407116314 -2.461647842 
 

0.569630177 0.175686613 NA 10 Island NA 27547845 Intergenic 
cg07849384 7.53E-13 6.47E-11 0.837572528 -1.999409167 

 
0.618507923 0.215912801 NA 2 N_Shore NA 66659536 Intergenic 

cg11730722 7.64E-13 6.56E-11 0.552851547 -2.930251328 
 

0.582812187 0.146530573 NA 10 Island NA 102985514 Intergenic 
cg09661809 7.71E-13 6.61E-11 -0.427934393 -2.787468867 

 
0.437860202 0.136260299 NA 11 Island NA 74953082 Intergenic 

cg02759151 7.80E-13 6.68E-11 -0.312181545 -3.771301461 
 

0.449927823 0.09405491 NA 7 S_Shore NA 90226450 Intergenic 
cg07614306 8.02E-13 6.86E-11 -1.297450384 -4.886777089 

 
0.356406971 0.03826197 NA 12 Island NA 59990159 Intergenic 

cg12004183 8.38E-13 7.15E-11 0.867115231 -3.573092541 
 

0.636056431 0.126802483 NA 7 NA NA 71217124 Intergenic 
cg18535642 8.50E-13 7.25E-11 -1.932201061 -4.696879181 

 
0.246766679 0.041111582 NA 10 S_Shore NA 8080012 Intergenic 

cg19529472 8.54E-13 7.28E-11 0.432927542 -2.303007138 
 

0.563648978 0.185602874 NA 8 N_Shore NA 143534954 Intergenic 
cg04201563 8.68E-13 7.39E-11 -1.576472097 -5.023427603 

 
0.281152154 0.041691462 NA 15 Island NA 100466637 Intergenic 

cg06205172 9.07E-13 7.71E-11 0.499297599 -2.119998542 
 

0.581891728 0.206625742 NA 17 N_Shore NA 29032975 Intergenic 
cg07082201 9.21E-13 7.82E-11 -0.987920094 -4.64921259 

 
0.389084711 0.049255306 NA 2 NA NA 58654846 Intergenic 

cg12354566 9.53E-13 8.07E-11 0.751735324 -2.594802022 
 

0.619202041 0.173559518 NA 15 NA NA 54270947 Intergenic 
cg07885629 9.65E-13 8.16E-11 -0.292150954 -2.856040426 

 
0.456718123 0.135044408 NA 7 N_Shore NA 129422915 Intergenic 

cg01596870 9.77E-13 8.26E-11 0.29894662 -2.174481424 
 

0.547824383 0.19362508 NA 19 Island NA 55963115 Intergenic 
cg00448752 9.85E-13 8.31E-11 -1.219382617 -3.740601995 

 
0.305647829 0.082238783 NA 1 NA NA 101775370 Intergenic 

cg22501793 9.93E-13 8.37E-11 0.275436902 -2.920976994 
 

0.545042691 0.146398572 NA 1 S_Shore NA 91173232 Intergenic 
cg09923293 9.98E-13 8.39E-11 -0.323115774 -3.51861587 

 
0.459600465 0.099136204 NA 10 Island NA 118928131 Intergenic 

cg12742799 1.01E-12 8.48E-11 -0.464548635 -2.557710828 
 

0.422543502 0.157992995 NA 20 Island NA 62959193 Intergenic 
cg01869193 1.02E-12 8.56E-11 0.162735766 -2.388399601 

 
0.527360372 0.181797207 NA 11 Island NA 58673087 Intergenic 

cg13448816 1.02E-12 8.59E-11 0.96591234 -2.749312527 
 

0.647323036 0.166314801 NA 1 N_Shore NA 70032840 Intergenic 
cg12600289 1.03E-12 8.59E-11 1.116250232 -3.739429272 

 
0.676214939 0.117137858 NA 15 Island NA 34807143 Intergenic 

cg11633126 1.03E-12 8.63E-11 -0.518531832 -4.983705382 
 

0.453310592 0.045159689 NA 11 NA NA 123947157 Intergenic 
cg23859785 1.05E-12 8.73E-11 -0.920534375 -3.691697119 

 
0.358301392 0.087803539 NA 6 Island NA 30431634 Intergenic 

cg27606567 1.05E-12 8.73E-11 0.913191051 -3.60725144 
 

0.641917874 0.118654391 NA 3 Island NA 44040811 Intergenic 
cg11851910 1.07E-12 8.94E-11 -0.545569371 -4.786422864 

 
0.452601196 0.053553486 NA 21 NA NA 34482086 Intergenic 

cg11655629 1.08E-12 8.96E-11 -1.744628315 -4.842272967 
 

0.294976809 0.034736439 NA 7 N_Shore NA 113724864 Intergenic 
cg09642640 1.10E-12 9.15E-11 -0.911237029 -3.932080254 

 
0.390792171 0.064266573 NA 2 Island NA 170220780 Intergenic 
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cg14583869 1.11E-12 9.23E-11 -1.852647114 -6.46604573 
 

0.341837906 0.012868 NA 9 Island NA 34701531 Intergenic 
cg12378888 1.13E-12 9.32E-11 0.100931438 -4.432613557 

 
0.51202546 0.084949952 NA 4 N_Shore NA 4867102 Intergenic 

cg16697853 1.14E-12 9.46E-11 -1.704375746 -5.672699572 
 

0.320226143 0.02214066 NA 11 Island NA 74952790 Intergenic 
cg02405073 1.15E-12 9.49E-11 0.547694827 -2.902053149 

 
0.601497612 0.144448351 NA 12 Island NA 125671783 Intergenic 

cg14797402 1.15E-12 9.51E-11 0.383888475 -3.266147154 
 

0.56019112 0.131389523 NA 11 S_Shore NA 58673453 Intergenic 
cg16992713 1.18E-12 9.74E-11 -0.750296465 -4.277549961 

 
0.424292054 0.058345416 NA 10 N_Shore NA 22540646 Intergenic 

cg12868173 1.19E-12 9.80E-11 0.313010272 -3.097118758 
 

0.547259998 0.127665663 NA 10 Island NA 44185097 Intergenic 
cg22774681 1.20E-12 9.84E-11 0.801677844 -1.869491021 

 
0.628441119 0.235902623 NA 19 S_Shore NA 14320678 Intergenic 

cg24422027 1.20E-12 9.84E-11 0.115398135 -4.766857423 
 

0.52142153 0.076165883 NA 17 Island NA 2659305 Intergenic 
cg11014373 1.20E-12 9.84E-11 0.910698749 -4.725195437 

 
0.635648844 0.084443371 NA 2 Island NA 105479054 Intergenic 

cg20729301 1.21E-12 9.90E-11 -1.823329421 -5.857245834 
 

0.302366034 0.02073615 NA 2 Island NA 233368115 Intergenic 
cg07377985 1.22E-12 9.95E-11 -0.535758056 -3.090071828 

 
0.427238121 0.10765844 NA 10 Island NA 130008585 Intergenic 

cg22789298 1.25E-12 1.02E-10 -1.086300706 -3.436550017 
 

0.333911868 0.094953269 NA 6 Island NA 1608977 Intergenic 
cg00606902 1.26E-12 1.03E-10 -0.42367892 -3.452763865 

 
0.449750594 0.096916547 NA 11 Island NA 19366654 Intergenic 

cg14597534 1.28E-12 1.05E-10 0.645064462 -5.382875492 
 

0.599484101 0.068759801 NA 11 N_Shore NA 43601442 Intergenic 
cg02671126 1.29E-12 1.05E-10 -1.311306604 -5.127808078 

 
0.380672243 0.029733881 NA 9 Island NA 34701735 Intergenic 

cg09614724 1.29E-12 1.05E-10 0.368625531 -4.330790358 
 

0.560309877 0.094325529 NA 19 Island NA 30719547 Intergenic 
cg20709895 1.34E-12 1.09E-10 0.844155761 -2.632444215 

 
0.630772722 0.17488928 NA 11 Island NA 43965598 Intergenic 

cg13074470 1.34E-12 1.09E-10 -0.237886953 -3.197431842 
 

0.463872581 0.120451324 NA 3 Island NA 126854308 Intergenic 
cg05808319 1.35E-12 1.09E-10 -1.506341241 -4.930160565 

 
0.319399896 0.03846465 NA 11 Island NA 43597273 Intergenic 

cg07501233 1.36E-12 1.10E-10 0.696160125 -2.127772175 
 

0.605941572 0.206504846 NA 13 Island NA 100641900 Intergenic 
cg06265277 1.37E-12 1.10E-10 0.353892285 -2.036963445 

 
0.557418524 0.212679539 NA 15 Island NA 30260973 Intergenic 

cg16423375 1.42E-12 1.14E-10 -1.063482201 -3.18156456 
 

0.343909414 0.104005603 NA 5 S_Shore NA 76937424 Intergenic 
cg00973653 1.42E-12 1.14E-10 0.575656421 -2.865707665 

 
0.591639957 0.157085415 NA 1 Island NA 70033627 Intergenic 

cg11053304 1.42E-12 1.14E-10 -2.523725599 -5.667915344 
 

0.213826335 0.01990144 NA 1 Island NA 244893656 Intergenic 
cg15810815 1.42E-12 1.14E-10 1.270239564 -1.761690411 

 
0.686424922 0.248026259 NA 6 N_Shore NA 114663139 Intergenic 

cg21030416 1.42E-12 1.14E-10 -1.156786581 -3.029208963 
 

0.317363992 0.117168877 NA 11 Island NA 62693396 Intergenic 
cg02134353 1.44E-12 1.15E-10 -0.198552186 -3.277864438 

 
0.470152813 0.118202715 NA 6 Island NA 108440118 Intergenic 

cg17408973 1.44E-12 1.15E-10 0.452358125 -3.039340455 
 

0.572262078 0.136783049 NA 2 N_Shore NA 48756994 Intergenic 
cg26025543 1.45E-12 1.16E-10 0.213516203 -5.182646843 

 
0.534328668 0.065197426 NA 8 S_Shore NA 53854495 Intergenic 

cg07770854 1.47E-12 1.17E-10 -0.107573478 -2.505838382 
 

0.480767162 0.163567164 NA 19 N_Shore NA 4607057 Intergenic 
cg25537434 1.48E-12 1.18E-10 -0.473722569 -3.056796319 

 
0.431033666 0.12137688 NA 2 N_Shore NA 237086492 Intergenic 

cg16660274 1.48E-12 1.18E-10 -0.007999679 -3.853610037 
 

0.501761817 0.096709405 NA 2 Island NA 127976928 Intergenic 
cg22823197 1.49E-12 1.18E-10 -0.925693601 -2.959365036 

 
0.368147801 0.116550033 NA 20 N_Shore NA 61664612 Intergenic 

cg08631504 1.49E-12 1.18E-10 -0.835076717 -4.68781101 
 

0.40519903 0.05499318 NA 15 Island NA 89943431 Intergenic 
cg25861285 1.53E-12 1.21E-10 -0.063691275 -3.540088003 

 
0.497737482 0.106511617 NA 20 S_Shore NA 709392 Intergenic 

cg11120927 1.55E-12 1.23E-10 -0.717751904 -3.847968724 
 

0.422928455 0.073680556 NA 2 Island NA 239072674 Intergenic 
cg05269938 1.55E-12 1.23E-10 0.057149583 -4.220586043 

 
0.510431799 0.086079912 NA 20 Island NA 62461294 Intergenic 

cg18711394 1.56E-12 1.23E-10 -0.931170567 -4.193617914 
 

0.379379121 0.065280831 NA 5 Island NA 36690602 Intergenic 
cg07077525 1.56E-12 1.23E-10 -0.329827413 -4.659950587 

 
0.463911133 0.062770921 NA 6 NA NA 130088518 Intergenic 

cg27522573 1.58E-12 1.24E-10 0.124546813 -2.946312102 
 

0.528266426 0.136102433 NA 16 NA NA 87622478 Intergenic 
cg12856646 1.58E-12 1.24E-10 -0.37238342 -3.462966815 

 
0.455395083 0.099486197 NA 6 N_Shelf NA 166419641 Intergenic 

cg06729532 1.58E-12 1.24E-10 1.163226186 -1.566426533 
 

0.681938949 0.27333998 NA 19 Island NA 14376770 Intergenic 
cg05572456 1.59E-12 1.25E-10 -1.438566447 -3.81170414 

 
0.309608496 0.068016587 NA 2 Island NA 172961504 Intergenic 

cg10589235 1.64E-12 1.29E-10 0.272371862 -2.353419897 
 

0.544683053 0.183066827 NA 13 N_Shore NA 107569888 Intergenic 
cg08446692 1.66E-12 1.29E-10 0.410516418 -3.637450326 

 
0.568148791 0.107192238 NA 15 NA NA 84034366 Intergenic 

cg23516463 1.66E-12 1.29E-10 -0.545603256 -4.234969001 
 

0.422778859 0.076900414 NA 10 Island NA 88391965 Intergenic 
cg08873912 1.67E-12 1.30E-10 -0.753305761 -3.038161847 

 
0.383333283 0.119324096 NA 12 Island NA 4274070 Intergenic 

cg01164664 1.67E-12 1.30E-10 -1.343657445 -5.332198673 
 

0.3574288 0.032508561 NA 2 N_Shore NA 131484863 Intergenic 
cg22030457 1.70E-12 1.32E-10 0.454098871 -2.955896373 

 
0.580751922 0.139521587 NA 19 Island NA 30215233 Intergenic 

cg09257488 1.70E-12 1.32E-10 -1.687369217 -7.284893422 
 

0.291491269 0.024808023 NA 1 Island NA 91316825 Intergenic 
cg25566568 1.72E-12 1.33E-10 0.088387582 -4.706159215 

 
0.540743872 0.064900184 NA 14 S_Shore NA 36995009 Intergenic 

cg00842325 1.76E-12 1.37E-10 0.958722165 -2.269865886 
 

0.642203991 0.191518115 NA 20 Island NA 21503536 Intergenic 
cg14484056 1.78E-12 1.37E-10 0.946873264 -2.793192099 

 
0.642335035 0.163888212 NA 3 S_Shore NA 62365084 Intergenic 

cg17964505 1.80E-12 1.39E-10 1.834520327 -3.282876295 
 

0.751740329 0.145058854 NA 17 Island NA 36609863 Intergenic 
cg08987413 1.82E-12 1.41E-10 -1.87714951 -4.202018006 

 
0.245413081 0.055076239 NA 6 N_Shelf NA 166419791 Intergenic 
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cg01317772 1.83E-12 1.41E-10 0.303228404 -3.965204462 
 

0.552114637 0.092210576 NA 16 NA NA 55405200 Intergenic 
cg24399712 1.84E-12 1.42E-10 0.665650486 -3.612940162 

 
0.604781542 0.108721997 NA 22 Island NA 39784796 Intergenic 

cg10955973 1.85E-12 1.42E-10 -0.297932814 -5.849083708 
 

0.51635385 0.039992947 NA 11 Island NA 19366714 Intergenic 
cg09671962 1.86E-12 1.43E-10 -0.79470751 -4.082782261 

 
0.40019112 0.067498176 NA 2 NA NA 58655463 Intergenic 

cg03099482 1.86E-12 1.43E-10 -0.672303637 -3.976971995 
 

0.415862445 0.07212224 NA 7 Island NA 113725376 Intergenic 
cg06842989 1.88E-12 1.44E-10 -0.544798762 -4.691081217 

 
0.45246342 0.058448773 NA 15 NA NA 84034416 Intergenic 

cg06331300 1.89E-12 1.45E-10 -0.615255195 -3.232826152 
 

0.410937394 0.108731375 NA 7 Island NA 20830702 Intergenic 
cg12774129 1.89E-12 1.45E-10 0.904123292 -1.799280595 

 
0.635858309 0.239567749 NA 10 N_Shore NA 31892028 Intergenic 

cg27376136 1.90E-12 1.45E-10 0.407065721 -3.32433214 
 

0.567482331 0.129334561 NA 10 N_Shelf NA 71327726 Intergenic 
cg25489024 1.91E-12 1.45E-10 -3.026878652 -5.93811751 

 
0.11942583 0.021900329 NA 19 Island NA 14359902 Intergenic 

cg13733314 1.92E-12 1.46E-10 -1.593457864 -4.158490394 
 

0.293117849 0.055454658 NA 7 Island NA 20830816 Intergenic 
cg05651143 1.93E-12 1.47E-10 1.078984424 -1.235967682 

 
0.671070334 0.311143114 NA 9 Island NA 112937 Intergenic 

cg12176249 1.95E-12 1.48E-10 -1.277585682 -4.171997193 
 

0.310098586 0.065174058 NA 10 S_Shore NA 102441217 Intergenic 
cg20028058 1.95E-12 1.48E-10 -0.406728576 -5.282127349 

 
0.481966374 0.045138072 NA 6 S_Shore NA 33181412 Intergenic 

cg25402610 1.96E-12 1.48E-10 0.52408677 -5.369655824 
 

0.581394312 0.062227493 NA 7 Island NA 127807500 Intergenic 
cg11025763 1.98E-12 1.50E-10 0.380096227 -4.136542761 

 
0.561125636 0.102133508 NA 14 Island NA 76819246 Intergenic 

cg19526568 1.99E-12 1.51E-10 1.100468043 -0.912540676 
 

0.67204519 0.353258345 NA 13 Island NA 100643087 Intergenic 
cg01307502 2.01E-12 1.52E-10 -0.842076564 -3.01532849 

 
0.380038688 0.114502115 NA 6 S_Shore NA 33181565 Intergenic 

cg16077248 2.06E-12 1.55E-10 0.154050567 -1.38994667 
 

0.52609041 0.281396491 NA 2 Island NA 45029861 Intergenic 
cg15205733 2.06E-12 1.55E-10 0.35625375 -4.848819188 

 
0.575035131 0.054917076 NA 4 Island NA 113627483 Intergenic 

cg02425263 2.07E-12 1.56E-10 -1.17869262 -3.900409701 
 

0.355465373 0.06489096 NA 7 Island NA 1265197 Intergenic 
cg19706516 2.13E-12 1.60E-10 -0.899153735 -3.63844794 

 
0.376063721 0.086856876 NA 1 Island NA 151103869 Intergenic 

cg06753949 2.16E-12 1.62E-10 -0.926126935 -4.482372989 
 

0.402039472 0.055643431 NA 19 Island NA 15334309 Intergenic 
cg06027843 2.17E-12 1.63E-10 -0.758261713 -3.37668299 

 
0.391570702 0.099006697 NA 10 Island NA 102440894 Intergenic 

cg17171215 2.18E-12 1.63E-10 0.558583183 -3.217509945 
 

0.586376708 0.13483761 NA 2 Island NA 237078223 Intergenic 
cg10001378 2.18E-12 1.63E-10 -0.957137486 -5.834680409 

 
0.396468861 0.031036673 NA 17 Island NA 54674212 Intergenic 

cg16046561 2.19E-12 1.64E-10 0.179249747 -2.82326443 
 

0.526584795 0.150611434 NA 2 Island NA 175193478 Intergenic 
cg02817030 2.21E-12 1.65E-10 -0.395048464 -3.310343549 

 
0.439111667 0.108446658 NA 7 S_Shelf NA 20833508 Intergenic 

cg26387966 2.22E-12 1.65E-10 -1.944138894 -4.188536903 
 

0.240415785 0.054417861 NA 8 Island NA 144503421 Intergenic 
cg10150592 2.22E-12 1.65E-10 -0.309901233 -2.196250651 

 
0.45394478 0.186797544 NA 10 Island NA 102440856 Intergenic 

cg14598976 2.23E-12 1.66E-10 1.390899941 -2.171057276 
 

0.707362702 0.217911547 NA 20 Island NA 13200685 Intergenic 
cg11856078 2.23E-12 1.66E-10 -0.545222032 -4.519061285 

 
0.438098935 0.063873766 NA 2 S_Shore NA 157178165 Intergenic 

cg12880602 2.23E-12 1.66E-10 1.207317267 -2.847991686 
 

0.681068599 0.167253525 NA 6 Island NA 91321150 Intergenic 
cg05683504 2.24E-12 1.66E-10 -1.441311973 -3.632143919 

 
0.290595578 0.081565794 NA 6 Island NA 106442450 Intergenic 

cg08978597 2.25E-12 1.67E-10 -0.821549417 -5.742924589 
 

0.415645279 0.033082434 NA 10 NA NA 8087295 Intergenic 
cg25106322 2.29E-12 1.70E-10 -0.034915764 -4.058324679 

 
0.493250919 0.097864237 NA 6 Island NA 150311552 Intergenic 

cg20525088 2.33E-12 1.71E-10 -1.688910029 -3.779009553 
 

0.257206456 0.072856738 NA 13 NA NA 112859484 Intergenic 
cg00776786 2.33E-12 1.71E-10 -1.761265233 -4.386596912 

 
0.26366661 0.051351793 NA 17 N_Shore NA 54674059 Intergenic 

cg22419888 2.34E-12 1.72E-10 -0.635222154 -2.711014755 
 

0.408568472 0.135737173 NA 7 Island NA 140340980 Intergenic 
cg11775605 2.35E-12 1.73E-10 -0.562086142 -4.386978892 

 
0.408932387 0.074829957 NA 15 NA NA 89248444 Intergenic 

cg06367154 2.37E-12 1.74E-10 -1.303574958 -6.021048769 
 

0.385989004 0.019146823 NA 7 Island NA 1707338 Intergenic 
cg12406726 2.42E-12 1.78E-10 -1.732832007 -4.758669858 

 
0.288874005 0.039405577 NA 1 Island NA 162792568 Intergenic 

cg03442569 2.45E-12 1.79E-10 -1.036147383 -4.255218217 
 

0.368670601 0.061621841 NA 6 Island NA 99291677 Intergenic 
cg16514543 2.46E-12 1.80E-10 0.018463196 -3.80646995 

 
0.502961674 0.106332475 NA 11 Island NA 126873139 Intergenic 

cg18333921 2.48E-12 1.81E-10 -0.45359006 -4.89484533 
 

0.468709414 0.059113646 NA 2 Island NA 225307259 Intergenic 
cg08787268 2.49E-12 1.81E-10 -1.112673516 -4.563318932 

 
0.377050809 0.047223682 NA 17 Island NA 47072857 Intergenic 

cg12590051 2.49E-12 1.82E-10 -0.501852838 -3.169305637 
 

0.433211428 0.11427958 NA 12 N_Shore NA 54398891 Intergenic 
cg13035910 2.50E-12 1.82E-10 0.981766537 -1.529261511 

 
0.646827418 0.27115536 NA 6 N_Shore NA 100052728 Intergenic 

cg08543148 2.50E-12 1.82E-10 -1.054900345 -3.924665519 
 

0.366509588 0.06924515 NA 19 Island NA 47142956 Intergenic 
cg26268636 2.52E-12 1.83E-10 -1.077736584 -4.571622422 

 
0.397602127 0.043556871 NA 1 Island NA 228633664 Intergenic 

cg10424454 2.53E-12 1.84E-10 -1.47297461 -4.578671504 
 

0.309075474 0.047472642 NA 11 NA NA 123947190 Intergenic 
cg25569840 2.58E-12 1.87E-10 0.281489479 -2.463857416 

 
0.551770201 0.159844016 NA 22 S_Shelf NA 49701234 Intergenic 

cg00917154 2.61E-12 1.89E-10 -0.36741964 -3.23267074 
 

0.458295177 0.105586976 NA 18 N_Shore NA 77559235 Intergenic 
cg23091771 2.62E-12 1.89E-10 0.33741635 -2.516305148 

 
0.554706138 0.174888998 NA 5 S_Shelf NA 87987991 Intergenic 

cg18585722 2.62E-12 1.89E-10 -1.544066828 -5.44062535 
 

0.281796089 0.040004027 NA 15 Island NA 99091410 Intergenic 
cg02775469 2.76E-12 1.99E-10 -1.065028243 -5.023269509 

 
0.379039014 0.037086015 NA 6 Island NA 33181031 Intergenic 
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cg10185885 2.76E-12 1.99E-10 -1.412800842 -5.351914714 
 

0.338182256 0.034926654 NA 15 Island NA 68851827 Intergenic 
cg10381455 2.76E-12 1.99E-10 -1.734009499 -4.387940257 

 
0.267853304 0.050929747 NA 12 Island NA 52241817 Intergenic 

cg25688568 2.77E-12 1.99E-10 -0.955061816 -3.912380156 
 

0.385830701 0.06942819 NA 18 Island NA 6730036 Intergenic 
cg15820062 2.77E-12 1.99E-10 -0.262021241 -3.831623487 

 
0.466896033 0.092634004 NA 8 Island NA 23584404 Intergenic 

cg06272916 2.79E-12 2.00E-10 -0.884486068 -4.002645686 
 

0.399996496 0.064469892 NA 22 Island NA 42306237 Intergenic 
cg20203352 2.86E-12 2.05E-10 0.466299171 -3.873404164 

 
0.571952255 0.113062896 NA 2 Island NA 66803837 Intergenic 

cg23306464 2.87E-12 2.05E-10 -0.561007847 -4.104048532 
 

0.408170496 0.083019797 NA 4 N_Shore NA 4868356 Intergenic 
cg07871500 2.91E-12 2.08E-10 -1.738166005 -4.311388052 

 
0.264579136 0.053152804 NA 13 NA NA 46786175 Intergenic 

cg24392548 2.91E-12 2.08E-10 -1.214736154 -4.124071474 
 

0.345680118 0.060094873 NA 3 S_Shore NA 46854173 Intergenic 
cg10145640 2.92E-12 2.09E-10 0.078264153 -2.830249758 

 
0.510746302 0.146668911 NA 7 S_Shelf NA 96656936 Intergenic 

cg05270922 3.08E-12 2.19E-10 -1.491259183 -5.041679205 
 

0.321089819 0.036586078 NA 1 NA NA 101775452 Intergenic 
cg27209578 3.11E-12 2.21E-10 0.746201873 -2.095587724 

 
0.615869003 0.214030733 NA 2 Island NA 175193470 Intergenic 

cg17326095 3.15E-12 2.24E-10 -0.928833292 -3.369426403 
 

0.356137939 0.10234607 NA 15 Island NA 89959989 Intergenic 
cg07548089 3.17E-12 2.25E-10 0.738855386 -3.972233867 

 
0.618320977 0.109056888 NA 15 Island NA 34807221 Intergenic 

cg25208479 3.20E-12 2.27E-10 -0.845967397 -4.264074362 
 

0.418389553 0.056031926 NA 15 Island NA 89943706 Intergenic 
cg16296826 3.21E-12 2.27E-10 0.624003514 -3.636648586 

 
0.594834305 0.121208877 NA 8 Island NA 143530749 Intergenic 

cg02986266 3.27E-12 2.31E-10 -0.678155655 -3.432355933 
 

0.400078542 0.098502838 NA 7 N_Shelf NA 20833552 Intergenic 
cg08650894 3.33E-12 2.36E-10 -1.610809276 -3.660729627 

 
0.277562048 0.074768823 NA 7 Island NA 1287655 Intergenic 

cg02422902 3.39E-12 2.39E-10 0.046700204 -2.753662979 
 

0.529759563 0.130939813 NA 9 Island NA 37036999 Intergenic 
cg04117372 3.42E-12 2.41E-10 -1.413102394 -4.267811575 

 
0.320414187 0.053756938 NA 20 Island NA 21083514 Intergenic 

cg15110353 3.55E-12 2.50E-10 -1.052635606 -2.912770141 
 

0.335375851 0.123866978 NA 10 Island NA 102985377 Intergenic 
cg03921529 3.55E-12 2.50E-10 -0.789689337 -3.42756133 

 
0.385979725 0.096584258 NA 13 N_Shore NA 24040391 Intergenic 

cg18750738 3.57E-12 2.51E-10 0.040445174 -3.422888374 
 

0.502250685 0.115760503 NA 5 Island NA 72595322 Intergenic 
cg05268203 3.57E-12 2.51E-10 -1.240176879 -4.606496428 

 
0.358731739 0.04561326 NA 2 N_Shore NA 118981748 Intergenic 

cg13102822 3.60E-12 2.53E-10 0.512675947 -1.897029356 
 

0.578345214 0.227339591 NA 7 Island NA 155261295 Intergenic 
cg26675753 3.66E-12 2.56E-10 0.216137103 -2.643019906 

 
0.535487314 0.158609579 NA 16 NA NA 21675326 Intergenic 

cg06778273 3.68E-12 2.57E-10 -2.028763217 -5.45337998 
 

0.252221586 0.027318319 NA 1 Island NA 1137117 Intergenic 
cg11812069 3.70E-12 2.58E-10 -2.54080273 -5.386508796 

 
0.205388197 0.023905134 NA 1 Island NA 110627010 Intergenic 

cg23761820 3.72E-12 2.60E-10 -1.382041062 -4.132971905 
 

0.329126353 0.056020431 NA 6 Island NA 114664754 Intergenic 
cg02816363 3.73E-12 2.60E-10 -1.148859563 -5.463618766 

 
0.349995507 0.040633317 NA 19 Island NA 55963123 Intergenic 

cg10091335 3.78E-12 2.63E-10 0.552034294 -2.25298118 
 

0.579639203 0.1941274 NA 10 Island NA 43332443 Intergenic 
cg00757082 3.79E-12 2.63E-10 0.311840619 -3.820318942 

 
0.548918022 0.107323245 NA 19 Island NA 30719149 Intergenic 

cg21893358 3.81E-12 2.64E-10 0.520942331 -1.689579632 
 

0.584413539 0.251863524 NA 11 Island NA 120434880 Intergenic 
cg26765815 3.82E-12 2.65E-10 -0.628448321 -3.260475588 

 
0.403909117 0.110791379 NA 17 Island NA 78452482 Intergenic 

cg15727308 3.82E-12 2.65E-10 -0.649797286 -3.828255286 
 

0.431665607 0.069540029 NA 3 Island NA 123752836 Intergenic 
cg16318768 3.86E-12 2.67E-10 -0.881687596 -3.678480416 

 
0.357512397 0.092606109 NA 5 Island NA 158533774 Intergenic 

cg10156366 3.86E-12 2.67E-10 0.776925942 -2.955348041 
 

0.628190782 0.146637498 NA 2 Island NA 79220381 Intergenic 
cg00910052 3.89E-12 2.69E-10 -1.585047445 -5.486316387 

 
0.327453767 0.031460803 NA 19 Island NA 7981368 Intergenic 

cg08729031 3.91E-12 2.70E-10 -0.149912227 -4.579851127 
 

0.498573929 0.067548037 NA 10 Island NA 102416179 Intergenic 
cg00480136 3.94E-12 2.72E-10 -1.116080588 -4.796918162 

 
0.338625702 0.058517906 NA 1 Island NA 111098212 Intergenic 

cg09089615 4.00E-12 2.75E-10 -0.802521036 -2.983950243 
 

0.37239814 0.124022788 NA 10 N_Shore NA 135450866 Intergenic 
cg03847716 4.05E-12 2.78E-10 0.179052447 -3.729640668 

 
0.529677365 0.114331101 NA 22 Island NA 30938483 Intergenic 

cg02252248 4.06E-12 2.79E-10 0.431338188 -2.463603145 
 

0.567401191 0.172099584 NA 17 Island NA 47073164 Intergenic 
cg06846669 4.10E-12 2.82E-10 -0.752749304 -4.124587255 

 
0.375726558 0.082811551 NA 5 Island NA 134879739 Intergenic 

cg24234899 4.11E-12 2.82E-10 0.418305572 -3.268629049 
 

0.568340778 0.13662213 NA 10 Island NA 118922493 Intergenic 
cg13833484 4.14E-12 2.83E-10 -1.652731337 -4.435560133 

 
0.284259328 0.049153788 NA 6 Island NA 17102536 Intergenic 

cg00516513 4.15E-12 2.84E-10 0.510332187 -4.251652375 
 

0.582837643 0.105234977 NA 4 Island NA 41753803 Intergenic 
cg23519930 4.22E-12 2.88E-10 -1.422219845 -5.950840023 

 
0.363487538 0.020459186 NA 2 NA NA 60963021 Intergenic 

cg11858252 4.27E-12 2.91E-10 -1.997245348 -3.978623396 
 

0.227010675 0.061486831 NA 15 Island NA 93257913 Intergenic 
cg25623768 4.30E-12 2.93E-10 0.758726385 -3.854256285 

 
0.617426172 0.117986774 NA 2 Island NA 45241008 Intergenic 

cg13372458 4.36E-12 2.97E-10 1.133600233 -2.262069535 
 

0.679857844 0.212038229 NA 12 Island NA 95267153 Intergenic 
cg04745673 4.37E-12 2.98E-10 0.516666914 -3.399998033 

 
0.577896816 0.126125426 NA 12 Island NA 103359368 Intergenic 

cg11482376 4.43E-12 3.01E-10 -2.201537732 -6.339515947 
 

0.266721957 0.014775222 NA 11 Island NA 124709245 Intergenic 
cg17285663 4.48E-12 3.04E-10 0.511764558 -2.76768969 

 
0.583955325 0.162845568 NA 11 Island NA 43597210 Intergenic 

cg01498907 4.53E-12 3.07E-10 -1.010973757 -4.224936872 
 

0.370537764 0.063166028 NA 10 Island NA 28957650 Intergenic 
cg25202131 4.54E-12 3.07E-10 -1.617226465 -5.519036461 

 
0.305935939 0.031536056 NA 11 Island NA 124713154 Intergenic 
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cg08595804 4.56E-12 3.09E-10 -1.120389823 -3.716469211 
 

0.337812276 0.080399404 NA 13 Island NA 112712424 Intergenic 
cg11982293 4.57E-12 3.09E-10 0.355398611 -2.230266041 

 
0.560783381 0.197241014 NA 2 Island NA 175205387 Intergenic 

cg16399136 4.60E-12 3.11E-10 -0.631955783 -4.426554131 
 

0.407131658 0.072860752 NA 1 Island NA 151104003 Intergenic 
cg25141957 4.62E-12 3.12E-10 -2.140067048 -5.106466662 

 
0.230949116 0.034959621 NA 3 S_Shore NA 123753249 Intergenic 

cg22026457 4.64E-12 3.13E-10 1.222928319 -2.345599016 
 

0.678727468 0.192038875 NA 15 Island NA 74045705 Intergenic 
cg01507128 4.65E-12 3.13E-10 -1.233333535 -4.356067486 

 
0.357640096 0.052555458 NA 19 Island NA 49561220 Intergenic 

cg03610227 4.68E-12 3.14E-10 -0.928242827 -4.290398566 
 

0.388194217 0.061733842 NA 3 Island NA 64430667 Intergenic 
cg24593272 4.69E-12 3.15E-10 -0.051403877 -2.512386981 

 
0.490170992 0.167332289 NA 10 Island NA 102977637 Intergenic 

cg23603493 4.77E-12 3.20E-10 -0.960408257 -3.930959817 
 

0.389210111 0.065185931 NA 16 Island NA 22173713 Intergenic 
cg15436551 4.77E-12 3.20E-10 -0.311740485 -2.872061388 

 
0.455548109 0.136280305 NA 11 Island NA 126873580 Intergenic 

cg04446455 4.84E-12 3.24E-10 -1.944990803 -4.838556513 
 

0.268163009 0.035230017 NA 13 Island NA 29394448 Intergenic 
cg09432590 4.94E-12 3.30E-10 -0.549583268 -1.892887186 

 
0.406796117 0.217709505 NA 10 Island NA 22624205 Intergenic 

cg20276278 4.95E-12 3.30E-10 -1.80508925 -4.253896827 
 

0.24722764 0.056975396 NA 6 NA NA 30448881 Intergenic 
cg19392142 4.97E-12 3.32E-10 -0.158388937 -2.557329357 

 
0.472637134 0.162525262 NA 11 S_Shore NA 58673477 Intergenic 

cg23402821 5.00E-12 3.34E-10 -0.513157281 -4.031928256 
 

0.414307607 0.089164054 NA 17 Island NA 35292159 Intergenic 
cg14419975 5.02E-12 3.34E-10 0.959305831 -3.704370062 

 
0.659367574 0.123864481 NA 1 S_Shelf NA 91196332 Intergenic 

cg24023187 5.06E-12 3.37E-10 0.493511889 -2.194938444 
 

0.577176112 0.202841686 NA 10 Island NA 102977196 Intergenic 
cg05167782 5.17E-12 3.44E-10 -1.024315289 -4.437339837 

 
0.37254129 0.058678716 NA 15 Island NA 74392505 Intergenic 

cg16219246 5.28E-12 3.51E-10 -0.352833303 -3.269759146 
 

0.442060842 0.120066807 NA 4 Island NA 57396890 Intergenic 
cg24770624 5.31E-12 3.52E-10 -0.354625758 -3.005016301 

 
0.462536166 0.118326369 NA 2 Island NA 20068871 Intergenic 

cg25525687 5.33E-12 3.53E-10 -2.09070803 -6.804633743 
 

0.307158297 0.011832657 NA 19 Island NA 7982713 Intergenic 
cg11252118 5.39E-12 3.57E-10 -1.464026143 -4.321254473 

 
0.292273154 0.060846808 NA 10 Island NA 131769845 Intergenic 

cg24783211 5.47E-12 3.62E-10 0.922974772 -2.74787847 
 

0.646521685 0.175397112 NA 4 Island NA 55093038 Intergenic 
cg00563873 5.49E-12 3.62E-10 1.987349339 -3.260475521 

 
0.775389168 0.15588264 NA 8 Island NA 93115461 Intergenic 

cg20504236 5.60E-12 3.69E-10 0.245812577 -2.031475545 
 

0.54178966 0.206934499 NA 17 Island NA 72858011 Intergenic 
cg14411103 5.61E-12 3.69E-10 -0.150318833 -2.236306363 

 
0.475605323 0.186037938 NA 12 N_Shore NA 114883396 Intergenic 

cg23934533 5.61E-12 3.69E-10 -1.253072719 -5.381590661 
 

0.374504732 0.034485222 NA 13 Island NA 29394775 Intergenic 
cg08555460 5.71E-12 3.75E-10 -0.447581533 -3.195271567 

 
0.453438494 0.102686346 NA 14 Island NA 37117409 Intergenic 

cg17595353 5.79E-12 3.80E-10 -1.673110665 -3.842692542 
 

0.273777457 0.067448238 NA 2 N_Shore NA 176951078 Intergenic 
cg16889320 5.85E-12 3.84E-10 -0.437971146 -3.524228337 

 
0.448770991 0.093197142 NA 15 N_Shore NA 68851685 Intergenic 

cg20946277 6.01E-12 3.94E-10 -0.617028173 -2.954269004 
 

0.412188129 0.125177933 NA 16 Island NA 77247012 Intergenic 
cg00131983 6.11E-12 3.99E-10 0.679004651 -3.120640565 

 
0.607736759 0.15025228 NA 4 Island NA 4867424 Intergenic 

cg01800521 6.11E-12 3.99E-10 0.432476815 -2.621393177 
 

0.567173647 0.160398665 NA 20 Island NA 21503456 Intergenic 
cg02111032 6.11E-12 3.99E-10 1.404817037 -1.447049675 

 
0.710362413 0.291248506 NA 7 Island NA 20818070 Intergenic 

cg02071243 6.14E-12 4.00E-10 0.627343377 -2.646173446 
 

0.599852746 0.171828407 NA 4 Island NA 186049926 Intergenic 
cg09336406 6.23E-12 4.06E-10 -0.53128365 -3.103835969 

 
0.42896537 0.114618276 NA 2 Island NA 20068906 Intergenic 

cg10176137 6.29E-12 4.10E-10 -0.405530741 -2.833747051 
 

0.439958186 0.137901587 NA 5 Island NA 115912188 Intergenic 
cg11854659 6.33E-12 4.12E-10 -0.320355935 -3.716804357 

 
0.455058571 0.097935545 NA 12 NA NA 113952948 Intergenic 

cg07090273 6.35E-12 4.13E-10 -0.982831241 -3.293919398 
 

0.366995454 0.095220796 NA 6 Island NA 33181011 Intergenic 
cg13689003 6.38E-12 4.14E-10 1.209116292 -2.337089956 

 
0.688083029 0.207658742 NA 1 Island NA 156406102 Intergenic 

cg26831566 6.45E-12 4.18E-10 0.449157941 -2.306969594 
 

0.570811631 0.192251936 NA 1 Island NA 20693014 Intergenic 
cg06116636 6.57E-12 4.25E-10 -1.747144068 -5.095663888 

 
0.289048935 0.035915554 NA 1 NA NA 101775294 Intergenic 

cg05732832 6.64E-12 4.29E-10 0.103392519 -3.435014807 
 

0.516695354 0.122979434 NA 4 Island NA 4868723 Intergenic 
cg22837321 6.68E-12 4.31E-10 1.566875979 -1.635043659 

 
0.733560477 0.273699097 NA 15 NA NA 89248893 Intergenic 

cg14627348 6.69E-12 4.32E-10 0.150255414 -2.730629907 
 

0.527928875 0.154363221 NA 9 Island NA 79630987 Intergenic 
cg02318163 6.73E-12 4.34E-10 -0.575728255 -2.838131824 

 
0.41045351 0.136307685 NA 2 N_Shore NA 154333701 Intergenic 

cg17338430 6.76E-12 4.35E-10 -0.087425326 -3.941300469 
 

0.48423794 0.096375887 NA 5 Island NA 170739853 Intergenic 
cg20042639 6.79E-12 4.37E-10 -0.960324862 -3.968006229 

 
0.353532412 0.081173555 NA 20 N_Shore NA 21083097 Intergenic 

cg14776114 6.80E-12 4.37E-10 -1.42471194 -6.676367084 
 

0.3488049 0.020360728 NA 6 Island NA 126069223 Intergenic 
cg26834950 6.89E-12 4.42E-10 -0.486309993 -2.726231366 

 
0.42267071 0.14232701 NA 14 Island NA 104603143 Intergenic 

cg15803869 6.93E-12 4.44E-10 -0.975309334 -4.264533054 
 

0.393654052 0.058088578 NA 10 Island NA 8092165 Intergenic 
cg16070123 7.06E-12 4.52E-10 0.165834583 -3.744563166 

 
0.536109314 0.096617542 NA 10 Island NA 51489643 Intergenic 

cg15778457 7.15E-12 4.58E-10 0.36661798 -2.932261503 
 

0.55889811 0.150424461 NA 7 Island NA 155165295 Intergenic 
cg02860282 7.17E-12 4.58E-10 0.296324474 -4.001697516 

 
0.548338385 0.108670646 NA 1 Island NA 70033624 Intergenic 

cg01728554 7.28E-12 4.65E-10 0.066964519 -2.670564087 
 

0.511084412 0.161911253 NA 5 Island NA 155107661 Intergenic 
cg13993270 7.39E-12 4.71E-10 -1.051980209 -3.654807184 

 
0.351129405 0.082890035 NA 1 S_Shore NA 91317469 Intergenic 
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cg11354349 7.42E-12 4.73E-10 0.062332358 -2.688755627 
 

0.509119843 0.158739627 NA 12 Island NA 53108165 Intergenic 
cg24693061 7.52E-12 4.79E-10 -0.012186738 -2.355060115 

 
0.496653652 0.182420805 NA 10 Island NA 134602530 Intergenic 

cg13319698 7.65E-12 4.87E-10 -1.316900446 -4.191300863 
 

0.294589457 0.071069899 NA 11 Island NA 66176589 Intergenic 
cg25954235 7.90E-12 5.02E-10 0.494981406 -1.857176831 

 
0.583385223 0.228398169 NA 22 N_Shore NA 21505345 Intergenic 

cg22581361 7.91E-12 5.02E-10 0.34267763 -2.821861491 
 

0.551558136 0.154390253 NA 6 Island NA 137819108 Intergenic 
cg23639368 7.92E-12 5.03E-10 -0.271267653 -2.629486858 

 
0.45455132 0.156710925 NA 6 N_Shore NA 108485182 Intergenic 

cg04451433 8.03E-12 5.09E-10 -1.47661696 -4.581108942 
 

0.331419302 0.044503719 NA 10 Island NA 102416504 Intergenic 
cg20643952 8.11E-12 5.14E-10 0.411706569 -4.138271201 

 
0.565293319 0.093093013 NA 12 N_Shore NA 54398809 Intergenic 

cg18567682 8.15E-12 5.15E-10 1.416108668 -3.047068433 
 

0.708209554 0.164011462 NA 4 Island NA 128544032 Intergenic 
cg13136823 8.23E-12 5.20E-10 -1.298738227 -5.615344957 

 
0.352550243 0.035443609 NA 2 NA NA 58655537 Intergenic 

cg06746118 8.35E-12 5.27E-10 0.719862607 -3.239983559 
 

0.612996366 0.143350709 NA 10 Island NA 118922887 Intergenic 
cg00779065 8.41E-12 5.30E-10 0.954743795 -2.152719855 

 
0.653094755 0.217342392 NA 14 S_Shelf NA 61119218 Intergenic 

cg03662422 8.44E-12 5.32E-10 0.323299692 -4.169807587 
 

0.553059396 0.10599698 NA 1 N_Shore NA 76081272 Intergenic 
cg26404172 8.45E-12 5.32E-10 0.032942892 -2.693613226 

 
0.505241625 0.15397857 NA 20 N_Shore NA 1783515 Intergenic 

cg13884568 8.71E-12 5.47E-10 0.67092821 -1.988007161 
 

0.600958305 0.221596673 NA 9 N_Shore NA 79630305 Intergenic 
cg23831328 8.71E-12 5.47E-10 -0.755954272 -3.885434238 

 
0.394885006 0.081701968 NA 4 Island NA 3873555 Intergenic 

cg17154586 8.76E-12 5.49E-10 0.100165445 -3.07649512 
 

0.515957236 0.136693677 NA 17 Island NA 37753185 Intergenic 
cg21544437 8.94E-12 5.60E-10 -1.406456604 -4.253162762 

 
0.299634823 0.063428858 NA 2 Island NA 114260879 Intergenic 

cg07129924 9.08E-12 5.69E-10 1.378208445 -1.679283663 
 

0.702749884 0.262697328 NA 7 Island NA 155261402 Intergenic 
cg07003920 9.11E-12 5.70E-10 0.810853708 -4.418946532 

 
0.620335006 0.096564421 NA 18 Island NA 5629180 Intergenic 

cg00981795 9.14E-12 5.71E-10 0.220485098 -2.86196061 
 

0.536857217 0.153704725 NA 10 Island NA 50606683 Intergenic 
cg16023415 9.16E-12 5.71E-10 -1.472814998 -5.111555665 

 
0.330232189 0.037091549 NA 1 Island NA 20692812 Intergenic 

cg16166160 9.17E-12 5.71E-10 -1.393436227 -3.877011318 
 

0.302743762 0.070776281 NA 6 Island NA 108479144 Intergenic 
cg26379859 9.22E-12 5.74E-10 0.411114625 -3.863834099 

 
0.563103072 0.114389968 NA 11 Island NA 58672888 Intergenic 

cg03552058 9.24E-12 5.75E-10 -0.633682778 -2.674013315 
 

0.398293705 0.147274576 NA 6 N_Shore NA 1378346 Intergenic 
cg02019574 9.25E-12 5.75E-10 0.403526102 -2.788957129 

 
0.567041279 0.160195732 NA 2 Island NA 45228640 Intergenic 

cg13574271 9.27E-12 5.76E-10 0.21458665 -2.416704106 
 

0.538711349 0.173746164 NA 15 Island NA 89942773 Intergenic 
cg13411823 9.28E-12 5.76E-10 -0.490515474 -4.048294874 

 
0.462786162 0.071055658 NA 13 Island NA 29394897 Intergenic 

cg07475973 9.31E-12 5.77E-10 -1.931466299 -5.07262847 
 

0.269074556 0.032511911 NA 22 Island NA 42306951 Intergenic 
cg00127505 9.54E-12 5.91E-10 -0.855185168 -3.330853816 

 
0.374232342 0.102278964 NA 10 Island NA 131763820 Intergenic 

cg04684656 9.66E-12 5.97E-10 0.839449153 -3.13564746 
 

0.620173467 0.144572842 NA 18 Island NA 5630428 Intergenic 
cg03220124 9.67E-12 5.98E-10 -1.085658224 -3.075555095 

 
0.336398696 0.113699085 NA 17 NA NA 54756137 Intergenic 

cg13362082 9.77E-12 6.03E-10 0.110980591 -2.581498915 
 

0.52616237 0.162536566 NA 7 Island NA 96645989 Intergenic 
cg24874478 9.84E-12 6.07E-10 -0.188804248 -3.648076046 

 
0.469618294 0.109891221 NA 5 Island NA 92008 Intergenic 

cg04395954 9.91E-12 6.10E-10 1.133534982 -1.91546905 
 

0.658277044 0.225774336 NA 10 Island NA 77191570 Intergenic 
cg21618620 9.99E-12 6.15E-10 0.601030968 -1.85157901 

 
0.596091479 0.235753941 NA 12 Island NA 54408427 Intergenic 

cg16829453 1.00E-11 6.16E-10 0.012596539 -3.19872557 
 

0.508631428 0.127630735 NA 17 Island NA 48636646 Intergenic 
cg04018288 1.02E-11 6.24E-10 1.251936558 -1.568085024 

 
0.685532042 0.27115201 NA 6 Island NA 1383533 Intergenic 

cg27406975 1.03E-11 6.33E-10 -0.378879327 -4.130452343 
 

0.45223851 0.084787628 NA 2 N_Shelf NA 172955512 Intergenic 
cg04799489 1.03E-11 6.34E-10 -0.939380744 -3.891376831 

 
0.398916406 0.066267652 NA 10 Island NA 43249161 Intergenic 

cg01952683 1.06E-11 6.48E-10 -1.343642529 -3.201185152 
 

0.308816282 0.099302427 NA 15 Island NA 93257775 Intergenic 
cg20407267 1.06E-11 6.48E-10 -0.565639469 -3.474349946 

 
0.438084502 0.094328364 NA 10 Island NA 130009175 Intergenic 

cg00400733 1.07E-11 6.51E-10 0.221470958 -2.300923385 
 

0.535100422 0.187676177 NA 5 Island NA 176170704 Intergenic 
cg22575603 1.08E-11 6.57E-10 0.768292981 -2.027094762 

 
0.61395725 0.21973074 NA 10 N_Shore NA 43332329 Intergenic 

cg24525395 1.09E-11 6.66E-10 -0.868745104 -3.743626401 
 

0.377382758 0.084270681 NA 2 NA NA 60797127 Intergenic 
cg14092626 1.10E-11 6.69E-10 0.468466955 -1.742567858 

 
0.575660573 0.245125745 NA 9 N_Shore NA 79629668 Intergenic 

cg02241397 1.10E-11 6.71E-10 -1.448509764 -4.473828214 
 

0.308551016 0.053273445 NA 1 Island NA 47698081 Intergenic 
cg13867237 1.10E-11 6.72E-10 -1.468084873 -4.412905964 

 
0.323612034 0.049986995 NA 9 Island NA 96708224 Intergenic 

cg12144689 1.11E-11 6.74E-10 0.517919125 -2.332276418 
 

0.585733057 0.186024622 NA 22 Island NA 24820090 Intergenic 
cg22324934 1.12E-11 6.79E-10 -0.902471186 -3.482353796 

 
0.362544302 0.097197284 NA 6 Island NA 1383631 Intergenic 

cg19841276 1.12E-11 6.80E-10 -1.637450533 -4.545103128 
 

0.290501765 0.047707443 NA 10 Island NA 35931892 Intergenic 
cg25907132 1.15E-11 6.96E-10 0.685005473 -3.037596791 

 
0.61283903 0.154479136 NA 10 Island NA 51489510 Intergenic 

cg27125849 1.15E-11 6.97E-10 0.162556661 -3.345671699 
 

0.527588276 0.117337689 NA 17 Island NA 59473674 Intergenic 
cg17183432 1.16E-11 7.01E-10 0.485386732 -3.171140099 

 
0.575972933 0.140085798 NA 10 Island NA 102984681 Intergenic 

cg12438547 1.18E-11 7.15E-10 0.801828246 -1.475310446 
 

0.627226227 0.278455352 NA 13 Island NA 100642971 Intergenic 
cg19611273 1.20E-11 7.23E-10 0.652056533 -3.511883896 

 
0.599501406 0.131820146 NA 5 Island NA 113391125 Intergenic 
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cg14917610 1.21E-11 7.27E-10 -1.867825838 -3.57784364 
 

0.231958274 0.080867718 NA 8 Island NA 7085602 Intergenic 
cg00181125 1.22E-11 7.37E-10 0.409206817 -2.744871698 

 
0.570434076 0.159947096 NA 12 Island NA 22095182 Intergenic 

cg22165208 1.23E-11 7.40E-10 -0.7204958 -2.736660695 
 

0.381402094 0.14394582 NA 7 S_Shore NA 129425932 Intergenic 
cg27210464 1.24E-11 7.44E-10 0.534609313 -2.49303542 

 
0.586598753 0.182863951 NA 10 S_Shore NA 101283479 Intergenic 

cg12298321 1.25E-11 7.49E-10 -0.475905897 -3.200744612 
 

0.421845563 0.122396631 NA 5 N_Shore NA 91988 Intergenic 
cg15188574 1.25E-11 7.51E-10 -2.355249728 -4.380566651 

 
0.189815366 0.048489198 NA 11 N_Shore NA 124709084 Intergenic 

cg03522799 1.25E-11 7.51E-10 0.128794501 -2.217594136 
 

0.522223459 0.192264493 NA 1 Island NA 2374849 Intergenic 
cg12040486 1.26E-11 7.52E-10 0.655103385 -4.046007615 

 
0.605573276 0.109238138 NA 19 Island NA 11959760 Intergenic 

cg06530490 1.27E-11 7.60E-10 -0.932329899 -5.02741357 
 

0.43999091 0.03896291 NA 2 Island NA 118981783 Intergenic 
cg27230697 1.29E-11 7.69E-10 0.858239874 -2.345238941 

 
0.637698684 0.198665529 NA 11 S_Shore NA 58673577 Intergenic 

cg05974154 1.31E-11 7.81E-10 -0.060920983 -3.386177792 
 

0.504851081 0.107865289 NA 18 NA NA 75389022 Intergenic 
cg22772896 1.31E-11 7.82E-10 -0.057082054 -3.12316228 

 
0.490952432 0.132763295 NA 6 NA NA 37752073 Intergenic 

cg17526301 1.32E-11 7.84E-10 -1.068789405 -4.264390225 
 

0.360630226 0.065068678 NA 20 NA NA 62793452 Intergenic 
cg10633966 1.32E-11 7.85E-10 0.796727131 -3.169909486 

 
0.615295514 0.146376202 NA 2 N_Shore NA 66660874 Intergenic 

cg08160253 1.33E-11 7.89E-10 -1.003146526 -3.269749273 
 

0.368403695 0.095642756 NA 20 Island NA 10153013 Intergenic 
cg20618989 1.33E-11 7.90E-10 -2.185775543 -5.726858835 

 
0.260095513 0.02120616 NA 19 S_Shore NA 39811332 Intergenic 

cg26228542 1.34E-11 7.93E-10 0.126774024 -2.185631979 
 

0.518928004 0.197491224 NA 11 Island NA 43965778 Intergenic 
cg25939181 1.35E-11 8.02E-10 -0.963864541 -3.993262401 

 
0.366169312 0.078162583 NA 3 NA NA 43935671 Intergenic 

cg01745056 1.37E-11 8.11E-10 -3.803688369 -5.552147703 
 

0.069937527 0.023290449 NA 20 Island NA 1758016 Intergenic 
cg14674720 1.37E-11 8.11E-10 0.885953094 -1.6899152 

 
0.639722145 0.259484635 NA 2 Island NA 219827930 Intergenic 

cg15602740 1.37E-11 8.12E-10 1.371682315 -3.42485548 
 

0.701552036 0.146195717 NA 3 Island NA 120004186 Intergenic 
cg26139303 1.39E-11 8.18E-10 0.335370449 -3.622812023 

 
0.550576556 0.117846023 NA 5 N_Shore NA 76940880 Intergenic 

cg08860607 1.39E-11 8.18E-10 -0.394932162 -4.668642691 
 

0.471975326 0.058815344 NA 10 NA NA 8374293 Intergenic 
cg19935850 1.39E-11 8.20E-10 0.107071606 -2.33733537 

 
0.517477467 0.185516464 NA 4 N_Shore NA 41753439 Intergenic 

cg10904715 1.40E-11 8.22E-10 -0.416598517 -3.502354396 
 

0.44641612 0.103982528 NA 13 Island NA 25115837 Intergenic 
cg06980251 1.40E-11 8.23E-10 0.300348914 -2.835812523 

 
0.548453763 0.152999951 NA 18 Island NA 60263900 Intergenic 

cg16528431 1.46E-11 8.60E-10 -0.699390838 -3.806387852 
 

0.427288214 0.075586382 NA 6 Island NA 114664843 Intergenic 
cg18325439 1.47E-11 8.61E-10 -0.424893978 -4.156512744 

 
0.428805568 0.086934612 NA 7 NA NA 71217320 Intergenic 

cg00847017 1.48E-11 8.67E-10 -0.162735528 -3.139156165 
 

0.487335625 0.1233921 NA 11 Island NA 43597161 Intergenic 
cg04775668 1.48E-11 8.67E-10 -2.431701283 -5.128588525 

 
0.211491299 0.029738775 NA 2 Island NA 127535185 Intergenic 

cg09140778 1.49E-11 8.72E-10 -1.946936763 -5.254127738 
 

0.259200995 0.03304655 NA 2 N_Shore NA 237086398 Intergenic 
cg20974077 1.49E-11 8.74E-10 -1.257579232 -3.607907288 

 
0.311594011 0.088491946 NA 6 Island NA 150311482 Intergenic 

cg03334425 1.50E-11 8.78E-10 -0.894151202 -4.366167209 
 

0.410083007 0.061645437 NA 16 NA NA 21675455 Intergenic 
cg06824013 1.53E-11 8.93E-10 -0.373602143 -2.633957148 

 
0.452749192 0.146547255 NA 15 N_Shore NA 53097247 Intergenic 

cg25758217 1.53E-11 8.93E-10 -1.207717552 -4.173343281 
 

0.31340862 0.069767931 NA 2 Island NA 105478656 Intergenic 
cg18917544 1.53E-11 8.93E-10 -0.016173982 -4.071375087 

 
0.496381796 0.098356679 NA 6 Island NA 99281070 Intergenic 

cg26816707 1.54E-11 8.94E-10 -0.82001976 -3.964831993 
 

0.399198372 0.075274125 NA 6 S_Shore NA 101842034 Intergenic 
cg18699804 1.55E-11 9.04E-10 -1.184616229 -4.575736978 

 
0.353780036 0.048136643 NA 14 Island NA 65346148 Intergenic 

cg03312366 1.56E-11 9.09E-10 -0.509774951 -2.717945035 
 

0.427577261 0.138676354 NA 2 Island NA 45179416 Intergenic 
cg06638338 1.57E-11 9.11E-10 0.614865481 -3.001982612 

 
0.586316518 0.150585983 NA 7 Island NA 64712756 Intergenic 

cg05545672 1.57E-11 9.12E-10 -0.194422558 -3.741348341 
 

0.467628762 0.102484649 NA 5 Island NA 170739541 Intergenic 
cg04192327 1.58E-11 9.13E-10 -1.394908247 -4.712115011 

 
0.343419092 0.044326308 NA 10 S_Shore NA 44806753 Intergenic 

cg14338916 1.58E-11 9.13E-10 -0.010330366 -2.747663535 
 

0.496699545 0.155464581 NA 6 Island NA 108479394 Intergenic 
cg25267863 1.58E-11 9.14E-10 0.674936252 -1.666880819 

 
0.605734944 0.252879569 NA 7 Island NA 1363124 Intergenic 

cg04570149 1.61E-11 9.32E-10 -2.481765398 -5.753731463 
 

0.214689969 0.020834527 NA 6 N_Shore NA 5996893 Intergenic 
cg20597013 1.61E-11 9.32E-10 -0.478188894 -4.339773451 

 
0.485824061 0.05791505 NA 1 Island NA 244894274 Intergenic 

cg26566415 1.62E-11 9.32E-10 -2.120844289 -5.813926096 
 

0.267835195 0.022104022 NA 6 S_Shore NA 33181393 Intergenic 
cg01869826 1.62E-11 9.33E-10 -1.986200691 -5.647516411 

 
0.282197113 0.022979897 NA 16 Island NA 22173765 Intergenic 

cg13904704 1.62E-11 9.34E-10 -0.811796552 -3.78835136 
 

0.398643854 0.076271717 NA 1 S_Shore NA 20693892 Intergenic 
cg15476279 1.62E-11 9.35E-10 -1.61581034 -6.302132923 

 
0.346904407 0.017936406 NA 6 Island NA 33181145 Intergenic 

cg26756208 1.63E-11 9.36E-10 0.052676755 -2.800565098 
 

0.507566744 0.155042152 NA 10 Island NA 102414910 Intergenic 
cg14761773 1.64E-11 9.40E-10 0.056185499 -2.367911968 

 
0.511563429 0.171297016 NA 19 S_Shore NA 31211050 Intergenic 

cg02099878 1.65E-11 9.48E-10 -1.539136684 -3.940269465 
 

0.289166976 0.067023236 NA 2 N_Shore NA 223176167 Intergenic 
cg01308151 1.65E-11 9.48E-10 0.024093325 -2.499470775 

 
0.504079749 0.17132746 NA 2 N_Shore NA 154333481 Intergenic 

cg22697364 1.66E-11 9.53E-10 0.051082888 -3.282730386 
 

0.524698218 0.114797585 NA 5 N_Shore NA 32709859 Intergenic 
cg09155774 1.67E-11 9.53E-10 -0.195232731 -2.530858716 

 
0.465811355 0.163617646 NA 9 Island NA 96723033 Intergenic 
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cg17888390 1.67E-11 9.54E-10 -0.25535906 -3.576857402 
 

0.494384843 0.089170237 NA 10 Island NA 101282816 Intergenic 
cg22430231 1.68E-11 9.60E-10 -0.731710208 -4.141378861 

 
0.403981369 0.06891123 NA 1 Island NA 230561200 Intergenic 

cg04267400 1.70E-11 9.68E-10 -1.113448556 -3.167518048 
 

0.327563001 0.111026099 NA 17 S_Shore NA 37754160 Intergenic 
cg07591403 1.70E-11 9.69E-10 0.198400468 -2.527255614 

 
0.539469422 0.167457395 NA 16 N_Shore NA 89267679 Intergenic 

cg15934994 1.70E-11 9.69E-10 -1.675602786 -5.691148685 
 

0.360923794 0.020025627 NA 11 Island NA 123172519 Intergenic 
cg14464509 1.71E-11 9.75E-10 -1.829008672 -5.078339205 

 
0.290014866 0.033249605 NA 7 Island NA 1265378 Intergenic 

cg03383295 1.72E-11 9.78E-10 0.723947061 -3.417996576 
 

0.613438522 0.135302777 NA 7 Island NA 1709580 Intergenic 
cg25767985 1.72E-11 9.78E-10 0.048862153 -3.425932447 

 
0.507699731 0.127475845 NA 11 Island NA 43965591 Intergenic 

cg19444609 1.72E-11 9.78E-10 0.423369473 -2.85819536 
 

0.564780514 0.15391105 NA 3 Island NA 44039204 Intergenic 
cg05082965 1.73E-11 9.79E-10 -0.320164321 -4.018273259 

 
0.448435439 0.094420191 NA 14 S_Shore NA 33404180 Intergenic 

cg03303355 1.73E-11 9.80E-10 -1.047237774 -4.849605846 
 

0.384063615 0.045100041 NA 15 Island NA 99091512 Intergenic 
cg19719133 1.74E-11 9.83E-10 -1.560153029 -4.618146753 

 
0.298687191 0.051912236 NA 8 Island NA 23584098 Intergenic 

cg01740146 1.74E-11 9.85E-10 0.952100717 -2.510881367 
 

0.648268021 0.188706294 NA 8 Island NA 23572207 Intergenic 
cg10588211 1.75E-11 9.87E-10 -0.449380536 -3.023836478 

 
0.450937379 0.118168282 NA 1 Island NA 162792246 Intergenic 

cg17127339 1.75E-11 9.87E-10 -1.270153428 -3.870008925 
 

0.347638106 0.064796597 NA 11 Island NA 124709223 Intergenic 
cg06391982 1.75E-11 9.88E-10 0.113841893 -1.885992103 

 
0.516097499 0.225326176 NA 3 Island NA 13936753 Intergenic 

cg00279790 1.76E-11 9.94E-10 0.832959224 -2.178260956 
 

0.632826014 0.213820413 NA 1 Island NA 46914033 Intergenic 
cg08442922 1.77E-11 9.95E-10 -0.433402296 -2.457299552 

 
0.436056196 0.162417968 NA 17 Island NA 42015422 Intergenic 

cg09297463 1.79E-11 1.01E-09 -1.531429101 -4.233959502 
 

0.314662205 0.051945144 NA 20 Island NA 10153192 Intergenic 
cg19913934 1.81E-11 1.01E-09 -1.995243231 -4.735824478 

 
0.259966433 0.03843506 NA 6 Island NA 5997120 Intergenic 

cg18279326 1.81E-11 1.02E-09 0.447144106 -2.350756506 
 

0.57588319 0.1855786 NA 10 Island NA 102475324 Intergenic 
cg24939845 1.82E-11 1.02E-09 -1.714965238 -5.87523036 

 
0.34260915 0.020476098 NA 1 Island NA 110627473 Intergenic 

cg24487940 1.82E-11 1.02E-09 0.345284809 -2.315244704 
 

0.556515447 0.19009587 NA 10 Island NA 91597490 Intergenic 
cg20954179 1.82E-11 1.02E-09 0.234843915 -2.226960666 

 
0.539532119 0.198509684 NA 4 S_Shelf NA 175138488 Intergenic 

cg14410395 1.85E-11 1.04E-09 -1.60135226 -5.029751191 
 

0.285688445 0.046542713 NA 5 Island NA 134879818 Intergenic 
cg12769138 1.87E-11 1.04E-09 -1.034315203 -4.389714312 

 
0.399632031 0.048609021 NA 2 Island NA 168150203 Intergenic 

cg23217622 1.88E-11 1.05E-09 0.097663451 -2.935770466 
 

0.52345635 0.141719779 NA 1 Island NA 156405438 Intergenic 
cg19157580 1.88E-11 1.05E-09 0.581453785 -3.105375625 

 
0.583399872 0.14452927 NA 20 Island NA 62733901 Intergenic 

cg08813349 1.89E-11 1.05E-09 -0.434305398 -2.382717481 
 

0.428183868 0.174593022 NA 13 N_Shore NA 100630430 Intergenic 
cg16710894 1.91E-11 1.07E-09 -0.744058645 -3.178495086 

 
0.409804902 0.104607965 NA 10 Island NA 8092264 Intergenic 

cg05935052 1.95E-11 1.09E-09 -0.578816592 -4.247764889 
 

0.431106002 0.078401714 NA 1 NA NA 209381144 Intergenic 
cg05645755 1.96E-11 1.09E-09 -1.699525401 -3.711508766 

 
0.244984753 0.079483578 NA 18 Island NA 4454548 Intergenic 

cg18331466 1.98E-11 1.10E-09 0.590445295 -1.150176691 
 

0.598481052 0.319703399 NA 2 N_Shore NA 114259296 Intergenic 
cg00840310 1.99E-11 1.10E-09 0.368506692 -3.132369683 

 
0.564614827 0.135863688 NA 9 Island NA 74061514 Intergenic 

cg01177928 2.03E-11 1.13E-09 -1.325406378 -5.055332372 
 

0.377726328 0.035998273 NA 1 Island NA 244893571 Intergenic 
cg09570974 2.04E-11 1.13E-09 -0.627409408 -3.244477869 

 
0.414155492 0.104497476 NA 4 Island NA 571737 Intergenic 

cg14323675 2.05E-11 1.13E-09 0.725336008 -1.993943181 
 

0.616547519 0.220476263 NA 9 Island NA 17907018 Intergenic 
cg03377980 2.05E-11 1.14E-09 -0.367049656 -2.514377102 

 
0.445049445 0.160671912 NA 7 Island NA 1363035 Intergenic 

cg12250513 2.09E-11 1.15E-09 -1.605395806 -4.750031415 
 

0.314155693 0.041691199 NA 2 Island NA 233283819 Intergenic 
cg03616377 2.10E-11 1.16E-09 -0.870950125 -2.881181736 

 
0.371767115 0.125888333 NA 14 Island NA 60386272 Intergenic 

cg14600813 2.14E-11 1.18E-09 -0.755622445 -3.802419142 
 

0.398403256 0.086851172 NA 4 N_Shore NA 57396496 Intergenic 
cg00771247 2.14E-11 1.18E-09 0.481532881 -2.192550808 

 
0.577415644 0.205504741 NA 17 Island NA 40224380 Intergenic 

cg23938300 2.15E-11 1.18E-09 -0.246406347 -2.718589089 
 

0.461880741 0.151741988 NA 15 Island NA 60292055 Intergenic 
cg13620744 2.16E-11 1.19E-09 -0.839507947 -5.489364901 

 
0.429279008 0.036463234 NA 19 Island NA 36478289 Intergenic 

cg14950169 2.17E-11 1.19E-09 -0.858530153 -4.67283965 
 

0.417914865 0.052576083 NA 12 S_Shore NA 54145841 Intergenic 
cg25764899 2.19E-11 1.20E-09 -0.167881803 -5.442196806 

 
0.515711922 0.057875215 NA 1 Island NA 47697948 Intergenic 

cg02259324 2.19E-11 1.20E-09 0.859132164 -2.412154748 
 

0.63177839 0.195093999 NA 15 Island NA 78111196 Intergenic 
cg18014543 2.20E-11 1.21E-09 -1.596349558 -3.975788061 

 
0.293679539 0.061742668 NA 17 Island NA 42015706 Intergenic 

cg12645886 2.21E-11 1.21E-09 -0.668155192 -3.758188871 
 

0.409656989 0.088359143 NA 15 Island NA 89905277 Intergenic 
cg11023900 2.22E-11 1.21E-09 -0.023188319 -2.753861987 

 
0.495243659 0.156389429 NA 3 Island NA 138657666 Intergenic 

cg13713830 2.22E-11 1.22E-09 0.318454851 -2.125897493 
 

0.553023888 0.208944808 NA 9 Island NA 79631737 Intergenic 
cg18800771 2.23E-11 1.22E-09 0.525085794 -2.146577939 

 
0.584880631 0.208628663 NA 10 Island NA 103051321 Intergenic 

cg14559356 2.24E-11 1.22E-09 -0.463969021 -3.439213238 
 

0.440734995 0.103860796 NA 10 Island NA 102976532 Intergenic 
cg16206813 2.24E-11 1.22E-09 0.661501553 -2.31918462 

 
0.599274708 0.194882207 NA 5 NA NA 3122162 Intergenic 

cg02897005 2.25E-11 1.22E-09 -0.702065778 -4.551000706 
 

0.411290301 0.068475664 NA 21 Island NA 47064129 Intergenic 
cg03928875 2.29E-11 1.24E-09 1.2586989 -1.576274588 

 
0.677463146 0.271882124 NA 2 N_Shore NA 105479485 Intergenic 
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cg22084806 2.29E-11 1.24E-09 0.692521433 -2.65566223 
 

0.610858487 0.17608662 NA 2 Island NA 114261270 Intergenic 
cg03182917 2.32E-11 1.26E-09 -0.770954852 -3.660782822 

 
0.405137312 0.08432708 NA 2 Island NA 176944601 Intergenic 

cg04415008 2.34E-11 1.27E-09 -1.76791757 -4.939609057 
 

0.309492135 0.033511194 NA 2 Island NA 45179526 Intergenic 
cg25334575 2.35E-11 1.27E-09 1.283348345 -1.628330886 

 
0.69198639 0.266304619 NA 13 Island NA 100641744 Intergenic 

cg21485303 2.39E-11 1.29E-09 1.132271837 -2.095295813 
 

0.668904763 0.224109862 NA 12 Island NA 22094699 Intergenic 
cg01912586 2.41E-11 1.30E-09 -2.155816548 -5.212440365 

 
0.206757457 0.036625362 NA 1 N_Shore NA 119543661 Intergenic 

cg18117600 2.41E-11 1.30E-09 0.416842554 -1.641667469 
 

0.56592145 0.254441467 NA 15 Island NA 53097649 Intergenic 
cg03516452 2.44E-11 1.32E-09 -0.566167592 -2.561206305 

 
0.423489882 0.150537894 NA 10 Island NA 44806558 Intergenic 

cg15921779 2.44E-11 1.32E-09 0.257127007 -3.139235086 
 

0.542184722 0.141004137 NA 6 NA NA 30449081 Intergenic 
cg07724670 2.48E-11 1.33E-09 -0.728919035 -3.692807588 

 
0.413119726 0.085177576 NA 20 Island NA 45440228 Intergenic 

cg19466180 2.49E-11 1.34E-09 -2.504543989 -5.583007259 
 

0.190320957 0.027150943 NA 5 Island NA 176170478 Intergenic 
cg14543998 2.49E-11 1.34E-09 -1.951463996 -3.725440751 

 
0.227207855 0.073208394 NA 20 Island NA 3220719 Intergenic 

cg04755227 2.51E-11 1.35E-09 1.013741903 -1.579393738 
 

0.658717142 0.273233175 NA 16 N_Shore NA 88449254 Intergenic 
cg26195706 2.51E-11 1.35E-09 0.486565319 -2.307364513 

 
0.578619504 0.191632754 NA 10 Island NA 88391827 Intergenic 

cg13534734 2.52E-11 1.35E-09 -0.723206402 -3.598867416 
 

0.401679566 0.093401761 NA 12 Island NA 114029577 Intergenic 
cg11808885 2.54E-11 1.36E-09 -1.552134512 -3.912835096 

 
0.287235581 0.069164495 NA 21 Island NA 46438743 Intergenic 

cg10108372 2.55E-11 1.37E-09 -0.666501823 -3.302349621 
 

0.425905871 0.098608495 NA 7 Island NA 156811362 Intergenic 
cg04362858 2.56E-11 1.37E-09 -1.741304004 -4.425693382 

 
0.265555731 0.052961312 NA 3 Island NA 54154926 Intergenic 

cg02671213 2.56E-11 1.37E-09 -0.785410468 -3.674455649 
 

0.395933387 0.088179238 NA 13 NA NA 46785528 Intergenic 
cg04553707 2.59E-11 1.38E-09 -0.750514069 -5.026007389 

 
0.3936833 0.059070968 NA 17 N_Shore NA 53922670 Intergenic 

cg06647221 2.63E-11 1.41E-09 -2.952083933 -4.443135728 
 

0.131218895 0.044657731 NA 5 Island NA 172665903 Intergenic 
cg04768935 2.68E-11 1.43E-09 0.329906478 -2.122161762 

 
0.545975886 0.203798327 NA 2 N_Shore NA 66659474 Intergenic 

cg25962569 2.70E-11 1.44E-09 -0.51384225 -2.101257786 
 

0.42164791 0.189992522 NA 2 Island NA 233367781 Intergenic 
cg07746427 2.71E-11 1.44E-09 -0.203556225 -3.251599332 

 
0.465472116 0.129408576 NA 3 Island NA 125485761 Intergenic 

cg14258341 2.71E-11 1.44E-09 0.495754256 -2.149138902 
 

0.581738223 0.206962776 NA 1 Island NA 46914023 Intergenic 
cg04895387 2.72E-11 1.45E-09 -1.15449344 -3.284537412 

 
0.337553107 0.098338776 NA 6 N_Shore NA 33180930 Intergenic 

cg10419511 2.75E-11 1.46E-09 -0.870280434 -4.309057367 
 

0.41152513 0.053412335 NA 20 Island NA 31170984 Intergenic 
cg22776646 2.75E-11 1.46E-09 -0.267283293 -4.401262437 

 
0.465207765 0.082275173 NA 13 NA NA 46785499 Intergenic 

cg19468029 2.81E-11 1.49E-09 -1.811911333 -4.922137948 
 

0.281762792 0.03821867 NA 3 S_Shore NA 46854231 Intergenic 
cg11406050 2.84E-11 1.50E-09 -1.083922101 -3.892952429 

 
0.374944476 0.067799209 NA 17 Island NA 34998759 Intergenic 

cg26461417 2.84E-11 1.50E-09 0.166302959 -2.625208864 
 

0.536186447 0.160679324 NA 4 S_Shore NA 184719929 Intergenic 
cg18855104 2.85E-11 1.51E-09 -0.827304965 -2.507028972 

 
0.370556699 0.155811281 NA 2 N_Shore NA 45181829 Intergenic 

cg03279164 2.87E-11 1.52E-09 -0.384411406 -3.595783321 
 

0.449047262 0.101296174 NA 12 S_Shore NA 133485856 Intergenic 
cg26487082 2.98E-11 1.57E-09 -0.099784046 -4.203886367 

 
0.51472337 0.086517116 NA 11 Island NA 123172662 Intergenic 

cg12550412 2.99E-11 1.58E-09 -0.807245071 -5.480277827 
 

0.449175861 0.036311646 NA 1 Island NA 227730308 Intergenic 
cg03953660 3.00E-11 1.58E-09 -1.85249283 -5.746891634 

 
0.306728916 0.024536176 NA 2 Island NA 45179787 Intergenic 

cg11833968 3.00E-11 1.58E-09 -0.070864644 -3.94235126 
 

0.524146854 0.086715356 NA 6 Island NA 79620685 Intergenic 
cg05746795 3.00E-11 1.58E-09 0.665717171 -3.912106264 

 
0.607266275 0.119890911 NA 8 Island NA 48100410 Intergenic 

cg03436178 3.05E-11 1.60E-09 -0.824690087 -4.14893169 
 

0.398221815 0.069656081 NA 13 NA NA 46785713 Intergenic 
cg00858599 3.05E-11 1.60E-09 0.222896514 -2.06893941 

 
0.536644143 0.21203688 NA 20 Island NA 3220929 Intergenic 

cg24368902 3.10E-11 1.63E-09 0.037821369 -4.04435326 
 

0.50540624 0.103417086 NA 10 Island NA 43250063 Intergenic 
cg05285582 3.12E-11 1.64E-09 0.897466872 -2.289916096 

 
0.640180215 0.208036252 NA 10 Island NA 118923093 Intergenic 

cg24804948 3.12E-11 1.64E-09 0.024660684 -3.879888454 
 

0.503930522 0.106848898 NA 5 S_Shelf NA 87988507 Intergenic 
cg24824417 3.13E-11 1.64E-09 -2.123245864 -6.816518428 

 
0.268637677 0.014780094 NA 11 Island NA 43597041 Intergenic 

cg09189118 3.13E-11 1.64E-09 -0.076829137 -3.453519025 
 

0.520200654 0.098245192 NA 1 Island NA 227730491 Intergenic 
cg08480901 3.18E-11 1.66E-09 -0.722939085 -5.273373244 

 
0.435979149 0.042647247 NA 4 Island NA 1515011 Intergenic 

cg12235459 3.19E-11 1.67E-09 0.369539737 -2.109602061 
 

0.562064805 0.211074482 NA 12 Island NA 106974935 Intergenic 
cg11716270 3.21E-11 1.68E-09 0.567374454 -2.369506503 

 
0.585873832 0.189578984 NA 1 NA NA 39025311 Intergenic 

cg09568355 3.23E-11 1.69E-09 0.284454997 -2.322268883 
 

0.544722252 0.192027235 NA 2 Island NA 45228633 Intergenic 
cg17421709 3.28E-11 1.71E-09 -1.578280164 -4.816407145 

 
0.297313313 0.048079524 NA 15 Island NA 72929414 Intergenic 

cg09579808 3.28E-11 1.71E-09 -2.516431225 -5.194854239 
 

0.208787605 0.027624782 NA 10 Island NA 31073980 Intergenic 
cg25709824 3.29E-11 1.71E-09 -0.416313382 -2.69114574 

 
0.432459289 0.150299436 NA 2 Island NA 45162908 Intergenic 

cg14165692 3.35E-11 1.74E-09 -0.548181505 -2.732097281 
 

0.41352104 0.143205632 NA 2 N_Shore NA 111367744 Intergenic 
cg02758766 3.38E-11 1.76E-09 -1.029039581 -4.39327421 

 
0.375866876 0.05682187 NA 2 NA NA 740531 Intergenic 

cg10669265 3.40E-11 1.76E-09 0.595571069 -4.415710306 
 

0.582393734 0.096604199 NA 7 Island NA 1709950 Intergenic 
cg03965795 3.40E-11 1.76E-09 -1.909875217 -4.962008193 

 
0.280651849 0.033460012 NA 10 Island NA 102431021 Intergenic 
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cg22696995 3.43E-11 1.78E-09 -1.629402035 -5.093376432 
 

0.314676822 0.035506778 NA 1 Island NA 1136667 Intergenic 
cg09893576 3.43E-11 1.78E-09 0.728063414 -1.236405376 

 
0.616456569 0.308094198 NA 12 N_Shore NA 95266710 Intergenic 

cg21364278 3.49E-11 1.81E-09 -2.06841792 -6.285203456 
 

0.322034681 0.014583614 NA 2 Island NA 168149519 Intergenic 
cg00750428 3.58E-11 1.85E-09 -0.211866257 -2.979751735 

 
0.470589512 0.138723598 NA 12 Island NA 106975489 Intergenic 

cg05303057 3.58E-11 1.85E-09 0.123604216 -3.015013057 
 

0.520870047 0.141403695 NA 17 NA NA 54756052 Intergenic 
cg06889481 3.63E-11 1.87E-09 0.170914827 -2.554392704 

 
0.532062788 0.169620282 NA 2 Island NA 219827660 Intergenic 

cg19875368 3.69E-11 1.90E-09 1.252806986 -2.413743889 
 

0.692182582 0.208825357 NA 6 Island NA 91321019 Intergenic 
cg08530237 3.69E-11 1.90E-09 0.499978075 -3.089788935 

 
0.578765464 0.145399797 NA 12 Island NA 22094563 Intergenic 

cg08713212 3.70E-11 1.90E-09 -2.124828004 -6.404423663 
 

0.260159429 0.021583084 NA 1 Island NA 162792369 Intergenic 
cg27196768 3.72E-11 1.91E-09 -0.666040794 -4.100126441 

 
0.416416607 0.074605637 NA 15 Island NA 98971673 Intergenic 

cg11855516 3.75E-11 1.93E-09 -0.713952266 -4.361167319 
 

0.410877466 0.071732172 NA 2 Island NA 175207244 Intergenic 
cg17648210 3.89E-11 2.00E-09 -0.31084317 -4.470631312 

 
0.511450377 0.062966331 NA 21 Island NA 46352817 Intergenic 

cg18893138 3.91E-11 2.01E-09 0.230658461 -3.401931872 
 

0.549812031 0.118770452 NA 11 Island NA 44748327 Intergenic 
cg26511840 3.92E-11 2.01E-09 -2.449638763 -3.523621258 

 
0.156642131 0.082362932 NA 5 Island NA 137827785 Intergenic 

cg12118798 3.94E-11 2.02E-09 -1.658044069 -4.113174823 
 

0.29171141 0.056600709 NA 7 Island NA 155170624 Intergenic 
cg11310950 3.95E-11 2.02E-09 0.407207378 -2.789565305 

 
0.562545134 0.160475276 NA 7 NA NA 71217407 Intergenic 

cg06646548 3.97E-11 2.03E-09 0.17761668 2.61052269 
 

0.529586356 0.844486832 NA 10 N_Shelf NA 77152949 Intergenic 
cg01609420 3.98E-11 2.03E-09 -0.137847499 -3.381399618 

 
0.478027096 0.121966644 NA 15 Island NA 30260534 Intergenic 

cg24155384 3.99E-11 2.03E-09 0.00514791 -2.776084752 
 

0.512463341 0.143733166 NA 7 Island NA 156811034 Intergenic 
cg07311659 3.99E-11 2.04E-09 0.192502969 -1.528127247 

 
0.533707101 0.263078279 NA 4 N_Shore NA 174442784 Intergenic 

cg02274048 4.01E-11 2.04E-09 -0.629072789 -3.026140726 
 

0.406510715 0.121141009 NA 2 Island NA 176944515 Intergenic 
cg00373707 4.06E-11 2.07E-09 0.74710137 -2.705879013 

 
0.616000728 0.177585711 NA 11 Island NA 126873379 Intergenic 

cg14554167 4.07E-11 2.07E-09 -2.076821932 -4.877499242 
 

0.242187614 0.036769214 NA 9 Island NA 127240269 Intergenic 
cg10477088 4.08E-11 2.07E-09 -1.044797619 -4.546765275 

 
0.383047313 0.058593139 NA 22 Island NA 50118821 Intergenic 

cg27402429 4.19E-11 2.13E-09 -0.961360136 -3.451125426 
 

0.3789354 0.091083026 NA 3 Island NA 72788294 Intergenic 
cg19068510 4.21E-11 2.14E-09 0.237589718 -3.649927986 

 
0.53851103 0.125337286 NA 13 Island NA 100642106 Intergenic 

cg24676817 4.21E-11 2.14E-09 1.568273331 -2.184510018 
 

0.735116521 0.231043894 NA 5 Island NA 42995369 Intergenic 
cg16455791 4.27E-11 2.16E-09 -0.44892824 -4.093884949 

 
0.43352984 0.085619493 NA 12 S_Shore NA 54133422 Intergenic 

cg06638787 4.32E-11 2.19E-09 -2.571221012 -6.099739756 
 

0.21323096 0.018217578 NA 6 Island NA 5997243 Intergenic 
cg24693490 4.33E-11 2.19E-09 -3.384807202 -4.998786986 

 
0.102433679 0.031475528 NA 4 N_Shore NA 55093612 Intergenic 

cg14355911 4.38E-11 2.22E-09 -0.327950797 -2.543247955 
 

0.449096257 0.160734825 NA 17 Island NA 59473456 Intergenic 
cg23313266 4.40E-11 2.22E-09 -0.491343396 1.664185653 

 
0.422962292 0.748134529 NA 6 NA NA 33867588 Intergenic 

cg19370084 4.41E-11 2.22E-09 -0.862136055 -3.457559874 
 

0.386951648 0.095125198 NA 12 Island NA 125671504 Intergenic 
cg24427993 4.45E-11 2.24E-09 0.395405205 -2.698577105 

 
0.565943155 0.171078355 NA 6 Island NA 30418847 Intergenic 

cg26827987 4.50E-11 2.27E-09 0.714242489 -2.627227144 
 

0.613603818 0.182201972 NA 16 NA NA 86232457 Intergenic 
cg02979001 4.57E-11 2.30E-09 1.823230592 -2.841176718 

 
0.753149964 0.191578109 NA 14 Island NA 105310421 Intergenic 

cg16821694 4.61E-11 2.32E-09 -0.603362133 -4.113405818 
 

0.413406427 0.081730154 NA 11 Island NA 33850605 Intergenic 
cg26154670 4.62E-11 2.32E-09 -1.195436691 -4.903947532 

 
0.373817944 0.043770133 NA 2 NA NA 58655041 Intergenic 

cg03091331 4.65E-11 2.33E-09 0.285685543 -1.970513108 
 

0.547881698 0.221860465 NA 19 Island NA 23654227 Intergenic 
cg05991857 4.65E-11 2.33E-09 -0.238124993 -3.709717744 

 
0.459331627 0.114289853 NA 15 Island NA 32828643 Intergenic 

cg07366196 4.70E-11 2.36E-09 -0.984160073 -4.767476647 
 

0.399502879 0.051422554 NA 12 NA NA 127865826 Intergenic 
cg22117850 4.78E-11 2.39E-09 -0.056969395 -3.075787977 

 
0.498621938 0.132690507 NA 15 Island NA 40575431 Intergenic 

cg16585651 4.87E-11 2.44E-09 -0.891130915 -5.244034193 
 

0.395079071 0.053366088 NA 2 Island NA 119532230 Intergenic 
cg05731870 4.88E-11 2.44E-09 0.105093608 -2.768109134 

 
0.515411271 0.157325291 NA 2 N_Shore NA 119611241 Intergenic 

cg04767734 4.89E-11 2.44E-09 -0.786420189 -3.850092704 
 

0.372517486 0.089519762 NA 2 N_Shore NA 172958009 Intergenic 
cg25974897 4.90E-11 2.44E-09 -1.218407672 -5.444883075 

 
0.388743752 0.035888168 NA 1 Island NA 46956168 Intergenic 

cg24472375 4.90E-11 2.44E-09 1.623880674 -1.560326524 
 

0.742274324 0.280823443 NA 6 N_Shore NA 108485102 Intergenic 
cg00609135 4.91E-11 2.44E-09 0.882864495 -1.774916764 

 
0.638686682 0.247251117 NA 6 Island NA 26614014 Intergenic 

cg13191911 4.92E-11 2.45E-09 0.692218831 -1.671199929 
 

0.606030101 0.24482392 NA 10 Island NA 44806660 Intergenic 
cg06977036 4.95E-11 2.46E-09 0.676060948 -2.819553483 

 
0.607672807 0.163965174 NA 17 N_Shore NA 8906204 Intergenic 

cg14552106 4.95E-11 2.46E-09 -0.305054542 -2.358035016 
 

0.450637097 0.17753195 NA 9 Island NA 96710915 Intergenic 
cg05952494 5.00E-11 2.48E-09 -1.288093505 -5.32421872 

 
0.396647189 0.027489692 NA 12 N_Shore NA 4378316 Intergenic 

cg08609839 5.06E-11 2.51E-09 -0.297025378 -3.211898869 
 

0.463014237 0.120471607 NA 5 NA NA 1380611 Intergenic 
cg11569486 5.19E-11 2.57E-09 -0.770492354 -3.117810575 

 
0.395354638 0.108462432 NA 4 Island NA 4854923 Intergenic 

cg12051980 5.20E-11 2.58E-09 -0.574701027 -3.115263054 
 

0.418219093 0.119078775 NA 14 S_Shore NA 37117758 Intergenic 
cg08183307 5.31E-11 2.63E-09 0.003120691 -2.87369831 

 
0.49985925 0.146407445 NA 19 S_Shore NA 46992926 Intergenic 
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cg13990351 5.33E-11 2.64E-09 -0.504776964 -4.698853956 
 

0.480532408 0.055222926 NA 7 N_Shore NA 64349133 Intergenic 
cg04283429 5.41E-11 2.67E-09 -1.344711967 -3.22708672 

 
0.307522434 0.099910728 NA 6 Island NA 99280108 Intergenic 

cg10110083 5.43E-11 2.68E-09 0.712616898 -2.427991088 
 

0.61488574 0.19449942 NA 6 Island NA 30418845 Intergenic 
cg08032641 5.48E-11 2.71E-09 0.076484045 -4.158077626 

 
0.524902731 0.101636391 NA 4 Island NA 3873418 Intergenic 

cg12872647 5.60E-11 2.76E-09 0.171286713 -3.683929374 
 

0.518921058 0.110216872 NA 13 NA NA 46785683 Intergenic 
cg21882300 5.61E-11 2.77E-09 -0.936263748 -3.35373744 

 
0.373584158 0.097314868 NA 17 N_Shore NA 64831087 Intergenic 

cg22707085 5.64E-11 2.77E-09 -1.81587567 -3.941224424 
 

0.245027478 0.067858065 NA 18 Island NA 33530509 Intergenic 
cg03216846 5.69E-11 2.80E-09 0.509813549 -2.183928337 

 
0.584459943 0.210658466 NA 1 Island NA 119543883 Intergenic 

cg05799038 5.70E-11 2.80E-09 -2.869006696 -5.524988859 
 

0.152167458 0.025683563 NA 8 Island NA 144503807 Intergenic 
cg00132108 5.71E-11 2.80E-09 0.266452216 -3.961219127 

 
0.561395878 0.082831887 NA 5 Island NA 36690657 Intergenic 

cg19520927 5.71E-11 2.80E-09 -0.227747852 -4.929031428 
 

0.487463977 0.064499533 NA 11 Island NA 44341646 Intergenic 
cg10823693 5.82E-11 2.85E-09 0.009520276 -2.32476683 

 
0.502999722 0.182644515 NA 7 S_Shore NA 155168600 Intergenic 

cg16638266 5.83E-11 2.86E-09 0.629247985 -3.797294725 
 

0.601813307 0.124574791 NA 3 Island NA 55522835 Intergenic 
cg20648975 5.88E-11 2.88E-09 -1.619200408 -5.610800904 

 
0.34069399 0.027789722 NA 7 Island NA 18126473 Intergenic 

cg06827562 5.95E-11 2.91E-09 -0.211770457 -3.15313293 
 

0.474663625 0.126802187 NA 3 Island NA 125932279 Intergenic 
cg12944197 5.96E-11 2.91E-09 -1.332982232 -5.87007103 

 
0.389648334 0.024747502 NA 2 Island NA 168149991 Intergenic 

cg20600874 6.03E-11 2.95E-09 -0.347175498 -2.078038114 
 

0.445766504 0.198344781 NA 7 Island NA 1280640 Intergenic 
cg08658318 6.10E-11 2.98E-09 -2.002321287 -4.648635913 

 
0.247324091 0.042715744 NA 21 Island NA 46351329 Intergenic 

cg05615464 6.29E-11 3.07E-09 0.595315372 -2.04213286 
 

0.5963948 0.223740092 NA 15 NA NA 54270557 Intergenic 
cg15920654 6.36E-11 3.10E-09 0.167906885 -2.879786668 

 
0.526114217 0.155648182 NA 4 Island NA 4869091 Intergenic 

cg24496223 6.37E-11 3.10E-09 0.03808384 -4.614875356 
 

0.504305077 0.092852029 NA 18 Island NA 5629371 Intergenic 
cg24167372 6.43E-11 3.13E-09 1.349091393 -1.562784922 

 
0.708563332 0.279045351 NA 5 N_Shore NA 146888628 Intergenic 

cg27376924 6.43E-11 3.13E-09 -0.681497411 -3.266183261 
 

0.388902011 0.111591528 NA 9 Island NA 124889202 Intergenic 
cg19115805 6.51E-11 3.16E-09 -0.113490795 -6.664152603 

 
0.490228135 0.055600833 NA 22 Island NA 50118767 Intergenic 

cg11612786 6.61E-11 3.21E-09 0.177789417 -2.534681352 
 

0.532388031 0.172908066 NA 2 Island NA 237078362 Intergenic 
cg11718806 6.64E-11 3.22E-09 0.435332927 -2.583388203 

 
0.5673536 0.177182538 NA 6 Island NA 99280195 Intergenic 

cg07919108 6.65E-11 3.23E-09 -0.701671531 -4.95062898 
 

0.40469338 0.064110868 NA 10 Island NA 102984661 Intergenic 
cg04901121 6.67E-11 3.23E-09 -0.719209882 -4.397937556 

 
0.388918556 0.076115508 NA 13 Island NA 25321731 Intergenic 

cg08061040 6.67E-11 3.23E-09 0.575443683 -1.177356377 
 

0.592903797 0.315396791 NA 7 Island NA 149746077 Intergenic 
cg03910767 6.72E-11 3.25E-09 -3.484091234 -5.796553546 

 
0.113219873 0.018537741 NA 1 Island NA 110626977 Intergenic 

cg05872129 6.73E-11 3.25E-09 -2.006678575 -4.650094581 
 

0.21727466 0.048809494 NA 22 Island NA 39784769 Intergenic 
cg21848143 6.78E-11 3.27E-09 0.471917171 -2.852527443 

 
0.571884587 0.163724595 NA 1 Island NA 39269995 Intergenic 

cg05064078 6.85E-11 3.31E-09 -1.439141911 -4.818906408 
 

0.358016413 0.035607283 NA 21 Island NA 47393688 Intergenic 
cg05854509 7.02E-11 3.39E-09 0.328244762 2.883292391 

 
0.553714057 0.864677916 NA 6 S_Shelf NA 90126247 Intergenic 

cg16695576 7.05E-11 3.39E-09 0.059835266 -2.799147514 
 

0.520068791 0.149520735 NA 6 Island NA 1606028 Intergenic 
cg20635409 7.07E-11 3.40E-09 -0.009228431 -2.713997016 

 
0.496984379 0.162815798 NA 12 Island NA 103359273 Intergenic 

cg09185829 7.07E-11 3.40E-09 -1.972577125 -4.100671971 
 

0.240762828 0.058069532 NA 14 Island NA 104603440 Intergenic 
cg03920442 7.31E-11 3.51E-09 0.270538999 -2.58180945 

 
0.541945294 0.175019725 NA 20 NA NA 25848969 Intergenic 

cg05072470 7.38E-11 3.55E-09 -0.553204954 -2.591168871 
 

0.413964602 0.153178962 NA 13 S_Shore NA 100643858 Intergenic 
cg03466031 7.43E-11 3.56E-09 2.224063113 0.25675344 

 
0.814217196 0.540684055 NA 4 S_Shore NA 186050298 Intergenic 

cg15190738 7.43E-11 3.56E-09 -1.406357354 -4.94009202 
 

0.374151836 0.033146677 NA 8 Island NA 20161380 Intergenic 
cg24902278 7.44E-11 3.56E-09 -0.015930901 -3.458324878 

 
0.497707743 0.124069071 NA 2 Island NA 79220528 Intergenic 

cg04919563 7.44E-11 3.56E-09 0.553697207 -1.609884813 
 

0.590026119 0.262427805 NA 7 Island NA 1280491 Intergenic 
cg25735280 7.45E-11 3.57E-09 -1.858626793 -5.357927068 

 
0.298419226 0.033935255 NA 5 N_Shore NA 31638951 Intergenic 

cg14477745 7.51E-11 3.59E-09 -1.734108203 -4.849921018 
 

0.281795234 0.045269943 NA 5 Island NA 137577632 Intergenic 
cg04750910 7.54E-11 3.60E-09 -1.15697679 -3.636564178 

 
0.343035682 0.083213144 NA 10 N_Shore NA 102416409 Intergenic 

cg23052568 7.55E-11 3.60E-09 0.501890761 -3.402014545 
 

0.582248083 0.13766578 NA 5 S_Shore NA 42995527 Intergenic 
cg05768702 7.55E-11 3.60E-09 -1.307026649 -4.133595804 

 
0.348633454 0.058066437 NA 17 S_Shore NA 47271133 Intergenic 

cg09605845 7.64E-11 3.64E-09 0.285878617 -0.669098537 
 

0.548069467 0.387107775 NA 9 N_Shore NA 70920908 Intergenic 
cg00528932 7.70E-11 3.66E-09 -0.69261118 -3.445141113 

 
0.408067378 0.101831402 NA 11 S_Shore NA 43598710 Intergenic 

cg06416733 7.80E-11 3.71E-09 0.439606133 -2.151960425 
 

0.568697656 0.207667533 NA 12 S_Shore NA 103344890 Intergenic 
cg21173406 7.81E-11 3.71E-09 0.559101312 -2.974461211 

 
0.58673073 0.160087515 NA 11 Island NA 44338128 Intergenic 

cg09364835 7.84E-11 3.72E-09 0.303558525 -0.933333021 
 

0.551938361 0.34634292 NA 9 Island NA 99984136 Intergenic 
cg14703061 7.84E-11 3.72E-09 1.182522079 -2.340310009 

 
0.677487234 0.209579982 NA 11 Island NA 120435915 Intergenic 

cg02972788 7.86E-11 3.73E-09 -2.795448507 -5.550729575 
 

0.176649256 0.02300261 NA 11 Island NA 124713125 Intergenic 
cg06980853 7.88E-11 3.74E-09 0.228995269 -3.113433936 

 
0.535332019 0.143429181 NA 1 S_Shelf NA 13843859 Intergenic 
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cg09577986 7.92E-11 3.75E-09 -1.021741595 1.061823582 
 

0.342239085 0.665099515 NA 6 NA NA 33867227 Intergenic 
cg27452217 8.00E-11 3.78E-09 -0.37204112 -3.094712579 

 
0.437984868 0.129976371 NA 1 Island NA 116371037 Intergenic 

cg26525342 8.12E-11 3.84E-09 0.27769246 -1.802641793 
 

0.544938594 0.238397936 NA 16 S_Shore NA 3221466 Intergenic 
cg03667862 8.15E-11 3.85E-09 -0.662284951 -4.847286676 

 
0.42693602 0.060078811 NA 12 Island NA 8123463 Intergenic 

cg06515771 8.19E-11 3.87E-09 0.621591396 -1.336922964 
 

0.601210281 0.292923085 NA 6 Island NA 26614168 Intergenic 
cg23112326 8.27E-11 3.90E-09 -0.6571057 -3.396186217 

 
0.417508498 0.102829228 NA 10 NA NA 8087098 Intergenic 

cg04275806 8.28E-11 3.90E-09 -1.398125539 -3.833728213 
 

0.325267643 0.06713293 NA 1 Island NA 46999248 Intergenic 
cg21879454 8.41E-11 3.96E-09 0.213179637 -2.746176799 

 
0.534120935 0.161646965 NA 1 N_Shore NA 76080924 Intergenic 

cg10323725 8.52E-11 4.01E-09 -1.050035741 -3.720151154 
 

0.349334946 0.087822579 NA 1 Island NA 156405495 Intergenic 
cg04965820 8.53E-11 4.01E-09 -0.743094066 -3.493040145 

 
0.388246887 0.102443535 NA 9 Island NA 129374235 Intergenic 

cg19761258 8.63E-11 4.05E-09 0.65968271 -1.7224884 
 

0.602553329 0.254144416 NA 6 Island NA 150336015 Intergenic 
cg07179078 8.67E-11 4.07E-09 -0.038649209 -3.232980159 

 
0.495782996 0.130629667 NA 16 Island NA 86532263 Intergenic 

cg24954668 8.67E-11 4.07E-09 -1.029987821 -3.966523716 
 

0.360259727 0.071488198 NA 7 N_Shelf NA 20833585 Intergenic 
cg02874569 8.77E-11 4.11E-09 -1.057069716 -3.85577024 

 
0.34904899 0.082412107 NA 6 N_Shore NA 5851436 Intergenic 

cg19327614 8.84E-11 4.14E-09 0.371229054 -2.103270561 
 

0.568740696 0.206304379 NA 9 Island NA 3181772 Intergenic 
cg25397973 8.91E-11 4.17E-09 -0.937531883 -3.304836125 

 
0.37397711 0.10018438 NA 6 N_Shore NA 5996562 Intergenic 

cg11278506 8.96E-11 4.19E-09 -1.933596221 -4.886901139 
 

0.281101803 0.036098961 NA 3 N_Shore NA 72787955 Intergenic 
cg17331494 8.98E-11 4.20E-09 0.761216182 -2.185675962 

 
0.617365165 0.211994871 NA 1 Island NA 20693027 Intergenic 

cg01978544 8.99E-11 4.20E-09 -0.234331034 -3.086002482 
 

0.461984882 0.134034319 NA 6 Island NA 30418858 Intergenic 
cg22028075 9.08E-11 4.24E-09 0.525512609 -4.235479769 

 
0.58835766 0.118740233 NA 4 Island NA 6564820 Intergenic 

cg16417436 9.08E-11 4.24E-09 1.266107188 -0.076723015 
 

0.703497965 0.487501412 NA 16 Island NA 28758564 Intergenic 
cg13323756 9.09E-11 4.24E-09 -1.280466472 -3.529139866 

 
0.325068712 0.084871769 NA 7 S_Shore NA 29847108 Intergenic 

cg23071120 9.11E-11 4.24E-09 -0.523003081 -3.423358994 
 

0.451051727 0.093211755 NA 1 Island NA 13840480 Intergenic 
cg16681239 9.26E-11 4.31E-09 1.160946082 -1.465560639 

 
0.671160963 0.285665619 NA 7 Island NA 64349915 Intergenic 

cg22460710 9.53E-11 4.43E-09 0.176940263 -3.005608173 
 

0.52903205 0.149488334 NA 17 Island NA 34838831 Intergenic 
cg04588165 9.58E-11 4.45E-09 0.859496104 -2.121170515 

 
0.634441269 0.219652174 NA 17 Island NA 35300874 Intergenic 

cg10903927 9.63E-11 4.47E-09 -1.179626439 -3.227240582 
 

0.317893346 0.108617391 NA 13 Island NA 79182916 Intergenic 
cg20387387 9.74E-11 4.52E-09 -1.124214306 -4.240197786 

 
0.341674451 0.072227066 NA 8 Island NA 144511212 Intergenic 

cg06091881 9.77E-11 4.53E-09 -0.570145884 -3.321560024 
 

0.432073816 0.101873726 NA 21 Island NA 48087589 Intergenic 
cg26667205 9.81E-11 4.54E-09 0.24926877 -2.24787844 

 
0.538835875 0.197365786 NA 20 Island NA 56803778 Intergenic 

cg07941927 9.85E-11 4.56E-09 0.159698468 -2.239054121 
 

0.522731863 0.195157652 NA 13 S_Shore NA 100644041 Intergenic 
cg18795461 9.85E-11 4.56E-09 -0.698942129 -3.536645116 

 
0.414660349 0.092441167 NA 1 Island NA 36591112 Intergenic 

cg14206510 9.88E-11 4.56E-09 -0.05380393 -3.367805922 
 

0.492960388 0.124747441 NA 12 Island NA 53108015 Intergenic 
cg17418743 9.93E-11 4.59E-09 -1.468238595 -4.469872201 

 
0.318853056 0.053920008 NA 2 N_Shore NA 16689423 Intergenic 

cg00664405 9.97E-11 4.60E-09 -1.747188413 -4.836911867 
 

0.282896649 0.042822545 NA 6 Island NA 1382670 Intergenic 
cg07222604 1.00E-10 4.62E-09 -0.660216254 -4.341236463 

 
0.392481805 0.07806815 NA 6 Island NA 30418872 Intergenic 

cg15344419 1.01E-10 4.66E-09 0.987878947 -3.412482363 
 

0.646031562 0.149027887 NA 10 Island NA 131769581 Intergenic 
cg16839093 1.02E-10 4.69E-09 -1.229986393 -4.410486634 

 
0.360928839 0.053398776 NA 1 Island NA 8002698 Intergenic 

cg11845426 1.02E-10 4.71E-09 -1.01273864 -3.562396282 
 

0.383908726 0.07956106 NA 10 Island NA 31892464 Intergenic 
cg24189721 1.03E-10 4.72E-09 -0.007686035 -3.220182607 

 
0.498125327 0.135812469 NA 20 Island NA 62948134 Intergenic 

cg08289140 1.03E-10 4.75E-09 -2.412369151 -6.075387737 
 

0.264962039 0.016887336 NA 1 Island NA 1535155 Intergenic 
cg13354810 1.04E-10 4.77E-09 -0.603653993 -2.943225583 

 
0.415366754 0.129049944 NA 14 Island NA 89494079 Intergenic 

cg18872497 1.04E-10 4.78E-09 0.438480476 -1.475960492 
 

0.573461685 0.276770088 NA 5 N_Shore NA 172665136 Intergenic 
cg25950325 1.05E-10 4.83E-09 0.530053729 -2.725414908 

 
0.583179542 0.172937918 NA 4 Island NA 41753712 Intergenic 

cg12700145 1.06E-10 4.84E-09 -1.968812183 -4.44038202 
 

0.246513559 0.047649744 NA 1 Island NA 31158200 Intergenic 
cg04613313 1.06E-10 4.86E-09 0.185757652 -2.359217491 

 
0.546780419 0.176186025 NA 13 Island NA 79183823 Intergenic 

cg19356191 1.07E-10 4.91E-09 -0.495492697 -4.722291017 
 

0.447467341 0.07183182 NA 1 S_Shore NA 116371337 Intergenic 
cg03718824 1.08E-10 4.93E-09 0.546499747 -4.135973874 

 
0.58801939 0.114578146 NA 18 Island NA 5629683 Intergenic 

cg05612279 1.08E-10 4.95E-09 0.351394944 -1.259663874 
 

0.555661174 0.298796215 NA 12 Island NA 52241471 Intergenic 
cg01636413 1.09E-10 4.97E-09 -0.606978304 -2.89243866 

 
0.402099362 0.137628706 NA 13 Island NA 25321336 Intergenic 

cg08540945 1.09E-10 4.97E-09 -0.733193751 -3.916461863 
 

0.424264643 0.073227666 NA 7 Island NA 152591698 Intergenic 
cg11730195 1.09E-10 4.98E-09 0.834917943 -3.03027133 

 
0.625060631 0.163727342 NA 3 Island NA 117716446 Intergenic 

cg00271522 1.11E-10 5.04E-09 -1.136950695 -3.885667412 
 

0.35769575 0.072341179 NA 7 Island NA 1264195 Intergenic 
cg09929819 1.12E-10 5.08E-09 -0.098593304 -3.414688156 

 
0.501596714 0.110547227 NA 22 Island NA 42311321 Intergenic 

cg27577928 1.13E-10 5.12E-09 1.189260749 -0.798281393 
 

0.686156934 0.371017305 NA 4 Island NA 54975388 Intergenic 
cg01794473 1.13E-10 5.15E-09 0.519842756 -3.854759481 

 
0.583756526 0.121054652 NA 1 Island NA 241587602 Intergenic 
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cg24462476 1.14E-10 5.17E-09 -0.91865495 -3.349813033 
 

0.387115675 0.095357012 NA 5 Island NA 134375427 Intergenic 
cg23638252 1.16E-10 5.27E-09 0.034451705 -1.978254156 

 
0.505451616 0.217928541 NA 1 N_Shore NA 50891750 Intergenic 

cg07682547 1.16E-10 5.27E-09 -1.960736541 -4.310377494 
 

0.24901522 0.051531295 NA 5 S_Shore NA 153863417 Intergenic 
cg18395675 1.17E-10 5.28E-09 -1.2446257 -4.628986647 

 
0.388493748 0.042302122 NA 2 Island NA 168149401 Intergenic 

cg10288541 1.19E-10 5.37E-09 0.400278808 -2.026698631 
 

0.570668782 0.207915247 NA 7 Island NA 156811252 Intergenic 
cg18489945 1.19E-10 5.38E-09 -0.442572476 -3.367459642 

 
0.433973585 0.114411373 NA 15 N_Shore NA 60294398 Intergenic 

cg05382958 1.19E-10 5.39E-09 -1.392993209 -3.805154348 
 

0.321143062 0.07117479 NA 17 Island NA 2680283 Intergenic 
cg02620361 1.20E-10 5.41E-09 -0.433996417 -3.120020668 

 
0.447878779 0.118646773 NA 7 NA NA 115117424 Intergenic 

cg26957677 1.20E-10 5.41E-09 -0.582951241 -4.533675877 
 

0.413080451 0.067965204 NA 13 Island NA 23489817 Intergenic 
cg18775634 1.20E-10 5.41E-09 -1.641245917 -5.085293893 

 
0.299511294 0.037216393 NA 3 N_Shore NA 27755341 Intergenic 

cg22974236 1.20E-10 5.41E-09 0.313420475 -2.698827693 
 

0.551124517 0.171040589 NA 4 N_Shore NA 4867979 Intergenic 
cg23416788 1.20E-10 5.42E-09 0.326935802 -2.383244186 

 
0.553695181 0.180936221 NA 21 Island NA 47064307 Intergenic 

cg07995570 1.21E-10 5.44E-09 -0.348860106 -3.162903754 
 

0.441552758 0.126523956 NA 1 Island NA 91192025 Intergenic 
cg00126320 1.21E-10 5.45E-09 0.42611829 -2.648701885 

 
0.570023631 0.176754113 NA 8 Island NA 23584644 Intergenic 

cg03350828 1.21E-10 5.46E-09 0.039362148 -3.328908796 
 

0.504936177 0.129627769 NA 2 S_Shore NA 66804865 Intergenic 
cg22170177 1.24E-10 5.56E-09 -0.219963806 -3.020115572 

 
0.475741896 0.133942802 NA 3 Island NA 74664120 Intergenic 

cg09753043 1.24E-10 5.56E-09 -0.530390431 -4.131141071 
 

0.462676508 0.073536302 NA 11 N_Shore NA 43596920 Intergenic 
cg10121601 1.24E-10 5.57E-09 -0.866875774 -3.298828463 

 
0.376739671 0.10723773 NA 1 Island NA 47698126 Intergenic 

cg00029353 1.25E-10 5.59E-09 -0.807356146 -4.388335649 
 

0.410773703 0.065203868 NA 12 Island NA 52241041 Intergenic 
cg08355227 1.26E-10 5.62E-09 -1.90390218 -4.288123475 

 
0.263198484 0.05096836 NA 10 N_Shore NA 102440587 Intergenic 

cg14072418 1.26E-10 5.64E-09 -2.147198999 -4.369315032 
 

0.210787476 0.05186752 NA 2 NA NA 740025 Intergenic 
cg10804678 1.26E-10 5.66E-09 -1.812963141 -5.018664897 

 
0.277700285 0.040453765 NA 3 Island NA 72788309 Intergenic 

cg07289306 1.27E-10 5.68E-09 0.146780843 -2.70126223 
 

0.524171143 0.165871232 NA 3 Island NA 44039357 Intergenic 
cg25076459 1.28E-10 5.70E-09 -0.23013903 -3.118446439 

 
0.469504777 0.130476608 NA 7 S_Shore NA 96655889 Intergenic 

cg06924459 1.28E-10 5.70E-09 0.126575291 -2.212201692 
 

0.521827742 0.186388878 NA 6 S_Shore NA 17102643 Intergenic 
cg17842959 1.28E-10 5.70E-09 -1.069248075 -2.62809792 

 
0.336816541 0.143758304 NA 5 Island NA 172664285 Intergenic 

cg13262424 1.30E-10 5.79E-09 1.037893958 -1.985013926 
 

0.662957792 0.238373649 NA 6 NA NA 30449068 Intergenic 
cg12704157 1.32E-10 5.88E-09 0.181160278 -4.408153359 

 
0.526636952 0.097863815 NA 10 Island NA 102414501 Intergenic 

cg02202305 1.32E-10 5.89E-09 -0.699975022 -2.524193076 
 

0.395637494 0.153817819 NA 1 Island NA 156405368 Intergenic 
cg26430167 1.33E-10 5.93E-09 -1.551130526 -3.430604291 

 
0.277184883 0.089984727 NA 5 N_Shore NA 87984943 Intergenic 

cg06893389 1.35E-10 5.98E-09 -0.883509151 -4.665837108 
 

0.409747917 0.058581473 NA 14 Island NA 37117018 Intergenic 
cg07272305 1.35E-10 5.98E-09 -1.118523873 -4.606679978 

 
0.363103952 0.061556848 NA 3 Island NA 184231509 Intergenic 

cg26454150 1.35E-10 6.00E-09 0.915340196 -1.314112711 
 

0.64007779 0.302040266 NA 13 N_Shore NA 100642408 Intergenic 
cg02628823 1.36E-10 6.01E-09 -0.141069462 -2.807536762 

 
0.485207122 0.1486619 NA 4 S_Shore NA 141419587 Intergenic 

cg20936013 1.37E-10 6.07E-09 -1.057268096 -3.634605619 
 

0.369366783 0.078414205 NA 14 Island NA 60386396 Intergenic 
cg01631596 1.38E-10 6.10E-09 -1.096658519 -3.753465671 

 
0.364748887 0.076504408 NA 13 Island NA 29394754 Intergenic 

cg06459847 1.39E-10 6.16E-09 0.261238661 -2.485417412 
 

0.545805094 0.184579085 NA 16 Island NA 204601 Intergenic 
cg04590323 1.39E-10 6.16E-09 1.083340901 -2.203006877 

 
0.666792963 0.21729243 NA 22 Island NA 39953557 Intergenic 

cg01573616 1.39E-10 6.16E-09 -2.326217371 -5.178933891 
 

0.2390539 0.029877416 NA 5 Island NA 31639089 Intergenic 
cg06530338 1.40E-10 6.19E-09 -0.379709158 -3.914026116 

 
0.455722312 0.093957336 NA 2 Island NA 19561612 Intergenic 

cg17011981 1.41E-10 6.22E-09 0.527155374 -2.6760584 
 

0.583606764 0.174691485 NA 15 Island NA 60287397 Intergenic 
cg07117219 1.44E-10 6.33E-09 -1.29022897 -3.827858366 

 
0.329831066 0.074718324 NA 1 N_Shore NA 229566769 Intergenic 

cg20218280 1.44E-10 6.36E-09 -0.690412869 -2.854736822 
 

0.399809908 0.133707624 NA 7 N_Shore NA 129424718 Intergenic 
cg21968535 1.46E-10 6.41E-09 -1.041994231 -4.070455345 

 
0.36198947 0.074968718 NA 13 NA NA 46785562 Intergenic 

cg15694605 1.46E-10 6.41E-09 -0.503429028 -2.754615267 
 

0.419695841 0.143660018 NA 1 Island NA 32238225 Intergenic 
cg00423826 1.46E-10 6.44E-09 -1.002289637 -4.925167495 

 
0.364808675 0.057021998 NA 8 N_Shore NA 143534636 Intergenic 

cg12846737 1.47E-10 6.45E-09 -0.923966838 -3.553889157 
 

0.358622632 0.099236878 NA 6 N_Shore NA 31276088 Intergenic 
cg11805669 1.48E-10 6.48E-09 -1.33085217 -4.698065068 

 
0.316633125 0.057370581 NA 2 S_Shore NA 157178294 Intergenic 

cg26859365 1.48E-10 6.51E-09 -0.168479012 -4.592394334 
 

0.503049148 0.072639697 NA 12 Island NA 52241186 Intergenic 
cg01886514 1.49E-10 6.53E-09 -0.400928987 -2.786060706 

 
0.445883464 0.144493524 NA 2 N_Shore NA 105478395 Intergenic 

cg19291576 1.50E-10 6.58E-09 -0.753510691 -2.924172298 
 

0.388402465 0.127700385 NA 9 Island NA 969530 Intergenic 
cg10414026 1.50E-10 6.58E-09 -2.21114054 -4.276738285 

 
0.202965593 0.05395806 NA 2 NA NA 740466 Intergenic 

cg02129603 1.51E-10 6.61E-09 0.073359784 -2.070437991 
 

0.512092126 0.211315002 NA 17 Island NA 78452552 Intergenic 
cg13132182 1.52E-10 6.62E-09 -0.045089866 -2.660625233 

 
0.503474159 0.160937968 NA 3 Island NA 74663507 Intergenic 

cg07810806 1.58E-10 6.92E-09 0.059636103 -2.452066333 
 

0.509175842 0.180673766 NA 2 Island NA 219827866 Intergenic 
cg24081688 1.59E-10 6.95E-09 -1.031573889 -3.859601543 

 
0.386616272 0.06891295 NA 1 Island NA 218338779 Intergenic 
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cg11259183 1.62E-10 7.06E-09 -2.547535336 -5.63823153 
 

0.212716349 0.023338436 NA 19 S_Shore NA 39811358 Intergenic 
cg26156256 1.63E-10 7.10E-09 -0.056202865 -3.027034797 

 
0.489399218 0.143499453 NA 1 Island NA 116370891 Intergenic 

cg08153345 1.63E-10 7.10E-09 -2.267028991 -4.973027574 
 

0.224870363 0.034367075 NA 12 Island NA 2862084 Intergenic 
cg27346037 1.63E-10 7.10E-09 -0.839951347 -3.073280445 

 
0.364013592 0.125792574 NA 6 Island NA 106442129 Intergenic 

cg06146698 1.63E-10 7.10E-09 0.77243279 -3.634169046 
 

0.619527186 0.126331169 NA 1 N_Shore NA 241587099 Intergenic 
cg10815947 1.66E-10 7.19E-09 -2.402024665 -5.300294477 

 
0.228626164 0.027117814 NA 10 Island NA 103051600 Intergenic 

cg07498624 1.66E-10 7.19E-09 -0.605535603 -3.441025982 
 

0.403401068 0.112271948 NA 16 Island NA 204831 Intergenic 
cg14202679 1.66E-10 7.20E-09 -0.851872891 -2.965428583 

 
0.382952104 0.120370958 NA 6 S_Shore NA 99276357 Intergenic 

cg16933386 1.66E-10 7.22E-09 0.941209138 -1.844438991 
 

0.643138767 0.247603077 NA 10 Island NA 124906011 Intergenic 
cg22835852 1.67E-10 7.22E-09 0.189412624 -3.267026855 

 
0.532780912 0.134458593 NA 10 Island NA 118976109 Intergenic 

cg22163674 1.67E-10 7.22E-09 -0.437227022 -2.110040483 
 

0.437131342 0.193085692 NA 15 Island NA 41877442 Intergenic 
cg18077580 1.67E-10 7.22E-09 0.558540255 -1.538871758 

 
0.588459873 0.271241363 NA 7 S_Shore NA 96655798 Intergenic 

cg16523372 1.69E-10 7.32E-09 -0.172852073 -3.000566959 
 

0.478541948 0.132168161 NA 19 Island NA 30364182 Intergenic 
cg20149137 1.71E-10 7.41E-09 -0.038756065 -4.556319679 

 
0.501306999 0.07447891 NA 1 Island NA 54204517 Intergenic 

cg02991238 1.72E-10 7.43E-09 -0.0584959 -2.289974436 
 

0.48922235 0.189758696 NA 20 Island NA 62734259 Intergenic 
cg21901277 1.75E-10 7.56E-09 -0.03615564 -2.812871698 

 
0.493963192 0.158523818 NA 2 Island NA 132152297 Intergenic 

cg14493267 1.76E-10 7.59E-09 -0.6563307 -2.494539286 
 

0.406489311 0.15565653 NA 9 Island NA 136451116 Intergenic 
cg12739584 1.76E-10 7.61E-09 -0.652747756 -3.33605794 

 
0.399336541 0.112986389 NA 6 N_Shore NA 99278991 Intergenic 

cg01085837 1.78E-10 7.66E-09 0.579590842 -3.033937074 
 

0.587375563 0.155502572 NA 12 Island NA 22094461 Intergenic 
cg18527669 1.80E-10 7.72E-09 -1.519383695 -3.755326354 

 
0.294299685 0.075354953 NA 8 N_Shore NA 144509298 Intergenic 

cg15863547 1.80E-10 7.72E-09 -3.175962746 -6.245018872 
 

0.152164009 0.015740512 NA 2 Island NA 96987704 Intergenic 
cg14712531 1.81E-10 7.77E-09 0.26494482 -3.627575661 

 
0.545079426 0.130178028 NA 6 N_Shore NA 108485043 Intergenic 

cg02570079 1.81E-10 7.77E-09 -0.644456962 -2.894374444 
 

0.409108548 0.122882533 NA 7 S_Shore NA 156814845 Intergenic 
cg23842796 1.81E-10 7.78E-09 -0.780346119 -5.040324056 

 
0.411887985 0.058204851 NA 1 S_Shore NA 156358404 Intergenic 

cg02875788 1.81E-10 7.78E-09 -0.785948744 -4.132182556 
 

0.418623891 0.071356815 NA 18 Island NA 61603679 Intergenic 
cg09528275 1.82E-10 7.80E-09 -0.604458878 -2.648259458 

 
0.411671214 0.142500782 NA 15 Island NA 99091811 Intergenic 

cg24480361 1.82E-10 7.81E-09 -1.356592582 -4.570461558 
 

0.324168027 0.05688548 NA 15 Island NA 60291880 Intergenic 
cg03470094 1.86E-10 7.95E-09 -0.129068365 -2.91487729 

 
0.495589179 0.132144211 NA 5 Island NA 172711061 Intergenic 

cg01576677 1.86E-10 7.95E-09 0.12797514 -3.276816811 
 

0.520857272 0.136942498 NA 2 Island NA 45029908 Intergenic 
cg20818417 1.86E-10 7.96E-09 0.397961684 -2.818387941 

 
0.56477012 0.167878063 NA 1 S_Shore NA 76082690 Intergenic 

cg13732857 1.89E-10 8.06E-09 0.301283115 -2.014003048 
 

0.549154205 0.219952235 NA 2 Island NA 45029729 Intergenic 
cg03111285 1.89E-10 8.06E-09 -2.889221833 -5.919121046 

 
0.173287863 0.018465841 NA 1 Island NA 230561693 Intergenic 

cg25295727 1.89E-10 8.06E-09 0.075201689 -4.015708024 
 

0.547017559 0.100601004 NA 17 Island NA 19483394 Intergenic 
cg06166932 1.91E-10 8.13E-09 0.623076265 -3.139210764 

 
0.594014144 0.154361956 NA 8 Island NA 143530800 Intergenic 

cg15261861 1.97E-10 8.40E-09 -0.870452393 -3.286659345 
 

0.381992009 0.105209394 NA 12 Island NA 54132255 Intergenic 
cg18701218 1.97E-10 8.40E-09 -0.531041719 -3.181721652 

 
0.413358182 0.125372245 NA 4 Island NA 4108947 Intergenic 

cg11165403 1.98E-10 8.40E-09 -0.946568552 -3.455084481 
 

0.392701416 0.087206729 NA 21 Island NA 48087452 Intergenic 
cg14380094 1.98E-10 8.43E-09 -0.321565639 -2.976042282 

 
0.447854968 0.141808906 NA 11 S_Shore NA 31849061 Intergenic 

cg09748952 1.99E-10 8.43E-09 -0.751487798 -2.137332309 
 

0.380333389 0.189453684 NA 17 N_Shore NA 42015369 Intergenic 
cg14941291 2.03E-10 8.61E-09 -0.080150102 -2.181560211 

 
0.485918318 0.199914951 NA 2 Island NA 176952930 Intergenic 

cg03994465 2.04E-10 8.64E-09 0.029120216 -2.049282282 
 

0.507936758 0.211187626 NA 1 Island NA 119544230 Intergenic 
cg06195987 2.04E-10 8.64E-09 -0.172530675 -3.142817971 

 
0.48590109 0.131881599 NA 7 Island NA 98100169 Intergenic 

cg05186320 2.05E-10 8.70E-09 -0.054460216 -1.536060012 
 

0.492303742 0.260860752 NA 10 N_Shore NA 124904911 Intergenic 
cg24738779 2.09E-10 8.85E-09 -2.140838914 -6.347521531 

 
0.281810733 0.017057422 NA 6 Island NA 33181143 Intergenic 

cg11817961 2.09E-10 8.86E-09 -1.258176339 -4.020703492 
 

0.322828966 0.072259079 NA 1 NA NA 39025469 Intergenic 
cg02230854 2.10E-10 8.86E-09 0.304826026 -5.541826811 

 
0.551077476 0.081393204 NA 8 Island NA 48100429 Intergenic 

cg26536189 2.10E-10 8.88E-09 -1.397036383 -4.404544218 
 

0.342812301 0.052466157 NA 1 Island NA 13840494 Intergenic 
cg25368482 2.12E-10 8.97E-09 0.671907062 -2.931651572 

 
0.611564609 0.158177679 NA 10 Island NA 47653939 Intergenic 

cg00196372 2.15E-10 9.05E-09 -2.386714721 -5.244941443 
 

0.224333518 0.030122362 NA 9 Island NA 96708288 Intergenic 
cg25997110 2.18E-10 9.18E-09 -0.019355766 -2.645173838 

 
0.500556726 0.16089598 NA 19 Island NA 31842115 Intergenic 

cg26534938 2.19E-10 9.24E-09 0.273763274 -2.686652188 
 

0.544697284 0.169856342 NA 11 Island NA 126873471 Intergenic 
cg11420768 2.21E-10 9.28E-09 0.148452849 -3.610505051 

 
0.539047535 0.112110034 NA 20 NA NA 59804421 Intergenic 

cg04493931 2.21E-10 9.28E-09 0.527562871 -3.854513787 
 

0.580659624 0.121542672 NA 21 N_Shore NA 15399653 Intergenic 
cg03934865 2.21E-10 9.29E-09 -0.878908148 -4.044033197 

 
0.389648541 0.076123965 NA 2 Island NA 198174659 Intergenic 

cg23244169 2.21E-10 9.29E-09 -0.489884873 -2.218416668 
 

0.429681491 0.180786863 NA 17 N_Shore NA 16310297 Intergenic 
cg20962117 2.23E-10 9.36E-09 -0.470828698 -2.879225324 

 
0.433321425 0.13855721 NA 9 Island NA 17907485 Intergenic 
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cg05668372 2.23E-10 9.36E-09 -0.040768211 -2.604302823 
 

0.491473322 0.166797451 NA 20 Island NA 62734251 Intergenic 
cg10527159 2.23E-10 9.36E-09 0.726332506 2.807093368 

 
0.612609103 0.861792164 NA 6 N_Shelf NA 168526327 Intergenic 

cg01926877 2.24E-10 9.38E-09 -0.916427557 -4.999705726 
 

0.399747521 0.054696548 NA 15 Island NA 96953051 Intergenic 
cg00797821 2.24E-10 9.38E-09 -2.552266105 -5.564840808 

 
0.229721112 0.021788983 NA 16 Island NA 49888944 Intergenic 

cg07354515 2.25E-10 9.43E-09 -0.32275879 -2.128866843 
 

0.450615331 0.195957984 NA 12 S_Shore NA 11653827 Intergenic 
cg27368911 2.26E-10 9.46E-09 -0.406155266 -2.625754421 

 
0.436609141 0.15822107 NA 6 NA NA 37751926 Intergenic 

cg07183447 2.27E-10 9.47E-09 -0.003602567 -2.558792958 
 

0.499302969 0.174882043 NA 10 N_Shore NA 102484107 Intergenic 
cg08166019 2.27E-10 9.47E-09 -0.119945703 -3.31952749 

 
0.481803445 0.122880445 NA 7 N_Shore NA 1264549 Intergenic 

cg18758906 2.27E-10 9.47E-09 0.54403329 -2.841592525 
 

0.586676687 0.169564058 NA 15 Island NA 84047975 Intergenic 
cg16055406 2.27E-10 9.47E-09 -0.668780005 -2.377735711 

 
0.393473332 0.171308247 NA 6 Island NA 108438667 Intergenic 

cg00978912 2.38E-10 9.91E-09 -0.688490221 -4.743367288 
 

0.383784803 0.08200576 NA 10 Island NA 81664567 Intergenic 
cg14222656 2.38E-10 9.91E-09 -0.230740138 -3.372227034 

 
0.468667338 0.11769218 NA 22 Island NA 24820518 Intergenic 

cg26888813 2.39E-10 9.93E-09 -0.969453273 -3.758421154 
 

0.364885738 0.088004986 NA 2 NA NA 60962820 Intergenic 
cg09934894 2.39E-10 9.94E-09 -1.530099605 -2.406862616 

 
0.260710932 0.160225461 NA 14 Island NA 95982881 Intergenic 

cg02339891 2.44E-10 1.01E-08 -0.141034672 -2.935192043 
 

0.476012789 0.144320737 NA 7 Island NA 1704031 Intergenic 
cg25864535 2.44E-10 1.01E-08 -1.7935998 -3.532137588 

 
0.249297007 0.082418877 NA 11 S_Shore NA 43598470 Intergenic 

cg02900332 2.44E-10 1.01E-08 -0.601737428 -3.917782624 
 

0.435268757 0.082537472 NA 10 Island NA 31892190 Intergenic 
cg20411843 2.44E-10 1.01E-08 -1.388527366 -4.052664997 

 
0.312760628 0.069133993 NA 6 N_Shelf NA 166419769 Intergenic 

cg01418261 2.45E-10 1.02E-08 -2.611011998 -4.775392853 
 

0.152559148 0.040368457 NA 1 Island NA 47697663 Intergenic 
cg23483656 2.46E-10 1.02E-08 0.077153012 -1.873926587 

 
0.51356565 0.223685509 NA 3 Island NA 64430634 Intergenic 

cg11408986 2.47E-10 1.02E-08 -0.75342698 -3.191348763 
 

0.404652454 0.108555163 NA 11 N_Shore NA 43598761 Intergenic 
cg27258933 2.48E-10 1.02E-08 -2.175032816 -4.835830586 

 
0.253429181 0.035133117 NA 6 N_Shore NA 5996657 Intergenic 

cg00302494 2.48E-10 1.03E-08 -0.596933781 -2.579229849 
 

0.419889513 0.150614736 NA 2 Island NA 237080354 Intergenic 
cg04865466 2.49E-10 1.03E-08 -0.001186041 -1.964214689 

 
0.498598561 0.218340903 NA 10 Island NA 102497478 Intergenic 

cg08126542 2.50E-10 1.03E-08 0.672271185 -1.793894262 
 

0.602498996 0.246214155 NA 6 Island NA 37504118 Intergenic 
cg22091110 2.53E-10 1.04E-08 0.82287401 -3.001178352 

 
0.624505149 0.167295097 NA 18 Island NA 5630348 Intergenic 

cg04922361 2.53E-10 1.04E-08 -0.097619728 -1.158470359 
 

0.48336144 0.312681353 NA 9 Island NA 41936510 Intergenic 
cg24442609 2.55E-10 1.05E-08 0.820510041 -2.017087295 

 
0.627472476 0.230488287 NA 19 NA NA 42071114 Intergenic 

cg10785443 2.58E-10 1.06E-08 -0.832470817 -4.237375809 
 

0.396358914 0.07799736 NA 2 Island NA 219827728 Intergenic 
cg17536603 2.58E-10 1.06E-08 -1.585063526 -4.31791201 

 
0.296596795 0.054017457 NA 2 Island NA 237087548 Intergenic 

cg14964327 2.60E-10 1.07E-08 -0.641982762 -4.031121812 
 

0.443867336 0.06571361 NA 19 Island NA 8214432 Intergenic 
cg21935519 2.62E-10 1.08E-08 0.199208887 -2.593785426 

 
0.533800387 0.176822879 NA 8 NA NA 66472955 Intergenic 

cg20531981 2.63E-10 1.08E-08 -0.061588035 -2.831778188 
 

0.49096233 0.156085785 NA 6 Island NA 100039303 Intergenic 
cg13307451 2.65E-10 1.09E-08 0.535361173 -4.777672032 

 
0.588305713 0.102837183 NA 10 Island NA 22541442 Intergenic 

cg05792368 2.67E-10 1.09E-08 0.32198158 -2.352601036 
 

0.552036337 0.196520854 NA 2 Island NA 45182217 Intergenic 
cg05613002 2.67E-10 1.09E-08 -1.393594255 -5.048949636 

 
0.312182898 0.051952628 NA 4 NA NA 27086569 Intergenic 

cg17420078 2.69E-10 1.10E-08 -1.765167792 -4.754054567 
 

0.298939126 0.041357808 NA 4 Island NA 24473643 Intergenic 
cg23223319 2.72E-10 1.11E-08 -0.989040065 -3.03485462 

 
0.358469832 0.115818402 NA 6 N_Shore NA 99292170 Intergenic 

cg06593507 2.77E-10 1.13E-08 -1.340118487 -3.755631634 
 

0.304767579 0.083769513 NA 16 Island NA 5290324 Intergenic 
cg01103672 2.80E-10 1.15E-08 -0.351396898 -2.919149112 

 
0.466141772 0.128739593 NA 3 Island NA 12917615 Intergenic 

cg07471461 2.83E-10 1.16E-08 0.742900895 -2.510565584 
 

0.616492228 0.192563614 NA 6 NA NA 37751706 Intergenic 
cg02809707 2.86E-10 1.17E-08 0.640064194 -3.53851426 

 
0.599835177 0.140385967 NA 2 Island NA 175191069 Intergenic 

cg02280281 2.86E-10 1.17E-08 -0.603609566 -3.356080209 
 

0.412516185 0.113657864 NA 2 S_Shore NA 119593949 Intergenic 
cg26027796 2.90E-10 1.18E-08 -0.434838233 -4.387346137 

 
0.472659596 0.069042534 NA 19 Island NA 55962686 Intergenic 

cg10179911 2.94E-10 1.20E-08 0.087068026 -4.216924666 
 

0.515115499 0.092621572 NA 2 N_Shore NA 154333568 Intergenic 
cg11599539 2.95E-10 1.20E-08 0.17199483 -4.116802764 

 
0.528001044 0.109039367 NA 8 Island NA 72459614 Intergenic 

cg14938772 2.95E-10 1.20E-08 -0.876660785 -2.913079913 
 

0.360832264 0.13145017 NA 4 N_Shore NA 190959027 Intergenic 
cg05507490 3.03E-10 1.23E-08 0.509223657 -1.938313239 

 
0.582362062 0.231504476 NA 2 Island NA 242808479 Intergenic 

cg25409499 3.07E-10 1.25E-08 -0.967428406 -4.815043731 
 

0.380916946 0.062470978 NA 5 Island NA 176170374 Intergenic 
cg16852685 3.15E-10 1.28E-08 -1.191040311 -3.84951556 

 
0.335118014 0.081041231 NA 4 Island NA 154712145 Intergenic 

cg02784328 3.16E-10 1.28E-08 0.414523283 2.506687865 
 

0.564336746 0.834592596 NA 8 N_Shore NA 142400693 Intergenic 
cg24663663 3.19E-10 1.29E-08 -0.764438329 -3.708725791 

 
0.389938266 0.094339605 NA 5 S_Shore NA 87986714 Intergenic 

cg05322217 3.20E-10 1.30E-08 -1.23529583 -5.039366047 
 

0.394110606 0.040313926 NA 17 Island NA 36575655 Intergenic 
cg14536096 3.20E-10 1.30E-08 -0.158350781 -3.127313169 

 
0.4915905 0.126863907 NA 20 Island NA 58509298 Intergenic 

cg21072937 3.24E-10 1.31E-08 -1.235299458 -3.372998887 
 

0.336063485 0.093101059 NA 19 Island NA 7982306 Intergenic 
cg03051374 3.25E-10 1.31E-08 -0.637680956 -2.542551446 

 
0.403575635 0.157121155 NA 14 Island NA 100204258 Intergenic 
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cg07338917 3.27E-10 1.32E-08 -0.097947268 -2.321305942 
 

0.483314225 0.18920172 NA 13 S_Shore NA 112728964 Intergenic 
cg00345443 3.29E-10 1.33E-08 0.130005786 -2.642681948 

 
0.52239694 0.174184112 NA 3 Island NA 54121778 Intergenic 

cg07056812 3.34E-10 1.35E-08 -0.200379273 -1.259240099 
 

0.465869461 0.298328133 NA 1 Island NA 148854228 Intergenic 
cg18609339 3.38E-10 1.36E-08 -3.216760849 -6.952141229 

 
0.181470669 0.010049261 NA 17 Island NA 42015557 Intergenic 

cg17679781 3.39E-10 1.37E-08 -1.032225731 -4.263225659 
 

0.357859055 0.071001378 NA 6 N_Shore NA 114663223 Intergenic 
cg00000363 3.40E-10 1.37E-08 0.506710931 -1.439988456 

 
0.584261267 0.279966028 NA 1 N_Shore NA 230560793 Intergenic 

cg04897188 3.40E-10 1.37E-08 -2.190893214 -5.011037105 
 

0.23086995 0.034949055 NA 1 Island NA 1363291 Intergenic 
cg01722423 3.40E-10 1.37E-08 -1.265783876 -5.853792038 

 
0.396001638 0.038069048 NA 1 Island NA 111150133 Intergenic 

cg19893504 3.41E-10 1.37E-08 0.980719084 -1.498008082 
 

0.652454057 0.285711061 NA 6 Island NA 150275714 Intergenic 
cg23279522 3.43E-10 1.38E-08 0.955217823 -2.205910249 

 
0.634324877 0.210783846 NA 2 N_Shore NA 66659348 Intergenic 

cg07751277 3.43E-10 1.38E-08 1.222164043 -0.890342452 
 

0.686007867 0.360807701 NA 13 N_Shore NA 100642487 Intergenic 
cg00194341 3.43E-10 1.38E-08 1.082777228 -0.680820447 

 
0.671587171 0.391034372 NA 2 N_Shore NA 114259244 Intergenic 

cg23976652 3.45E-10 1.39E-08 0.202900146 -2.263339128 
 

0.534133303 0.202347695 NA 10 Island NA 133879088 Intergenic 
cg01923692 3.48E-10 1.40E-08 -0.357140339 -3.108351479 

 
0.457629342 0.126721645 NA 16 S_Shore NA 204949 Intergenic 

cg20665459 3.50E-10 1.40E-08 0.805442869 -2.788310701 
 

0.62233294 0.176729153 NA 11 Island NA 8041551 Intergenic 
cg01196788 3.50E-10 1.40E-08 1.710982247 -1.221077528 

 
0.734576891 0.320929666 NA 2 N_Shore NA 19561709 Intergenic 

cg21664504 3.51E-10 1.41E-08 0.209227352 -1.978058971 
 

0.533721873 0.221004521 NA 8 Island NA 62052409 Intergenic 
cg18325992 3.59E-10 1.44E-08 -0.233141077 -4.371987104 

 
0.47395932 0.087113926 NA 11 S_Shore NA 43598449 Intergenic 

cg14007757 3.61E-10 1.44E-08 -1.876057839 -5.361238358 
 

0.260488954 0.037364982 NA 14 Island NA 37116408 Intergenic 
cg06635328 3.62E-10 1.45E-08 -1.603614571 -3.386413031 

 
0.265805849 0.09355151 NA 7 Island NA 1408635 Intergenic 

cg23618638 3.64E-10 1.45E-08 -2.201786087 -4.157823494 
 

0.205703087 0.057366981 NA 7 S_Shore NA 22123315 Intergenic 
cg21608600 3.65E-10 1.46E-08 0.477307346 -2.134472673 

 
0.575924749 0.215637875 NA 2 Island NA 45228716 Intergenic 

cg08770506 3.66E-10 1.46E-08 -0.346741454 -3.759999384 
 

0.476435427 0.089484313 NA 1 Island NA 111150185 Intergenic 
cg04613777 3.76E-10 1.50E-08 -1.527115709 -4.319093154 

 
0.291664134 0.062905535 NA 11 NA NA 121800550 Intergenic 

cg04293902 3.76E-10 1.50E-08 -0.105481699 -3.543082624 
 

0.482450972 0.126080549 NA 10 Island NA 134601851 Intergenic 
cg20433275 3.77E-10 1.50E-08 -0.077255547 -5.090230283 

 
0.533543355 0.071210769 NA 1 S_Shore NA 156358408 Intergenic 

cg25815229 3.78E-10 1.50E-08 0.486828932 -1.876174043 
 

0.581141869 0.227228723 NA 13 S_Shore NA 79183932 Intergenic 
cg14410589 3.80E-10 1.51E-08 0.002843355 -2.505168741 

 
0.501720096 0.17485693 NA 9 Island NA 14346834 Intergenic 

cg05849109 3.91E-10 1.55E-08 1.462181724 -1.729191088 
 

0.724946165 0.274142113 NA 5 S_Shore NA 180531288 Intergenic 
cg25324047 3.93E-10 1.56E-08 0.870106911 -2.324508194 

 
0.634406643 0.206379752 NA 10 Island NA 22765840 Intergenic 

cg01254890 3.93E-10 1.56E-08 -0.211047749 -2.87235164 
 

0.466534428 0.146906798 NA 15 N_Shore NA 60289239 Intergenic 
cg09755617 3.94E-10 1.56E-08 -0.811708503 -3.908759444 

 
0.399506774 0.08694611 NA 1 Island NA 36173937 Intergenic 

cg01364137 3.97E-10 1.57E-08 -1.877001013 -4.896441666 
 

0.286937017 0.038964853 NA 10 N_Shelf NA 8087426 Intergenic 
cg08786026 3.97E-10 1.57E-08 -0.675705479 -3.616452128 

 
0.437816466 0.08487875 NA 6 N_Shore NA 126068238 Intergenic 

cg13743300 3.97E-10 1.57E-08 -2.477193759 -3.508840187 
 

0.157635417 0.082581482 NA 22 N_Shore NA 23908225 Intergenic 
cg08952343 3.99E-10 1.58E-08 -2.228879108 -4.603854937 

 
0.227516179 0.04186565 NA 8 Island NA 19615134 Intergenic 

cg26468336 4.00E-10 1.58E-08 0.030296983 -2.322380595 
 

0.505751675 0.193085844 NA 3 S_Shore NA 55523173 Intergenic 
cg17802600 4.00E-10 1.58E-08 0.976604283 -1.848622455 

 
0.65336422 0.248395782 NA 19 Island NA 30717501 Intergenic 

cg14579864 4.04E-10 1.59E-08 1.033310636 -1.283520293 
 

0.663872525 0.310053821 NA 9 N_Shore NA 79632225 Intergenic 
cg05880330 4.05E-10 1.60E-08 -0.547324348 -3.514882186 

 
0.421215362 0.102474146 NA 3 S_Shore NA 137484517 Intergenic 

cg13731133 4.06E-10 1.60E-08 -1.4583146 -3.567312902 
 

0.284212509 0.089408338 NA 22 Island NA 30938073 Intergenic 
cg17333837 4.08E-10 1.61E-08 -0.998520694 -4.459645582 

 
0.376418401 0.06792709 NA 6 Island NA 30431563 Intergenic 

cg21754854 4.10E-10 1.61E-08 -0.252985838 -3.459171259 
 

0.47202141 0.113980969 NA 7 Island NA 96646127 Intergenic 
cg08378017 4.10E-10 1.61E-08 -0.6019998 -5.38661635 

 
0.453700601 0.062278771 NA 2 Island NA 105760444 Intergenic 

cg23999695 4.11E-10 1.61E-08 0.303814778 -4.340093258 
 

0.588535913 0.095786009 NA 15 Island NA 89943625 Intergenic 
cg24357447 4.20E-10 1.65E-08 -0.999926938 -3.231844881 

 
0.3628785 0.102776048 NA 15 Island NA 99091802 Intergenic 

cg01968402 4.21E-10 1.65E-08 -0.713083887 -4.130382242 
 

0.410968268 0.084396445 NA 6 N_Shore NA 137817775 Intergenic 
cg19478951 4.23E-10 1.66E-08 0.552227106 -1.604502842 

 
0.59203257 0.268994645 NA 10 Island NA 133879084 Intergenic 

cg26113809 4.24E-10 1.66E-08 -0.409665591 -2.95627891 
 

0.44541917 0.133240597 NA 12 Island NA 54132180 Intergenic 
cg02232273 4.25E-10 1.66E-08 -2.925398962 -5.697340367 

 
0.159162333 0.02327521 NA 17 Island NA 36575576 Intergenic 

cg16865953 4.29E-10 1.68E-08 0.622667386 -2.101960879 
 

0.599798239 0.222776301 NA 2 N_Shore NA 66808261 Intergenic 
cg26119543 4.29E-10 1.68E-08 0.904370752 -2.974467501 

 
0.638387633 0.167923526 NA 1 N_Shore NA 241587126 Intergenic 

cg12715213 4.42E-10 1.73E-08 -0.053889388 -3.000958785 
 

0.491180518 0.147314305 NA 6 N_Shore NA 99275622 Intergenic 
cg21198550 4.42E-10 1.73E-08 -0.981912638 -3.815266947 

 
0.35070193 0.088162989 NA 5 S_Shore NA 72596701 Intergenic 

cg11075754 4.43E-10 1.73E-08 -1.482885267 -3.112002742 
 

0.293341884 0.104409428 NA 4 Island NA 53617448 Intergenic 
cg09344183 4.43E-10 1.73E-08 0.426765277 -2.690291767 

 
0.57049363 0.178094429 NA 2 Island NA 175205785 Intergenic 
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cg02976699 4.44E-10 1.73E-08 -0.711978503 -3.036560864 
 

0.394321856 0.126705611 NA 9 Island NA 17907163 Intergenic 
cg03832162 4.45E-10 1.73E-08 0.893038756 -2.489085612 

 
0.640352811 0.199896003 NA 2 Island NA 145281739 Intergenic 

cg03622263 4.45E-10 1.73E-08 -0.863023319 1.068730029 
 

0.35903851 0.665673972 NA 9 N_Shore NA 126101308 Intergenic 
cg09334277 4.55E-10 1.77E-08 0.404843945 -2.577259686 

 
0.560875007 0.178478501 NA 10 Island NA 119312077 Intergenic 

cg26526374 4.56E-10 1.77E-08 0.259177562 -3.295437246 
 

0.540913226 0.139427635 NA 10 Island NA 109674854 Intergenic 
cg26057523 4.56E-10 1.77E-08 -0.185299298 -4.731529225 

 
0.557877074 0.048387995 NA 13 Island NA 79182969 Intergenic 

cg10476112 4.58E-10 1.78E-08 0.336472083 -2.704293078 
 

0.546209084 0.168491996 NA 2 Island NA 45241222 Intergenic 
cg26164151 4.60E-10 1.79E-08 0.47451976 -1.250190128 

 
0.576494547 0.305051959 NA 11 Island NA 44749353 Intergenic 

cg20911831 4.62E-10 1.79E-08 -1.198543051 -3.049253487 
 

0.320062592 0.116127103 NA 16 Island NA 863884 Intergenic 
cg15575683 4.65E-10 1.80E-08 -0.167405111 -1.755932779 

 
0.478113215 0.235620733 NA 1 S_Shore NA 156358612 Intergenic 

cg15228928 4.65E-10 1.80E-08 0.565104781 -2.63924601 
 

0.58380597 0.183251376 NA 13 Island NA 112727521 Intergenic 
cg25405984 4.67E-10 1.81E-08 -1.604713895 -3.9841341 

 
0.312095466 0.06011767 NA 10 Island NA 31074039 Intergenic 

cg04317492 4.68E-10 1.81E-08 -2.174252787 -6.178249054 
 

0.282122252 0.017976472 NA 15 Island NA 41877806 Intergenic 
cg27478242 4.68E-10 1.81E-08 0.672182651 -1.701543135 

 
0.612358466 0.250189872 NA 12 Island NA 54611928 Intergenic 

cg01937055 4.72E-10 1.82E-08 0.109959143 -2.149689834 
 

0.517981893 0.202453922 NA 19 Island NA 23654159 Intergenic 
cg10623600 4.78E-10 1.84E-08 -0.235342443 -2.754376934 

 
0.471084159 0.150276059 NA 1 Island NA 156405249 Intergenic 

cg24673771 4.78E-10 1.85E-08 -1.049985416 -4.924335133 
 

0.389684281 0.055538349 NA 2 Island NA 45180267 Intergenic 
cg04812475 4.81E-10 1.86E-08 0.81677678 -3.981458906 

 
0.636329531 0.107627427 NA 9 Island NA 17906561 Intergenic 

cg01166145 4.81E-10 1.86E-08 0.664432622 -1.657099199 
 

0.606201363 0.261969604 NA 4 N_Shore NA 55093692 Intergenic 
cg15792653 4.84E-10 1.86E-08 -0.102552189 -2.267851526 

 
0.479038805 0.186913019 NA 10 N_Shore NA 118924342 Intergenic 

cg04363624 4.95E-10 1.91E-08 -0.906844001 -4.946304406 
 

0.413031678 0.055850811 NA 1 Island NA 47697965 Intergenic 
cg10943249 4.98E-10 1.91E-08 0.517565527 -3.037633373 

 
0.585145709 0.14739362 NA 15 N_Shore NA 53097289 Intergenic 

cg17456678 4.98E-10 1.91E-08 -0.558221603 -3.676531118 
 

0.421321105 0.101711913 NA 2 Island NA 119532314 Intergenic 
cg02583633 4.99E-10 1.92E-08 0.383814322 -3.042522468 

 
0.564034839 0.162004753 NA 2 Island NA 175192013 Intergenic 

cg01603079 5.02E-10 1.93E-08 -1.785692908 -3.632909741 
 

0.239638126 0.083123136 NA 10 Island NA 102976327 Intergenic 
cg16064097 5.03E-10 1.93E-08 -0.469298084 -3.898190164 

 
0.463994376 0.086628545 NA 1 Island NA 46955990 Intergenic 

cg00141174 5.11E-10 1.96E-08 -1.849685536 -3.787946558 
 

0.253424172 0.070645581 NA 9 Island NA 129276572 Intergenic 
cg08871101 5.16E-10 1.98E-08 -0.565574972 -2.347804327 

 
0.407582732 0.177184063 NA 2 Island NA 45182340 Intergenic 

cg04930630 5.16E-10 1.98E-08 0.855673748 -2.106946927 
 

0.625731745 0.222911381 NA 16 Island NA 86542422 Intergenic 
cg08668551 5.17E-10 1.98E-08 0.321158303 -2.96651156 

 
0.552919302 0.161901804 NA 11 Island NA 126873181 Intergenic 

cg25335557 5.18E-10 1.98E-08 -0.277750382 -2.539330145 
 

0.466078457 0.16284831 NA 2 Island NA 237082393 Intergenic 
cg13966878 5.23E-10 2.00E-08 0.064884443 -3.009957443 

 
0.510857269 0.154115839 NA 15 NA NA 54270693 Intergenic 

cg01284881 5.27E-10 2.01E-08 -1.350654645 -5.585521561 
 

0.336786752 0.037838874 NA 12 Island NA 8123543 Intergenic 
cg21165221 5.27E-10 2.01E-08 0.766986068 -1.696954387 

 
0.620941654 0.261711661 NA 2 Island NA 237078166 Intergenic 

cg06162375 5.27E-10 2.01E-08 -1.895737709 -4.709890378 
 

0.293580717 0.038235653 NA 17 Island NA 34839162 Intergenic 
cg01595640 5.29E-10 2.02E-08 0.504381392 -3.143844963 

 
0.582824052 0.156797947 NA 4 N_Shore NA 185938253 Intergenic 

cg01937780 5.40E-10 2.06E-08 -0.058728015 -2.172461021 
 

0.489545615 0.19924335 NA 5 S_Shore NA 72596939 Intergenic 
cg21303803 5.42E-10 2.07E-08 0.238016947 -5.556188818 

 
0.569054432 0.073775726 NA 21 Island NA 46352084 Intergenic 

cg00740691 5.45E-10 2.07E-08 -2.246458789 -5.802866333 
 

0.269931489 0.022197423 NA 17 Island NA 2680064 Intergenic 
cg00635780 5.48E-10 2.09E-08 -1.325454932 -3.620404471 

 
0.30361621 0.091494943 NA 6 NA NA 130088683 Intergenic 

cg17547875 5.57E-10 2.12E-08 -0.502061062 -2.933601338 
 

0.420326316 0.140147068 NA 5 NA NA 173400146 Intergenic 
cg05713954 5.58E-10 2.12E-08 0.772658857 -1.654487821 

 
0.625425267 0.265454781 NA 16 NA NA 49518536 Intergenic 

cg00643341 5.61E-10 2.13E-08 -0.97211287 -3.530399873 
 

0.356923139 0.098645149 NA 15 Island NA 89147847 Intergenic 
cg16522491 5.62E-10 2.13E-08 0.494241492 -1.531115441 

 
0.579632326 0.27248732 NA 14 S_Shore NA 105310639 Intergenic 

cg14689219 5.65E-10 2.14E-08 0.110024029 -5.433906845 
 

0.540514668 0.067775734 NA 17 Island NA 58217357 Intergenic 
cg05752685 5.70E-10 2.16E-08 -2.221577386 -6.291413239 

 
0.30474857 0.01523775 NA 11 Island NA 74952787 Intergenic 

cg05798720 5.81E-10 2.20E-08 0.324690555 -2.532160049 
 

0.557314271 0.176418208 NA 18 Island NA 24235718 Intergenic 
cg22065923 5.82E-10 2.20E-08 0.227805555 -2.152526197 

 
0.537251973 0.211179333 NA 22 Island NA 30938383 Intergenic 

cg03716591 5.90E-10 2.23E-08 -0.492867347 -2.451163963 
 

0.424909452 0.16344433 NA 5 N_Shore NA 1653609 Intergenic 
cg25903779 5.93E-10 2.24E-08 -0.857070856 -4.054518751 

 
0.408933539 0.073606882 NA 15 Island NA 68128025 Intergenic 

cg19320275 5.93E-10 2.24E-08 -1.426819114 -4.570557899 
 

0.348304314 0.050330445 NA 21 Island NA 47063408 Intergenic 
cg26789634 5.96E-10 2.25E-08 -1.997041631 -2.936412919 

 
0.203347635 0.117932967 NA 9 Island NA 70152283 Intergenic 

cg24767731 5.97E-10 2.26E-08 -0.615413194 -2.992908677 
 

0.419199849 0.127269197 NA 5 NA NA 1380632 Intergenic 
cg15926776 5.98E-10 2.26E-08 0.124591338 -2.184433566 

 
0.51888179 0.203319352 NA 1 Island NA 50893730 Intergenic 

cg24841822 6.00E-10 2.26E-08 0.028442979 -2.722672515 
 

0.501689279 0.162619999 NA 20 N_Shore NA 37358077 Intergenic 
cg17722884 6.00E-10 2.26E-08 -0.280968105 -2.714439648 

 
0.455056234 0.155454712 NA 1 Island NA 39283895 Intergenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S7 
 

cg04557197 6.00E-10 2.26E-08 -0.084253868 -1.958079555 
 

0.490108329 0.217656158 NA 17 Island NA 77764992 Intergenic 
cg26776269 6.05E-10 2.28E-08 0.890604243 -1.632523738 

 
0.638363521 0.269708787 NA 20 S_Shore NA 60541082 Intergenic 

cg09184832 6.08E-10 2.29E-08 -0.323419118 -3.2403296 
 

0.474778841 0.120179376 NA 6 Island NA 79620586 Intergenic 
cg08837744 6.09E-10 2.29E-08 1.093186531 3.078325184 

 
0.656792382 0.888341294 NA 2 NA NA 200616066 Intergenic 

cg03948870 6.15E-10 2.31E-08 -0.781748702 -2.925124508 
 

0.386581057 0.128291505 NA 9 N_Shore NA 126770454 Intergenic 
cg03654433 6.25E-10 2.35E-08 -0.195965455 -3.391136633 

 
0.48445301 0.124698526 NA 5 Island NA 176170566 Intergenic 

cg07161721 6.31E-10 2.37E-08 0.211512455 -3.494993197 
 

0.533413642 0.137672246 NA 8 Island NA 72459953 Intergenic 
cg03863591 6.34E-10 2.38E-08 1.116953113 -1.545031862 

 
0.67876089 0.278138048 NA 4 Island NA 6565035 Intergenic 

cg26155867 6.36E-10 2.38E-08 -1.039994546 -2.718965132 
 

0.333605308 0.143348492 NA 13 S_Shore NA 100644276 Intergenic 
cg08084860 6.42E-10 2.41E-08 -0.555032817 -3.116466428 

 
0.436361383 0.119230186 NA 2 Island NA 237080340 Intergenic 

cg18205770 6.43E-10 2.41E-08 0.754789604 -1.745272407 
 

0.61952752 0.256473446 NA 5 S_Shore NA 87439353 Intergenic 
cg18674340 6.43E-10 2.41E-08 -2.708502289 -5.503520797 

 
0.188334401 0.024268141 NA 17 Island NA 45867686 Intergenic 

cg15799226 6.47E-10 2.42E-08 -0.139047729 -2.830216612 
 

0.484987624 0.145192027 NA 15 N_Shore NA 68115192 Intergenic 
cg12594001 6.48E-10 2.42E-08 -0.439397348 -2.45623637 

 
0.426788703 0.173852967 NA 4 N_Shore NA 41753227 Intergenic 

cg25851597 6.49E-10 2.42E-08 0.438952665 -2.947101502 
 

0.571117124 0.166598735 NA 15 NA NA 89248474 Intergenic 
cg03447967 6.51E-10 2.43E-08 0.847021285 -1.80849438 

 
0.633878748 0.253103037 NA 2 N_Shore NA 45163099 Intergenic 

cg19451167 6.54E-10 2.44E-08 -0.383108415 -3.610736653 
 

0.457828602 0.108123323 NA 7 S_Shore NA 96655981 Intergenic 
cg00003305 6.57E-10 2.45E-08 1.514189039 -1.519380397 

 
0.724541252 0.28866031 NA 19 Island NA 30715645 Intergenic 

cg22652286 6.60E-10 2.46E-08 0.082518636 -2.587063283 
 

0.512962235 0.17120753 NA 17 Island NA 53922879 Intergenic 
cg08877463 6.63E-10 2.47E-08 0.426356938 2.034254296 

 
0.568091849 0.795123154 NA 1 NA NA 17520718 Intergenic 

cg10594709 6.64E-10 2.47E-08 -1.556845694 -6.397044804 
 

0.365597698 0.031000638 NA 8 Island NA 144489858 Intergenic 
cg10636745 6.72E-10 2.50E-08 0.313122831 -2.994430529 

 
0.555496841 0.154008551 NA 1 NA NA 101775181 Intergenic 

cg15072319 6.74E-10 2.50E-08 0.952114344 -3.207578619 
 

0.649345467 0.172530612 NA 1 Island NA 156405924 Intergenic 
cg16910251 6.75E-10 2.51E-08 -0.461945517 -3.872870473 

 
0.463804265 0.077296897 NA 4 Island NA 1515209 Intergenic 

cg06854015 6.77E-10 2.51E-08 -0.456133362 -2.072187956 
 

0.427465283 0.202154067 NA 3 Island NA 14852042 Intergenic 
cg25427233 6.90E-10 2.56E-08 0.484898031 -2.640705658 

 
0.575387465 0.180782905 NA 11 Island NA 120435560 Intergenic 

cg19300924 6.91E-10 2.56E-08 -0.72206679 -2.552199647 
 

0.38843961 0.156655338 NA 1 S_Shore NA 119536064 Intergenic 
cg16663900 6.94E-10 2.57E-08 -0.662755653 -5.483934357 

 
0.506504075 0.040390913 NA 10 Island NA 22540745 Intergenic 

cg22653139 6.94E-10 2.57E-08 -0.653230397 -2.49322445 
 

0.405984481 0.159517242 NA 2 N_Shore NA 73142088 Intergenic 
cg20583872 6.96E-10 2.58E-08 -1.125983275 -3.707748694 

 
0.343378464 0.087059142 NA 2 S_Shore NA 119532574 Intergenic 

cg08821504 6.97E-10 2.58E-08 -0.928020164 -3.913441331 
 

0.391291476 0.080252529 NA 17 NA NA 30411125 Intergenic 
cg20439030 6.99E-10 2.59E-08 -0.249079312 -3.74894378 

 
0.500829071 0.095957677 NA 19 NA NA 34359847 Intergenic 

cg26991025 7.00E-10 2.59E-08 -0.022222621 -2.656944845 
 

0.49443223 0.166539482 NA 15 N_Shore NA 99091228 Intergenic 
cg03331123 7.03E-10 2.60E-08 -2.219811362 -3.047210182 

 
0.179109997 0.109481645 NA 5 Island NA 67511540 Intergenic 

cg04745384 7.07E-10 2.61E-08 0.221380539 -1.533789112 
 

0.541648295 0.266577291 NA 12 Island NA 52242468 Intergenic 
cg23413104 7.12E-10 2.62E-08 -0.277148356 -2.090856796 

 
0.460587903 0.200746467 NA 2 Island NA 118982263 Intergenic 

cg22356726 7.16E-10 2.64E-08 0.251447594 -2.778801702 
 

0.551711136 0.15637451 NA 10 Island NA 91597320 Intergenic 
cg10508760 7.17E-10 2.64E-08 0.135074178 -2.487562378 

 
0.537261993 0.170921925 NA 1 Island NA 166853789 Intergenic 

cg12169233 7.22E-10 2.66E-08 -0.185846755 -3.396840345 
 

0.482234663 0.120406162 NA 19 Island NA 11959578 Intergenic 
cg26248173 7.23E-10 2.66E-08 -0.462174183 -4.650980519 

 
0.499700538 0.065345918 NA 1 Island NA 166853578 Intergenic 

cg14080155 7.25E-10 2.67E-08 -1.159346722 -4.080680817 
 

0.37411379 0.065909661 NA 2 Island NA 45179727 Intergenic 
cg26365254 7.49E-10 2.75E-08 0.155534404 2.15784334 

 
0.526993715 0.805695223 NA 1 S_Shelf NA 157952118 Intergenic 

cg26497768 7.60E-10 2.79E-08 1.503460761 -0.142827416 
 

0.7280432 0.475843468 NA 5 NA NA 170763941 Intergenic 
cg06602333 7.66E-10 2.81E-08 0.471731837 -2.611899383 

 
0.582773677 0.176525517 NA 19 N_Shore NA 30215101 Intergenic 

cg09247459 7.68E-10 2.82E-08 0.268737769 -2.146087367 
 

0.547685654 0.207162818 NA 19 S_Shore NA 30364939 Intergenic 
cg27081103 7.70E-10 2.82E-08 -1.0943283 -3.345399011 

 
0.337322996 0.104377137 NA 16 N_Shore NA 3241159 Intergenic 

cg08855856 7.77E-10 2.84E-08 -0.257657662 -2.834923485 
 

0.467845318 0.148416675 NA 22 N_Shore NA 32571819 Intergenic 
cg01513307 7.77E-10 2.84E-08 1.027870817 -1.515619272 

 
0.661825915 0.284753631 NA 6 Island NA 108479557 Intergenic 

cg22595526 7.85E-10 2.87E-08 -2.037334519 -4.219208165 
 

0.221419845 0.058456558 NA 2 NA NA 740718 Intergenic 
cg23605284 7.87E-10 2.88E-08 0.909087245 -1.370467116 

 
0.634271112 0.295423479 NA 10 Island NA 131764280 Intergenic 

cg23022785 7.90E-10 2.89E-08 -2.058056133 -4.612115467 
 

0.260140116 0.041691441 NA 20 S_Shore NA 10153355 Intergenic 
cg09642925 8.00E-10 2.92E-08 -0.147149704 -2.910985161 

 
0.475445268 0.149482152 NA 2 Island NA 114261793 Intergenic 

cg12673377 8.06E-10 2.94E-08 0.695911621 -1.041545619 
 

0.610100959 0.335826781 NA 7 NA NA 1388271 Intergenic 
cg03714573 8.06E-10 2.94E-08 0.359139633 -3.878434326 

 
0.558153048 0.123475277 NA 1 Island NA 91172770 Intergenic 

cg14472086 8.08E-10 2.95E-08 -1.766702537 -3.91939021 
 

0.276199055 0.064102274 NA 9 S_Shore NA 107730925 Intergenic 
cg10967191 8.12E-10 2.96E-08 -1.075058265 -3.328633591 

 
0.358164078 0.097087496 NA 16 Island NA 49888604 Intergenic 
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cg00404838 8.20E-10 2.99E-08 -1.11982903 -4.008865579 
 

0.326250034 0.087881232 NA 10 Island NA 22764922 Intergenic 
cg17725100 8.22E-10 2.99E-08 0.090719157 -2.797069794 

 
0.514688006 0.167375992 NA 1 Island NA 111098247 Intergenic 

cg17437820 8.26E-10 3.00E-08 -2.74455532 -5.361181643 
 

0.183173212 0.027889858 NA 19 Island NA 48794509 Intergenic 
cg27077033 8.28E-10 3.01E-08 0.472882372 -1.927675455 

 
0.575547841 0.234150214 NA 14 S_Shore NA 105311009 Intergenic 

cg18738814 8.30E-10 3.01E-08 0.85968743 -2.612160091 
 

0.631259153 0.196382921 NA 5 Island NA 92385 Intergenic 
cg03148140 8.38E-10 3.04E-08 -0.639023958 -2.171838354 

 
0.404478073 0.184984477 NA 4 Island NA 113626831 Intergenic 

cg04038179 8.39E-10 3.05E-08 0.099881288 -2.751772897 
 

0.520607073 0.164109761 NA 7 Island NA 127806902 Intergenic 
cg00056074 8.45E-10 3.06E-08 -0.925184839 -3.525825388 

 
0.391865001 0.090397594 NA 2 Island NA 131485150 Intergenic 

cg24397815 8.46E-10 3.07E-08 -1.937283598 -4.190940428 
 

0.266385938 0.052718277 NA 1 Island NA 50798944 Intergenic 
cg16782935 8.47E-10 3.07E-08 0.023519403 -4.554313448 

 
0.532299527 0.085806739 NA 10 Island NA 22540824 Intergenic 

cg12916710 8.57E-10 3.10E-08 0.143233451 -2.867458476 
 

0.522827619 0.163475741 NA 15 NA NA 84034253 Intergenic 
cg08943116 8.69E-10 3.14E-08 -0.271113099 1.547878565 

 
0.456095958 0.735818616 NA 1 NA NA 163380628 Intergenic 

cg04819760 8.71E-10 3.15E-08 0.771753957 -2.11407212 
 

0.616756259 0.221213827 NA 10 Island NA 22765645 Intergenic 
cg24751928 8.72E-10 3.15E-08 -3.871409173 -4.941656681 

 
0.065019222 0.033176733 NA 20 Island NA 55964459 Intergenic 

cg20188733 8.72E-10 3.15E-08 -1.884553627 -4.7718434 
 

0.287708354 0.041357288 NA 22 Island NA 42311055 Intergenic 
cg01247522 8.77E-10 3.16E-08 0.858915012 -2.866794117 

 
0.635049645 0.178832273 NA 8 Island NA 140716991 Intergenic 

cg13053505 8.81E-10 3.18E-08 -1.174628003 -3.403109766 
 

0.342669865 0.093828852 NA 4 N_Shore NA 4854459 Intergenic 
cg18193764 8.87E-10 3.20E-08 0.14658104 -3.908378597 

 
0.522199153 0.120068526 NA 5 S_Shore NA 134879961 Intergenic 

cg01920334 8.88E-10 3.20E-08 -1.961598586 -4.90880263 
 

0.272653148 0.038934072 NA 21 Island NA 48087978 Intergenic 
cg15717225 8.98E-10 3.23E-08 0.636762543 -1.989264325 

 
0.601417569 0.231336179 NA 6 NA NA 30449254 Intergenic 

cg13368519 9.08E-10 3.27E-08 -0.320980543 -4.171315836 
 

0.463522286 0.096949878 NA 1 Island NA 50893149 Intergenic 
cg24083646 9.10E-10 3.28E-08 -0.788666827 -3.32988062 

 
0.402171734 0.100778941 NA 19 Island NA 30334681 Intergenic 

cg21510348 9.11E-10 3.28E-08 0.967131753 -1.197039491 
 

0.650126774 0.318646421 NA 5 S_Shore NA 72596752 Intergenic 
cg11931727 9.16E-10 3.29E-08 0.089759219 -2.606731206 

 
0.510791631 0.174089932 NA 2 NA NA 58655790 Intergenic 

cg16595760 9.20E-10 3.31E-08 0.022507282 -3.468472078 
 

0.501944534 0.124374666 NA 20 Island NA 709016 Intergenic 
cg08854397 9.26E-10 3.32E-08 1.475632831 -2.274137609 

 
0.709106809 0.232321025 NA 19 N_Shore NA 30716182 Intergenic 

cg06556218 9.28E-10 3.33E-08 0.621234056 -2.196110509 
 

0.591372823 0.212844038 NA 1 N_Shore NA 39269537 Intergenic 
cg18937827 9.30E-10 3.33E-08 0.806761403 -3.253555041 

 
0.634265021 0.155303679 NA 10 Island NA 27547704 Intergenic 

cg09095892 9.38E-10 3.36E-08 0.03862528 -2.906470541 
 

0.522583003 0.145776683 NA 10 Island NA 91597207 Intergenic 
cg26798452 9.41E-10 3.37E-08 -0.668974015 -2.957037757 

 
0.414928703 0.123723031 NA 1 Island NA 31158026 Intergenic 

cg26769720 9.62E-10 3.44E-08 0.19959005 -2.865883068 
 

0.526947766 0.160197791 NA 7 Island NA 121950506 Intergenic 
cg09831026 9.74E-10 3.48E-08 0.167900638 -3.796989783 

 
0.514963335 0.122625226 NA 12 S_Shore NA 133485765 Intergenic 

cg20147819 9.74E-10 3.48E-08 -2.300319954 -5.704176291 
 

0.261530836 0.023909871 NA 17 Island NA 35078843 Intergenic 
cg05385164 9.78E-10 3.49E-08 -1.15096083 -4.38406837 

 
0.369711959 0.059856368 NA 12 Island NA 54144855 Intergenic 

cg25506797 9.83E-10 3.51E-08 0.077310493 -2.8542514 
 

0.512411135 0.15944247 NA 10 Island NA 133850760 Intergenic 
cg18475643 9.85E-10 3.51E-08 0.587320884 -3.959159323 

 
0.604797896 0.122867891 NA 1 Island NA 46956496 Intergenic 

cg14468913 9.93E-10 3.54E-08 -0.333216483 -3.562744914 
 

0.490307298 0.087549254 NA 1 Island NA 218338809 Intergenic 
cg06102678 9.99E-10 3.56E-08 0.902996669 -0.863010459 

 
0.640186686 0.360656127 NA 8 Island NA 81491328 Intergenic 

cg12786945 1.00E-09 3.57E-08 -0.176009819 -4.7993333 
 

0.468501196 0.091426755 NA 3 Island NA 13324760 Intergenic 
cg00881585 1.02E-09 3.62E-08 0.510091017 -2.437171354 

 
0.578062172 0.194058437 NA 4 N_Shore NA 41753568 Intergenic 

cg07682041 1.02E-09 3.64E-08 -1.042471724 -2.80492587 
 

0.342844004 0.133977074 NA 5 NA NA 170763967 Intergenic 
cg25951934 1.03E-09 3.65E-08 0.039923601 -2.726958016 

 
0.523500509 0.148951697 NA 5 Island NA 172711054 Intergenic 

cg00754688 1.03E-09 3.65E-08 -1.007417776 -4.625417342 
 

0.399869645 0.061592453 NA 2 Island NA 225307499 Intergenic 
cg15489005 1.04E-09 3.68E-08 0.310818325 -2.439802263 

 
0.549957195 0.192254511 NA 1 Island NA 39044328 Intergenic 

cg13574883 1.06E-09 3.75E-08 1.200239191 -1.5669292 
 

0.680512855 0.28118187 NA 7 Island NA 1705861 Intergenic 
cg09432613 1.07E-09 3.79E-08 -1.821976673 -5.48803211 

 
0.272489962 0.041406223 NA 10 Island NA 102497520 Intergenic 

cg04153822 1.07E-09 3.80E-08 -1.078033744 -3.700101365 
 

0.365999055 0.079541864 NA 3 N_Shore NA 184231187 Intergenic 
cg00134645 1.07E-09 3.80E-08 -0.468832608 -2.954206692 

 
0.434637668 0.134994987 NA 5 N_Shore NA 76940989 Intergenic 

cg05946694 1.08E-09 3.82E-08 -1.422600584 -3.848797539 
 

0.328108655 0.068924725 NA 6 N_Shore NA 35732268 Intergenic 
cg11236727 1.08E-09 3.82E-08 1.714108722 -1.212050453 

 
0.750198228 0.331672479 NA 2 N_Shore NA 119609592 Intergenic 

cg07091207 1.08E-09 3.82E-08 -1.389814268 -3.507447338 
 

0.302321826 0.090822999 NA 7 Island NA 1708892 Intergenic 
cg25845367 1.08E-09 3.82E-08 -0.118075982 -2.446260966 

 
0.479490863 0.175799863 NA 13 S_Shelf NA 100627175 Intergenic 

cg00087316 1.09E-09 3.87E-08 0.173613679 -1.636575234 
 

0.525734092 0.254141292 NA 4 N_Shore NA 180978709 Intergenic 
cg01996714 1.10E-09 3.88E-08 -0.464792535 -3.052898509 

 
0.422701201 0.13799489 NA 20 Island NA 3220839 Intergenic 

cg27432847 1.10E-09 3.88E-08 -0.663456894 -4.110070806 
 

0.429603054 0.083419205 NA 4 Island NA 113444372 Intergenic 
cg01514415 1.10E-09 3.88E-08 -1.201095638 -3.978715605 

 
0.345600727 0.07390288 NA 1 Island NA 6301951 Intergenic 
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cg19615721 1.11E-09 3.90E-08 -2.076206047 -3.942464473 
 

0.226349026 0.064049719 NA 14 N_Shore NA 32671389 Intergenic 
cg17459443 1.11E-09 3.91E-08 0.192725744 -1.988636 

 
0.531976799 0.219153843 NA 17 N_Shore NA 6559109 Intergenic 

cg01393632 1.11E-09 3.92E-08 -0.783438924 -3.173780076 
 

0.390132777 0.11473276 NA 12 S_Shore NA 103344685 Intergenic 
cg05857758 1.11E-09 3.92E-08 0.393042486 -2.351398182 

 
0.563589195 0.200192109 NA 22 Island NA 46263463 Intergenic 

cg12594716 1.14E-09 4.03E-08 -1.943853563 -4.696230128 
 

0.288089287 0.039100976 NA 6 Island NA 108479070 Intergenic 
cg06125484 1.15E-09 4.05E-08 -0.188065078 -3.474096119 

 
0.491371801 0.110462244 NA 4 Island NA 4855125 Intergenic 

cg08124446 1.15E-09 4.05E-08 -0.244694256 -2.938111869 
 

0.484886249 0.133843574 NA 11 N_Shore NA 43596529 Intergenic 
cg24218295 1.15E-09 4.05E-08 -0.161147141 -3.193962783 

 
0.47483856 0.134524287 NA 19 Island NA 30015820 Intergenic 

cg24461742 1.16E-09 4.06E-08 0.432470003 2.851046709 
 

0.559815376 0.860459082 NA 10 NA NA 77359124 Intergenic 
cg14024242 1.16E-09 4.06E-08 0.561929005 -1.445973026 

 
0.586083879 0.282012657 NA 9 Island NA 1042869 Intergenic 

cg08229672 1.16E-09 4.06E-08 -0.060996465 -2.779711602 
 

0.500402593 0.151836753 NA 5 N_Shelf NA 50675192 Intergenic 
cg07003558 1.16E-09 4.06E-08 0.540642467 -1.53711598 

 
0.587246627 0.276306753 NA 16 NA NA 55404939 Intergenic 

cg12109883 1.17E-09 4.10E-08 -0.139281627 1.603741854 
 

0.47990818 0.742953793 NA 15 NA NA 70489053 Intergenic 
cg09806318 1.17E-09 4.10E-08 0.00493371 -1.963316841 

 
0.499330635 0.220333611 NA 6 Island NA 1383064 Intergenic 

cg11723397 1.17E-09 4.10E-08 -2.437829695 -6.454640199 
 

0.232867435 0.017456134 NA 2 NA NA 60962862 Intergenic 
cg07372034 1.18E-09 4.12E-08 -0.975516768 -3.611445958 

 
0.379357207 0.088852144 NA 22 NA NA 48486164 Intergenic 

cg09892426 1.18E-09 4.13E-08 0.373458229 -4.633686093 
 

0.570329603 0.106623375 NA 1 N_Shore NA 241587493 Intergenic 
cg05180985 1.19E-09 4.15E-08 0.667911174 -2.725753263 

 
0.604978753 0.182916154 NA 2 Island NA 66660665 Intergenic 

cg04780572 1.19E-09 4.16E-08 1.085625718 -3.039359997 
 

0.663004499 0.176339342 NA 1 N_Shore NA 111097901 Intergenic 
cg26853061 1.20E-09 4.20E-08 -0.853658874 -2.673496645 

 
0.367471999 0.146532758 NA 2 N_Shore NA 45229337 Intergenic 

cg18560502 1.21E-09 4.21E-08 -0.851816952 -3.502858313 
 

0.36127202 0.112515876 NA 19 Island NA 42028551 Intergenic 
cg09623279 1.21E-09 4.21E-08 0.470616984 2.162186104 

 
0.575718419 0.806821185 NA 10 NA NA 45395734 Intergenic 

cg07372932 1.22E-09 4.25E-08 -0.635627824 -2.646405624 
 

0.410469158 0.147012674 NA 6 Island NA 1381827 Intergenic 
cg10883854 1.22E-09 4.25E-08 -0.299988965 -2.484593237 

 
0.45902902 0.168103942 NA 12 N_Shore NA 114029248 Intergenic 

cg02994187 1.24E-09 4.30E-08 1.245009231 -1.148362715 
 

0.694135951 0.325123559 NA 6 Island NA 30431860 Intergenic 
cg23627335 1.24E-09 4.31E-08 -0.828129788 -3.576935435 

 
0.401485128 0.089135629 NA 6 S_Shore NA 17102653 Intergenic 

cg15515258 1.24E-09 4.32E-08 0.802751411 -2.19390614 
 

0.622840117 0.218971343 NA 13 S_Shore NA 112728932 Intergenic 
cg05092308 1.25E-09 4.35E-08 0.717695016 -1.867352562 

 
0.613519561 0.241104348 NA 2 N_Shore NA 63285365 Intergenic 

cg14709794 1.26E-09 4.37E-08 -2.850472216 -4.664699133 
 

0.155802488 0.038458212 NA 5 Island NA 172710865 Intergenic 
cg13108646 1.26E-09 4.38E-08 1.075544881 -1.783175594 

 
0.669723491 0.262271442 NA 20 Island NA 44936128 Intergenic 

cg02676785 1.27E-09 4.41E-08 1.238553505 -0.083610191 
 

0.697801416 0.48626829 NA 16 Island NA 28379418 Intergenic 
cg02211449 1.27E-09 4.41E-08 0.976894045 -1.597416359 

 
0.653345596 0.278157595 NA 10 N_Shore NA 110671609 Intergenic 

cg04640971 1.28E-09 4.44E-08 -0.694526496 -1.893934346 
 

0.386708423 0.216908201 NA 2 Island NA 45165318 Intergenic 
cg27311227 1.28E-09 4.44E-08 -1.10757596 -3.456284976 

 
0.354798346 0.096008616 NA 2 Island NA 119769268 Intergenic 

cg15608483 1.29E-09 4.44E-08 0.368134089 -1.893835952 
 

0.55762549 0.235446971 NA 2 N_Shore NA 175192815 Intergenic 
cg26446009 1.29E-09 4.46E-08 -0.722971638 -2.238511306 

 
0.388393437 0.180568657 NA 6 Island NA 170604454 Intergenic 

cg04679384 1.29E-09 4.47E-08 0.553585291 -2.318671511 
 

0.588000126 0.207358978 NA 15 NA NA 54270661 Intergenic 
cg13317687 1.30E-09 4.47E-08 -1.102941316 -3.636285154 

 
0.357669637 0.087951989 NA 9 Island NA 108418916 Intergenic 

cg24642825 1.31E-09 4.52E-08 0.545670132 -2.802789835 
 

0.590461596 0.180448365 NA 15 NA NA 89248793 Intergenic 
cg09858188 1.31E-09 4.52E-08 -0.119839612 -3.321356346 

 
0.502204832 0.110215548 NA 7 Island NA 156814480 Intergenic 

cg19600682 1.31E-09 4.52E-08 -1.920421894 -4.024147363 
 

0.234734506 0.066424624 NA 6 N_Shore NA 69344117 Intergenic 
cg14614844 1.31E-09 4.53E-08 0.381103046 -2.11377894 

 
0.561470874 0.215482379 NA 5 N_Shore NA 54179305 Intergenic 

cg06651878 1.32E-09 4.54E-08 0.375782472 -3.204006192 
 

0.556656551 0.153228703 NA 2 Island NA 66660793 Intergenic 
cg10950661 1.32E-09 4.54E-08 0.116967471 -2.401479748 

 
0.517172581 0.186680139 NA 11 S_Shore NA 31849156 Intergenic 

cg11173499 1.32E-09 4.54E-08 -0.561723684 -2.983731563 
 

0.435676861 0.127522795 NA 7 S_Shore NA 54732751 Intergenic 
cg18786593 1.32E-09 4.54E-08 0.633213196 -2.250651442 

 
0.602282621 0.210686928 NA 2 S_Shore NA 157178731 Intergenic 

cg00687551 1.33E-09 4.55E-08 -1.065266098 -4.458616781 
 

0.395424842 0.057099357 NA 14 N_Shore NA 60385995 Intergenic 
cg17774347 1.35E-09 4.62E-08 -1.295381261 -5.126626496 

 
0.368236844 0.04908842 NA 20 Island NA 42136430 Intergenic 

cg21872336 1.35E-09 4.64E-08 0.664082892 -2.280816009 
 

0.606605736 0.212721346 NA 7 Island NA 1710378 Intergenic 
cg05215806 1.35E-09 4.64E-08 0.432632793 -3.114500293 

 
0.57775771 0.150392448 NA 19 Island NA 31842272 Intergenic 

cg08210681 1.37E-09 4.69E-08 -0.447456847 1.252464107 
 

0.429383988 0.695968547 NA 11 N_Shelf NA 130026698 Intergenic 
cg05525743 1.37E-09 4.69E-08 0.479413984 -3.041023856 

 
0.570078519 0.15954063 NA 19 Island NA 30716524 Intergenic 

cg08367275 1.38E-09 4.73E-08 -1.488696707 -4.889247882 
 

0.342650254 0.047670558 NA 12 Island NA 59989652 Intergenic 
cg06380553 1.39E-09 4.75E-08 -0.370115279 -3.508409724 

 
0.46844642 0.098294614 NA 19 S_Shore NA 36478417 Intergenic 

cg14874516 1.39E-09 4.75E-08 0.188622987 -1.832172957 
 

0.530429643 0.235161336 NA 18 S_Shore NA 5630951 Intergenic 
cg22850587 1.39E-09 4.76E-08 0.600737858 -2.496583865 

 
0.592345895 0.194234223 NA 4 Island NA 4867638 Intergenic 
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cg03774520 1.40E-09 4.79E-08 -0.184490749 -3.16747863 
 

0.469006685 0.142628134 NA 1 Island NA 32238105 Intergenic 
cg05800336 1.40E-09 4.79E-08 -1.741707111 -4.034017511 

 
0.267792557 0.065804853 NA 10 NA NA 133252069 Intergenic 

cg06839631 1.41E-09 4.81E-08 0.546920736 -2.895567066 
 

0.591299298 0.176028026 NA 10 Island NA 102469948 Intergenic 
cg18111139 1.42E-09 4.84E-08 -2.069074735 -4.830231606 

 
0.241420398 0.041437038 NA 2 Island NA 223171052 Intergenic 

cg12743976 1.42E-09 4.84E-08 -2.58399254 -5.5948219 
 

0.196241511 0.029199874 NA 10 N_Shore NA 31892154 Intergenic 
cg13491250 1.42E-09 4.85E-08 -1.143367153 -3.332942641 

 
0.345580914 0.100467766 NA 2 Island NA 20068484 Intergenic 

cg06126658 1.43E-09 4.87E-08 -1.963873583 -4.211775896 
 

0.251024753 0.055685631 NA 17 S_Shore NA 34998797 Intergenic 
cg16202340 1.44E-09 4.89E-08 0.100380846 -2.80338716 

 
0.513585243 0.166046654 NA 4 N_Shore NA 4867839 Intergenic 

cg24064266 1.44E-09 4.89E-08 0.795897299 -1.333486988 
 

0.624000425 0.299816494 NA 13 N_Shore NA 100642451 Intergenic 
cg11075416 1.45E-09 4.93E-08 -0.405970391 -4.006683344 

 
0.44932795 0.097066685 NA 11 N_Shelf NA 128557265 Intergenic 

cg01521106 1.46E-09 4.96E-08 -0.806621065 -3.684688606 
 

0.401489551 0.092574161 NA 17 Island NA 78978395 Intergenic 
cg22185643 1.48E-09 5.01E-08 0.963666667 -0.392664321 

 
0.655137087 0.434339511 NA 9 Island NA 72961 Intergenic 

cg19192585 1.48E-09 5.01E-08 0.401086952 -3.935959695 
 

0.563399398 0.125325586 NA 20 Island NA 62948037 Intergenic 
cg12158926 1.48E-09 5.01E-08 0.141373756 -2.090947606 

 
0.528454065 0.208495536 NA 17 N_Shore NA 64830995 Intergenic 

cg00125414 1.48E-09 5.01E-08 -0.394386817 -3.34407342 
 

0.461325227 0.117024179 NA 20 Island NA 58509242 Intergenic 
cg12443462 1.48E-09 5.01E-08 -1.398424176 -3.784041347 

 
0.324501101 0.07226791 NA 10 N_Shore NA 102413968 Intergenic 

cg03848381 1.49E-09 5.04E-08 0.384700876 -2.724203583 
 

0.564396066 0.169510436 NA 15 Island NA 40575645 Intergenic 
cg20235658 1.49E-09 5.04E-08 0.448562186 -1.626727986 

 
0.57356473 0.264523781 NA 7 S_Shore NA 156815030 Intergenic 

cg05897809 1.49E-09 5.05E-08 0.062770728 -2.479934572 
 

0.511414174 0.181608151 NA 14 S_Shore NA 37117862 Intergenic 
cg19717572 1.50E-09 5.08E-08 -1.515017776 -4.487632427 

 
0.325038459 0.053928807 NA 17 Island NA 58212928 Intergenic 

cg11713664 1.52E-09 5.15E-08 -1.777904427 -3.966233088 
 

0.274680001 0.063874534 NA 1 Island NA 202995853 Intergenic 
cg26788916 1.53E-09 5.16E-08 -1.027501 -3.616877742 

 
0.359471352 0.092326483 NA 20 Island NA 62461539 Intergenic 

cg09545510 1.54E-09 5.20E-08 -0.74764282 -2.488134164 
 

0.38309885 0.162702031 NA 10 Island NA 102976835 Intergenic 
cg08229488 1.54E-09 5.20E-08 -1.898046939 -4.930633942 

 
0.293270142 0.038356728 NA 19 Island NA 10527199 Intergenic 

cg23121457 1.56E-09 5.25E-08 -0.57486431 -2.715201729 
 

0.407796478 0.14707348 NA 15 N_Shore NA 80543983 Intergenic 
cg02835756 1.56E-09 5.27E-08 -0.551845802 0.9333747 

 
0.411552765 0.65018753 NA 6 S_Shelf NA 41442369 Intergenic 

cg13657446 1.56E-09 5.27E-08 -1.291861283 -3.999766554 
 

0.344803627 0.064786233 NA 21 Island NA 47394080 Intergenic 
cg23536255 1.57E-09 5.28E-08 -0.980489942 -3.34990715 

 
0.348785095 0.108568491 NA 6 N_Shore NA 31276105 Intergenic 

cg12483801 1.58E-09 5.30E-08 -0.007364908 -3.708153148 
 

0.507133001 0.106095885 NA 4 Island NA 183727862 Intergenic 
cg15491461 1.58E-09 5.30E-08 0.248700782 -2.045044129 

 
0.542111385 0.222589566 NA 15 Island NA 89959984 Intergenic 

cg24777315 1.58E-09 5.31E-08 -1.470298118 -4.530158771 
 

0.336950746 0.055266964 NA 12 Island NA 66135734 Intergenic 
cg06976395 1.59E-09 5.35E-08 0.781582881 -2.987268774 

 
0.628422234 0.178933764 NA 20 Island NA 44936472 Intergenic 

cg23146172 1.61E-09 5.39E-08 0.328962214 -1.869994292 
 

0.554984137 0.231376154 NA 1 Island NA 230562701 Intergenic 
cg17016932 1.61E-09 5.39E-08 -0.771575937 -4.59277787 

 
0.467372119 0.048417057 NA 5 S_Shore NA 1654343 Intergenic 

cg23978183 1.61E-09 5.39E-08 -0.734605106 -2.742317634 
 

0.390665689 0.141581936 NA 13 NA NA 112859856 Intergenic 
cg12514873 1.61E-09 5.40E-08 -3.502143741 -6.248398242 

 
0.137992513 0.015219143 NA 20 Island NA 48100798 Intergenic 

cg03682421 1.62E-09 5.42E-08 0.487641907 -2.398825338 
 

0.574786301 0.198963037 NA 19 Island NA 14320549 Intergenic 
cg25741215 1.62E-09 5.43E-08 -0.594141832 -3.822864358 

 
0.433882634 0.096525554 NA 2 Island NA 63287082 Intergenic 

cg10589949 1.62E-09 5.43E-08 -0.115921052 -2.20439642 
 

0.481487264 0.200799868 NA 1 Island NA 119544161 Intergenic 
cg15572779 1.64E-09 5.48E-08 -1.612791638 -4.275299351 

 
0.309941224 0.056519072 NA 7 Island NA 151145683 Intergenic 

cg07998396 1.64E-09 5.50E-08 -1.991924571 -5.977229145 
 

0.334770638 0.020950407 NA 10 Island NA 130008559 Intergenic 
cg03689129 1.64E-09 5.50E-08 -0.278169893 -2.051447995 

 
0.455672748 0.209285014 NA 20 S_Shore NA 61053355 Intergenic 

cg23674469 1.65E-09 5.51E-08 -2.487810082 -5.517053627 
 

0.189777106 0.031030523 NA 1 NA NA 101775142 Intergenic 
cg07287724 1.66E-09 5.53E-08 -0.21837417 -2.694687406 

 
0.462774852 0.165391455 NA 3 Island NA 138657429 Intergenic 

cg24052359 1.67E-09 5.56E-08 1.265527523 -1.554854775 
 

0.68802302 0.287441735 NA 7 Island NA 156813574 Intergenic 
cg15184687 1.68E-09 5.62E-08 -0.054894864 -2.806980203 

 
0.491741022 0.158753284 NA 13 S_Shore NA 112728885 Intergenic 

cg23690488 1.69E-09 5.64E-08 -0.750478856 -4.163672578 
 

0.404429597 0.081383008 NA 2 Island NA 114299609 Intergenic 
cg18861189 1.70E-09 5.67E-08 0.804214661 -2.128027376 

 
0.622398891 0.222300672 NA 6 Island NA 34112244 Intergenic 

cg14345917 1.71E-09 5.68E-08 -1.035832247 -3.907933028 
 

0.387830012 0.076561667 NA 2 Island NA 45180089 Intergenic 
cg18605729 1.71E-09 5.69E-08 -0.189737948 -2.610043439 

 
0.475177616 0.163082084 NA 10 Island NA 81742245 Intergenic 

cg11813116 1.71E-09 5.70E-08 -0.425870273 -3.534633756 
 

0.459033464 0.09999566 NA 19 Island NA 58666767 Intergenic 
cg04580443 1.72E-09 5.72E-08 0.782613905 2.887403653 

 
0.615444094 0.867766999 NA 11 NA NA 115547056 Intergenic 

cg20817483 1.73E-09 5.74E-08 -1.306272556 -4.290880176 
 

0.329822881 0.069379808 NA 6 Island NA 5851644 Intergenic 
cg05202729 1.73E-09 5.74E-08 0.757355853 -0.832657958 

 
0.625135573 0.368038034 NA 10 NA NA 133837125 Intergenic 

cg05397631 1.74E-09 5.78E-08 -0.152772365 -2.732203359 
 

0.471056122 0.157745625 NA 8 Island NA 25903919 Intergenic 
cg03467809 1.75E-09 5.79E-08 -1.851449047 -3.154948766 

 
0.229333053 0.104485704 NA 4 NA NA 190714433 Intergenic 
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cg09342940 1.75E-09 5.79E-08 0.583622871 -1.646629108 
 

0.602561001 0.259484034 NA 10 Island NA 51912805 Intergenic 
cg24874350 1.77E-09 5.87E-08 -0.135755256 -2.497196953 

 
0.493493681 0.16888125 NA 20 Island NA 45440346 Intergenic 

cg14074052 1.79E-09 5.92E-08 -0.462533407 -3.408766641 
 

0.427956389 0.121358411 NA 12 Island NA 22094226 Intergenic 
cg21653132 1.79E-09 5.92E-08 -2.701231869 -5.760301619 

 
0.2195301 0.021039483 NA 17 Island NA 35078659 Intergenic 

cg01156513 1.80E-09 5.96E-08 0.449622761 -2.179722751 
 

0.57289011 0.215993571 NA 3 Island NA 24871231 Intergenic 
cg18424134 1.80E-09 5.96E-08 -0.553585432 -3.114915983 

 
0.42440359 0.127637297 NA 6 N_Shore NA 126068038 Intergenic 

cg14980667 1.81E-09 5.98E-08 -0.787636164 -2.641700105 
 

0.3764014 0.152181908 NA 5 S_Shore NA 172666228 Intergenic 
cg18921764 1.84E-09 6.06E-08 0.66125192 -1.197225046 

 
0.607418965 0.317137438 NA 10 N_Shore NA 118923561 Intergenic 

cg18132916 1.84E-09 6.06E-08 -0.68766356 -5.115251078 
 

0.47269456 0.055031018 NA 6 Island NA 79620363 Intergenic 
cg22316269 1.87E-09 6.18E-08 -2.086766021 -5.482675972 

 
0.306493616 0.023350721 NA 4 Island NA 571371 Intergenic 

cg09600028 1.88E-09 6.18E-08 -1.376204005 -3.332635354 
 

0.31195364 0.095955298 NA 6 Island NA 5997199 Intergenic 
cg08549661 1.89E-09 6.21E-08 0.197374875 -2.111929019 

 
0.533315884 0.215971907 NA 2 Island NA 131185585 Intergenic 

cg18276069 1.89E-09 6.21E-08 -1.354923128 -2.457779084 
 

0.292271263 0.155487791 NA 6 Island NA 30431592 Intergenic 
cg19102740 1.90E-09 6.24E-08 1.165863847 2.793898205 

 
0.67650365 0.867735834 NA 6 NA NA 33860642 Intergenic 

cg11064255 1.92E-09 6.33E-08 0.827610702 -3.5062055 
 

0.631166769 0.160531093 NA 18 Island NA 5629890 Intergenic 
cg07550394 1.93E-09 6.36E-08 -1.51652107 -3.812055354 

 
0.280647013 0.083050194 NA 1 Island NA 39044452 Intergenic 

cg11818149 1.94E-09 6.37E-08 1.237362594 -1.759008611 
 

0.688603048 0.263098401 NA 2 Island NA 132795839 Intergenic 
cg09496915 1.95E-09 6.40E-08 0.236406667 -2.696435012 

 
0.537621034 0.174075637 NA 6 NA NA 37751619 Intergenic 

cg05766802 1.96E-09 6.42E-08 -0.197972465 -3.703277714 
 

0.494617853 0.110123222 NA 2 Island NA 118982056 Intergenic 
cg10543450 1.97E-09 6.47E-08 0.081650245 -2.559316656 

 
0.517905435 0.167893488 NA 2 N_Shore NA 119592325 Intergenic 

cg18167829 1.97E-09 6.47E-08 -0.764384008 -2.210652356 
 

0.379762871 0.18488875 NA 19 Island NA 49561318 Intergenic 
cg07400877 1.98E-09 6.48E-08 -1.510376659 -3.833511112 

 
0.308615257 0.071871876 NA 20 Island NA 45440085 Intergenic 

cg25037730 1.98E-09 6.49E-08 -1.970040334 -4.445035327 
 

0.256137932 0.051754442 NA 14 Island NA 60386475 Intergenic 
cg09701702 2.00E-09 6.54E-08 -1.36477268 -3.577775222 

 
0.324340395 0.0824149 NA 6 Island NA 100915002 Intergenic 

cg10461547 2.00E-09 6.54E-08 0.27712373 -2.407387986 
 

0.546404602 0.195995402 NA 3 Island NA 13323567 Intergenic 
cg01067151 2.01E-09 6.59E-08 1.146277967 -1.150415351 

 
0.674776478 0.32795658 NA 1 N_Shelf NA 63792863 Intergenic 

cg18839504 2.02E-09 6.60E-08 0.072267706 -1.581477795 
 

0.512897808 0.263668915 NA 5 N_Shore NA 172665119 Intergenic 
cg05304785 2.02E-09 6.60E-08 -1.550539963 -3.218281996 

 
0.26593496 0.107071651 NA 1 NA NA 30179865 Intergenic 

cg08058544 2.04E-09 6.65E-08 -1.048120393 -4.693415393 
 

0.380732535 0.060138907 NA 2 Island NA 237080267 Intergenic 
cg03001942 2.04E-09 6.66E-08 -0.261802164 -2.87396467 

 
0.465507277 0.145478664 NA 2 N_Shore NA 71115787 Intergenic 

cg21236315 2.04E-09 6.66E-08 -0.540638997 -2.73008721 
 

0.419757955 0.1495829 NA 2 Island NA 45162467 Intergenic 
cg07263759 2.04E-09 6.66E-08 -0.623880785 1.788463297 

 
0.404336301 0.756361772 NA 2 NA NA 23508948 Intergenic 

cg05095123 2.04E-09 6.66E-08 -0.788306127 -3.920853645 
 

0.395562402 0.090528999 NA 13 N_Shore NA 29393749 Intergenic 
cg07615781 2.05E-09 6.67E-08 -0.399554188 -3.248278031 

 
0.434532333 0.132322363 NA 11 Island NA 71350888 Intergenic 

cg17445120 2.06E-09 6.72E-08 1.134015128 -2.960624595 
 

0.670951264 0.18678085 NA 3 NA NA 115231576 Intergenic 
cg13198709 2.07E-09 6.72E-08 0.287334949 -2.057830117 

 
0.544598669 0.218521551 NA 10 Island NA 102473456 Intergenic 

cg04341324 2.08E-09 6.77E-08 0.317744479 -1.932272823 
 

0.552549309 0.225855168 NA 8 Island NA 10590177 Intergenic 
cg15245709 2.09E-09 6.80E-08 1.079260322 -1.912167726 

 
0.656035376 0.244784496 NA 8 N_Shore NA 48100081 Intergenic 

cg07005242 2.09E-09 6.80E-08 -1.1669041 -4.261403644 
 

0.349151967 0.072256831 NA 6 Island NA 30431577 Intergenic 
cg20283477 2.11E-09 6.85E-08 0.520256407 -2.15187635 

 
0.583889024 0.214619662 NA 1 Island NA 20693333 Intergenic 

cg00787022 2.16E-09 7.00E-08 -1.213261146 -3.496592529 
 

0.344566716 0.088067746 NA 2 Island NA 45166314 Intergenic 
cg09326404 2.16E-09 7.01E-08 0.14397778 -3.059636581 

 
0.523261225 0.15374481 NA 1 Island NA 46956839 Intergenic 

cg08411512 2.20E-09 7.13E-08 -0.731594857 -2.941379272 
 

0.407796684 0.124468931 NA 20 NA NA 25846519 Intergenic 
cg20809378 2.21E-09 7.16E-08 -0.771539901 -3.729542645 

 
0.391992373 0.094895496 NA 11 Island NA 43569555 Intergenic 

cg13699414 2.25E-09 7.30E-08 -0.033311668 -2.841077886 
 

0.49823088 0.158078367 NA 5 Island NA 178957880 Intergenic 
cg25090291 2.27E-09 7.34E-08 -2.919802874 -4.521498626 

 
0.139974392 0.043084367 NA 9 Island NA 37037209 Intergenic 

cg08572734 2.37E-09 7.66E-08 -0.065775648 -3.64826245 
 

0.489209247 0.131773505 NA 12 Island NA 133485298 Intergenic 
cg15384383 2.40E-09 7.75E-08 -0.410354353 -3.514400349 

 
0.470357558 0.102024374 NA 10 NA NA 99798415 Intergenic 

cg25110126 2.40E-09 7.76E-08 -2.084657077 -6.42130906 
 

0.339332574 0.014828073 NA 1 Island NA 46999211 Intergenic 
cg09637963 2.42E-09 7.80E-08 -0.13241213 1.790450693 

 
0.478577896 0.763343135 NA 6 NA NA 14798944 Intergenic 

cg15253387 2.44E-09 7.86E-08 -0.453327534 -2.731794032 
 

0.426774598 0.153747982 NA 17 Island NA 54675001 Intergenic 
cg18299634 2.44E-09 7.86E-08 -0.645709475 -1.735294564 

 
0.394652348 0.234578761 NA 4 Island NA 9500174 Intergenic 

cg06877669 2.44E-09 7.86E-08 0.174983867 -3.126783523 
 

0.524356818 0.148487576 NA 8 Island NA 25904216 Intergenic 
cg00143643 2.46E-09 7.93E-08 -1.854060179 -3.821728475 

 
0.242862717 0.073994537 NA 10 Island NA 77191062 Intergenic 

cg26907842 2.46E-09 7.93E-08 -0.348705127 -2.419649908 
 

0.447784072 0.170045814 NA 9 Island NA 37036052 Intergenic 
cg17855963 2.48E-09 7.98E-08 0.799576131 2.600970223 

 
0.625632014 0.845060831 NA 6 NA NA 15873800 Intergenic 
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cg22333412 2.49E-09 8.00E-08 1.0022087 2.43688883 
 

0.660523675 0.835383032 NA 1 Island NA 20569456 Intergenic 
cg07532515 2.49E-09 8.00E-08 0.478798909 -3.371317231 

 
0.570925679 0.149430445 NA 20 Island NA 44937217 Intergenic 

cg09939997 2.50E-09 8.04E-08 -1.776467086 -4.889338133 
 

0.293157123 0.044958437 NA 16 S_Shore NA 89323758 Intergenic 
cg17834289 2.52E-09 8.08E-08 -2.109362433 -4.934309975 

 
0.264676291 0.036364199 NA 15 S_Shore NA 41878006 Intergenic 

cg27603630 2.52E-09 8.10E-08 -1.415903978 -3.488119922 
 

0.277497064 0.099905322 NA 9 Island NA 44227339 Intergenic 
cg12886942 2.55E-09 8.17E-08 -0.891194056 -4.66611538 

 
0.431000309 0.056460271 NA 2 N_Shore NA 66802661 Intergenic 

cg09011833 2.57E-09 8.25E-08 -0.358264205 -2.558755021 
 

0.445701405 0.15909703 NA 5 N_Shelf NA 50675114 Intergenic 
cg02641337 2.58E-09 8.27E-08 2.583074826 -1.869054043 

 
0.841146042 0.288585253 NA 4 Island NA 4867387 Intergenic 

cg15924457 2.60E-09 8.34E-08 0.479592702 -2.397357768 
 

0.576080787 0.198647177 NA 22 Island NA 30938179 Intergenic 
cg15454726 2.63E-09 8.41E-08 0.590065452 -3.818062738 

 
0.595859416 0.142819947 NA 1 Island NA 241587609 Intergenic 

cg25404930 2.65E-09 8.47E-08 -1.620003485 -3.798608896 
 

0.283462178 0.076164428 NA 17 Island NA 58212864 Intergenic 
cg21721093 2.65E-09 8.48E-08 -2.199626089 -5.834368325 

 
0.196188554 0.038937288 NA 17 Island NA 8906386 Intergenic 

cg08214423 2.66E-09 8.51E-08 0.958746085 -2.076830264 
 

0.635639499 0.229706448 NA 11 Island NA 32354958 Intergenic 
cg22175764 2.67E-09 8.53E-08 0.095537399 -4.328024388 

 
0.519077249 0.104815784 NA 20 Island NA 56803964 Intergenic 

cg13080716 2.68E-09 8.55E-08 -0.699769698 -3.00295766 
 

0.413051465 0.123261825 NA 7 S_Shore NA 23514478 Intergenic 
cg04370314 2.68E-09 8.57E-08 0.178610613 -3.294519548 

 
0.528468082 0.14855974 NA 13 S_Shore NA 100643312 Intergenic 

cg27523527 2.69E-09 8.58E-08 0.204581996 -1.927870384 
 

0.53256479 0.224672952 NA 1 S_Shelf NA 91196145 Intergenic 
cg18809102 2.72E-09 8.66E-08 -0.747159788 -2.427969463 

 
0.39218955 0.162262016 NA 5 S_Shore NA 76937511 Intergenic 

cg05718146 2.73E-09 8.69E-08 -2.180540274 -4.669684361 
 

0.222165654 0.047641362 NA 15 Island NA 80544652 Intergenic 
cg03766620 2.74E-09 8.74E-08 0.247447323 -3.739211147 

 
0.537077322 0.130857221 NA 2 Island NA 127783082 Intergenic 

cg13080282 2.75E-09 8.76E-08 1.016877138 -1.564261684 
 

0.654806842 0.276604319 NA 12 S_Shore NA 24717178 Intergenic 
cg02365397 2.75E-09 8.76E-08 2.314146792 0.640185889 

 
0.824290055 0.60188083 NA 15 Island NA 40573976 Intergenic 

cg06654537 2.76E-09 8.76E-08 0.542109692 -1.561068921 
 

0.586044677 0.2695465 NA 13 N_Shore NA 100641317 Intergenic 
cg06041805 2.76E-09 8.76E-08 0.440231439 -2.013946552 

 
0.572406798 0.227611864 NA 17 Island NA 29033104 Intergenic 

cg01644927 2.77E-09 8.79E-08 0.025839212 -2.136116256 
 

0.502054553 0.206220315 NA 6 Island NA 88877413 Intergenic 
cg07667917 2.80E-09 8.88E-08 0.068970588 -2.105530542 

 
0.51314697 0.209715182 NA 16 NA NA 55405014 Intergenic 

cg16307705 2.80E-09 8.88E-08 0.243315392 -3.366665446 
 

0.541389751 0.150456242 NA 11 Island NA 3602025 Intergenic 
cg05547777 2.82E-09 8.94E-08 0.447028039 -2.224397753 

 
0.572751777 0.210639802 NA 5 N_Shore NA 50694888 Intergenic 

cg05619116 2.82E-09 8.94E-08 -1.32290143 -2.835543681 
 

0.29815248 0.130131945 NA 3 Island NA 27754569 Intergenic 
cg19389884 2.83E-09 8.96E-08 1.357114949 -1.19092834 

 
0.709508648 0.328206358 NA 11 Island NA 1358515 Intergenic 

cg13193840 2.83E-09 8.96E-08 -0.896021986 -3.036391297 
 

0.376307118 0.12084161 NA 2 Island NA 233285289 Intergenic 
cg27253807 2.83E-09 8.96E-08 1.457565626 -1.146235764 

 
0.713531574 0.334677115 NA 3 S_Shore NA 62365052 Intergenic 

cg17982165 2.84E-09 9.00E-08 -0.033049647 -2.861024176 
 

0.494661018 0.161797648 NA 15 Island NA 30484753 Intergenic 
cg17745088 2.87E-09 9.07E-08 -2.542661119 -5.386248511 

 
0.234758817 0.024597625 NA 1 Island NA 50798969 Intergenic 

cg24096964 2.87E-09 9.09E-08 -2.34670472 -4.271969245 
 

0.198862311 0.053792321 NA 12 Island NA 54399591 Intergenic 
cg06951626 2.88E-09 9.09E-08 0.832314488 -1.85465154 

 
0.631567381 0.253781323 NA 12 Island NA 22095330 Intergenic 

cg15123727 2.88E-09 9.10E-08 0.184158484 -2.96852917 
 

0.531334588 0.162818083 NA 6 NA NA 30449213 Intergenic 
cg12727398 2.89E-09 9.11E-08 -0.533072198 -2.96690567 

 
0.441830242 0.126642539 NA 2 Island NA 237087235 Intergenic 

cg03426451 2.90E-09 9.15E-08 -2.243581821 -5.016094681 
 

0.264511058 0.03091063 NA 9 Island NA 107730739 Intergenic 
cg10983199 2.90E-09 9.15E-08 0.063989786 -5.153116424 

 
0.523332286 0.09024314 NA 1 N_Shore NA 241587234 Intergenic 

cg21372571 2.90E-09 9.15E-08 -0.842426964 -3.772683908 
 

0.416192116 0.079624836 NA 6 S_Shore NA 114665013 Intergenic 
cg16964389 2.90E-09 9.15E-08 1.233514463 -2.568095994 

 
0.683717734 0.214206763 NA 10 N_Shore NA 118925704 Intergenic 

cg16300637 2.91E-09 9.17E-08 -0.115520891 -4.029811698 
 

0.480255 0.120477542 NA 14 Island NA 97059005 Intergenic 
cg17169931 2.92E-09 9.19E-08 -1.297392054 -4.315989494 

 
0.350067213 0.066882292 NA 15 Island NA 41913347 Intergenic 

cg23881385 2.93E-09 9.23E-08 -1.286483341 -3.207456729 
 

0.313201506 0.106652462 NA 8 Island NA 62052430 Intergenic 
cg01084154 2.94E-09 9.23E-08 -0.599367872 -3.122358611 

 
0.425217635 0.120926526 NA 1 Island NA 20692892 Intergenic 

cg18577231 2.95E-09 9.27E-08 0.711788058 -1.196941542 
 

0.61298152 0.317833418 NA 7 N_Shore NA 127743667 Intergenic 
cg05929136 2.98E-09 9.35E-08 -2.010543739 -4.834234925 

 
0.282920935 0.037380508 NA 20 N_Shore NA 44941267 Intergenic 

cg06973615 2.98E-09 9.35E-08 0.786214269 -1.682544122 
 

0.621665369 0.264345081 NA 2 Island NA 175208761 Intergenic 
cg04541699 3.00E-09 9.42E-08 -1.66877325 -4.620288451 

 
0.316497276 0.045402152 NA 4 S_Shore NA 6565432 Intergenic 

cg07617384 3.06E-09 9.58E-08 -3.384030932 -6.320464896 
 

0.157456686 0.013714186 NA 15 Island NA 74392612 Intergenic 
cg12153044 3.07E-09 9.63E-08 -1.762819873 -3.768613337 

 
0.248492451 0.079625939 NA 5 NA NA 173400177 Intergenic 

cg05065669 3.08E-09 9.64E-08 -0.188215695 -5.476757998 
 

0.46785193 0.088585095 NA 15 Island NA 30763487 Intergenic 
cg02852327 3.09E-09 9.69E-08 0.610700465 -1.692141311 

 
0.589409279 0.25430967 NA 7 S_Shore NA 121950975 Intergenic 

cg05847960 3.10E-09 9.70E-08 -0.37966814 -3.204804407 
 

0.46343861 0.119941264 NA 20 Island NA 10152774 Intergenic 
cg09155145 3.14E-09 9.81E-08 -1.507934428 -3.627261552 

 
0.30842655 0.078870841 NA 5 Island NA 1875188 Intergenic 
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cg26216629 3.15E-09 9.85E-08 -0.697740345 -2.612320061 
 

0.392017144 0.155546374 NA 5 S_Shore NA 153863712 Intergenic 
cg25361023 3.16E-09 9.87E-08 -2.657097455 -6.13142325 

 
0.233214837 0.018365682 NA 12 S_Shore NA 54133653 Intergenic 

cg21004042 3.16E-09 9.88E-08 0.417150712 -2.219950015 
 

0.56495758 0.211439021 NA 1 Island NA 70033902 Intergenic 
cg10512292 3.17E-09 9.89E-08 -1.556186278 -4.479492314 

 
0.323615012 0.053780492 NA 12 N_Shore NA 4378267 Intergenic 

cg04223553 3.18E-09 9.93E-08 1.514922359 -0.478296724 
 

0.718125748 0.421915678 NA 5 N_Shore NA 153852934 Intergenic 
cg08230177 3.19E-09 9.94E-08 -1.70676302 -3.287126801 

 
0.245286169 0.102015306 NA 5 S_Shore NA 72596822 Intergenic 

cg18266479 3.19E-09 9.95E-08 0.381775627 -1.57828738 
 

0.564304929 0.271225469 NA 6 Island NA 30419005 Intergenic 
cg13760795 3.20E-09 9.97E-08 1.063172592 -1.102774935 

 
0.667918026 0.330973936 NA 9 Island NA 95570021 Intergenic 

cg23361355 3.24E-09 1.01E-07 -2.425696391 -4.965733627 
 

0.205832441 0.037146593 NA 5 Island NA 176170260 Intergenic 
cg26072058 3.24E-09 1.01E-07 0.654914445 -3.662210253 

 
0.598524788 0.14301946 NA 1 Island NA 91191055 Intergenic 

cg26963002 3.27E-09 1.02E-07 -0.985447373 -3.515579886 
 

0.36615365 0.099388665 NA 12 Island NA 38532352 Intergenic 
cg05298922 3.28E-09 1.02E-07 0.945392811 -3.442769008 

 
0.646815141 0.166430994 NA 2 Island NA 175191045 Intergenic 

cg25247231 3.29E-09 1.02E-07 0.439230539 -2.059356989 
 

0.570838579 0.221967535 NA 15 Island NA 60287537 Intergenic 
cg08650910 3.31E-09 1.03E-07 -0.819808439 -4.069041967 

 
0.430123362 0.068926627 NA 7 Island NA 20817530 Intergenic 

cg15674422 3.33E-09 1.03E-07 -2.93450297 -5.267438796 
 

0.173283236 0.026288658 NA 11 N_Shore NA 123172362 Intergenic 
cg04621893 3.34E-09 1.04E-07 0.912989204 -1.480027471 

 
0.640301054 0.290738747 NA 10 Island NA 22624687 Intergenic 

cg24875854 3.37E-09 1.05E-07 -0.751279362 -3.450625127 
 

0.417390309 0.096883337 NA 10 Island NA 130339677 Intergenic 
cg02826237 3.38E-09 1.05E-07 -1.144895245 -2.541903145 

 
0.326944641 0.150920628 NA 1 Island NA 228633517 Intergenic 

cg18720698 3.40E-09 1.05E-07 -0.58989178 -2.805930009 
 

0.410821654 0.145905335 NA 6 Island NA 1608500 Intergenic 
cg04275027 3.42E-09 1.06E-07 0.46576466 -2.656145112 

 
0.572784433 0.188667228 NA 1 Island NA 111098273 Intergenic 

cg03515980 3.44E-09 1.07E-07 -1.615822984 -4.025437812 
 

0.288858515 0.068158203 NA 2 Island NA 105488847 Intergenic 
cg20522707 3.47E-09 1.07E-07 -1.727270035 -3.974832764 

 
0.266202006 0.072748351 NA 17 NA NA 28995014 Intergenic 

cg07617338 3.50E-09 1.08E-07 0.806765215 -1.603269427 
 

0.626667774 0.270830838 NA 2 N_Shore NA 63285846 Intergenic 
cg04181546 3.51E-09 1.09E-07 0.535832209 -1.748605753 

 
0.584410772 0.253431507 NA 9 Island NA 79631748 Intergenic 

cg00494665 3.55E-09 1.10E-07 0.475939836 -2.378778508 
 

0.574986051 0.203034368 NA 12 Island NA 65218728 Intergenic 
cg23181554 3.56E-09 1.10E-07 1.169333041 -0.784056342 

 
0.679228909 0.377715492 NA 10 Island NA 134844443 Intergenic 

cg03213505 3.56E-09 1.10E-07 -1.087421251 -2.805565223 
 

0.340631458 0.133162182 NA 9 Island NA 139025831 Intergenic 
cg20334252 3.57E-09 1.10E-07 -0.894575741 -4.217343949 

 
0.38464414 0.084674637 NA 15 Island NA 53096248 Intergenic 

cg06252028 3.57E-09 1.10E-07 0.197932747 -2.289587626 
 

0.538737676 0.193968567 NA 4 NA NA 3726255 Intergenic 
cg00155314 3.60E-09 1.11E-07 -2.102079246 -4.438546655 

 
0.238521313 0.05071379 NA 1 N_Shore NA 244012398 Intergenic 

cg12062819 3.62E-09 1.12E-07 0.514744151 -5.186004453 
 

0.595045265 0.096299055 NA 1 Island NA 156358231 Intergenic 
cg23021477 3.62E-09 1.12E-07 -0.727757659 -4.322446103 

 
0.412732952 0.072967835 NA 19 S_Shelf NA 53700527 Intergenic 

cg11029634 3.64E-09 1.12E-07 -0.781264252 -3.635076797 
 

0.393734485 0.100331559 NA 6 NA NA 130088757 Intergenic 
cg04344532 3.65E-09 1.12E-07 -1.924681785 -4.587445768 

 
0.245565306 0.048041868 NA 2 NA NA 740151 Intergenic 

cg14189988 3.72E-09 1.14E-07 -1.30176782 -4.064482795 
 

0.320563413 0.077458452 NA 20 NA NA 59804332 Intergenic 
cg16024729 3.73E-09 1.15E-07 0.262597239 -2.390981671 

 
0.541639808 0.196715958 NA 17 Island NA 40224395 Intergenic 

cg02301805 3.74E-09 1.15E-07 -0.624330477 -3.199117421 
 

0.429933254 0.111539258 NA 7 N_Shore NA 18125881 Intergenic 
cg04825429 3.75E-09 1.15E-07 -0.10043594 -2.522622741 

 
0.481107229 0.177597946 NA 4 N_Shore NA 4872510 Intergenic 

cg18531164 3.75E-09 1.15E-07 -1.541510772 -2.927983443 
 

0.27250588 0.119815326 NA 14 N_Shelf NA 61120108 Intergenic 
cg10956762 3.76E-09 1.15E-07 0.586330793 -1.87462208 

 
0.596624127 0.244543658 NA 19 Island NA 1446596 Intergenic 

cg00588871 3.79E-09 1.16E-07 -2.214188317 -5.050840516 
 

0.216077622 0.036573964 NA 17 S_Shelf NA 37755498 Intergenic 
cg14514569 3.79E-09 1.16E-07 -0.281671081 -2.265765358 

 
0.453090978 0.191856054 NA 9 Island NA 14346276 Intergenic 

cg27605748 3.80E-09 1.16E-07 0.400692277 -2.441520992 
 

0.560671242 0.197553173 NA 5 Island NA 42951711 Intergenic 
cg12344152 3.80E-09 1.16E-07 -0.987999557 -2.714027785 

 
0.361653332 0.134483361 NA 6 Island NA 150312368 Intergenic 

cg27245512 3.81E-09 1.16E-07 -1.149537635 -3.007537334 
 

0.343559202 0.113650117 NA 1 Island NA 230562591 Intergenic 
cg07152755 3.83E-09 1.17E-07 0.769517839 -1.526989998 

 
0.617631743 0.282077811 NA 2 S_Shore NA 105474472 Intergenic 

cg22699044 3.87E-09 1.18E-07 -2.976475028 -6.330845634 
 

0.175974556 0.021090418 NA 1 Island NA 228633460 Intergenic 
cg21218082 3.88E-09 1.18E-07 0.056638264 -3.832411914 

 
0.505115392 0.120352065 NA 22 Island NA 37730886 Intergenic 

cg06040206 3.89E-09 1.19E-07 -0.776418468 -4.960565876 
 

0.458744584 0.055274899 NA 2 Island NA 172961280 Intergenic 
cg01934883 3.89E-09 1.19E-07 0.45784976 -2.377360482 

 
0.573178958 0.204257603 NA 10 Island NA 81665075 Intergenic 

cg18676790 3.91E-09 1.19E-07 0.596639465 -2.409007135 
 

0.602485004 0.187019145 NA 7 NA NA 97680731 Intergenic 
cg17834155 3.92E-09 1.19E-07 1.248060341 -2.24417437 

 
0.691228786 0.236940841 NA 1 Island NA 39270149 Intergenic 

cg14059768 3.95E-09 1.20E-07 0.738989305 -2.11969499 
 

0.619412414 0.228308004 NA 22 Island NA 32571896 Intergenic 
cg09811464 3.96E-09 1.20E-07 1.144503007 -0.979107211 

 
0.680746888 0.351380683 NA 9 Island NA 135465645 Intergenic 

cg15517658 3.99E-09 1.21E-07 -0.459439559 -3.372756658 
 

0.453769118 0.105864759 NA 19 Island NA 58666209 Intergenic 
cg19753675 4.00E-09 1.22E-07 1.397284895 -0.529600015 

 
0.71484047 0.414591865 NA 2 N_Shore NA 237079122 Intergenic 
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cg08749108 4.07E-09 1.24E-07 -0.784164151 -4.169441708 
 

0.374549355 0.098191059 NA 8 S_Shore NA 23572375 Intergenic 
cg01792403 4.09E-09 1.24E-07 -0.222526112 -2.765131114 

 
0.467849178 0.156669325 NA 13 S_Shelf NA 100626995 Intergenic 

cg00808721 4.11E-09 1.25E-07 -0.285531538 -2.675960927 
 

0.459685912 0.160617934 NA 19 S_Shore NA 23654274 Intergenic 
cg06633429 4.15E-09 1.26E-07 -0.649741119 -3.901439924 

 
0.419699609 0.098253574 NA 5 Island NA 76941396 Intergenic 

cg09290600 4.23E-09 1.28E-07 0.928673485 -1.710969726 
 

0.648353666 0.266208535 NA 4 N_Shore NA 41753032 Intergenic 
cg19719208 4.23E-09 1.28E-07 -1.953920054 -3.728220618 

 
0.240650089 0.073000359 NA 10 Island NA 102976430 Intergenic 

cg11361636 4.24E-09 1.29E-07 0.178852447 -2.624617261 
 

0.546576482 0.169433573 NA 3 N_Shore NA 74662850 Intergenic 
cg26275470 4.25E-09 1.29E-07 0.367444126 -1.956885856 

 
0.565286426 0.225167192 NA 2 S_Shore NA 168150968 Intergenic 

cg25343990 4.26E-09 1.29E-07 -0.486911743 -2.757654467 
 

0.442823172 0.143932228 NA 6 Island NA 125684545 Intergenic 
cg13861524 4.27E-09 1.29E-07 0.430518197 -3.147547645 

 
0.569574379 0.161755126 NA 19 Island NA 50836391 Intergenic 

cg20905621 4.32E-09 1.31E-07 -0.613515973 -2.618242239 
 

0.420662141 0.148899585 NA 10 Island NA 31892751 Intergenic 
cg23553442 4.33E-09 1.31E-07 0.504752209 -1.711317341 

 
0.582167631 0.258668214 NA 9 Island NA 74062096 Intergenic 

cg27451550 4.37E-09 1.32E-07 2.197952083 3.738856349 
 

0.808833235 0.923716393 NA 1 N_Shelf NA 65610331 Intergenic 
cg02776035 4.39E-09 1.33E-07 -0.911405754 -3.893183781 

 
0.3887318 0.078295233 NA 19 N_Shore NA 51161482 Intergenic 

cg00172812 4.41E-09 1.33E-07 0.33698631 -2.432157313 
 

0.553334491 0.198169513 NA 1 Island NA 23279685 Intergenic 
cg14748795 4.46E-09 1.35E-07 0.387876707 -1.562901358 

 
0.564462502 0.272629197 NA 10 S_Shore NA 101283090 Intergenic 

cg05026135 4.47E-09 1.35E-07 -0.281211529 -3.241238822 
 

0.47737269 0.123481761 NA 19 Island NA 30713427 Intergenic 
cg20159687 4.47E-09 1.35E-07 -2.122796065 -4.814252986 

 
0.26082933 0.040531366 NA 2 Island NA 231693070 Intergenic 

cg22350305 4.47E-09 1.35E-07 -1.45264333 -3.217571248 
 

0.288086018 0.106184976 NA 3 Island NA 54121898 Intergenic 
cg01509464 4.49E-09 1.35E-07 -0.433606707 -3.003069609 

 
0.429305516 0.143619268 NA 14 Island NA 36994153 Intergenic 

cg25440035 4.50E-09 1.36E-07 -1.090622765 -3.999905261 
 

0.339575833 0.085047247 NA 19 Island NA 23653837 Intergenic 
cg18534992 4.51E-09 1.36E-07 -1.861384449 -5.12046591 

 
0.280090678 0.041367851 NA 14 Island NA 103550452 Intergenic 

cg01821161 4.59E-09 1.38E-07 -0.345972554 -1.816340121 
 

0.449170067 0.227788954 NA 2 N_Shelf NA 172956823 Intergenic 
cg21852513 4.59E-09 1.38E-07 0.47331268 -1.69329737 

 
0.579144231 0.25269053 NA 1 S_Shore NA 116371475 Intergenic 

cg11723850 4.63E-09 1.39E-07 -0.534445655 -3.423624558 
 

0.443736333 0.102442586 NA 14 Island NA 24020053 Intergenic 
cg18760835 4.63E-09 1.39E-07 -1.692369911 -5.113318403 

 
0.282191914 0.048576473 NA 6 Island NA 5996245 Intergenic 

cg16535144 4.66E-09 1.40E-07 0.193866843 -2.95743988 
 

0.552253959 0.152251318 NA 7 Island NA 155259524 Intergenic 
cg16598600 4.67E-09 1.40E-07 0.767829606 -1.760457563 

 
0.624428925 0.259274049 NA 1 Island NA 50891456 Intergenic 

cg08802097 4.72E-09 1.42E-07 -0.46718273 -5.852247869 
 

0.420924244 0.076044309 NA 15 Island NA 30763484 Intergenic 
cg02091103 4.73E-09 1.42E-07 0.444744534 -1.52368996 

 
0.571558863 0.277254721 NA 9 N_Shore NA 79637730 Intergenic 

cg05968145 4.76E-09 1.42E-07 -0.285781642 -2.159419187 
 

0.464958919 0.187385846 NA 15 Island NA 96952712 Intergenic 
cg19716887 4.76E-09 1.42E-07 -0.617570309 -4.444995144 

 
0.452812352 0.074786803 NA 13 NA NA 46785897 Intergenic 

cg04070651 4.76E-09 1.42E-07 -1.403035553 -3.701532954 
 

0.306553877 0.086306791 NA 12 Island NA 54611596 Intergenic 
cg00855483 4.77E-09 1.43E-07 -1.404086452 -3.13451142 

 
0.309303751 0.103758978 NA 6 Island NA 99279699 Intergenic 

cg02100602 4.83E-09 1.44E-07 0.064109962 -2.65405744 
 

0.509423564 0.170383914 NA 21 Island NA 34396665 Intergenic 
cg23493585 4.88E-09 1.46E-07 -1.934770324 -3.89178169 

 
0.252771289 0.065952314 NA 9 Island NA 126770664 Intergenic 

cg05496377 4.88E-09 1.46E-07 -0.542676389 -3.422359943 
 

0.4138855 0.11979702 NA 19 Island NA 1776225 Intergenic 
cg07279955 4.91E-09 1.47E-07 0.181693073 -1.837514904 

 
0.532986474 0.234039296 NA 6 Island NA 99275764 Intergenic 

cg24975834 4.95E-09 1.48E-07 0.431330514 -1.926564241 
 

0.562466249 0.232148903 NA 13 N_Shore NA 112720171 Intergenic 
cg12002303 4.96E-09 1.48E-07 0.264679195 -3.37298723 

 
0.55544641 0.140716702 NA 15 Island NA 68113478 Intergenic 

cg13416213 4.97E-09 1.48E-07 -0.146467887 -4.700277235 
 

0.522342888 0.084367951 NA 9 Island NA 3181659 Intergenic 
cg20159885 4.97E-09 1.48E-07 -0.625319902 -3.048805424 

 
0.407512505 0.130153736 NA 7 Island NA 155166619 Intergenic 

cg09272748 4.98E-09 1.49E-07 -1.948260799 -4.000987275 
 

0.253559144 0.06182203 NA 10 Island NA 43428910 Intergenic 
cg15187113 5.00E-09 1.49E-07 -0.331861021 -3.667330623 

 
0.467034675 0.112266982 NA 1 Island NA 36173952 Intergenic 

cg00289258 5.01E-09 1.49E-07 -0.808867983 -2.890405653 
 

0.38780833 0.126032847 NA 21 Island NA 47393322 Intergenic 
cg05580181 5.03E-09 1.50E-07 -0.387193551 -3.478766097 

 
0.462295282 0.109537621 NA 2 N_Shore NA 66802583 Intergenic 

cg10190444 5.06E-09 1.50E-07 -1.416307635 -4.97174031 
 

0.360673184 0.049350509 NA 17 Island NA 58213109 Intergenic 
cg23999932 5.10E-09 1.51E-07 0.555021941 -1.489300836 

 
0.590481302 0.282159689 NA 4 Island NA 54976184 Intergenic 

cg24708471 5.17E-09 1.53E-07 1.423673642 -2.162012011 
 

0.717092462 0.246097766 NA 19 Island NA 30719437 Intergenic 
cg02485597 5.17E-09 1.53E-07 0.434751542 -1.424556859 

 
0.572041407 0.288353 NA 17 N_Shore NA 35291560 Intergenic 

cg01296889 5.18E-09 1.54E-07 -0.175625619 -2.744989983 
 

0.478034713 0.163634872 NA 3 Island NA 54122032 Intergenic 
cg18736279 5.19E-09 1.54E-07 -0.201743815 -2.599615568 

 
0.46777083 0.168522981 NA 9 Island NA 135455678 Intergenic 

cg08937573 5.19E-09 1.54E-07 -1.41597232 -3.347292029 
 

0.284326906 0.105968462 NA 15 Island NA 96865294 Intergenic 
cg13365752 5.22E-09 1.55E-07 0.893813924 -1.440527146 

 
0.643481877 0.296872458 NA 3 Island NA 125485770 Intergenic 

cg25604183 5.23E-09 1.55E-07 -0.917919091 -2.879352265 
 

0.369237241 0.131563937 NA 5 Island NA 180542318 Intergenic 
cg20218040 5.24E-09 1.55E-07 0.467506322 2.955374938 

 
0.569450704 0.861992762 NA 6 NA NA 14369697 Intergenic 
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cg01663018 5.28E-09 1.56E-07 0.723993787 -3.362724614 
 

0.611907538 0.159729512 NA 15 Island NA 53097777 Intergenic 
cg05927190 5.30E-09 1.57E-07 0.068213757 -2.576573575 

 
0.50881764 0.180377697 NA 1 Island NA 54203548 Intergenic 

cg15844871 5.30E-09 1.57E-07 -0.527074232 -2.213432843 
 

0.420811529 0.185367669 NA 2 N_Shore NA 20068384 Intergenic 
cg18277979 5.33E-09 1.57E-07 1.175514751 -1.085870808 

 
0.677654172 0.338562417 NA 9 N_Shore NA 79630127 Intergenic 

cg12580752 5.33E-09 1.57E-07 0.027119601 -4.101018421 
 

0.516712221 0.106419643 NA 3 Island NA 44038869 Intergenic 
cg23217153 5.37E-09 1.58E-07 0.831448368 -1.046249358 

 
0.633089 0.337723428 NA 2 Island NA 242808611 Intergenic 

cg09553187 5.37E-09 1.58E-07 -0.8731651 -3.179010695 
 

0.377831028 0.110688768 NA 8 S_Shelf NA 65294798 Intergenic 
cg12990337 5.45E-09 1.61E-07 0.401859775 -2.522706755 

 
0.576550401 0.17467238 NA 2 S_Shore NA 168151004 Intergenic 

cg22665696 5.46E-09 1.61E-07 0.284835629 -2.744607059 
 

0.545455121 0.175958879 NA 10 Island NA 131768755 Intergenic 
cg10062141 5.47E-09 1.61E-07 -1.816615692 -3.630323329 

 
0.236550676 0.085334917 NA 1 Island NA 91172710 Intergenic 

cg03667544 5.53E-09 1.63E-07 -1.946335561 -3.472388408 
 

0.224311046 0.087633435 NA 10 Island NA 135049598 Intergenic 
cg23378989 5.57E-09 1.64E-07 0.61519314 -3.810140446 

 
0.599946806 0.143687406 NA 5 Island NA 131991993 Intergenic 

cg18417953 5.59E-09 1.65E-07 -0.308004216 -3.177755923 
 

0.456389629 0.135050067 NA 18 S_Shore NA 55097461 Intergenic 
cg26810816 5.60E-09 1.65E-07 1.347234153 -1.70791391 

 
0.699302277 0.273463109 NA 20 Island NA 708630 Intergenic 

cg01017541 5.61E-09 1.65E-07 -0.224371827 -2.886060758 
 

0.482101868 0.145130489 NA 7 S_Shore NA 127776461 Intergenic 
cg08453483 5.67E-09 1.67E-07 -1.880011624 -3.964142353 

 
0.251456003 0.065834423 NA 2 Island NA 119613877 Intergenic 

cg05312353 5.67E-09 1.67E-07 0.062841932 -2.710460516 
 

0.526093136 0.155735973 NA 6 S_Shore NA 17102678 Intergenic 
cg11537367 5.70E-09 1.67E-07 -1.027767829 -4.10464304 

 
0.418445816 0.058388113 NA 1 Island NA 218338772 Intergenic 

cg26596964 5.71E-09 1.68E-07 -2.184141714 -5.281120379 
 

0.229784252 0.042824116 NA 10 Island NA 102495354 Intergenic 
cg21357629 5.72E-09 1.68E-07 -0.422120621 -4.671246208 

 
0.497521942 0.08412023 NA 21 Island NA 47063665 Intergenic 

cg26482052 5.79E-09 1.70E-07 0.56993841 -2.112264321 
 

0.588390033 0.224696724 NA 2 Island NA 66660462 Intergenic 
cg05853159 5.90E-09 1.73E-07 -0.103225133 -3.039418618 

 
0.479000213 0.150765115 NA 7 Island NA 64712682 Intergenic 

cg02240066 5.91E-09 1.73E-07 -1.912365729 -4.52437989 
 

0.291865148 0.043675891 NA 2 Island NA 170220975 Intergenic 
cg27628784 5.92E-09 1.73E-07 0.234882516 -2.670170739 

 
0.538437251 0.183084775 NA 10 Island NA 131767387 Intergenic 

cg06642275 5.94E-09 1.74E-07 -0.76156327 -2.611374574 
 

0.388960833 0.147467246 NA 12 Island NA 54145184 Intergenic 
cg06318402 6.00E-09 1.75E-07 1.805621299 -0.083567884 

 
0.756938385 0.486254843 NA 1 Island NA 244894363 Intergenic 

cg16364121 6.00E-09 1.75E-07 1.33556115 -2.199822192 
 

0.699109452 0.241462215 NA 17 Island NA 35291924 Intergenic 
cg18138580 6.08E-09 1.78E-07 -1.446327848 -3.647202035 

 
0.305816819 0.083242573 NA 7 NA NA 70294264 Intergenic 

cg20000718 6.09E-09 1.78E-07 0.252426952 -2.337243102 
 

0.542360358 0.204108947 NA 4 Island NA 41869433 Intergenic 
cg02107879 6.17E-09 1.80E-07 -0.087496738 -2.147796667 

 
0.486292716 0.207121283 NA 11 Island NA 45377038 Intergenic 

cg17526229 6.18E-09 1.80E-07 0.932473044 -1.242212569 
 

0.647695724 0.312491564 NA 11 Island NA 20177746 Intergenic 
cg20541238 6.19E-09 1.80E-07 0.247048284 -3.294516043 

 
0.532217187 0.148031442 NA 3 Island NA 13324886 Intergenic 

cg26415571 6.21E-09 1.81E-07 -1.022301718 -5.257475854 
 

0.348580713 0.0604271 NA 1 S_Shore NA 91172930 Intergenic 
cg08418980 6.23E-09 1.81E-07 -0.205038828 -2.567882519 

 
0.466795378 0.172116003 NA 5 Island NA 172665400 Intergenic 

cg10989504 6.24E-09 1.82E-07 -0.309710101 -3.199979024 
 

0.46082984 0.132920279 NA 6 N_Shore NA 166419943 Intergenic 
cg18081489 6.39E-09 1.86E-07 -2.307240946 -5.144161131 

 
0.261527721 0.030014131 NA 19 N_Shore NA 37808471 Intergenic 

cg09988738 6.41E-09 1.86E-07 0.005093568 -2.010406112 
 

0.499612616 0.217463498 NA 4 N_Shore NA 4857255 Intergenic 
cg21239901 6.42E-09 1.87E-07 -1.299905339 -3.862277925 

 
0.306136033 0.088583513 NA 8 Island NA 93115047 Intergenic 

cg21053509 6.45E-09 1.87E-07 -1.379684703 -3.771237778 
 

0.320108045 0.080714864 NA 7 N_Shore NA 113723569 Intergenic 
cg01399264 6.45E-09 1.87E-07 -3.260259795 -4.394167091 

 
0.101928143 0.047164097 NA 11 N_Shore NA 16634515 Intergenic 

cg18314424 6.46E-09 1.87E-07 0.268621334 -3.341452943 
 

0.543601647 0.152953121 NA 4 Island NA 184718605 Intergenic 
cg15205547 6.52E-09 1.89E-07 -0.777168039 -4.189070493 

 
0.424206558 0.080144671 NA 7 Island NA 23514347 Intergenic 

cg26533273 6.56E-09 1.90E-07 0.707806531 -2.583205155 
 

0.609957059 0.199471878 NA 4 N_Shore NA 113626495 Intergenic 
cg08376828 6.58E-09 1.91E-07 0.161358356 -2.93584848 

 
0.561701831 0.135937214 NA 10 Island NA 130339527 Intergenic 

cg26349358 6.58E-09 1.91E-07 2.261947646 0.301792116 
 

0.817897181 0.547080435 NA 2 S_Shore NA 468989 Intergenic 
cg27664844 6.60E-09 1.91E-07 -0.367585635 -3.678258706 

 
0.444390311 0.110771022 NA 2 S_Shore NA 119532486 Intergenic 

cg08838671 6.64E-09 1.92E-07 -0.339890792 -3.900467537 
 

0.473440771 0.097610669 NA 22 Island NA 42311374 Intergenic 
cg20931559 6.67E-09 1.93E-07 -1.128089885 -3.153879897 

 
0.332696163 0.114809792 NA 11 N_Shore NA 3224451 Intergenic 

cg11848496 6.68E-09 1.93E-07 -0.774636779 -1.691950211 
 

0.370677858 0.239984233 NA 9 Island NA 66571782 Intergenic 
cg11183632 6.68E-09 1.93E-07 -0.249602005 -4.099501933 

 
0.457478506 0.114715949 NA 20 Island NA 21503152 Intergenic 

cg09180171 6.70E-09 1.94E-07 -0.164344854 -2.665219591 
 

0.477850776 0.162772704 NA 1 NA NA 22677913 Intergenic 
cg23765754 6.72E-09 1.94E-07 0.154725905 -2.214486175 

 
0.524005017 0.208493131 NA 19 Island NA 30717766 Intergenic 

cg05781999 6.72E-09 1.94E-07 -0.138516756 -2.460262024 
 

0.483640079 0.177380003 NA 7 Island NA 155174129 Intergenic 
cg13456504 6.74E-09 1.95E-07 -0.107935834 -2.953770155 

 
0.475129352 0.151645853 NA 1 Island NA 91191583 Intergenic 

cg18458305 6.75E-09 1.95E-07 -2.438289657 -4.603542559 
 

0.205338677 0.044446961 NA 22 Island NA 42311231 Intergenic 
cg21031345 6.78E-09 1.95E-07 0.147022866 -2.640762903 

 
0.524511866 0.175714048 NA 11 NA NA 121800497 Intergenic 
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cg23667734 6.85E-09 1.98E-07 -0.813182342 -3.919741719 
 

0.400595301 0.081245289 NA 17 Island NA 34998374 Intergenic 
cg10308833 6.87E-09 1.98E-07 0.029975774 -2.423387986 

 
0.504600226 0.191583637 NA 6 NA NA 134176248 Intergenic 

cg21234195 6.89E-09 1.98E-07 -2.221420107 -4.377572971 
 

0.225771567 0.051178018 NA 8 Island NA 144489782 Intergenic 
cg02824202 6.91E-09 1.99E-07 -1.002373115 -4.555530367 

 
0.386717317 0.066556962 NA 18 Island NA 6729810 Intergenic 

cg03333361 6.92E-09 1.99E-07 -0.673033151 -2.868634887 
 

0.392908761 0.144977316 NA 3 NA NA 180588056 Intergenic 
cg07090534 6.93E-09 1.99E-07 0.02725012 -0.558996941 

 
0.504703529 0.404743077 NA 9 Island NA 42743750 Intergenic 

cg06050495 6.96E-09 2.00E-07 0.381154314 -1.431885567 
 

0.566381091 0.287119615 NA 17 N_Shore NA 35291580 Intergenic 
cg18065680 7.01E-09 2.01E-07 -2.988326486 -4.987341381 

 
0.155828371 0.03205285 NA 2 Island NA 237087147 Intergenic 

cg20172862 7.04E-09 2.02E-07 -2.639845535 -5.4676771 
 

0.206489373 0.02798598 NA 15 Island NA 99602546 Intergenic 
cg17613259 7.10E-09 2.04E-07 -0.332464005 -2.450141388 

 
0.449889513 0.174753567 NA 2 Island NA 105484139 Intergenic 

cg00336150 7.13E-09 2.05E-07 -0.094635823 -3.025094247 
 

0.500536723 0.142490462 NA 2 N_Shore NA 118981150 Intergenic 
cg18745131 7.13E-09 2.05E-07 0.05865812 -2.092959588 

 
0.508559529 0.21391687 NA 7 Island NA 1269963 Intergenic 

cg08683343 7.15E-09 2.05E-07 -0.614127476 -3.115793633 
 

0.412525382 0.128024782 NA 20 Island NA 61810535 Intergenic 
cg25185173 7.16E-09 2.05E-07 0.762185051 -2.571323354 

 
0.61962562 0.201512113 NA 4 Island NA 154712580 Intergenic 

cg01843034 7.16E-09 2.05E-07 -0.336859237 -2.827622321 
 

0.458212036 0.149517959 NA 6 Island NA 37503916 Intergenic 
cg06928246 7.28E-09 2.08E-07 2.07485467 0.043597417 

 
0.785739454 0.506128842 NA 1 Island NA 227974645 Intergenic 

cg02349578 7.29E-09 2.09E-07 -1.919599765 -4.612816104 
 

0.276710993 0.046614619 NA 15 Island NA 41877870 Intergenic 
cg25622036 7.32E-09 2.09E-07 0.960949 -2.644867989 

 
0.650842628 0.209076509 NA 5 Island NA 92376 Intergenic 

cg14316431 7.35E-09 2.10E-07 0.042844774 -2.70249389 
 

0.514230182 0.1621231 NA 9 Island NA 96721817 Intergenic 
cg11218954 7.36E-09 2.10E-07 0.660061142 -1.856884098 

 
0.600726691 0.247151004 NA 2 Island NA 45164864 Intergenic 

cg07091779 7.41E-09 2.12E-07 -1.892293115 -4.626659969 
 

0.294966149 0.042965589 NA 20 Island NA 21081751 Intergenic 
cg12757155 7.44E-09 2.12E-07 0.592338161 -2.060569352 

 
0.59202576 0.221278296 NA 18 Island NA 5628325 Intergenic 

cg03018796 7.44E-09 2.12E-07 -0.211226947 -3.571555949 
 

0.473722841 0.128783446 NA 22 Island NA 37730664 Intergenic 
cg04364728 7.45E-09 2.12E-07 0.693150375 -1.245906439 

 
0.606271946 0.311135136 NA 1 Island NA 845810 Intergenic 

cg06905913 7.47E-09 2.13E-07 -0.520054301 -3.575341867 
 

0.457199282 0.082217558 NA 2 Island NA 121102148 Intergenic 
cg00588720 7.48E-09 2.13E-07 -1.167109717 -4.372315302 

 
0.355841093 0.07580724 NA 16 Island NA 89267826 Intergenic 

cg14014796 7.48E-09 2.13E-07 -0.580999902 -3.181906425 
 

0.413332232 0.12988393 NA 2 Island NA 45029977 Intergenic 
cg00108524 7.50E-09 2.13E-07 -0.873596291 -3.44553866 

 
0.375779532 0.107726098 NA 1 NA NA 30559124 Intergenic 

cg25137700 7.50E-09 2.13E-07 -3.003110585 -4.684989946 
 

0.135967119 0.03968236 NA 3 NA NA 10780651 Intergenic 
cg10918328 7.50E-09 2.13E-07 -0.570155754 -3.670282102 

 
0.416032526 0.107857477 NA 13 S_Shore NA 95355508 Intergenic 

cg16885107 7.52E-09 2.14E-07 -1.832910488 -4.750452512 
 

0.312355493 0.041029188 NA 17 Island NA 16310614 Intergenic 
cg01296199 7.56E-09 2.15E-07 -2.501825509 -4.512003284 

 
0.200273923 0.043883095 NA 3 Island NA 123752573 Intergenic 

cg05193470 7.66E-09 2.17E-07 -0.887547384 -2.801132761 
 

0.371119594 0.135008699 NA 8 NA NA 135469552 Intergenic 
cg21549294 7.67E-09 2.18E-07 -1.31753835 -5.445623397 

 
0.366016888 0.04405847 NA 12 NA NA 127865703 Intergenic 

cg14318197 7.71E-09 2.19E-07 1.494251694 -0.792386278 
 

0.720232857 0.384171598 NA 17 S_Shore NA 37754223 Intergenic 
cg26408364 7.73E-09 2.19E-07 1.547137454 -0.038375022 

 
0.739922211 0.492519192 NA 12 S_Shore NA 53108600 Intergenic 

cg07294406 7.80E-09 2.21E-07 0.421654881 -2.850771471 
 

0.566193373 0.178490304 NA 7 Island NA 64700536 Intergenic 
cg11038774 7.80E-09 2.21E-07 -1.05684941 -3.029631493 

 
0.337700001 0.1263432 NA 11 N_Shelf NA 128556774 Intergenic 

cg11081580 7.81E-09 2.21E-07 -0.801723367 -2.543569964 
 

0.370739554 0.159507478 NA 7 Island NA 1286650 Intergenic 
cg02285887 7.83E-09 2.22E-07 -0.736544329 -3.048372731 

 
0.408963543 0.120079149 NA 7 Island NA 20817927 Intergenic 

cg14904261 7.86E-09 2.22E-07 0.54053176 -1.315160424 
 

0.581596324 0.29622576 NA 19 Island NA 30716712 Intergenic 
cg10828660 7.91E-09 2.24E-07 0.388628856 -3.281216108 

 
0.56966437 0.144103469 NA 2 Island NA 175205852 Intergenic 

cg08330404 7.93E-09 2.24E-07 0.127578596 -2.670619619 
 

0.519353161 0.178215084 NA 6 N_Shelf NA 166419593 Intergenic 
cg20885578 7.94E-09 2.24E-07 -2.410252345 -5.758213695 

 
0.219997908 0.037479438 NA 2 Island NA 198174922 Intergenic 

cg22879667 7.94E-09 2.24E-07 0.553857256 -1.902594936 
 

0.583551602 0.238965241 NA 4 Island NA 4868441 Intergenic 
cg02639540 8.02E-09 2.26E-07 -0.951783371 -4.915993266 

 
0.39739686 0.069612831 NA 4 S_Shore NA 4855348 Intergenic 

cg04285652 8.07E-09 2.28E-07 -0.456860067 -1.956691601 
 

0.425739672 0.2141088 NA 8 Island NA 23584042 Intergenic 
cg16731083 8.08E-09 2.28E-07 0.475564055 -1.454007051 

 
0.575070401 0.278113376 NA 1 NA NA 203086962 Intergenic 

cg21873817 8.16E-09 2.30E-07 -0.538202846 -3.407005965 
 

0.421017797 0.123942961 NA 4 S_Shelf NA 175139240 Intergenic 
cg10112017 8.20E-09 2.31E-07 -1.300238613 -3.990312678 

 
0.352326727 0.063425055 NA 4 Island NA 571489 Intergenic 

cg26734287 8.21E-09 2.31E-07 -1.081969488 -3.425560563 
 

0.346493551 0.102223836 NA 2 Island NA 45165772 Intergenic 
cg09069579 8.33E-09 2.34E-07 -0.767854061 -2.462314606 

 
0.395712638 0.158043964 NA 9 Island NA 136451195 Intergenic 

cg00287974 8.41E-09 2.37E-07 -1.683573814 -4.140208953 
 

0.271420084 0.068478034 NA 7 N_Shore NA 64348873 Intergenic 
cg22907789 8.46E-09 2.38E-07 -1.518005982 -3.263722234 

 
0.288846629 0.099415148 NA 17 NA NA 75567709 Intergenic 

cg01202358 8.46E-09 2.38E-07 -0.222330496 -2.236156588 
 

0.463664945 0.197834428 NA 3 Island NA 46853910 Intergenic 
cg14796237 8.51E-09 2.39E-07 -2.207911133 -4.566991949 

 
0.234274048 0.046178522 NA 12 NA NA 62829582 Intergenic 
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cg24717061 8.53E-09 2.40E-07 0.269560049 -1.193288175 
 

0.545524469 0.31283979 NA 10 S_Shore NA 102978443 Intergenic 
cg25554685 8.55E-09 2.40E-07 -2.08762065 -3.235204019 

 
0.204135914 0.098183334 NA 13 NA NA 112858945 Intergenic 

cg03414474 8.55E-09 2.40E-07 -2.444299082 -5.582040365 
 

0.241136367 0.029961948 NA 2 Island NA 105488932 Intergenic 
cg02503159 8.61E-09 2.42E-07 -0.636468042 -3.382459382 

 
0.428546712 0.108685533 NA 6 NA NA 5026324 Intergenic 

cg24660670 8.90E-09 2.49E-07 0.236455029 -1.789801587 
 

0.539487073 0.243495663 NA 1 Island NA 116371083 Intergenic 
cg14428080 8.92E-09 2.50E-07 -0.467073889 -2.352811193 

 
0.423357906 0.180523148 NA 9 Island NA 96723014 Intergenic 

cg08944893 8.93E-09 2.50E-07 -0.38762769 -2.68941365 
 

0.436248485 0.162067422 NA 2 S_Shore NA 105461870 Intergenic 
cg13468418 8.96E-09 2.51E-07 -0.55015351 -2.94960774 

 
0.412263012 0.143260647 NA 4 Island NA 186048907 Intergenic 

cg01533965 9.07E-09 2.54E-07 -0.059471271 -3.043312068 
 

0.489763614 0.150550588 NA 7 Island NA 1281585 Intergenic 
cg26157386 9.09E-09 2.54E-07 0.603690542 -2.584849266 

 
0.596923965 0.200714528 NA 14 Island NA 36994270 Intergenic 

cg09483270 9.11E-09 2.55E-07 0.070613252 -2.517148908 
 

0.511663867 0.185991676 NA 2 N_Shore NA 172970835 Intergenic 
cg10626816 9.12E-09 2.55E-07 0.609614144 -2.13775692 

 
0.595475919 0.225597715 NA 1 NA NA 39025249 Intergenic 

cg10762882 9.14E-09 2.55E-07 -0.750163994 -2.978968806 
 

0.383650253 0.133149445 NA 15 NA NA 54271167 Intergenic 
cg03434262 9.22E-09 2.57E-07 -1.08559843 -2.799244003 

 
0.33641275 0.137011453 NA 2 N_Shore NA 233367710 Intergenic 

cg06023243 9.24E-09 2.58E-07 -1.609430251 -3.653449237 
 

0.29135203 0.077923998 NA 15 S_Shore NA 99092014 Intergenic 
cg27042491 9.25E-09 2.58E-07 -1.720360549 -3.495706292 

 
0.259014214 0.089154076 NA 10 S_Shore NA 77191686 Intergenic 

cg02649279 9.28E-09 2.59E-07 -0.028252347 -3.5680193 
 

0.495617863 0.126137211 NA 9 Island NA 29212689 Intergenic 
cg23989119 9.29E-09 2.59E-07 -1.397878958 -3.244825008 

 
0.298099602 0.10553878 NA 6 Island NA 1608107 Intergenic 

cg15367453 9.31E-09 2.59E-07 -0.900851178 -3.686011575 
 

0.406747556 0.088047727 NA 2 S_Shore NA 63287288 Intergenic 
cg18427787 9.33E-09 2.60E-07 -0.000230933 -3.048968611 

 
0.506348706 0.147590633 NA 20 NA NA 45087990 Intergenic 

cg13908336 9.38E-09 2.61E-07 -1.323667141 -3.204375041 
 

0.314502601 0.10696502 NA 2 S_Shore NA 223171797 Intergenic 
cg01659038 9.48E-09 2.64E-07 1.019577701 2.745004116 

 
0.658999487 0.855985652 NA 2 NA NA 23371714 Intergenic 

cg13868106 9.53E-09 2.65E-07 -0.912416831 -3.426357572 
 

0.361122972 0.111907283 NA 6 S_Shore NA 41342944 Intergenic 
cg24219974 9.55E-09 2.65E-07 0.552709258 2.374498282 

 
0.589747955 0.823150814 NA 6 NA NA 14729722 Intergenic 

cg05988699 9.61E-09 2.67E-07 0.425764097 -2.084669222 
 

0.566156483 0.225653852 NA 8 Island NA 143532832 Intergenic 
cg08529345 9.71E-09 2.70E-07 0.148562392 -2.764692988 

 
0.538553001 0.164899697 NA 16 Island NA 54971700 Intergenic 

cg08334278 9.73E-09 2.70E-07 0.099238329 -1.485445902 
 

0.516376443 0.276637125 NA 4 Island NA 190959052 Intergenic 
cg05854114 9.79E-09 2.72E-07 -0.204479539 -3.88700378 

 
0.464089713 0.123727529 NA 12 Island NA 77719408 Intergenic 

cg11569407 9.80E-09 2.72E-07 -0.789308872 -4.206439187 
 

0.428181485 0.080643768 NA 10 Island NA 130009122 Intergenic 
cg11171224 9.85E-09 2.73E-07 -3.001037258 -7.060776344 

 
0.244899586 0.011035852 NA 7 Island NA 102158209 Intergenic 

cg08382226 9.86E-09 2.73E-07 1.248386659 -2.573787964 
 

0.682366764 0.214435494 NA 6 Island NA 108440339 Intergenic 
cg14169333 9.86E-09 2.73E-07 0.813134613 -3.719056938 

 
0.620946279 0.153976496 NA 9 Island NA 96721468 Intergenic 

cg09582952 9.90E-09 2.74E-07 -0.183864452 -3.747521162 
 

0.468588562 0.124758331 NA 17 Island NA 29033187 Intergenic 
cg01283417 9.91E-09 2.74E-07 1.636147978 -1.456232467 

 
0.744201079 0.296388869 NA 18 Island NA 5896071 Intergenic 

cg19275091 9.91E-09 2.74E-07 0.630804519 2.647581637 
 

0.595249481 0.843703481 NA 1 NA NA 119860821 Intergenic 
cg01866606 9.92E-09 2.74E-07 -0.657822258 -3.067071235 

 
0.411754413 0.129759862 NA 2 Island NA 176950843 Intergenic 

cg17147211 9.93E-09 2.74E-07 -0.527312065 -5.057394883 
 

0.443587803 0.082825456 NA 1 Island NA 119544070 Intergenic 
cg17405840 9.95E-09 2.75E-07 -0.148969847 -2.884411326 

 
0.474747552 0.156141119 NA 12 S_Shore NA 24717001 Intergenic 

cg15242061 1.00E-08 2.77E-07 0.355845683 -1.422486735 
 

0.556925848 0.286641789 NA 7 S_Shore NA 90226535 Intergenic 
cg01622437 1.01E-08 2.80E-07 -1.422639877 -3.818173617 

 
0.311987341 0.082153089 NA 12 Island NA 115136246 Intergenic 

cg27266382 1.02E-08 2.80E-07 -1.616610766 -4.745859623 
 

0.287918731 0.05749072 NA 3 Island NA 74663533 Intergenic 
cg00595223 1.02E-08 2.81E-07 -0.185067749 -2.523461777 

 
0.469560473 0.180722874 NA 10 Island NA 133879183 Intergenic 

cg14701643 1.02E-08 2.82E-07 -1.859729561 -4.880540599 
 

0.282911092 0.04219251 NA 12 Island NA 52208721 Intergenic 
cg25794153 1.03E-08 2.82E-07 -2.223877058 -4.76418436 

 
0.25554743 0.037462041 NA 18 S_Shore NA 31805151 Intergenic 

cg21743907 1.03E-08 2.82E-07 0.80592688 -2.372174162 
 

0.630441156 0.220336249 NA 7 Island NA 129423053 Intergenic 
cg21999284 1.03E-08 2.83E-07 -0.326893303 -2.238518234 

 
0.447212775 0.195662805 NA 5 S_Shore NA 175200576 Intergenic 

cg06595320 1.03E-08 2.84E-07 -2.278992731 -4.941050064 
 

0.227079105 0.037462947 NA 3 N_Shore NA 27753965 Intergenic 
cg05144067 1.03E-08 2.84E-07 -0.787754939 -3.104900471 

 
0.374605612 0.129888177 NA 10 N_Shore NA 124905105 Intergenic 

cg01540869 1.05E-08 2.88E-07 -0.021379714 -3.454868907 
 

0.521765778 0.119851571 NA 13 Island NA 25116150 Intergenic 
cg07151445 1.05E-08 2.89E-07 -2.394838789 -6.331563084 

 
0.261699197 0.026475025 NA 8 Island NA 19614946 Intergenic 

cg08573679 1.06E-08 2.90E-07 -0.420120849 -2.936784551 
 

0.452421223 0.138747936 NA 6 N_Shore NA 125684510 Intergenic 
cg12414653 1.06E-08 2.90E-07 -0.856639119 -5.588046014 

 
0.443701326 0.058663436 NA 12 Island NA 8123380 Intergenic 

cg14210607 1.06E-08 2.92E-07 -0.482497126 -3.197963047 
 

0.451780379 0.124375822 NA 15 Island NA 68128175 Intergenic 
cg02767539 1.06E-08 2.92E-07 -0.903720848 -3.463509112 

 
0.355473771 0.117054976 NA 21 Island NA 15399990 Intergenic 

cg16705594 1.07E-08 2.92E-07 -1.161397559 -3.593042934 
 

0.362846122 0.082099518 NA 2 Island NA 45396639 Intergenic 
cg19343611 1.07E-08 2.93E-07 0.436235726 -2.093396092 

 
0.571874055 0.226903268 NA 22 Island NA 28010528 Intergenic 
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cg16560811 1.07E-08 2.93E-07 -0.790797643 -2.982260675 
 

0.370240706 0.138802722 NA 20 Island NA 60540747 Intergenic 
cg02848101 1.07E-08 2.93E-07 -1.866374539 -3.731007133 

 
0.227041944 0.083731996 NA 10 Island NA 81664955 Intergenic 

cg18255353 1.07E-08 2.93E-07 1.285703771 -2.232927366 
 

0.686773766 0.231752967 NA 4 Island NA 154712422 Intergenic 
cg04607865 1.07E-08 2.94E-07 -0.703374333 -2.694675924 

 
0.392141319 0.151839906 NA 7 N_Shelf NA 20834362 Intergenic 

cg00608299 1.08E-08 2.95E-07 0.986421857 -0.984826757 
 

0.655334168 0.349543279 NA 7 N_Shore NA 155579788 Intergenic 
cg26643142 1.08E-08 2.95E-07 0.913693593 -1.231001333 

 
0.640057789 0.312989224 NA 12 Island NA 54399494 Intergenic 

cg20858400 1.09E-08 2.97E-07 -0.81456449 -2.579963291 
 

0.370836302 0.158266693 NA 14 Island NA 104928652 Intergenic 
cg10743424 1.09E-08 2.98E-07 1.295150344 3.648139238 

 
0.675500119 0.912628087 NA 19 N_Shelf NA 37175471 Intergenic 

cg19921847 1.09E-08 2.99E-07 -0.456877624 -1.546118203 
 

0.424137097 0.259841953 NA 4 Island NA 113444361 Intergenic 
cg11832404 1.10E-08 3.01E-07 0.124564899 -2.709861544 

 
0.518307789 0.174690093 NA 12 Island NA 65218258 Intergenic 

cg06203207 1.10E-08 3.01E-07 -1.502847858 -5.670477582 
 

0.413980418 0.023507145 NA 19 Island NA 42444781 Intergenic 
cg10949113 1.10E-08 3.01E-07 -0.100192768 -2.59562767 

 
0.486471436 0.17608848 NA 7 Island NA 1362962 Intergenic 

cg00107606 1.10E-08 3.01E-07 -1.159566038 -3.059910946 
 

0.323084556 0.123008954 NA 2 S_Shore NA 223177596 Intergenic 
cg12836280 1.11E-08 3.01E-07 -0.053275118 -1.661103848 

 
0.491992412 0.252606676 NA 5 NA NA 50260240 Intergenic 

cg05764111 1.11E-08 3.02E-07 -0.625371988 -2.74235428 
 

0.417751463 0.143121352 NA 17 NA NA 33673590 Intergenic 
cg03786327 1.11E-08 3.02E-07 -0.559524693 -3.238412094 

 
0.416039311 0.127826835 NA 13 S_Shore NA 100644473 Intergenic 

cg02334314 1.11E-08 3.02E-07 -2.13879219 -4.967072516 
 

0.256301969 0.040130258 NA 3 Island NA 123752504 Intergenic 
cg12177546 1.13E-08 3.07E-07 0.231964535 -1.973776607 

 
0.536255344 0.222671704 NA 7 N_Shore NA 113723786 Intergenic 

cg14794076 1.13E-08 3.08E-07 0.522259287 -2.565640016 
 

0.576277115 0.194306136 NA 3 N_Shore NA 137486637 Intergenic 
cg27376683 1.14E-08 3.09E-07 1.149964805 -1.651046002 

 
0.672667237 0.283806376 NA 11 Island NA 8289620 Intergenic 

cg24717935 1.15E-08 3.11E-07 -1.282094541 -3.601413552 
 

0.318640412 0.0898422 NA 3 Island NA 27756281 Intergenic 
cg04797725 1.15E-08 3.12E-07 0.719086857 -3.497906603 

 
0.610882344 0.158147187 NA 12 Island NA 77719326 Intergenic 

cg19518308 1.16E-08 3.13E-07 0.260498397 -2.178436796 
 

0.539752454 0.212777955 NA 2 Island NA 11622904 Intergenic 
cg24767540 1.16E-08 3.14E-07 1.301320157 -1.03287715 

 
0.697294916 0.350255562 NA 10 Island NA 102985714 Intergenic 

cg23422268 1.16E-08 3.15E-07 1.521050554 -0.968723884 
 

0.729165475 0.364297268 NA 10 Island NA 102416715 Intergenic 
cg14831380 1.16E-08 3.15E-07 -0.101906908 -2.064647861 

 
0.491182517 0.207039741 NA 8 N_Shore NA 144510421 Intergenic 

cg11986813 1.16E-08 3.15E-07 -1.950963974 -6.251353482 
 

0.343917613 0.023790641 NA 10 Island NA 43429144 Intergenic 
cg17981058 1.17E-08 3.17E-07 -1.632840812 -4.102080178 

 
0.27543401 0.06413893 NA 2 N_Shore NA 223176398 Intergenic 

cg03974889 1.17E-08 3.17E-07 -0.132774845 -2.261223887 
 

0.479017273 0.197794376 NA 1 Island NA 91192162 Intergenic 
cg12106728 1.18E-08 3.18E-07 -1.632941945 -5.444135023 

 
0.310957344 0.047045372 NA 12 Island NA 115136258 Intergenic 

cg15284082 1.18E-08 3.19E-07 -0.682369749 1.568402936 
 

0.406915952 0.732797467 NA 10 NA NA 77142527 Intergenic 
cg13569486 1.18E-08 3.20E-07 1.569245557 -1.202475534 

 
0.721730167 0.331429427 NA 11 S_Shore NA 8290738 Intergenic 

cg18378453 1.19E-08 3.21E-07 -1.553861216 -5.29912829 
 

0.37995169 0.031898549 NA 4 Island NA 53617443 Intergenic 
cg17722747 1.19E-08 3.21E-07 3.101924417 1.085423035 

 
0.891369534 0.661525124 NA 20 S_Shelf NA 58665675 Intergenic 

cg14730102 1.19E-08 3.22E-07 0.230256432 -1.896808075 
 

0.535350695 0.237689408 NA 21 S_Shore NA 34401634 Intergenic 
cg22509189 1.19E-08 3.22E-07 -0.476591721 -4.265440981 

 
0.456147939 0.094176468 NA 2 Island NA 225307070 Intergenic 

cg09797340 1.19E-08 3.22E-07 0.69633332 2.575630312 
 

0.599917388 0.845176837 NA 7 NA NA 30749389 Intergenic 
cg12748000 1.20E-08 3.22E-07 0.77254851 2.482676613 

 
0.62077975 0.835057567 NA 12 NA NA 6299601 Intergenic 

cg10907237 1.20E-08 3.23E-07 -0.106302263 -2.359412237 
 

0.483020746 0.192078112 NA 13 N_Shore NA 95355869 Intergenic 
cg03067912 1.20E-08 3.23E-07 -0.065960775 -2.842191818 

 
0.487916694 0.165845874 NA 21 Island NA 46352193 Intergenic 

cg09714778 1.20E-08 3.24E-07 -0.428102491 -2.789055466 
 

0.443900826 0.15260514 NA 3 Island NA 74664098 Intergenic 
cg06779672 1.21E-08 3.25E-07 -0.313465404 -2.199072691 

 
0.456135921 0.190370629 NA 6 N_Shore NA 1378238 Intergenic 

cg15383322 1.21E-08 3.26E-07 -0.297505092 -2.568830534 
 

0.453847806 0.170547354 NA 7 S_Shore NA 98100419 Intergenic 
cg24573719 1.23E-08 3.30E-07 0.065953922 -3.549586449 

 
0.5083281 0.138441251 NA 11 N_Shore NA 43600032 Intergenic 

cg26263773 1.23E-08 3.30E-07 -3.44435794 -4.980601079 
 

0.097904556 0.033171443 NA 19 Island NA 49521926 Intergenic 
cg03781505 1.23E-08 3.30E-07 -1.184199152 -4.708311527 

 
0.387481242 0.056911301 NA 17 Island NA 16310359 Intergenic 

cg05404227 1.23E-08 3.30E-07 -3.026963663 -4.267176415 
 

0.121252147 0.051727735 NA 13 N_Shore NA 88323358 Intergenic 
cg02654358 1.23E-08 3.31E-07 -0.04522496 -2.418836374 

 
0.492647707 0.184736681 NA 9 N_Shore NA 74061449 Intergenic 

cg06246224 1.24E-08 3.32E-07 -0.126892698 -2.144102279 
 

0.479903485 0.207773944 NA 6 N_Shore NA 108435180 Intergenic 
cg21802055 1.24E-08 3.32E-07 1.107965477 -2.834860722 

 
0.668946753 0.193712657 NA 4 Island NA 4868794 Intergenic 

cg04174466 1.24E-08 3.32E-07 -0.002327799 -2.022480147 
 

0.50129442 0.210116849 NA 13 Island NA 25592582 Intergenic 
cg01975786 1.25E-08 3.35E-07 0.520016699 1.977152795 

 
0.58286208 0.789377018 NA 8 S_Shore NA 142428968 Intergenic 

cg13239420 1.25E-08 3.35E-07 0.613705741 -2.549865277 
 

0.596534812 0.204862118 NA 1 Island NA 240161249 Intergenic 
cg05063412 1.27E-08 3.39E-07 -1.8529199 -3.950236362 

 
0.235361219 0.077522557 NA 12 NA NA 114917737 Intergenic 

cg07154861 1.27E-08 3.40E-07 -3.043866737 -6.580363192 
 

0.241151806 0.011585937 NA 2 Island NA 121493814 Intergenic 
cg03265642 1.28E-08 3.42E-07 -1.25294024 -3.827396435 

 
0.352173647 0.07800507 NA 5 N_Shore NA 1644520 Intergenic 
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cg04193835 1.28E-08 3.42E-07 1.513515391 -0.280022293 
 

0.733625482 0.459818583 NA 16 Island NA 28379378 Intergenic 
cg09643752 1.29E-08 3.43E-07 -1.524554077 -4.403155177 

 
0.340358857 0.051882664 NA 7 Island NA 23514246 Intergenic 

cg15658945 1.29E-08 3.43E-07 0.691403118 -2.272783124 
 

0.612376306 0.22240998 NA 5 Island NA 1667643 Intergenic 
cg05995135 1.30E-08 3.46E-07 -2.555324583 -6.761084217 

 
0.285818425 0.014977522 NA 17 Island NA 19912840 Intergenic 

cg08292935 1.30E-08 3.46E-07 0.777691256 3.272259727 
 

0.614508502 0.884292811 NA 8 S_Shelf NA 6695409 Intergenic 
cg10894566 1.31E-08 3.49E-07 -0.600660661 -3.649904934 

 
0.408715853 0.116332354 NA 15 Island NA 89905901 Intergenic 

cg09817636 1.32E-08 3.52E-07 -0.135579208 -2.14331361 
 

0.491200143 0.197567682 NA 1 Island NA 230561975 Intergenic 
cg10691592 1.32E-08 3.52E-07 -2.073658299 -4.87812264 

 
0.275724691 0.041639429 NA 3 Island NA 128337033 Intergenic 

cg13210470 1.34E-08 3.56E-07 -0.494929946 -3.120900776 
 

0.424595463 0.131036773 NA 7 N_Shore NA 121950198 Intergenic 
cg16706613 1.35E-08 3.59E-07 -0.661670107 1.26082341 

 
0.394376605 0.688133795 NA 12 N_Shelf NA 52423671 Intergenic 

cg22484737 1.35E-08 3.59E-07 0.384534344 -2.202123424 
 

0.57118051 0.204509694 NA 7 NA NA 115117568 Intergenic 
cg19059423 1.35E-08 3.59E-07 -1.876333736 -3.749195382 

 
0.243058123 0.078392454 NA 10 N_Shore NA 103051088 Intergenic 

cg19143639 1.36E-08 3.61E-07 -0.831422215 -3.130466918 
 

0.378810561 0.124658268 NA 8 NA NA 66472813 Intergenic 
cg17534202 1.37E-08 3.63E-07 0.555641952 -2.215577446 

 
0.578329901 0.205379132 NA 9 Island NA 96721102 Intergenic 

cg16274476 1.37E-08 3.64E-07 0.821396391 -1.973730343 
 

0.630348027 0.245797156 NA 20 NA NA 55588962 Intergenic 
cg07335556 1.37E-08 3.65E-07 -1.692334265 -3.297422143 

 
0.27348924 0.093514363 NA 15 NA NA 68549407 Intergenic 

cg04657205 1.39E-08 3.69E-07 1.565955126 -3.922199742 
 

0.738654895 0.180658556 NA 15 Island NA 34807050 Intergenic 
cg08205460 1.40E-08 3.72E-07 -2.599793942 -4.717450698 

 
0.203266413 0.037616229 NA 10 Island NA 47654171 Intergenic 

cg27354537 1.41E-08 3.73E-07 0.27064147 -1.188834376 
 

0.5456359 0.313080869 NA 10 S_Shore NA 101283644 Intergenic 
cg10293403 1.41E-08 3.75E-07 -0.878050121 -3.21957562 

 
0.374088309 0.120388807 NA 6 Island NA 10421670 Intergenic 

cg13031623 1.42E-08 3.76E-07 -3.493509646 -5.473302966 
 

0.102894945 0.024875977 NA 4 S_Shore NA 184719773 Intergenic 
cg19922825 1.42E-08 3.77E-07 0.344773663 -1.397922152 

 
0.556279418 0.290373273 NA 2 N_Shore NA 45029543 Intergenic 

cg13973086 1.42E-08 3.77E-07 1.484142808 -0.573344065 
 

0.728142854 0.413459083 NA 2 S_Shore NA 469105 Intergenic 
cg08517659 1.44E-08 3.81E-07 -1.951043799 -4.333569439 

 
0.263885694 0.055284789 NA 17 S_Shore NA 2952533 Intergenic 

cg07451261 1.45E-08 3.83E-07 2.320690915 -2.804975429 
 

0.816015132 0.229516438 NA 10 Island NA 102415086 Intergenic 
cg27424148 1.47E-08 3.88E-07 0.193994701 -2.092840326 

 
0.532071664 0.22096744 NA 16 Island NA 86531713 Intergenic 

cg19085352 1.47E-08 3.89E-07 -0.447201492 0.993929665 
 

0.430135651 0.661771748 NA 8 S_Shelf NA 22002294 Intergenic 
cg08795949 1.48E-08 3.91E-07 -0.298892747 -2.062989629 

 
0.451245108 0.210674595 NA 6 N_Shelf NA 166419138 Intergenic 

cg24284497 1.48E-08 3.92E-07 -1.857783365 -3.314564099 
 

0.240108529 0.094883157 NA 3 N_Shore NA 138656356 Intergenic 
cg10144483 1.49E-08 3.93E-07 0.283914053 -2.27284556 

 
0.541007968 0.199938718 NA 4 S_Shore NA 180981242 Intergenic 

cg23142529 1.49E-08 3.93E-07 0.145642561 -1.99214947 
 

0.524367854 0.224306093 NA 11 S_Shore NA 120435978 Intergenic 
cg16797300 1.49E-08 3.93E-07 -0.651937661 -3.325135603 

 
0.412586013 0.118686257 NA 15 Island NA 89942816 Intergenic 

cg09758462 1.51E-08 3.97E-07 1.301549333 3.145374092 
 

0.69056328 0.886442637 NA 7 NA NA 131792819 Intergenic 
cg09989644 1.51E-08 3.98E-07 0.70589945 -1.180912761 

 
0.615120358 0.324421823 NA 1 Island NA 156358119 Intergenic 

cg17657394 1.52E-08 3.99E-07 -0.176857593 -2.463501299 
 

0.473015896 0.179806795 NA 6 Island NA 137819188 Intergenic 
cg13405332 1.52E-08 4.01E-07 -0.004344512 -4.342149009 

 
0.561083253 0.101370968 NA 17 Island NA 19483367 Intergenic 

cg22409854 1.53E-08 4.02E-07 0.172128681 -3.535795527 
 

0.526587918 0.146295785 NA 6 Island NA 88877301 Intergenic 
cg22825961 1.54E-08 4.04E-07 -1.723245104 -3.609141611 

 
0.268743735 0.079928326 NA 13 NA NA 112859362 Intergenic 

cg06554200 1.54E-08 4.06E-07 -0.93321932 -3.130070743 
 

0.353733128 0.127719975 NA 7 Island NA 1270134 Intergenic 
cg09792711 1.56E-08 4.09E-07 -0.603858244 -2.331624222 

 
0.408822325 0.178901526 NA 14 NA NA 104787656 Intergenic 

cg24802014 1.56E-08 4.09E-07 -0.025999161 -2.652363695 
 

0.495696298 0.173188795 NA 19 Island NA 30717755 Intergenic 
cg13363982 1.56E-08 4.11E-07 -1.253379386 -3.613950459 

 
0.333375138 0.089735918 NA 1 NA NA 37721104 Intergenic 

cg13683550 1.57E-08 4.13E-07 -0.243899089 -2.597501221 
 

0.47678317 0.159945226 NA 20 NA NA 55401918 Intergenic 
cg00708105 1.58E-08 4.16E-07 0.425673504 -2.041020985 

 
0.578156301 0.225392266 NA 12 Island NA 101110754 Intergenic 

cg12225854 1.59E-08 4.16E-07 1.250800224 -1.315991375 
 

0.696064265 0.313708769 NA 13 Island NA 95619884 Intergenic 
cg27647152 1.59E-08 4.18E-07 -0.542087817 -2.080867852 

 
0.41457274 0.202059395 NA 20 S_Shore NA 3220985 Intergenic 

cg03015790 1.60E-08 4.19E-07 0.500738544 -1.807452034 
 

0.57626286 0.247612702 NA 9 Island NA 96710875 Intergenic 
cg01089914 1.60E-08 4.20E-07 2.264066035 -0.232489695 

 
0.786761501 0.460425258 NA 2 N_Shore NA 218843229 Intergenic 

cg06140900 1.63E-08 4.27E-07 0.673584908 2.400194539 
 

0.603894537 0.829446821 NA 6 NA NA 33868466 Intergenic 
cg07500707 1.65E-08 4.33E-07 0.039891069 -2.573897671 

 
0.518963387 0.17377717 NA 4 N_Shore NA 175135149 Intergenic 

cg06871582 1.66E-08 4.34E-07 -0.144695052 -2.503830339 
 

0.488158251 0.178085457 NA 12 Island NA 59990420 Intergenic 
cg16983817 1.66E-08 4.34E-07 0.033756771 -6.261893406 

 
0.505888881 0.090192451 NA 21 N_Shore NA 15399683 Intergenic 

cg12701632 1.67E-08 4.36E-07 0.49186094 2.752353948 
 

0.568190773 0.851630854 NA 6 NA NA 33877404 Intergenic 
cg15744668 1.67E-08 4.36E-07 0.62474857 -0.693163979 

 
0.600192834 0.386125494 NA 2 Island NA 175207395 Intergenic 

cg09157427 1.67E-08 4.37E-07 -2.497447282 -4.72243782 
 

0.211824234 0.039828296 NA 12 Island NA 54145431 Intergenic 
cg07376527 1.69E-08 4.41E-07 -3.515677884 -6.573312401 

 
0.160314857 0.013449396 NA 20 Island NA 62461890 Intergenic 
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cg00017221 1.69E-08 4.41E-07 0.690755221 -2.506032695 
 

0.610040114 0.209651237 NA 1 Island NA 149719536 Intergenic 
cg00915990 1.69E-08 4.41E-07 0.59588606 2.839206145 

 
0.584837218 0.865586936 NA 3 NA NA 123780614 Intergenic 

cg26992603 1.69E-08 4.41E-07 -1.92138166 -4.013570822 
 

0.246038721 0.066177762 NA 12 S_Shore NA 115130994 Intergenic 
cg11722587 1.70E-08 4.44E-07 -0.49150507 -2.426498858 

 
0.421100167 0.174308744 NA 4 Island NA 571675 Intergenic 

cg14960592 1.70E-08 4.44E-07 -1.632547895 -4.16805992 
 

0.299612074 0.066902495 NA 8 Island NA 19614302 Intergenic 
cg16611654 1.71E-08 4.45E-07 -0.101832158 -2.984641088 

 
0.503720876 0.147497806 NA 15 Island NA 68113386 Intergenic 

cg14127910 1.71E-08 4.45E-07 0.773311245 -1.710187188 
 

0.626589387 0.270440988 NA 2 N_Shore NA 105488326 Intergenic 
cg26900934 1.72E-08 4.49E-07 -1.982658686 -3.736046949 

 
0.2288847 0.076781336 NA 10 Island NA 77191098 Intergenic 

cg02576219 1.73E-08 4.49E-07 1.207899094 -1.508985693 
 

0.682238533 0.295259682 NA 20 Island NA 34894885 Intergenic 
cg03448532 1.73E-08 4.49E-07 -1.581740071 -4.141280674 

 
0.304419237 0.068416463 NA 15 N_Shore NA 41913293 Intergenic 

cg25975805 1.73E-08 4.51E-07 0.56403423 -1.338433968 
 

0.589845267 0.299434554 NA 17 Island NA 34838641 Intergenic 
cg19647755 1.73E-08 4.51E-07 -1.348442723 -3.839407797 

 
0.339852691 0.077267668 NA 8 Island NA 49293379 Intergenic 

cg27584467 1.74E-08 4.51E-07 -0.442741466 -1.248037508 
 

0.425616592 0.297853668 NA 12 Island NA 114029423 Intergenic 
cg21207266 1.74E-08 4.51E-07 -3.13023648 -5.501963345 

 
0.146700135 0.025858931 NA 2 N_Shore NA 176951189 Intergenic 

cg20213228 1.74E-08 4.52E-07 0.227102347 -3.843083613 
 

0.541358501 0.13058525 NA 20 Island NA 61810348 Intergenic 
cg02062409 1.75E-08 4.54E-07 -1.563403907 -5.568177957 

 
0.354165841 0.046444939 NA 12 Island NA 98850881 Intergenic 

cg02373380 1.75E-08 4.54E-07 -1.704849333 -3.532196698 
 

0.268031261 0.086939168 NA 18 Island NA 61603746 Intergenic 
cg11405534 1.77E-08 4.58E-07 -0.332624922 -2.258688898 

 
0.44406632 0.195609153 NA 5 N_Shore NA 50694849 Intergenic 

cg25281186 1.77E-08 4.58E-07 0.634800663 -1.589433622 
 

0.600180511 0.272489632 NA 1 S_Shore NA 50893830 Intergenic 
cg21257950 1.78E-08 4.61E-07 -2.272204155 -4.997849301 

 
0.242952276 0.038867312 NA 7 Island NA 23513589 Intergenic 

cg07180523 1.78E-08 4.61E-07 -1.492300654 -2.968060062 
 

0.278817711 0.120087596 NA 6 NA NA 30325715 Intergenic 
cg23959474 1.80E-08 4.66E-07 0.56793735 2.228324692 

 
0.587750285 0.814107582 NA 17 S_Shelf NA 40195832 Intergenic 

cg06943845 1.82E-08 4.70E-07 -0.20011254 1.566111149 
 

0.468955795 0.738591496 NA 2 NA NA 6507982 Intergenic 
cg07969676 1.84E-08 4.75E-07 0.036960112 -3.134920331 

 
0.505202379 0.157968378 NA 8 Island NA 10590641 Intergenic 

cg27078140 1.84E-08 4.76E-07 1.549983908 -0.143280776 
 

0.737119912 0.476970227 NA 2 Island NA 175205821 Intergenic 
cg00376357 1.84E-08 4.76E-07 1.575972028 3.747355228 

 
0.718316965 0.916846408 NA 4 N_Shore NA 10461465 Intergenic 

cg17579804 1.84E-08 4.76E-07 -3.07396899 -4.890179736 
 

0.15149957 0.033093353 NA 5 Island NA 158533942 Intergenic 
cg18064852 1.85E-08 4.77E-07 0.166504423 -3.627241818 

 
0.551796913 0.138395501 NA 5 Island NA 36690457 Intergenic 

cg15281331 1.85E-08 4.77E-07 -0.228512697 -2.183380874 
 

0.474034226 0.192449275 NA 10 S_Shore NA 133879497 Intergenic 
cg17147182 1.87E-08 4.81E-07 -1.65961331 -4.554502621 

 
0.327434257 0.049231318 NA 2 Island NA 121101984 Intergenic 

cg13674271 1.89E-08 4.87E-07 1.015521437 -2.61377534 
 

0.661758401 0.209655052 NA 18 Island NA 5895990 Intergenic 
cg07272264 1.89E-08 4.88E-07 -0.834324444 -3.191818562 

 
0.382766226 0.121030909 NA 12 S_Shore NA 101111683 Intergenic 

cg07935790 1.90E-08 4.89E-07 0.174588232 -1.801526963 
 

0.528814662 0.245376782 NA 2 N_Shore NA 119612313 Intergenic 
cg11991058 1.90E-08 4.89E-07 -0.104324169 -2.390367873 

 
0.494876383 0.181836238 NA 2 Island NA 168150602 Intergenic 

cg17183009 1.90E-08 4.89E-07 -2.224943735 -3.374051335 
 

0.178368917 0.094061065 NA 3 NA NA 120277827 Intergenic 
cg21935175 1.92E-08 4.94E-07 0.397853829 -1.77979743 

 
0.565070878 0.250882965 NA 7 N_Shore NA 121955894 Intergenic 

cg20692831 1.93E-08 4.96E-07 -1.719242243 -3.679348574 
 

0.278660366 0.07714453 NA 5 NA NA 134801907 Intergenic 
cg08133931 1.93E-08 4.96E-07 0.337336423 -1.609828695 

 
0.556989281 0.264879639 NA 17 Island NA 48636626 Intergenic 

cg00612595 1.95E-08 5.00E-07 -1.488846215 -5.397065973 
 

0.29778411 0.060763155 NA 21 Island NA 47717864 Intergenic 
cg11332163 1.95E-08 5.00E-07 1.30926205 -0.361699163 

 
0.700305138 0.43835853 NA 4 Island NA 54975593 Intergenic 

cg05718493 1.95E-08 5.00E-07 -0.393892246 -2.209072473 
 

0.437231061 0.194992491 NA 8 NA NA 135470038 Intergenic 
cg16105870 1.95E-08 5.00E-07 0.217834698 -1.062439332 

 
0.536701421 0.329900404 NA 2 Island NA 131451075 Intergenic 

cg11608147 1.97E-08 5.06E-07 0.230304185 -2.834653205 
 

0.542217948 0.171369068 NA 4 Island NA 85423065 Intergenic 
cg13798300 1.98E-08 5.06E-07 0.438298268 -4.535670095 

 
0.572737119 0.124426337 NA 4 S_Shore NA 82136839 Intergenic 

cg16654911 1.98E-08 5.06E-07 0.241129609 -2.578580661 
 

0.539844337 0.193931234 NA 4 Island NA 128544255 Intergenic 
cg02166450 1.99E-08 5.09E-07 0.390745736 -2.141939795 

 
0.560603134 0.218952604 NA 13 S_Shore NA 112712795 Intergenic 

cg12629698 1.99E-08 5.09E-07 -0.304884849 -2.64227903 
 

0.448663013 0.172862729 NA 10 Island NA 81664401 Intergenic 
cg10377903 1.99E-08 5.10E-07 -1.224891311 -3.685292008 

 
0.315271321 0.09835356 NA 10 Island NA 101290699 Intergenic 

cg23221998 2.00E-08 5.10E-07 -1.703757725 -4.066801186 
 

0.283383516 0.068858152 NA 10 N_Shore NA 91596932 Intergenic 
cg06654549 2.00E-08 5.12E-07 -1.599172382 -4.068027222 

 
0.313805534 0.063858742 NA 5 Island NA 1875058 Intergenic 

cg00441898 2.00E-08 5.12E-07 0.181976272 -2.573767491 
 

0.536694857 0.185217855 NA 16 Island NA 3989076 Intergenic 
cg13945224 2.00E-08 5.12E-07 1.404660116 -1.003692732 

 
0.712803122 0.353839432 NA 9 Island NA 98111970 Intergenic 

cg01629620 2.01E-08 5.12E-07 0.675808316 -2.752459007 
 

0.607016731 0.189677499 NA 9 Island NA 139025711 Intergenic 
cg18645133 2.02E-08 5.16E-07 -0.342020486 -2.217782843 

 
0.441710929 0.199574528 NA 15 Island NA 89914961 Intergenic 

cg11611644 2.02E-08 5.16E-07 0.300105183 -2.854936562 
 

0.563325096 0.165576433 NA 5 NA NA 170763956 Intergenic 
cg20251161 2.03E-08 5.17E-07 -1.729305275 -6.114891341 

 
0.35131899 0.031662254 NA 17 Island NA 58212962 Intergenic 
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cg04511728 2.04E-08 5.20E-07 -0.579083176 -3.347706194 
 

0.423259325 0.123876485 NA 6 N_Shore NA 137817846 Intergenic 
cg27060391 2.05E-08 5.23E-07 -0.308735668 -2.484355528 

 
0.452305329 0.176543071 NA 19 N_Shore NA 42416708 Intergenic 

cg25101657 2.06E-08 5.23E-07 1.194983354 -0.831241733 
 

0.687021165 0.37439539 NA 17 NA NA 32751628 Intergenic 
cg05094808 2.06E-08 5.24E-07 0.910402223 -2.297009975 

 
0.638128993 0.227582663 NA 6 N_Shore NA 28602619 Intergenic 

cg19924008 2.06E-08 5.25E-07 0.231554906 -1.893117219 
 

0.533322216 0.234916359 NA 8 NA NA 70907000 Intergenic 
cg03383061 2.06E-08 5.25E-07 -3.308023032 -5.799044019 

 
0.150190173 0.021697047 NA 17 Island NA 21414968 Intergenic 

cg07590002 2.08E-08 5.30E-07 0.022409915 -2.686736631 
 

0.50495978 0.169314141 NA 6 NA NA 30449064 Intergenic 
cg17241283 2.10E-08 5.35E-07 -1.472062812 -4.225867575 

 
0.281925418 0.082267575 NA 10 Island NA 102982332 Intergenic 

cg21549075 2.11E-08 5.37E-07 0.449114284 2.669634454 
 

0.56684268 0.84670216 NA 6 NA NA 33868231 Intergenic 
cg05482956 2.12E-08 5.39E-07 -1.562824803 -3.270033827 

 
0.287514935 0.09837755 NA 11 Island NA 16635016 Intergenic 

cg04870523 2.12E-08 5.39E-07 -0.946647271 -3.779819513 
 

0.381467108 0.096190677 NA 3 NA NA 115231438 Intergenic 
cg03065447 2.14E-08 5.43E-07 -0.929486789 -3.068459033 

 
0.3774363 0.118287217 NA 8 N_Shore NA 49292486 Intergenic 

cg01297303 2.15E-08 5.44E-07 -0.294074397 2.006287528 
 

0.460841011 0.784726956 NA 20 N_Shore NA 42873864 Intergenic 
cg03253737 2.15E-08 5.45E-07 0.801055477 -1.220948996 

 
0.626719333 0.319348368 NA 17 N_Shore NA 35291480 Intergenic 

cg12684136 2.16E-08 5.47E-07 -0.087582904 -2.605965585 
 

0.491135012 0.17304819 NA 15 Island NA 89149030 Intergenic 
cg01144933 2.16E-08 5.47E-07 -0.680349341 -3.401936335 

 
0.436975032 0.096461615 NA 1 Island NA 13840612 Intergenic 

cg15973314 2.16E-08 5.47E-07 0.857390155 -1.177317026 
 

0.636356773 0.323604531 NA 2 N_Shore NA 237086640 Intergenic 
cg13827984 2.17E-08 5.49E-07 0.316444258 -1.41495306 

 
0.551562797 0.284582355 NA 7 Island NA 64699983 Intergenic 

cg14708076 2.18E-08 5.51E-07 -1.88161659 -4.381446579 
 

0.25530755 0.05355974 NA 5 S_Shore NA 137578003 Intergenic 
cg25345178 2.18E-08 5.53E-07 1.047016691 -1.897314224 

 
0.661187851 0.255491259 NA 8 Island NA 72459908 Intergenic 

cg00611485 2.21E-08 5.59E-07 -3.103620202 -5.229930042 
 

0.160027809 0.027228885 NA 16 Island NA 25078439 Intergenic 
cg20674701 2.22E-08 5.60E-07 1.19113645 -1.426574055 

 
0.674141869 0.293937076 NA 8 Island NA 10591081 Intergenic 

cg17126142 2.22E-08 5.60E-07 0.370043046 -2.000537424 
 

0.561094359 0.234633064 NA 6 N_Shore NA 73329988 Intergenic 
cg23217512 2.22E-08 5.61E-07 -0.355807531 -3.398956817 

 
0.464019417 0.121977383 NA 15 Island NA 70877866 Intergenic 

cg21064916 2.23E-08 5.62E-07 0.337076546 -2.465394296 
 

0.572672861 0.194035037 NA 11 N_Shore NA 44340839 Intergenic 
cg27143570 2.23E-08 5.64E-07 -1.603796577 -3.289842299 

 
0.272992044 0.100811321 NA 10 N_Shore NA 102975075 Intergenic 

cg11171778 2.24E-08 5.65E-07 -1.672300238 -4.010391287 
 

0.305351224 0.063477198 NA 16 Island NA 25078048 Intergenic 
cg13890451 2.24E-08 5.65E-07 0.634831662 -1.08489037 

 
0.601937641 0.333831756 NA 10 N_Shore NA 118926475 Intergenic 

cg18275819 2.26E-08 5.68E-07 -0.336028823 -3.633913115 
 

0.471031299 0.115814108 NA 5 NA NA 170764006 Intergenic 
cg25905674 2.26E-08 5.68E-07 0.514448641 -3.909155613 

 
0.580786073 0.140524598 NA 17 Island NA 43047856 Intergenic 

cg02300216 2.26E-08 5.68E-07 -0.680786022 -4.598966632 
 

0.43221623 0.079005542 NA 14 Island NA 70014974 Intergenic 
cg16553435 2.26E-08 5.68E-07 0.080717437 -2.329307742 

 
0.516121103 0.198291391 NA 16 Island NA 89267943 Intergenic 

cg23274680 2.26E-08 5.70E-07 -1.055432934 -3.730238155 
 

0.332801287 0.102520731 NA 10 Island NA 94828605 Intergenic 
cg13806939 2.27E-08 5.70E-07 -0.105321892 -3.064627711 

 
0.504394767 0.139510142 NA 9 S_Shore NA 133028661 Intergenic 

cg09166519 2.27E-08 5.71E-07 -1.641070305 -4.11053489 
 

0.267078455 0.076727735 NA 12 Island NA 103344414 Intergenic 
cg10124413 2.27E-08 5.72E-07 0.375987133 -2.22986339 

 
0.556257431 0.213936202 NA 18 Island NA 73167919 Intergenic 

cg01923252 2.28E-08 5.73E-07 0.216550499 -2.039611907 
 

0.54097781 0.217755201 NA 6 N_Shore NA 108436849 Intergenic 
cg14480446 2.30E-08 5.78E-07 -0.512132356 -2.696700276 

 
0.426885648 0.156373108 NA 5 S_Shelf NA 87989154 Intergenic 

cg10202113 2.31E-08 5.79E-07 1.663025665 0.146970522 
 

0.751962416 0.523615342 NA 1 S_Shore NA 98520089 Intergenic 
cg16414149 2.31E-08 5.81E-07 -1.11932194 -2.634022898 

 
0.334091463 0.145397227 NA 7 NA NA 1294013 Intergenic 

cg23658834 2.33E-08 5.84E-07 -2.731837341 -5.966855047 
 

0.208510718 0.024756719 NA 6 Island NA 30431596 Intergenic 
cg09648702 2.33E-08 5.85E-07 0.404150594 -1.770428894 

 
0.563656096 0.254312155 NA 11 Island NA 20184779 Intergenic 

cg04264549 2.35E-08 5.88E-07 -0.855927371 -2.695871142 
 

0.366267643 0.150873342 NA 4 N_Shore NA 128543924 Intergenic 
cg14552801 2.35E-08 5.90E-07 -1.384617954 -3.44291964 

 
0.316499114 0.095514656 NA 7 Island NA 65878734 Intergenic 

cg04365224 2.36E-08 5.92E-07 -0.937960906 -4.525920108 
 

0.41978198 0.059574018 NA 3 Island NA 72788183 Intergenic 
cg06897282 2.37E-08 5.93E-07 -0.135382776 -2.271782253 

 
0.488146533 0.188704498 NA 13 NA NA 27272800 Intergenic 

cg12537925 2.38E-08 5.96E-07 -3.033440944 -5.814088209 
 

0.183107093 0.020422826 NA 17 S_Shore NA 47271185 Intergenic 
cg00024086 2.39E-08 5.98E-07 -0.646546003 -2.674405127 

 
0.412927531 0.143312995 NA 7 Island NA 156814491 Intergenic 

cg17068819 2.40E-08 5.99E-07 -0.110762228 -2.949072024 
 

0.494248457 0.150838797 NA 15 Island NA 98965359 Intergenic 
cg03482682 2.40E-08 5.99E-07 1.155771433 -1.381106235 

 
0.67520511 0.307338669 NA 20 Island NA 708659 Intergenic 

cg16171407 2.40E-08 6.00E-07 0.23874101 -1.278307691 
 

0.538919781 0.302782189 NA 5 S_Shore NA 92932481 Intergenic 
cg09696121 2.41E-08 6.01E-07 0.409769633 -1.864971947 

 
0.563399836 0.242807733 NA 15 Island NA 84048104 Intergenic 

cg19743545 2.41E-08 6.01E-07 1.613316108 0.177172242 
 

0.740202915 0.529026113 NA 2 N_Shore NA 237085808 Intergenic 
cg17804723 2.43E-08 6.06E-07 1.935905128 0.726070727 

 
0.788148095 0.617294991 NA 2 Island NA 114300030 Intergenic 

cg00741774 2.45E-08 6.10E-07 -2.327325112 -4.774917859 
 

0.241376166 0.039192273 NA 19 Island NA 51222459 Intergenic 
cg03556653 2.47E-08 6.16E-07 0.685924718 -2.438551943 

 
0.610112445 0.218013153 NA 3 NA NA 115231501 Intergenic 
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cg13367169 2.48E-08 6.17E-07 -0.367036189 -2.175929375 
 

0.44757276 0.197219333 NA 2 N_Shore NA 119609642 Intergenic 
cg19337180 2.48E-08 6.17E-07 0.492436819 -2.002698692 

 
0.576072918 0.233368973 NA 9 Island NA 129373499 Intergenic 

cg02080531 2.49E-08 6.19E-07 -0.682370846 -2.378329577 
 

0.394398877 0.173624183 NA 5 N_Shore NA 153852760 Intergenic 
cg14868594 2.50E-08 6.21E-07 -1.570999838 -5.249293604 

 
0.376405654 0.0331295 NA 17 Island NA 19913217 Intergenic 

cg14824543 2.50E-08 6.21E-07 1.327495981 3.232668954 
 

0.680756239 0.895477313 NA 1 S_Shelf NA 1076166 Intergenic 
cg18257810 2.50E-08 6.22E-07 -1.159164306 -3.099896261 

 
0.335479408 0.117306156 NA 3 Island NA 54121929 Intergenic 

cg12863169 2.51E-08 6.23E-07 -1.146527609 -4.35229628 
 

0.383584002 0.069415243 NA 2 Island NA 119769323 Intergenic 
cg05059159 2.51E-08 6.24E-07 0.105194502 -2.098836062 

 
0.51650943 0.21796152 NA 4 Island NA 185937456 Intergenic 

cg22705225 2.53E-08 6.28E-07 1.263150824 -0.476702509 
 

0.69726063 0.423544636 NA 5 S_Shore NA 31640216 Intergenic 
cg20099104 2.53E-08 6.29E-07 -0.757247681 -4.33983093 

 
0.443502873 0.065388714 NA 10 Island NA 130339669 Intergenic 

cg23447202 2.54E-08 6.31E-07 -0.270014821 1.712161732 
 

0.460489346 0.749613192 NA 17 NA NA 12471472 Intergenic 
cg07976064 2.55E-08 6.32E-07 1.328805228 -2.365865687 

 
0.692367458 0.236754698 NA 11 Island NA 120435056 Intergenic 

cg07513622 2.55E-08 6.32E-07 -0.560871016 -4.153941555 
 

0.471518908 0.081692758 NA 7 Island NA 18126070 Intergenic 
cg04721302 2.55E-08 6.33E-07 0.001935672 -1.082590212 

 
0.500828945 0.324997054 NA 10 N_Shore NA 124904863 Intergenic 

cg24879782 2.56E-08 6.34E-07 1.347763511 -1.742380696 
 

0.698697248 0.284088101 NA 2 Island NA 19561482 Intergenic 
cg15879949 2.56E-08 6.34E-07 -2.043294399 -4.473771364 

 
0.274373125 0.045777991 NA 6 Island NA 150312310 Intergenic 

cg06523916 2.56E-08 6.34E-07 -1.07314015 -5.016742713 
 

0.389683421 0.060043669 NA 5 S_Shore NA 87986642 Intergenic 
cg20243351 2.58E-08 6.39E-07 -2.350284993 -4.784286373 

 
0.231278667 0.038853991 NA 17 S_Shore NA 47271156 Intergenic 

cg11005250 2.58E-08 6.39E-07 -1.319284995 -3.601475789 
 

0.322581366 0.093913127 NA 12 Island NA 108297742 Intergenic 
cg13874780 2.62E-08 6.47E-07 1.045980034 -0.774520578 

 
0.665625629 0.375385529 NA 7 N_Shore NA 155164294 Intergenic 

cg21380560 2.63E-08 6.51E-07 -0.137933306 -2.660873649 
 

0.475687072 0.171431447 NA 6 S_Shore NA 41343210 Intergenic 
cg02262056 2.64E-08 6.52E-07 -0.22879031 -2.856783447 

 
0.484096774 0.145079968 NA 12 Island NA 66136094 Intergenic 

cg06853599 2.64E-08 6.52E-07 -2.657450997 -5.970020719 
 

0.259421735 0.018466593 NA 11 Island NA 46413816 Intergenic 
cg09498948 2.65E-08 6.54E-07 1.279288865 -1.106582321 

 
0.692327211 0.342027887 NA 8 S_Shore NA 93116100 Intergenic 

cg08072204 2.66E-08 6.56E-07 -0.183790312 -2.743140792 
 

0.476136803 0.168196199 NA 11 Island NA 3224791 Intergenic 
cg20779239 2.73E-08 6.74E-07 -0.911679659 -2.973961557 

 
0.361759214 0.134266676 NA 5 Island NA 1156453 Intergenic 

cg01749784 2.74E-08 6.75E-07 -0.918806877 -2.608955944 
 

0.367910964 0.150873552 NA 4 N_Shore NA 113444577 Intergenic 
cg27542609 2.74E-08 6.76E-07 -0.8243264 -4.853131215 

 
0.434999143 0.060371191 NA 10 N_Shore NA 8090924 Intergenic 

cg22818433 2.76E-08 6.79E-07 -0.236795578 -2.174412774 
 

0.462553435 0.20456919 NA 5 NA NA 50259775 Intergenic 
cg03656055 2.76E-08 6.80E-07 -1.734081477 -4.224753654 

 
0.30682682 0.05703204 NA 6 Island NA 21665155 Intergenic 

cg03746482 2.78E-08 6.85E-07 0.144748045 -0.788871888 
 

0.522719118 0.368204221 NA 10 Island NA 43332693 Intergenic 
cg01999260 2.79E-08 6.88E-07 -1.766939644 -3.8652797 

 
0.274272731 0.070835079 NA 4 Island NA 82965868 Intergenic 

cg10230673 2.80E-08 6.89E-07 0.252099539 -2.419399955 
 

0.550402835 0.193603223 NA 19 Island NA 30363526 Intergenic 
cg23911808 2.80E-08 6.89E-07 0.90606595 -1.335408894 

 
0.640017534 0.307189311 NA 10 N_Shore NA 133849654 Intergenic 

cg07293320 2.84E-08 6.98E-07 -0.194198067 -2.370851431 
 

0.465969642 0.189270235 NA 7 Island NA 1277291 Intergenic 
cg16561756 2.84E-08 6.99E-07 -1.713779852 -3.364139864 

 
0.271601719 0.090739533 NA 5 Island NA 174147915 Intergenic 

cg07184658 2.87E-08 7.05E-07 0.62911822 -1.242839259 
 

0.599927882 0.312966081 NA 9 Island NA 96722329 Intergenic 
cg02722532 2.87E-08 7.06E-07 -0.630593188 -2.763475528 

 
0.413069173 0.145987275 NA 14 Island NA 105116606 Intergenic 

cg00325750 2.90E-08 7.12E-07 -0.169883562 -3.171133073 
 

0.488259478 0.137489188 NA 5 N_Shelf NA 50675041 Intergenic 
cg20281962 2.91E-08 7.14E-07 0.386973644 -2.840521161 

 
0.560506895 0.172685468 NA 10 N_Shore NA 8089733 Intergenic 

cg21068522 2.91E-08 7.15E-07 -0.951742325 -3.76176148 
 

0.40701242 0.08354611 NA 14 N_Shore NA 32671479 Intergenic 
cg07780543 2.92E-08 7.17E-07 0.371415158 -2.475254273 

 
0.561079308 0.203824318 NA 12 Island NA 22094750 Intergenic 

cg03575764 2.94E-08 7.19E-07 -1.96092861 -4.169101537 
 

0.276446822 0.053785059 NA 2 Island NA 121493832 Intergenic 
cg10129665 2.96E-08 7.25E-07 -1.37965516 -3.059592069 

 
0.313132994 0.11008488 NA 12 S_Shore NA 54133618 Intergenic 

cg13930105 2.97E-08 7.26E-07 -3.240808942 -6.301406121 
 

0.197822824 0.013951683 NA 1 Island NA 158083475 Intergenic 
cg02743713 2.97E-08 7.28E-07 0.830838443 -1.750545975 

 
0.632857335 0.255631897 NA 2 S_Shore NA 157178647 Intergenic 

cg21158501 2.99E-08 7.32E-07 -1.346024636 -3.628368483 
 

0.343642751 0.083186613 NA 8 Island NA 7537673 Intergenic 
cg01559597 3.00E-08 7.34E-07 0.630580358 2.122784306 

 
0.594865488 0.806525806 NA 6 NA NA 14716193 Intergenic 

cg02380531 3.01E-08 7.35E-07 -0.19304048 -3.022879324 
 

0.474496891 0.154011506 NA 6 N_Shore NA 99279097 Intergenic 
cg23238918 3.01E-08 7.36E-07 -2.895754164 -5.451048519 

 
0.158126434 0.030157197 NA 17 Island NA 58104133 Intergenic 

cg12046758 3.03E-08 7.39E-07 1.268356206 -1.23390142 
 

0.694351488 0.331946069 NA 17 Island NA 59474922 Intergenic 
cg01414014 3.03E-08 7.40E-07 -0.838065886 -2.283234649 

 
0.372177616 0.177745168 NA 2 S_Shore NA 16689858 Intergenic 

cg12630714 3.03E-08 7.40E-07 -0.375456434 -3.473074595 
 

0.448870436 0.131656706 NA 4 Island NA 54975894 Intergenic 
cg00996758 3.04E-08 7.43E-07 0.330708113 -2.313492731 

 
0.548230013 0.202473177 NA 3 N_Shore NA 137486536 Intergenic 

cg01560556 3.05E-08 7.44E-07 -1.682702312 -4.127899262 
 

0.305546631 0.062047143 NA 3 Island NA 128337004 Intergenic 
cg25330843 3.05E-08 7.44E-07 -0.453315971 -3.498115906 

 
0.468402548 0.112539923 NA 8 Island NA 49293457 Intergenic 
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cg00782200 3.06E-08 7.45E-07 0.487711149 -1.566841421 
 

0.578451577 0.278890147 NA 2 N_Shore NA 145280523 Intergenic 
cg13005999 3.08E-08 7.50E-07 1.126356993 -2.169743643 

 
0.666513584 0.245796421 NA 14 Island NA 104928055 Intergenic 

cg00164196 3.11E-08 7.57E-07 -0.774301903 -3.386833361 
 

0.408987762 0.109147984 NA 2 Island NA 162095477 Intergenic 
cg22595460 3.14E-08 7.63E-07 0.403832205 -1.855529459 

 
0.567736099 0.246075378 NA 2 S_Shore NA 119617128 Intergenic 

cg11369736 3.16E-08 7.68E-07 0.168969635 -1.53426198 
 

0.527755504 0.269015647 NA 6 Island NA 1605913 Intergenic 
cg16332256 3.16E-08 7.69E-07 0.169414891 -3.045064127 

 
0.529120269 0.172657138 NA 4 Island NA 9534388 Intergenic 

cg11677260 3.17E-08 7.70E-07 -0.67534315 -2.106264457 
 

0.391220999 0.200115385 NA 10 Island NA 43361618 Intergenic 
cg15386293 3.18E-08 7.73E-07 1.2785461 -0.825898563 

 
0.694854532 0.370868738 NA 15 Island NA 98964779 Intergenic 

cg18664369 3.19E-08 7.74E-07 -1.195182717 -3.458759128 
 

0.327168648 0.105014041 NA 4 Island NA 26030691 Intergenic 
cg23039195 3.20E-08 7.77E-07 0.557408166 -2.017794722 

 
0.590660269 0.242076242 NA 10 Island NA 22624663 Intergenic 

cg13009111 3.21E-08 7.78E-07 0.013937985 -3.040419597 
 

0.502445089 0.162950027 NA 11 Island NA 71350975 Intergenic 
cg04828133 3.21E-08 7.78E-07 0.087791925 -4.446993187 

 
0.555835344 0.106888823 NA 7 Island NA 155259845 Intergenic 

cg26940178 3.22E-08 7.82E-07 -1.51033744 -3.21975391 
 

0.280575994 0.107412403 NA 1 S_Shore NA 76082888 Intergenic 
cg01541178 3.23E-08 7.83E-07 0.977086326 -0.642201027 

 
0.659498037 0.396355428 NA 13 N_Shore NA 95358498 Intergenic 

cg00125148 3.24E-08 7.85E-07 1.608044581 0.309463922 
 

0.742018758 0.550686247 NA 7 Island NA 149746468 Intergenic 
cg08187687 3.28E-08 7.94E-07 0.346247823 -1.433579193 

 
0.554620864 0.286033667 NA 2 N_Shore NA 176943914 Intergenic 

cg04394267 3.28E-08 7.94E-07 -0.251215911 -2.739899454 
 

0.479386031 0.156815809 NA 3 S_Shore NA 55523950 Intergenic 
cg18728403 3.29E-08 7.97E-07 1.887620445 3.162540724 

 
0.768564834 0.896270284 NA 14 NA NA 77388425 Intergenic 

cg26872224 3.30E-08 8.00E-07 -0.929606784 0.604526239 
 

0.353642693 0.599788297 NA 12 NA NA 109569180 Intergenic 
cg21868191 3.31E-08 8.01E-07 -0.576265355 -2.417958983 

 
0.408057421 0.17793928 NA 19 S_Shore NA 10515988 Intergenic 

cg17334646 3.32E-08 8.02E-07 1.264191157 -0.494682317 
 

0.697251867 0.423659588 NA 16 Island NA 32127659 Intergenic 
cg11663806 3.33E-08 8.05E-07 -0.372565551 -2.37699365 

 
0.450243304 0.1720735 NA 19 NA NA 20959492 Intergenic 

cg26871372 3.35E-08 8.08E-07 0.722348772 -1.898532365 
 

0.618921465 0.256175422 NA 4 Island NA 41867517 Intergenic 
cg08076158 3.35E-08 8.10E-07 0.464695126 -2.814286938 

 
0.574820041 0.185952446 NA 16 N_Shore NA 86539022 Intergenic 

cg13015908 3.37E-08 8.12E-07 -0.546168625 -2.733155086 
 

0.420154588 0.154796923 NA 21 NA NA 34481860 Intergenic 
cg25527494 3.37E-08 8.13E-07 -1.288636747 -3.361496216 

 
0.309896902 0.107691271 NA 13 N_Shore NA 100641243 Intergenic 

cg03625260 3.38E-08 8.14E-07 -1.635971399 -4.064645682 
 

0.294202821 0.070038643 NA 6 Island NA 17102391 Intergenic 
cg18859763 3.38E-08 8.14E-07 -1.27382782 -3.91570559 

 
0.325322549 0.082325813 NA 1 Island NA 8002528 Intergenic 

cg03700516 3.39E-08 8.16E-07 -0.003749686 1.478157461 
 

0.497653376 0.728327751 NA 6 NA NA 33914814 Intergenic 
cg26625518 3.40E-08 8.19E-07 -1.322268451 -3.917609424 

 
0.34432305 0.075702749 NA 3 Island NA 64430790 Intergenic 

cg11737318 3.40E-08 8.19E-07 0.321638932 2.746964607 
 

0.55739085 0.854650664 NA 8 NA NA 131440305 Intergenic 
cg06955040 3.42E-08 8.23E-07 -0.859437965 -3.473418167 

 
0.395687816 0.109715265 NA 14 Island NA 61124481 Intergenic 

cg22258713 3.42E-08 8.24E-07 1.114896422 -0.245757693 
 

0.680025296 0.460501701 NA 8 Island NA 144267518 Intergenic 
cg24812442 3.46E-08 8.33E-07 0.002704673 -1.73920371 

 
0.500245376 0.248690378 NA 2 N_Shore NA 237079690 Intergenic 

cg07393734 3.47E-08 8.35E-07 0.777926855 -2.469692327 
 

0.616304617 0.213380252 NA 11 Island NA 44341451 Intergenic 
cg08882038 3.47E-08 8.35E-07 0.062691107 -2.952113419 

 
0.543253788 0.147493491 NA 1 Island NA 84326547 Intergenic 

cg04206699 3.48E-08 8.36E-07 -1.045871769 -3.292630737 
 

0.36399963 0.107231522 NA 8 NA NA 70855057 Intergenic 
cg00322212 3.51E-08 8.44E-07 -0.429439479 1.545826874 

 
0.431409869 0.726168888 NA 22 N_Shore NA 28072555 Intergenic 

cg18175808 3.52E-08 8.45E-07 -0.459177663 -2.434049173 
 

0.423576959 0.180444238 NA 1 Island NA 63786271 Intergenic 
cg00054771 3.56E-08 8.55E-07 -0.165376908 -2.923554568 

 
0.495754209 0.149006888 NA 2 Island NA 175202397 Intergenic 

cg20463526 3.57E-08 8.56E-07 0.921544275 -2.912789681 
 

0.64479205 0.20442016 NA 1 Island NA 91191001 Intergenic 
cg06370357 3.57E-08 8.57E-07 0.069764089 -1.997597158 

 
0.511248216 0.22761994 NA 15 Island NA 60292147 Intergenic 

cg13677415 3.58E-08 8.59E-07 0.479757247 -1.965478041 
 

0.576657221 0.241277072 NA 17 Island NA 35291900 Intergenic 
cg08062812 3.59E-08 8.60E-07 0.028080455 -2.161995775 

 
0.499383617 0.209214366 NA 1 Island NA 91191232 Intergenic 

cg18272353 3.62E-08 8.67E-07 0.082267987 -2.356038851 
 

0.512917572 0.19968167 NA 14 N_Shore NA 95238706 Intergenic 
cg17303756 3.62E-08 8.67E-07 -0.486750045 -3.366117163 

 
0.43346854 0.130964897 NA 6 N_Shore NA 99279108 Intergenic 

cg01932076 3.64E-08 8.71E-07 -1.396512401 -3.062407736 
 

0.307099871 0.111334615 NA 21 S_Shore NA 47394659 Intergenic 
cg26678605 3.64E-08 8.72E-07 0.823147904 -2.469329465 

 
0.625687512 0.220646003 NA 10 N_Shore NA 118925011 Intergenic 

cg11601027 3.66E-08 8.74E-07 1.096698882 -1.284492329 
 

0.672303624 0.315062211 NA 5 N_Shore NA 153852690 Intergenic 
cg20593831 3.66E-08 8.76E-07 -0.620314129 -5.080922619 

 
0.433832419 0.076470414 NA 2 S_Shore NA 119532492 Intergenic 

cg19590598 3.69E-08 8.82E-07 1.481360319 -0.772482256 
 

0.721483315 0.385691727 NA 2 Island NA 127782813 Intergenic 
cg10975000 3.69E-08 8.83E-07 -1.719873339 -4.172343944 

 
0.286567881 0.067143961 NA 13 N_Shore NA 28371375 Intergenic 

cg24828663 3.71E-08 8.85E-07 -0.010531678 -2.039930893 
 

0.497156559 0.218101802 NA 4 N_Shore NA 85421050 Intergenic 
cg23074799 3.71E-08 8.85E-07 -1.166850315 -3.412991307 

 
0.363603526 0.093954435 NA 7 Island NA 18126459 Intergenic 

cg15462349 3.71E-08 8.86E-07 -0.088736254 -2.088895208 
 

0.491796507 0.208465056 NA 14 Island NA 37116296 Intergenic 
cg27161852 3.72E-08 8.86E-07 -1.329227184 -3.58641185 

 
0.321238794 0.094152146 NA 7 Island NA 64408298 Intergenic 
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cg05577810 3.73E-08 8.88E-07 0.96308165 -1.365009327 
 

0.652065623 0.300312975 NA 2 Island NA 79220510 Intergenic 
cg16967434 3.76E-08 8.96E-07 0.26109921 2.009248792 

 
0.536773256 0.786869109 NA 8 S_Shelf NA 142240604 Intergenic 

cg07035436 3.77E-08 8.99E-07 -0.808288046 -2.885611195 
 

0.393617345 0.13486723 NA 15 Island NA 101389733 Intergenic 
cg26583584 3.79E-08 9.03E-07 -0.404901248 1.378325635 

 
0.438274592 0.710457075 NA 11 N_Shelf NA 75291101 Intergenic 

cg00815214 3.79E-08 9.03E-07 -0.733286067 -2.625532749 
 

0.392587317 0.156292721 NA 21 Island NA 47717953 Intergenic 
cg00648423 3.80E-08 9.03E-07 -0.126927275 -2.748363849 

 
0.48396009 0.163956882 NA 6 N_Shore NA 31276146 Intergenic 

cg22544673 3.80E-08 9.04E-07 -2.496813703 -4.202519486 
 

0.190050686 0.053520316 NA 21 S_Shore NA 48088150 Intergenic 
cg04882233 3.81E-08 9.06E-07 -2.487814246 -6.277385857 

 
0.314930554 0.014919782 NA 2 Island NA 121493807 Intergenic 

cg19917512 3.81E-08 9.06E-07 -1.14858313 -2.882078994 
 

0.338302288 0.127769224 NA 2 Island NA 107104052 Intergenic 
cg07880045 3.84E-08 9.12E-07 -4.265507485 -6.393438954 

 
0.072978181 0.013613677 NA 10 NA NA 133836829 Intergenic 

cg06624337 3.84E-08 9.13E-07 0.720519881 -1.582814203 
 

0.606026245 0.275943374 NA 15 Island NA 47477411 Intergenic 
cg16076460 3.84E-08 9.13E-07 -1.702306879 -5.323746014 

 
0.275825995 0.051982893 NA 22 Island NA 37730558 Intergenic 

cg23973955 3.88E-08 9.20E-07 -0.912616037 -3.073398919 
 

0.385275637 0.116422938 NA 2 Island NA 75147230 Intergenic 
cg11290860 3.89E-08 9.22E-07 0.107037972 -2.256700584 

 
0.515949221 0.200042884 NA 5 N_Shelf NA 50674642 Intergenic 

cg02767177 3.89E-08 9.23E-07 -1.367598502 -4.003742262 
 

0.318730805 0.081910097 NA 10 Island NA 102501755 Intergenic 
cg22847391 3.90E-08 9.24E-07 -0.204002103 -1.800547656 

 
0.470126108 0.236071698 NA 5 Island NA 172710766 Intergenic 

cg15469171 3.90E-08 9.25E-07 0.083017746 1.51562603 
 

0.515734015 0.731801199 NA 1 N_Shelf NA 23541345 Intergenic 
cg04707863 3.90E-08 9.25E-07 0.506491527 -2.391700358 

 
0.581765111 0.215736085 NA 7 Island NA 1706305 Intergenic 

cg16957993 3.93E-08 9.31E-07 -0.298304715 1.249893434 
 

0.452477954 0.694850724 NA 2 NA NA 42755932 Intergenic 
cg05499148 3.93E-08 9.31E-07 0.963867417 -0.941538629 

 
0.648109068 0.353607929 NA 22 Island NA 30938017 Intergenic 

cg22549870 3.94E-08 9.32E-07 0.522950399 -2.780910638 
 

0.58211804 0.182662225 NA 15 Island NA 89949776 Intergenic 
cg26274580 3.96E-08 9.36E-07 -0.334697395 -3.670391197 

 
0.444437856 0.125559614 NA 5 Island NA 54128 Intergenic 

cg02555204 3.96E-08 9.37E-07 -1.306780642 -2.676278614 
 

0.303524808 0.141622817 NA 5 N_Shore NA 87984959 Intergenic 
cg24603041 3.98E-08 9.41E-07 1.120165705 2.52031809 

 
0.676885752 0.840926144 NA 6 NA NA 150351274 Intergenic 

cg21922468 4.00E-08 9.44E-07 -1.867089005 -3.960021169 
 

0.270914697 0.064857916 NA 19 Island NA 42417238 Intergenic 
cg20793897 4.03E-08 9.52E-07 -0.083597703 1.830216071 

 
0.487480827 0.763049336 NA 2 NA NA 200025325 Intergenic 

cg13875518 4.05E-08 9.56E-07 0.330844949 -1.972185157 
 

0.55330915 0.235484853 NA 20 Island NA 21502218 Intergenic 
cg27382568 4.06E-08 9.59E-07 -1.07832241 -2.431617105 

 
0.340904399 0.159900475 NA 16 Island NA 89323363 Intergenic 

cg12457238 4.10E-08 9.67E-07 0.055433691 -1.963888525 
 

0.511842974 0.215659977 NA 10 Island NA 102499150 Intergenic 
cg08950161 4.11E-08 9.70E-07 -2.114400065 -4.481822582 

 
0.26077324 0.047233856 NA 4 Island NA 82965818 Intergenic 

cg25435917 4.11E-08 9.70E-07 -1.337427695 -2.960104453 
 

0.317546658 0.117597951 NA 3 Island NA 12917884 Intergenic 
cg03353654 4.13E-08 9.72E-07 -0.132529117 1.589542317 

 
0.476643378 0.737689278 NA 10 NA NA 80677715 Intergenic 

cg26066512 4.16E-08 9.80E-07 -2.201958497 -4.859796181 
 

0.274687088 0.035395799 NA 3 N_Shore NA 27754049 Intergenic 
cg03439662 4.17E-08 9.81E-07 -0.402147253 -1.919888711 

 
0.436859673 0.220501022 NA 1 N_Shore NA 32892367 Intergenic 

cg08901917 4.18E-08 9.85E-07 -0.334858682 -3.316131835 
 

0.468721872 0.12817874 NA 7 Island NA 140772932 Intergenic 
cg05837727 4.24E-08 9.98E-07 0.044151591 -2.204272134 

 
0.505292868 0.211044765 NA 11 Island NA 32355149 Intergenic 

cg27328797 4.25E-08 9.98E-07 0.2650219 -2.39675108 
 

0.546239176 0.207341611 NA 3 Island NA 75668035 Intergenic 
cg16434657 4.26E-08 1.00E-06 0.372570734 -2.724944967 

 
0.557928056 0.188018316 NA 3 Island NA 137490228 Intergenic 

cg19221620 4.26E-08 1.00E-06 -1.326780332 -2.962919276 
 

0.304612813 0.123672216 NA 2 N_Shore NA 175208144 Intergenic 
cg23348270 4.27E-08 1.00E-06 0.484115686 -2.458357348 

 
0.581649839 0.200113002 NA 2 Island NA 176969612 Intergenic 

cg26899113 4.29E-08 1.01E-06 -1.552998895 -4.945535822 
 

0.266541956 0.05643006 NA 10 Island NA 22625733 Intergenic 
cg09941406 4.30E-08 1.01E-06 -0.356294976 -2.755133983 

 
0.451444633 0.160138339 NA 12 S_Shore NA 54391325 Intergenic 

cg08601357 4.30E-08 1.01E-06 -0.112297503 -2.06560205 
 

0.489592114 0.212617843 NA 20 S_Shore NA 21504446 Intergenic 
cg19230755 4.32E-08 1.01E-06 -0.002042318 -2.390094725 

 
0.514626828 0.1888967 NA 7 Island NA 65878503 Intergenic 

cg06990110 4.33E-08 1.02E-06 1.079081603 -1.438575972 
 

0.664361547 0.297012912 NA 11 Island NA 16635968 Intergenic 
cg03631864 4.34E-08 1.02E-06 -0.968414209 -3.087492416 

 
0.361181573 0.125651432 NA 7 Island NA 155260630 Intergenic 

cg12146386 4.35E-08 1.02E-06 -0.771288531 -4.997489086 
 

0.428390886 0.071694968 NA 3 Island NA 14643925 Intergenic 
cg09787311 4.36E-08 1.02E-06 0.715492491 -1.182365916 

 
0.616466085 0.318695417 NA 17 Island NA 80329175 Intergenic 

cg05774915 4.37E-08 1.02E-06 -1.490068815 -3.818322565 
 

0.308735543 0.080170801 NA 3 N_Shore NA 27755417 Intergenic 
cg20279673 4.37E-08 1.02E-06 -0.301146978 -4.69376541 

 
0.44960553 0.098826265 NA 22 Island NA 17850431 Intergenic 

cg05764240 4.41E-08 1.03E-06 -0.897780128 -4.352629947 
 

0.419766327 0.071928669 NA 1 Island NA 205425468 Intergenic 
cg06307567 4.44E-08 1.04E-06 -1.371822748 -0.238364196 

 
0.285417485 0.458077686 NA 4 NA NA 323616 Intergenic 

cg20760116 4.45E-08 1.04E-06 1.621738008 -1.44739067 
 

0.727630566 0.307821301 NA 3 Island NA 13324924 Intergenic 
cg03755425 4.48E-08 1.05E-06 -1.359926093 -3.154977467 

 
0.318405001 0.104227387 NA 2 N_Shelf NA 73140918 Intergenic 

cg10887386 4.48E-08 1.05E-06 0.413626919 -3.080512199 
 

0.563916036 0.176738422 NA 7 Island NA 64700309 Intergenic 
cg18932809 4.48E-08 1.05E-06 -2.658691086 -5.998807 

 
0.264768878 0.01997585 NA 6 Island NA 130686826 Intergenic 
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cg21575509 4.49E-08 1.05E-06 -0.227122838 -2.38606954 
 

0.462944383 0.191736761 NA 3 Island NA 138658704 Intergenic 
cg11923320 4.50E-08 1.05E-06 0.934745477 -0.600884519 

 
0.646095426 0.402775232 NA 1 Island NA 63783977 Intergenic 

cg06849719 4.51E-08 1.05E-06 -3.65558171 -7.356697582 
 

0.184170409 0.009317533 NA 1 NA NA 205399945 Intergenic 
cg25517810 4.52E-08 1.05E-06 1.100435944 -1.042369707 

 
0.675822199 0.348655842 NA 2 S_Shore NA 105474385 Intergenic 

cg19705910 4.52E-08 1.05E-06 -1.418992133 -3.988135454 
 

0.330464435 0.074896445 NA 14 Island NA 60386705 Intergenic 
cg20678442 4.52E-08 1.05E-06 -1.599711775 -5.812856882 

 
0.37002631 0.043334545 NA 1 Island NA 244893503 Intergenic 

cg06173810 4.56E-08 1.06E-06 -1.945743352 -4.000851581 
 

0.229828784 0.072281673 NA 16 NA NA 31541116 Intergenic 
cg09796451 4.56E-08 1.06E-06 0.063800583 -2.04997855 

 
0.509036156 0.223567273 NA 7 Island NA 64407607 Intergenic 

cg18977541 4.57E-08 1.06E-06 -0.527330034 -3.217630813 
 

0.458122367 0.11580653 NA 10 NA NA 102381532 Intergenic 
cg20340866 4.58E-08 1.06E-06 0.728841364 -1.835970326 

 
0.619079631 0.255173173 NA 12 N_Shore NA 54391631 Intergenic 

cg24638253 4.67E-08 1.09E-06 -0.743056019 -3.051123316 
 

0.388695842 0.136744242 NA 11 NA NA 41481578 Intergenic 
cg11563383 4.67E-08 1.09E-06 -0.639836592 -2.744628766 

 
0.402026619 0.150631085 NA 5 N_Shore NA 87983620 Intergenic 

cg17383940 4.69E-08 1.09E-06 -1.949361815 -4.542340079 
 

0.266690324 0.056142407 NA 21 Island NA 38936403 Intergenic 
cg24158187 4.69E-08 1.09E-06 0.831524489 -2.386259857 

 
0.623171078 0.214647013 NA 3 Island NA 44727195 Intergenic 

cg10445449 4.71E-08 1.09E-06 -1.223450775 -3.139013392 
 

0.306918259 0.12362291 NA 13 S_Shore NA 100644420 Intergenic 
cg11914256 4.71E-08 1.09E-06 -3.101838048 -6.257912522 

 
0.174165711 0.024166885 NA 19 Island NA 14359744 Intergenic 

cg20347882 4.72E-08 1.09E-06 0.84336155 -1.517824115 
 

0.628194969 0.288082476 NA 7 Island NA 155166554 Intergenic 
cg12796028 4.76E-08 1.10E-06 0.230452262 -3.210653102 

 
0.536377718 0.162143675 NA 3 Island NA 44040206 Intergenic 

cg17315500 4.76E-08 1.10E-06 0.23002997 -3.933022618 
 

0.531752971 0.125178038 NA 12 Island NA 103359572 Intergenic 
cg25757017 4.78E-08 1.11E-06 -1.226829871 -2.86605047 

 
0.309285766 0.135691422 NA 12 NA NA 10306462 Intergenic 

cg22546686 4.83E-08 1.12E-06 -0.330707582 -5.399201929 
 

0.451750452 0.095197185 NA 4 S_Shore NA 82136823 Intergenic 
cg16529599 4.86E-08 1.13E-06 -1.867862931 -4.349387241 

 
0.281280575 0.054556077 NA 20 Island NA 42137055 Intergenic 

cg12800962 4.91E-08 1.14E-06 2.047947738 -0.229367563 
 

0.794840154 0.460512543 NA 20 Island NA 48626437 Intergenic 
cg26843848 4.92E-08 1.14E-06 -0.704415648 -3.923753427 

 
0.425601274 0.099235974 NA 16 Island NA 3225401 Intergenic 

cg15039102 4.94E-08 1.14E-06 0.380150593 -1.970609671 
 

0.562227237 0.227983147 NA 5 NA NA 3121953 Intergenic 
cg08281415 4.94E-08 1.14E-06 -0.718170064 -2.841713218 

 
0.400257887 0.140130193 NA 16 NA NA 86959156 Intergenic 

cg18033436 4.94E-08 1.14E-06 -1.335334039 -3.62698205 
 

0.29848272 0.097218007 NA 10 Island NA 102982347 Intergenic 
cg03923071 4.94E-08 1.14E-06 0.7188006 -0.842364688 

 
0.610130317 0.364626998 NA 5 N_Shore NA 153852929 Intergenic 

cg08911048 4.95E-08 1.14E-06 0.291041089 -1.085645093 
 

0.548601674 0.32648844 NA 5 Island NA 139168029 Intergenic 
cg07969619 4.96E-08 1.14E-06 -1.343761084 -3.543889005 

 
0.319909903 0.094583432 NA 12 Island NA 115136279 Intergenic 

cg20399534 4.96E-08 1.14E-06 1.01637311 2.276914442 
 

0.661125263 0.821546093 NA 17 S_Shelf NA 71312509 Intergenic 
cg12159189 4.97E-08 1.15E-06 0.621703847 -1.807999137 

 
0.600972879 0.26178512 NA 22 Island NA 17850521 Intergenic 

cg16375948 4.97E-08 1.15E-06 -1.605041077 -4.743639871 
 

0.297300887 0.063230923 NA 1 Island NA 91176687 Intergenic 
cg08247397 4.97E-08 1.15E-06 -1.564037683 -4.193597841 

 
0.302715469 0.065607386 NA 19 Island NA 4607146 Intergenic 

cg06661482 4.98E-08 1.15E-06 -0.37428934 -4.685230066 
 

0.444277781 0.107936761 NA 10 Island NA 27547965 Intergenic 
cg19544459 5.00E-08 1.15E-06 -2.763153826 -4.996578413 

 
0.185204829 0.034895392 NA 7 S_Shore NA 22123197 Intergenic 

cg12513880 5.01E-08 1.15E-06 -1.222676594 -3.851629509 
 

0.345111052 0.088046969 NA 12 Island NA 115136298 Intergenic 
cg18026631 5.02E-08 1.15E-06 0.897498152 -1.945938611 

 
0.635125882 0.250454235 NA 8 Island NA 23584746 Intergenic 

cg20658918 5.02E-08 1.15E-06 0.685730679 -1.896947161 
 

0.606468033 0.250928906 NA 2 N_Shore NA 131185698 Intergenic 
cg17769084 5.05E-08 1.16E-06 1.013451627 -1.596675395 

 
0.657255923 0.290749143 NA 3 Island NA 138657541 Intergenic 

cg18413587 5.05E-08 1.16E-06 -2.728871202 -5.333324083 
 

0.16822362 0.035816908 NA 3 N_Shore NA 173114468 Intergenic 
cg14933159 5.05E-08 1.16E-06 -0.5352393 -4.470721295 

 
0.416473236 0.106895252 NA 8 Island NA 25904270 Intergenic 

cg26876466 5.07E-08 1.16E-06 0.907528683 -0.692577867 
 

0.645543772 0.388015016 NA 17 NA NA 7967154 Intergenic 
cg09417809 5.08E-08 1.17E-06 0.025331086 -1.450828447 

 
0.503605939 0.277104177 NA 12 S_Shore NA 115131223 Intergenic 

cg27380429 5.09E-08 1.17E-06 0.169656442 -2.010858142 
 

0.528256421 0.224987601 NA 10 Island NA 102498823 Intergenic 
cg23495581 5.14E-08 1.18E-06 -1.801154366 -3.685165707 

 
0.246675562 0.084356393 NA 8 S_Shore NA 23572595 Intergenic 

cg19419874 5.16E-08 1.18E-06 -0.856006124 -2.836540665 
 

0.391558613 0.127494441 NA 1 Island NA 48462278 Intergenic 
cg06548842 5.17E-08 1.19E-06 -0.427690702 -2.47747873 

 
0.438291863 0.17233198 NA 11 S_Shore NA 58673615 Intergenic 

cg15123011 5.20E-08 1.19E-06 -2.217042216 -3.889393157 
 

0.210790442 0.067531916 NA 20 Island NA 42136729 Intergenic 
cg00834400 5.21E-08 1.19E-06 -1.440157395 -4.113430406 

 
0.338404247 0.069294447 NA 7 N_Shore NA 63767240 Intergenic 

cg24625136 5.24E-08 1.20E-06 0.582854304 -2.24375215 
 

0.592467776 0.224593032 NA 3 Island NA 138658554 Intergenic 
cg11566394 5.25E-08 1.20E-06 -0.375669547 -2.619546392 

 
0.451378967 0.164625009 NA 4 N_Shore NA 4856709 Intergenic 

cg09079580 5.25E-08 1.20E-06 -1.200963167 -2.89493288 
 

0.322259628 0.130564156 NA 16 S_Shore NA 49317767 Intergenic 
cg25597760 5.26E-08 1.20E-06 -2.148697076 -4.07705675 

 
0.233639982 0.059579897 NA 17 Island NA 77766120 Intergenic 

cg15844611 5.27E-08 1.20E-06 0.117854545 -2.599738005 
 

0.518430486 0.188914641 NA 15 N_Shore NA 68113580 Intergenic 
cg05872706 5.27E-08 1.20E-06 -0.174237791 -2.526259491 

 
0.471051529 0.1838796 NA 6 Island NA 1383982 Intergenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S7 
 

cg15711268 5.27E-08 1.20E-06 0.677747211 -3.590810684 
 

0.630576123 0.151661494 NA 19 Island NA 31841952 Intergenic 
cg01978558 5.28E-08 1.21E-06 0.996454281 -2.211350071 

 
0.646163588 0.236133912 NA 8 Island NA 93114437 Intergenic 

cg20811804 5.29E-08 1.21E-06 -2.115804236 -4.982548835 
 

0.285249739 0.035123761 NA 6 Island NA 150312129 Intergenic 
cg16676492 5.29E-08 1.21E-06 1.161268527 -2.633023192 

 
0.68545978 0.231502847 NA 15 Island NA 34806592 Intergenic 

cg19905856 5.29E-08 1.21E-06 -1.458388074 -3.642426755 
 

0.304862011 0.089956392 NA 10 N_Shore NA 118924620 Intergenic 
cg14301932 5.30E-08 1.21E-06 -1.860230815 -3.904058071 

 
0.276727808 0.065902751 NA 2 Island NA 237086782 Intergenic 

cg20206984 5.32E-08 1.21E-06 0.369232898 -1.459769837 
 

0.557289996 0.278721219 NA 6 N_Shore NA 1381511 Intergenic 
cg22830113 5.33E-08 1.21E-06 1.617290778 -3.672888643 

 
0.732725585 0.196714942 NA 2 Island NA 127783168 Intergenic 

cg07540421 5.34E-08 1.22E-06 0.153706262 -2.405045478 
 

0.524764729 0.198553678 NA 2 N_Shore NA 71115680 Intergenic 
cg02531516 5.34E-08 1.22E-06 -0.490482072 -2.069700424 

 
0.431261763 0.201387701 NA 1 Island NA 84326624 Intergenic 

cg21885864 5.34E-08 1.22E-06 -0.022016904 -2.033294386 
 

0.495220667 0.221416886 NA 13 S_Shore NA 100644507 Intergenic 
cg09150980 5.38E-08 1.22E-06 -0.14732752 2.086616184 

 
0.474419345 0.784421717 NA 5 S_Shelf NA 134917658 Intergenic 

cg26802289 5.38E-08 1.22E-06 -1.343421552 -5.383319877 
 

0.39099891 0.047114246 NA 7 Island NA 20817859 Intergenic 
cg01875784 5.41E-08 1.23E-06 -0.493090622 -2.554932967 

 
0.440772189 0.154621802 NA 5 N_Shore NA 1874703 Intergenic 

cg18835517 5.43E-08 1.23E-06 -1.355573174 -3.503298221 
 

0.327948591 0.091182603 NA 19 S_Shore NA 42419612 Intergenic 
cg18550820 5.48E-08 1.25E-06 -2.622389643 -4.331130424 

 
0.184513164 0.048585498 NA 15 Island NA 68852076 Intergenic 

cg07729537 5.49E-08 1.25E-06 -0.335624938 -2.88244623 
 

0.443352242 0.160839365 NA 4 Island NA 186048714 Intergenic 
cg14652587 5.50E-08 1.25E-06 0.006986579 -2.237822805 

 
0.51257497 0.197879675 NA 17 NA NA 75692571 Intergenic 

cg10900696 5.53E-08 1.26E-06 -0.473097924 -3.218357945 
 

0.434110777 0.128683615 NA 8 Island NA 24858119 Intergenic 
cg11806178 5.53E-08 1.26E-06 -0.027740006 -1.867832405 

 
0.493664835 0.236507896 NA 20 Island NA 39319929 Intergenic 

cg22824651 5.54E-08 1.26E-06 -2.403137436 -5.404344686 
 

0.257809187 0.033542209 NA 12 Island NA 66135527 Intergenic 
cg10949706 5.56E-08 1.26E-06 0.568523836 -1.939303571 

 
0.58510012 0.240852618 NA 5 N_Shore NA 87984861 Intergenic 

cg20812988 5.57E-08 1.26E-06 -1.746689504 -3.179435134 
 

0.246548066 0.106721218 NA 2 NA NA 134432622 Intergenic 
cg08802761 5.58E-08 1.26E-06 -2.494369821 -4.814621746 

 
0.219297127 0.0396904 NA 5 N_Shore NA 31638939 Intergenic 

cg11630404 5.61E-08 1.27E-06 0.863089376 -2.20615172 
 

0.636615951 0.236351271 NA 4 N_Shore NA 113442346 Intergenic 
cg23554497 5.62E-08 1.27E-06 0.828456104 -1.429292251 

 
0.623903417 0.295694767 NA 12 S_Shore NA 103359836 Intergenic 

cg17986181 5.62E-08 1.27E-06 -1.842563761 -5.179457426 
 

0.32795733 0.036294942 NA 7 N_Shore NA 121955208 Intergenic 
cg09834465 5.63E-08 1.27E-06 0.386417754 -1.696804763 

 
0.573611165 0.254118293 NA 1 Island NA 35586503 Intergenic 

cg16683746 5.64E-08 1.28E-06 1.159427871 -1.32378788 
 

0.681246354 0.316909249 NA 8 N_Shore NA 93113829 Intergenic 
cg11536474 5.66E-08 1.28E-06 0.995017489 -2.92155231 

 
0.653811806 0.200331699 NA 2 Island NA 63286049 Intergenic 

cg07315766 5.69E-08 1.29E-06 -2.167048919 -5.772546042 
 

0.242584519 0.0313518 NA 11 S_Shore NA 94474627 Intergenic 
cg18762849 5.70E-08 1.29E-06 -2.77566307 -5.286629374 

 
0.207992431 0.02750814 NA 10 Island NA 81741832 Intergenic 

cg00812009 5.71E-08 1.29E-06 -0.542746292 -2.129690871 
 

0.419170104 0.19623646 NA 4 S_Shore NA 175135765 Intergenic 
cg07473030 5.76E-08 1.30E-06 1.134271231 3.018233813 

 
0.666353294 0.878468579 NA 10 NA NA 77177994 Intergenic 

cg18343474 5.76E-08 1.30E-06 -0.086717441 -2.037005169 
 

0.485852002 0.220405531 NA 1 N_Shore NA 229566908 Intergenic 
cg12258093 5.76E-08 1.30E-06 -0.960403145 -2.542064391 

 
0.348116961 0.160789032 NA 10 Island NA 103051129 Intergenic 

cg01004056 5.76E-08 1.30E-06 -1.204057308 -3.585552805 
 

0.320010273 0.105131691 NA 1 N_Shore NA 230560318 Intergenic 
cg24196784 5.77E-08 1.30E-06 -0.491695004 1.1858606 

 
0.419571843 0.683315759 NA 6 NA NA 33866987 Intergenic 

cg02728209 5.79E-08 1.30E-06 -0.850490229 -2.599931021 
 

0.373719327 0.156748554 NA 2 Island NA 175202555 Intergenic 
cg05229403 5.80E-08 1.31E-06 -0.342732036 -3.907667098 

 
0.47358749 0.111557757 NA 10 NA NA 133252433 Intergenic 

cg10905898 5.80E-08 1.31E-06 -0.654081269 -2.554326167 
 

0.425620613 0.15060539 NA 4 Island NA 53617184 Intergenic 
cg11847222 5.81E-08 1.31E-06 0.753830232 -1.64153591 

 
0.616427111 0.279082315 NA 5 Island NA 77268624 Intergenic 

cg05643464 5.84E-08 1.31E-06 0.059014261 -2.220346062 
 

0.508465467 0.208906346 NA 8 Island NA 25905134 Intergenic 
cg12542584 5.85E-08 1.32E-06 -1.433942841 -3.409407077 

 
0.314728127 0.091612117 NA 19 Island NA 5536532 Intergenic 

cg05895545 5.85E-08 1.32E-06 0.31651863 -1.628386813 
 

0.549857145 0.267413582 NA 5 Island NA 50695337 Intergenic 
cg21015196 5.87E-08 1.32E-06 -1.039966431 -4.387964278 

 
0.361244668 0.078732898 NA 14 Island NA 100196813 Intergenic 

cg01302649 5.89E-08 1.32E-06 -0.932325377 -2.556504505 
 

0.355256435 0.159019128 NA 16 N_Shore NA 86530623 Intergenic 
cg04294437 5.92E-08 1.33E-06 0.116514443 -2.932892214 

 
0.52076692 0.169646112 NA 16 Island NA 50875204 Intergenic 

cg26428455 5.94E-08 1.33E-06 -0.122908752 -2.929911028 
 

0.480479407 0.166332297 NA 10 Island NA 71331658 Intergenic 
cg25032745 5.95E-08 1.33E-06 -1.367914253 -2.737424298 

 
0.297649557 0.1355872 NA 10 NA NA 15481695 Intergenic 

cg08051575 5.96E-08 1.34E-06 0.718743768 -2.187336196 
 

0.606821442 0.232582234 NA 2 N_Shore NA 241771331 Intergenic 
cg00942219 5.96E-08 1.34E-06 0.12126363 -2.515532362 

 
0.521872555 0.194906718 NA 16 Island NA 85203635 Intergenic 

cg22435791 5.99E-08 1.34E-06 -0.787004805 -3.044200384 
 

0.420475231 0.116043095 NA 4 Island NA 53617265 Intergenic 
cg25848076 6.01E-08 1.35E-06 -0.443009254 -2.463772941 

 
0.453376148 0.166401219 NA 1 S_Shore NA 166853812 Intergenic 

cg16019142 6.01E-08 1.35E-06 1.007599175 -1.495711878 
 

0.652476143 0.294044001 NA 6 Island NA 30418900 Intergenic 
cg20387258 6.02E-08 1.35E-06 0.29574013 -2.22694566 

 
0.544677849 0.21438725 NA 15 Island NA 96960392 Intergenic 
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cg13340231 6.03E-08 1.35E-06 1.315592581 3.153859247 
 

0.69460599 0.884646783 NA 8 NA NA 81549775 Intergenic 
cg15863707 6.06E-08 1.36E-06 -0.465834472 -3.084063251 

 
0.435732712 0.13936866 NA 2 NA NA 130635669 Intergenic 

cg15734553 6.06E-08 1.36E-06 0.195069763 -3.203826304 
 

0.532681596 0.159582878 NA 19 S_Shore NA 11960208 Intergenic 
cg04585694 6.06E-08 1.36E-06 -1.330480462 -4.069334432 

 
0.339035484 0.077160437 NA 6 Island NA 125684860 Intergenic 

cg24569030 6.11E-08 1.37E-06 0.133218829 -0.94755219 
 

0.522720709 0.347028222 NA 11 N_Shore NA 58672768 Intergenic 
cg15703773 6.14E-08 1.37E-06 0.46284023 -1.484925238 

 
0.581129451 0.282810576 NA 7 Island NA 156813342 Intergenic 

cg21311292 6.16E-08 1.38E-06 0.299499181 -1.406526463 
 

0.547810662 0.284719685 NA 4 NA NA 170712822 Intergenic 
cg15607538 6.18E-08 1.38E-06 1.041042126 -2.338921191 

 
0.661297754 0.232313572 NA 12 Island NA 133484853 Intergenic 

cg01776188 6.22E-08 1.39E-06 -2.058258085 -3.641401305 
 

0.203283755 0.085353064 NA 5 Island NA 172664082 Intergenic 
cg19794507 6.27E-08 1.40E-06 -0.890714688 -2.955675405 

 
0.367727267 0.136832404 NA 12 S_Shore NA 54391285 Intergenic 

cg07204255 6.27E-08 1.40E-06 -2.130010636 -5.283963044 
 

0.288725729 0.036619729 NA 16 Island NA 4377893 Intergenic 
cg13519184 6.28E-08 1.40E-06 -0.352345762 -2.834935476 

 
0.453685011 0.152822884 NA 3 N_Shore NA 173114306 Intergenic 

cg04661888 6.29E-08 1.40E-06 -1.776253145 -4.481481363 
 

0.281052996 0.057107639 NA 6 Island NA 1608060 Intergenic 
cg04743961 6.30E-08 1.40E-06 -0.570946639 -4.635068431 

 
0.407879497 0.102630741 NA 17 Island NA 8906382 Intergenic 

cg23675401 6.35E-08 1.42E-06 0.452205334 -1.211463227 
 

0.573648436 0.316684951 NA 4 Island NA 4867481 Intergenic 
cg01193217 6.36E-08 1.42E-06 0.055211316 -2.252648725 

 
0.509196009 0.206227534 NA 8 Island NA 145104575 Intergenic 

cg11706177 6.37E-08 1.42E-06 1.045965202 -0.90002598 
 

0.660105194 0.363216033 NA 7 N_Shore NA 155579794 Intergenic 
cg03196097 6.44E-08 1.43E-06 0.565837743 -1.413974837 

 
0.589232798 0.290720559 NA 4 N_Shore NA 4857441 Intergenic 

cg26237651 6.46E-08 1.44E-06 1.436947555 3.015957498 
 

0.710798463 0.881758435 NA 2 NA NA 219686008 Intergenic 
cg20772332 6.51E-08 1.45E-06 0.334985799 -2.735476121 

 
0.550084069 0.186456381 NA 6 N_Shore NA 28602639 Intergenic 

cg23730181 6.51E-08 1.45E-06 0.603241791 -3.132582027 
 

0.594995534 0.181374583 NA 1 Island NA 70033739 Intergenic 
cg00523224 6.54E-08 1.45E-06 -2.536225921 -4.773096529 

 
0.19030151 0.042080502 NA 17 Island NA 16310862 Intergenic 

cg11229185 6.56E-08 1.46E-06 0.449052454 -1.836164475 
 

0.571748562 0.253979022 NA 10 Island NA 22625274 Intergenic 
cg07036524 6.57E-08 1.46E-06 1.861145773 -1.101049994 

 
0.769722569 0.350111004 NA 18 Island NA 77557781 Intergenic 

cg18241829 6.59E-08 1.46E-06 -0.584924891 -2.398015724 
 

0.416461728 0.172597034 NA 2 Island NA 176952696 Intergenic 
cg16003102 6.64E-08 1.47E-06 0.917569378 -2.079359265 

 
0.643218394 0.24646577 NA 1 Island NA 241587783 Intergenic 

cg12818596 6.66E-08 1.48E-06 0.227116258 -2.305101811 
 

0.533674259 0.207596164 NA 14 S_Shelf NA 61119419 Intergenic 
cg01446582 6.69E-08 1.48E-06 1.964671316 3.692393007 

 
0.768991086 0.91973354 NA 3 NA NA 64073666 Intergenic 

cg25440671 6.74E-08 1.49E-06 0.163146206 -1.212622132 
 

0.526585161 0.311626742 NA 20 NA NA 25848886 Intergenic 
cg01430218 6.80E-08 1.51E-06 0.537335577 -1.628820517 

 
0.58280212 0.266832241 NA 7 Island NA 1269181 Intergenic 

cg27451484 6.81E-08 1.51E-06 1.091942341 -1.000196288 
 

0.662790958 0.351091363 NA 7 Island NA 155166435 Intergenic 
cg04307561 6.84E-08 1.51E-06 1.854391818 -0.977779855 

 
0.769308137 0.359924484 NA 8 Island NA 72460119 Intergenic 

cg19908556 6.85E-08 1.52E-06 0.685521417 -2.88097366 
 

0.600305408 0.185200592 NA 11 Island NA 32355022 Intergenic 
cg12332776 6.86E-08 1.52E-06 -0.269138373 -2.316811158 

 
0.455999528 0.195756773 NA 10 N_Shore NA 71336241 Intergenic 

cg00719143 6.87E-08 1.52E-06 0.599078255 -2.698892274 
 

0.591840756 0.194679034 NA 8 Island NA 30770121 Intergenic 
cg08548095 6.87E-08 1.52E-06 -1.519899469 -3.696299437 

 
0.275048125 0.093311456 NA 6 NA NA 30325757 Intergenic 

cg22065851 6.88E-08 1.52E-06 0.081223652 1.814364826 
 

0.51438676 0.76588137 NA 22 N_Shore NA 28033856 Intergenic 
cg13909879 6.92E-08 1.53E-06 -0.53717572 -2.705184178 

 
0.415043843 0.163078933 NA 4 N_Shore NA 85420999 Intergenic 

cg10420063 6.98E-08 1.54E-06 1.109338823 -0.333028634 
 

0.671299979 0.444412033 NA 10 S_Shore NA 47967697 Intergenic 
cg12285737 7.01E-08 1.55E-06 0.252219129 -2.067204979 

 
0.539852783 0.225955945 NA 19 Island NA 49931759 Intergenic 

cg07078225 7.04E-08 1.55E-06 0.580081073 -2.799079091 
 

0.593322935 0.197352034 NA 12 Island NA 52652377 Intergenic 
cg00129273 7.05E-08 1.55E-06 0.324973333 -1.667142215 

 
0.550170572 0.260699286 NA 8 NA NA 70906996 Intergenic 

cg23051046 7.07E-08 1.56E-06 -0.248125173 -2.957711208 
 

0.458919218 0.155174751 NA 2 S_Shore NA 223177574 Intergenic 
cg26299194 7.07E-08 1.56E-06 0.416311391 -2.192344371 

 
0.566020912 0.219198738 NA 15 S_Shore NA 84048206 Intergenic 

cg11107212 7.08E-08 1.56E-06 1.235800223 -1.429592321 
 

0.694721261 0.302390515 NA 7 Island NA 98100224 Intergenic 
cg02146368 7.10E-08 1.56E-06 -0.504955297 -3.404244408 

 
0.433901505 0.127419874 NA 2 N_Shore NA 145281547 Intergenic 

cg01145054 7.10E-08 1.56E-06 -2.410157992 -5.401115094 
 

0.234301908 0.035327039 NA 21 Island NA 47063285 Intergenic 
cg18947951 7.14E-08 1.57E-06 0.763919398 -2.021390751 

 
0.62117207 0.240678325 NA 2 N_Shore NA 63285739 Intergenic 

cg15132565 7.16E-08 1.58E-06 0.41036039 -2.870876746 
 

0.573045365 0.179883691 NA 5 Island NA 72740154 Intergenic 
cg12353207 7.17E-08 1.58E-06 -0.935023377 -4.376973622 

 
0.407002004 0.085914099 NA 4 Island NA 113444295 Intergenic 

cg01539133 7.18E-08 1.58E-06 -0.069208165 -2.082741454 
 

0.500705821 0.203919021 NA 19 Island NA 4607324 Intergenic 
cg18144593 7.26E-08 1.60E-06 1.471066024 -0.988368326 

 
0.705929409 0.354868676 NA 2 Island NA 71116411 Intergenic 

cg26170805 7.31E-08 1.61E-06 -0.028778554 -4.189418036 
 

0.493336052 0.132930935 NA 18 Island NA 5630016 Intergenic 
cg14790630 7.32E-08 1.61E-06 -0.261117943 -2.290394044 

 
0.474106326 0.185658772 NA 1 Island NA 84326462 Intergenic 

cg16988616 7.34E-08 1.61E-06 0.205273414 2.297864952 
 

0.533831836 0.801206978 NA 2 N_Shelf NA 127732268 Intergenic 
cg15756858 7.34E-08 1.61E-06 0.609920995 -1.717360398 

 
0.592920768 0.254494317 NA 19 NA NA 32532473 Intergenic 
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cg09632907 7.35E-08 1.61E-06 0.461790981 -1.689016558 
 

0.576364867 0.265051406 NA 4 S_Shore NA 54969963 Intergenic 
cg16361302 7.36E-08 1.61E-06 0.204032171 -2.121623208 

 
0.529316639 0.219250472 NA 2 Island NA 19561327 Intergenic 

cg20135247 7.36E-08 1.61E-06 -1.013188514 -4.005195701 
 

0.346768021 0.101429301 NA 15 NA NA 84034469 Intergenic 
cg25014180 7.37E-08 1.62E-06 -2.274275096 -3.827500007 

 
0.212485889 0.066824891 NA 6 Island NA 100036671 Intergenic 

cg10703619 7.38E-08 1.62E-06 1.869170631 3.117708191 
 

0.771320498 0.891308886 NA 7 NA NA 155014511 Intergenic 
cg00843352 7.42E-08 1.63E-06 -0.109964225 -2.789518401 

 
0.481518978 0.17401627 NA 6 N_Shore NA 28602791 Intergenic 

cg12367415 7.43E-08 1.63E-06 0.986484652 2.859483176 
 

0.64314703 0.864811582 NA 6 NA NA 33868187 Intergenic 
cg10792544 7.45E-08 1.63E-06 -0.96920709 -2.27256771 

 
0.354200189 0.175235721 NA 9 Island NA 73704 Intergenic 

cg19010054 7.47E-08 1.63E-06 0.191252253 -1.888392669 
 

0.541192769 0.232366415 NA 19 Island NA 51416010 Intergenic 
cg20053465 7.49E-08 1.64E-06 -0.110034097 -1.838454932 

 
0.482048698 0.228723591 NA 10 S_Shore NA 130339927 Intergenic 

cg08969304 7.53E-08 1.65E-06 -0.309738798 -3.187251492 
 

0.474640094 0.129233575 NA 10 Island NA 130339599 Intergenic 
cg09563405 7.56E-08 1.65E-06 1.820215359 -0.275174761 

 
0.762626366 0.458880008 NA 16 Island NA 32127656 Intergenic 

cg06744117 7.57E-08 1.65E-06 -1.190588958 -3.761917803 
 

0.358504457 0.085431191 NA 16 NA NA 85496711 Intergenic 
cg02503981 7.57E-08 1.65E-06 0.108987329 -3.261579988 

 
0.523019335 0.152160916 NA 13 N_Shore NA 112720182 Intergenic 

cg10834205 7.61E-08 1.66E-06 0.726179667 -2.084441577 
 

0.61692204 0.232785651 NA 12 N_Shore NA 54611443 Intergenic 
cg12653917 7.62E-08 1.66E-06 -1.466524914 -4.230995479 

 
0.32230065 0.074116017 NA 2 Island NA 220222978 Intergenic 

cg10624203 7.65E-08 1.67E-06 -1.28404133 -2.367604128 
 

0.301687057 0.166114181 NA 22 S_Shore NA 25817598 Intergenic 
cg04359527 7.67E-08 1.67E-06 -0.422975649 -2.526657615 

 
0.445744646 0.169334242 NA 19 N_Shore NA 7980718 Intergenic 

cg08855170 7.67E-08 1.67E-06 -0.543648054 -2.737555344 
 

0.42664279 0.149393755 NA 3 N_Shore NA 27756139 Intergenic 
cg03040165 7.69E-08 1.68E-06 0.205618411 -2.294531903 

 
0.538590687 0.202273963 NA 2 N_Shore NA 131185700 Intergenic 

cg02091526 7.70E-08 1.68E-06 0.667585074 -1.914150993 
 

0.605846837 0.25133143 NA 2 Island NA 175190867 Intergenic 
cg01184676 7.74E-08 1.69E-06 -0.114868845 -1.599059761 

 
0.484653028 0.256752011 NA 4 Island NA 175135429 Intergenic 

cg09231171 7.76E-08 1.69E-06 1.121901285 -1.598969236 
 

0.678313628 0.295662607 NA 16 NA NA 49518414 Intergenic 
cg17977031 7.76E-08 1.69E-06 -0.183219045 -2.859960161 

 
0.477964185 0.164141897 NA 17 Island NA 37752834 Intergenic 

cg20050237 7.78E-08 1.69E-06 -0.207268928 1.411838101 
 

0.468672544 0.715144222 NA 14 NA NA 77391448 Intergenic 
cg02325324 7.79E-08 1.69E-06 0.752448953 -2.173513005 

 
0.614725509 0.236109166 NA 13 Island NA 23489846 Intergenic 

cg02352723 7.81E-08 1.70E-06 -1.525458259 -5.36199654 
 

0.365454714 0.053776597 NA 19 Island NA 58666456 Intergenic 
cg14028140 7.93E-08 1.72E-06 -0.933222687 -3.044522587 

 
0.360373312 0.13023452 NA 22 Island NA 39953985 Intergenic 

cg27576683 7.98E-08 1.73E-06 -1.914382508 -3.691077352 
 

0.251090958 0.076877664 NA 10 Island NA 129948776 Intergenic 
cg00412534 8.00E-08 1.74E-06 -1.986541488 -3.722978328 

 
0.245078266 0.073810741 NA 2 Island NA 218874888 Intergenic 

cg06962918 8.00E-08 1.74E-06 1.966632747 0.077879189 
 

0.77811815 0.512407567 NA 7 S_Shore NA 18127112 Intergenic 
cg04026492 8.01E-08 1.74E-06 0.384927934 -2.297888687 

 
0.558741831 0.213695306 NA 9 Island NA 139024611 Intergenic 

cg14019323 8.04E-08 1.74E-06 -0.811068068 -5.603295003 
 

0.395090113 0.073631288 NA 12 Island NA 65218413 Intergenic 
cg05136510 8.06E-08 1.75E-06 -0.446828259 -2.428957745 

 
0.427448131 0.180897714 NA 3 S_Shore NA 62365140 Intergenic 

cg02446073 8.07E-08 1.75E-06 0.185466075 -1.179689266 
 

0.529228005 0.314825482 NA 5 N_Shore NA 170740210 Intergenic 
cg24051276 8.09E-08 1.75E-06 -4.106203906 -7.08005027 

 
0.107106434 0.010932818 NA 8 Island NA 145561488 Intergenic 

cg22864077 8.11E-08 1.76E-06 0.944241209 -0.590448103 
 

0.652429596 0.403072292 NA 2 Island NA 131185333 Intergenic 
cg09970120 8.12E-08 1.76E-06 -0.825509271 -3.759213021 

 
0.387389708 0.109176097 NA 7 Island NA 155167844 Intergenic 

cg13267298 8.13E-08 1.76E-06 -2.135144267 -3.89320959 
 

0.205824051 0.073184701 NA 14 S_Shore NA 104928675 Intergenic 
cg25750507 8.15E-08 1.76E-06 0.324954186 2.79663193 

 
0.551406268 0.841534546 NA 17 N_Shore NA 46684004 Intergenic 

cg12380743 8.16E-08 1.77E-06 1.404292592 -0.989518062 
 

0.719273754 0.365900811 NA 1 Island NA 149334007 Intergenic 
cg05471523 8.22E-08 1.78E-06 -0.272887813 -4.547485023 

 
0.459719934 0.11084991 NA 3 NA NA 43936093 Intergenic 

cg10769146 8.23E-08 1.78E-06 -2.257638624 -4.056720406 
 

0.222330698 0.058938267 NA 1 Island NA 214156644 Intergenic 
cg02401556 8.29E-08 1.79E-06 0.630144075 -1.859555601 

 
0.593856972 0.251217323 NA 3 N_Shore NA 137479590 Intergenic 

cg27521109 8.29E-08 1.79E-06 0.45199741 2.071743544 
 

0.569458253 0.793786285 NA 1 S_Shelf NA 41892144 Intergenic 
cg07819575 8.29E-08 1.79E-06 -1.52799069 -3.897068357 

 
0.282173688 0.088414991 NA 15 N_Shore NA 60294517 Intergenic 

cg09736440 8.29E-08 1.79E-06 0.359643054 -0.830456807 
 

0.560238484 0.362712044 NA 6 N_Shore NA 35732287 Intergenic 
cg01307915 8.31E-08 1.79E-06 -0.98174685 -3.655854009 

 
0.401096222 0.08415396 NA 7 Island NA 63767990 Intergenic 

cg15737675 8.36E-08 1.80E-06 -0.205850552 -3.615854152 
 

0.497785916 0.126903715 NA 19 NA NA 32532614 Intergenic 
cg00907283 8.39E-08 1.81E-06 -0.069327645 -1.872971793 

 
0.490069003 0.232713205 NA 22 Island NA 20286454 Intergenic 

cg20590617 8.42E-08 1.81E-06 -1.406782856 -4.117575478 
 

0.317365089 0.079402004 NA 12 S_Shore NA 131201268 Intergenic 
cg14515634 8.44E-08 1.82E-06 0.212519566 -1.61176448 

 
0.531589555 0.26325989 NA 7 Island NA 1277104 Intergenic 

cg06908806 8.45E-08 1.82E-06 -0.60084685 -3.341325904 
 

0.432008167 0.122136466 NA 20 Island NA 42136129 Intergenic 
cg25168494 8.45E-08 1.82E-06 0.698588709 -1.476154247 

 
0.613246253 0.294385064 NA 2 Island NA 63286355 Intergenic 

cg05542957 8.45E-08 1.82E-06 -1.003781385 -5.806177283 
 

0.380443411 0.067312945 NA 5 Island NA 36690437 Intergenic 
cg13429144 8.47E-08 1.82E-06 -0.932245363 -3.974994023 

 
0.393212833 0.091344648 NA 6 Island NA 125684558 Intergenic 
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cg11159604 8.48E-08 1.83E-06 -0.394431434 -2.408750216 
 

0.441422284 0.181726359 NA 1 N_Shore NA 91316223 Intergenic 
cg19049194 8.49E-08 1.83E-06 1.289065086 -0.952545556 

 
0.694215861 0.362477651 NA 2 Island NA 175193754 Intergenic 

cg09832661 8.56E-08 1.84E-06 -2.043579625 -4.492729406 
 

0.259632376 0.052853703 NA 7 Island NA 151145737 Intergenic 
cg17198230 8.56E-08 1.84E-06 -0.931348435 -3.815645334 

 
0.365516588 0.103935224 NA 11 S_Shore NA 43597492 Intergenic 

cg13239348 8.56E-08 1.84E-06 0.993086392 -1.081323737 
 

0.647862232 0.335548875 NA 10 Island NA 131768533 Intergenic 
cg16025451 8.57E-08 1.84E-06 -0.206630639 -2.370939707 

 
0.479191262 0.185634761 NA 5 NA NA 170763691 Intergenic 

cg14027891 8.59E-08 1.85E-06 -1.030855493 -3.580674982 
 

0.381902376 0.096848194 NA 9 S_Shelf NA 129279545 Intergenic 
cg01791410 8.60E-08 1.85E-06 0.55935719 -2.189877819 

 
0.582899432 0.227694459 NA 3 Island NA 150802997 Intergenic 

cg17869514 8.67E-08 1.86E-06 0.928226279 -1.504702188 
 

0.646696766 0.297685929 NA 9 Island NA 1042770 Intergenic 
cg14066439 8.70E-08 1.87E-06 -1.352156475 -4.39339437 

 
0.317426467 0.081084626 NA 9 Island NA 134158261 Intergenic 

cg11389764 8.72E-08 1.87E-06 0.258047734 -2.039082189 
 

0.549719812 0.222643134 NA 12 Island NA 101111593 Intergenic 
cg19668538 8.77E-08 1.88E-06 -1.511273525 -2.658571097 

 
0.273112762 0.140409847 NA 17 Island NA 26578611 Intergenic 

cg25954627 8.83E-08 1.89E-06 -1.043358317 -3.214645227 
 

0.357952011 0.117523504 NA 10 N_Shore NA 8090846 Intergenic 
cg14315444 8.85E-08 1.90E-06 -0.361649979 -2.36079312 

 
0.46671033 0.174932739 NA 17 Island NA 48636344 Intergenic 

cg24869336 8.86E-08 1.90E-06 -0.113646282 -2.754269141 
 

0.484208254 0.174067026 NA 3 Island NA 44726929 Intergenic 
cg08795948 8.92E-08 1.91E-06 -2.369551639 -5.885238415 

 
0.274282318 0.029269274 NA 3 Island NA 128337044 Intergenic 

cg14261272 8.94E-08 1.91E-06 1.3721386 -1.454328604 
 

0.703918352 0.308052434 NA 2 Island NA 127976400 Intergenic 
cg15814504 8.96E-08 1.92E-06 0.875486079 -1.997696716 

 
0.634170759 0.248760611 NA 5 Island NA 50694985 Intergenic 

cg22885407 8.97E-08 1.92E-06 -2.065924262 -5.50370559 
 

0.310501962 0.035718387 NA 2 Island NA 132440298 Intergenic 
cg09869234 8.98E-08 1.92E-06 -2.053591374 -4.217100666 

 
0.25740554 0.05448126 NA 6 S_Shore NA 99293644 Intergenic 

cg02305765 9.02E-08 1.93E-06 0.717070676 -2.418281484 
 

0.614382462 0.221773972 NA 12 N_Shore NA 53107910 Intergenic 
cg19377363 9.07E-08 1.94E-06 0.874824194 -0.129942203 

 
0.642949124 0.477583963 NA 22 Island NA 30938644 Intergenic 

cg21467252 9.16E-08 1.96E-06 -0.190164428 -2.789154633 
 

0.468466931 0.165292962 NA 2 N_Shore NA 66660038 Intergenic 
cg14957685 9.18E-08 1.96E-06 -0.696926638 -1.778474202 

 
0.384862955 0.232892341 NA 17 S_Shore NA 20756214 Intergenic 

cg24704912 9.25E-08 1.97E-06 -1.340245679 -3.587718733 
 

0.331141851 0.090557421 NA 8 N_Shore NA 142427420 Intergenic 
cg19245941 9.25E-08 1.97E-06 0.29347349 -2.306370311 

 
0.548350761 0.21149407 NA 10 Island NA 110671988 Intergenic 

cg20350518 9.26E-08 1.97E-06 -1.425030856 -3.717804819 
 

0.325419553 0.080823514 NA 7 Island NA 29846620 Intergenic 
cg25730685 9.29E-08 1.98E-06 0.666720073 -3.132319992 

 
0.607212647 0.177373147 NA 1 Island NA 2375010 Intergenic 

cg26858268 9.30E-08 1.98E-06 -0.170973088 -2.706113665 
 

0.469951124 0.174305672 NA 10 Island NA 102906606 Intergenic 
cg17732552 9.31E-08 1.98E-06 -1.141304521 -2.165976592 

 
0.316334289 0.188136267 NA 10 Island NA 135450884 Intergenic 

cg00191178 9.33E-08 1.99E-06 0.664647876 -2.187207504 
 

0.609174783 0.223416446 NA 3 N_Shore NA 74663024 Intergenic 
cg11627823 9.37E-08 1.99E-06 -0.014667088 -1.87734164 

 
0.509073435 0.225286295 NA 7 N_Shore NA 129424539 Intergenic 

cg21911143 9.37E-08 1.99E-06 -2.079407348 -3.468166206 
 

0.214799799 0.087257143 NA 17 Island NA 58197134 Intergenic 
cg03533058 9.38E-08 1.99E-06 0.297754252 1.559097061 

 
0.549161499 0.739279197 NA 12 NA NA 52437571 Intergenic 

cg15775406 9.38E-08 2.00E-06 4.090416969 0.097685852 
 

0.920793001 0.502686573 NA 7 N_Shelf NA 1333612 Intergenic 
cg00036664 9.39E-08 2.00E-06 0.223876225 -2.10693429 

 
0.536999989 0.226303424 NA 4 N_Shore NA 185938303 Intergenic 

cg21452805 9.40E-08 2.00E-06 -2.52242473 -4.442601485 
 

0.208409721 0.045399178 NA 1 Island NA 244014465 Intergenic 
cg23971110 9.41E-08 2.00E-06 -0.104612305 -1.243594736 

 
0.482083824 0.304683104 NA 6 Island NA 99275960 Intergenic 

cg25870025 9.42E-08 2.00E-06 -1.225037556 -3.599644142 
 

0.34268691 0.096862947 NA 10 NA NA 54068408 Intergenic 
cg09634176 9.42E-08 2.00E-06 -2.927533011 -4.945216897 

 
0.171894282 0.033570448 NA 6 Island NA 100037332 Intergenic 

cg14768765 9.47E-08 2.01E-06 0.381660182 -0.94042092 
 

0.560493987 0.347031656 NA 18 N_Shore NA 14430602 Intergenic 
cg06619621 9.47E-08 2.01E-06 0.164704138 -2.470865828 

 
0.519793481 0.193604292 NA 11 N_Shore NA 32354742 Intergenic 

cg17073273 9.49E-08 2.01E-06 -1.383863572 -4.406425999 
 

0.353406381 0.067994214 NA 6 Island NA 99279795 Intergenic 
cg16408218 9.49E-08 2.01E-06 1.307299867 -1.534737326 

 
0.694114574 0.298930777 NA 8 S_Shore NA 30770174 Intergenic 

cg00911123 9.50E-08 2.01E-06 0.34594238 -2.181608477 
 

0.554419206 0.222641921 NA 14 NA NA 29226326 Intergenic 
cg03791450 9.52E-08 2.02E-06 -1.311460665 -3.480531779 

 
0.333225301 0.096638645 NA 16 Island NA 4378161 Intergenic 

cg21834966 9.53E-08 2.02E-06 -2.451636784 -4.515011016 
 

0.195887584 0.05154683 NA 15 N_Shelf NA 27109950 Intergenic 
cg07671678 9.53E-08 2.02E-06 -0.052462161 -2.24162449 

 
0.502769007 0.192464607 NA 8 NA NA 70855046 Intergenic 

cg22510376 9.57E-08 2.03E-06 -0.282868592 -3.565921284 
 

0.461252521 0.130822639 NA 5 S_Shore NA 178957930 Intergenic 
cg09819083 9.61E-08 2.03E-06 -1.597018541 -3.449951473 

 
0.27242408 0.098938488 NA 1 Island NA 110673179 Intergenic 

cg12880003 9.63E-08 2.04E-06 -0.524680553 -2.579753111 
 

0.421633016 0.169990075 NA 4 Island NA 9382961 Intergenic 
cg04643822 9.63E-08 2.04E-06 0.212982658 -2.500757722 

 
0.548397563 0.189964744 NA 4 N_Shore NA 82965250 Intergenic 

cg17287026 9.63E-08 2.04E-06 -1.278318893 -2.400668473 
 

0.304622707 0.163067065 NA 2 N_Shore NA 237079967 Intergenic 
cg12173409 9.64E-08 2.04E-06 0.233345717 -1.717129777 

 
0.537505097 0.25127996 NA 3 Island NA 54154746 Intergenic 

cg08474859 9.65E-08 2.04E-06 0.497855537 -2.039895696 
 

0.577095813 0.239303679 NA 4 Island NA 85414016 Intergenic 
cg11694262 9.69E-08 2.05E-06 -1.004959391 -3.086080325 

 
0.345018061 0.12954185 NA 13 S_Shore NA 100644657 Intergenic 
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cg11813265 9.77E-08 2.06E-06 0.795692238 -1.007957283 
 

0.626151897 0.3452339 NA 14 N_Shore NA 95238671 Intergenic 
cg15924985 9.84E-08 2.08E-06 -1.166221465 -3.710603388 

 
0.3495413 0.097698571 NA 15 Island NA 41913566 Intergenic 

cg15471501 9.85E-08 2.08E-06 0.323115227 -1.274171184 
 

0.551330812 0.307071094 NA 20 S_Shore NA 21084133 Intergenic 
cg08975922 9.85E-08 2.08E-06 -0.686677326 -3.743915738 

 
0.392899231 0.108977973 NA 6 Island NA 1378677 Intergenic 

cg12558966 9.90E-08 2.09E-06 -0.449210612 -2.105051576 
 

0.43075908 0.20487208 NA 4 N_Shore NA 4866946 Intergenic 
cg02204637 9.91E-08 2.09E-06 2.208167762 -0.184429074 

 
0.790102447 0.470205464 NA 5 N_Shore NA 146888445 Intergenic 

cg01287514 9.94E-08 2.09E-06 0.327412096 -3.373547693 
 

0.57385999 0.151663271 NA 5 S_Shore NA 166406845 Intergenic 
cg23662713 1.00E-07 2.10E-06 -2.417069989 -4.793775212 

 
0.236676215 0.038831454 NA 14 NA NA 36741645 Intergenic 

cg24806195 1.00E-07 2.10E-06 -0.223776451 -2.804097393 
 

0.468361671 0.160785749 NA 6 NA NA 163834158 Intergenic 
cg17208467 1.01E-07 2.13E-06 1.248281095 3.228520347 

 
0.673118613 0.889455594 NA 8 S_Shelf NA 23025348 Intergenic 

cg21548719 1.01E-07 2.13E-06 -2.841998167 -5.355397045 
 

0.184768775 0.02876015 NA 15 S_Shore NA 68128633 Intergenic 
cg01553209 1.01E-07 2.13E-06 0.644773114 -2.430530286 

 
0.597278689 0.214858959 NA 10 Island NA 22625874 Intergenic 

cg20000812 1.03E-07 2.17E-06 -1.150362024 -3.085250423 
 

0.341822598 0.119091344 NA 6 S_Shore NA 99276697 Intergenic 
cg04783210 1.03E-07 2.17E-06 -1.291091463 -3.993664648 

 
0.357348946 0.077585804 NA 15 N_Shore NA 68851617 Intergenic 

cg05133437 1.04E-07 2.18E-06 -0.057635023 -2.202054643 
 

0.492909802 0.206965094 NA 15 S_Shore NA 40729033 Intergenic 
cg22369787 1.04E-07 2.18E-06 0.188735916 -1.210422386 

 
0.532051905 0.312711629 NA 15 S_Shore NA 37180443 Intergenic 

cg25823142 1.04E-07 2.18E-06 -2.681774688 -4.67934192 
 

0.199310686 0.038673284 NA 21 Island NA 47394354 Intergenic 
cg02717150 1.04E-07 2.19E-06 -1.195272033 -4.351340489 

 
0.369360586 0.074898947 NA 12 Island NA 66136179 Intergenic 

cg10811045 1.05E-07 2.20E-06 1.54200724 -0.911722058 
 

0.727585461 0.374788538 NA 2 Island NA 91635283 Intergenic 
cg14615266 1.06E-07 2.22E-06 -0.239184613 -3.020103865 

 
0.497828429 0.142384612 NA 1 S_Shore NA 35586649 Intergenic 

cg13899478 1.06E-07 2.23E-06 0.630708668 -1.247194834 
 

0.601024759 0.316617628 NA 16 Island NA 3221355 Intergenic 
cg09141919 1.07E-07 2.23E-06 -0.443730988 -2.494968162 

 
0.427165029 0.170897414 NA 6 N_Shore NA 5996116 Intergenic 

cg13440139 1.07E-07 2.23E-06 -0.782541327 -2.902124836 
 

0.391503544 0.140299132 NA 10 S_Shelf NA 102444675 Intergenic 
cg15982972 1.07E-07 2.25E-06 -0.592941613 -2.37029727 

 
0.404053558 0.181785434 NA 5 NA NA 50260129 Intergenic 

cg21165519 1.08E-07 2.25E-06 -0.538107777 -2.448726021 
 

0.411808892 0.180121822 NA 14 S_Shore NA 105310921 Intergenic 
cg05210671 1.08E-07 2.26E-06 -1.120517627 -3.119796441 

 
0.361346943 0.11227804 NA 14 NA NA 104787388 Intergenic 

cg04653710 1.09E-07 2.27E-06 0.222265541 -2.502491217 
 

0.536825616 0.203712448 NA 11 Island NA 19367236 Intergenic 
cg22854679 1.09E-07 2.28E-06 -1.324505174 -3.585116656 

 
0.298376641 0.107121147 NA 19 S_Shore NA 22035024 Intergenic 

cg23475625 1.09E-07 2.28E-06 0.009247804 -2.602274091 
 

0.520557866 0.181439937 NA 7 Island NA 155259680 Intergenic 
cg20329084 1.10E-07 2.29E-06 -2.675495474 -5.108759367 

 
0.180876799 0.040962173 NA 1 Island NA 91176543 Intergenic 

cg06609310 1.10E-07 2.29E-06 -0.188387653 -3.106647304 
 

0.4689172 0.159020081 NA 6 N_Shore NA 28602789 Intergenic 
cg12352347 1.10E-07 2.29E-06 -1.779202054 -5.11752197 

 
0.281525136 0.052193821 NA 13 NA NA 46785668 Intergenic 

cg02675414 1.10E-07 2.30E-06 -1.455355056 -3.171967271 
 

0.297287645 0.109138999 NA 12 Island NA 54089240 Intergenic 
cg16918050 1.10E-07 2.30E-06 0.347478983 2.184330706 

 
0.555617734 0.802767282 NA 17 NA NA 12494559 Intergenic 

cg02489769 1.10E-07 2.30E-06 0.681175257 1.866795666 
 

0.611176723 0.777844818 NA 12 NA NA 109977218 Intergenic 
cg15471402 1.10E-07 2.30E-06 -1.660504152 -4.0224179 

 
0.304357905 0.068503728 NA 4 NA NA 170712930 Intergenic 

cg18043514 1.11E-07 2.31E-06 1.705095114 0.151628506 
 

0.755526232 0.524222001 NA 5 N_Shore NA 158531132 Intergenic 
cg14010318 1.11E-07 2.32E-06 0.155626976 -1.944891827 

 
0.525489323 0.233357881 NA 13 N_Shore NA 79182622 Intergenic 

cg20681747 1.11E-07 2.32E-06 -1.444632942 -3.436198668 
 

0.321644072 0.089225998 NA 7 NA NA 66949602 Intergenic 
cg19788833 1.12E-07 2.33E-06 -2.079874881 -3.932328611 

 
0.234707024 0.068494084 NA 19 N_Shore NA 36477883 Intergenic 

cg11911648 1.12E-07 2.34E-06 -0.546547674 -3.252364514 
 

0.410525694 0.138500607 NA 6 Island NA 30418902 Intergenic 
cg23424933 1.13E-07 2.35E-06 0.212147169 -1.720456956 

 
0.533105441 0.257895759 NA 2 S_Shore NA 45157613 Intergenic 

cg26086468 1.13E-07 2.35E-06 0.902707752 -1.218782251 
 

0.635934523 0.319028878 NA 18 N_Shore NA 5628160 Intergenic 
cg15344220 1.13E-07 2.36E-06 1.602548068 -3.230350811 

 
0.716528689 0.20598293 NA 11 Island NA 8040551 Intergenic 

cg20908789 1.13E-07 2.36E-06 0.995221891 -0.73494931 
 

0.65922867 0.387213262 NA 8 S_Shore NA 11551964 Intergenic 
cg02471183 1.14E-07 2.36E-06 0.282537152 1.317773942 

 
0.546844722 0.708642998 NA 8 S_Shore NA 67456683 Intergenic 

cg07872960 1.14E-07 2.36E-06 -1.458638229 -3.448425616 
 

0.290660585 0.099058138 NA 8 S_Shore NA 7923629 Intergenic 
cg13672078 1.16E-07 2.41E-06 1.462979296 -0.866310288 

 
0.716096163 0.376567547 NA 5 S_Shore NA 87439429 Intergenic 

cg09109122 1.16E-07 2.41E-06 -2.291516147 -5.195803107 
 

0.267584402 0.036119026 NA 1 Island NA 36173609 Intergenic 
cg11691561 1.16E-07 2.41E-06 -0.312390826 -3.306791636 

 
0.465933575 0.136818766 NA 12 N_Shore NA 114877721 Intergenic 

cg10157715 1.16E-07 2.42E-06 0.043304811 -2.162452331 
 

0.505917526 0.21783198 NA 17 Island NA 35060679 Intergenic 
cg05843457 1.17E-07 2.42E-06 0.63465547 -1.549492951 

 
0.608979703 0.275934817 NA 1 Island NA 158147849 Intergenic 

cg08815398 1.17E-07 2.43E-06 -1.432980251 -4.827048668 
 

0.287476501 0.07055656 NA 12 Island NA 65218869 Intergenic 
cg16336127 1.17E-07 2.44E-06 -0.651618574 -2.978943219 

 
0.400472796 0.145657617 NA 5 N_Shore NA 76941173 Intergenic 

cg12962078 1.18E-07 2.45E-06 1.626427527 -0.834498169 
 

0.736893955 0.384388096 NA 2 N_Shore NA 119610113 Intergenic 
cg24437625 1.18E-07 2.45E-06 0.286608193 -2.745017789 

 
0.541219848 0.181845917 NA 1 S_Shore NA 72750671 Intergenic 
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cg25201047 1.19E-07 2.45E-06 1.12541677 -0.950315469 
 

0.681547851 0.363564481 NA 7 Island NA 1282630 Intergenic 
cg10785622 1.19E-07 2.46E-06 0.567171674 -2.054926022 

 
0.591215118 0.238613827 NA 4 N_Shore NA 85403409 Intergenic 

cg22876812 1.19E-07 2.47E-06 0.749952172 -2.031378471 
 

0.612595537 0.243884072 NA 2 Island NA 71116188 Intergenic 
cg18480781 1.19E-07 2.47E-06 -0.0582052 -1.79061282 

 
0.49508286 0.243156726 NA 15 N_Shore NA 60294291 Intergenic 

cg03209412 1.20E-07 2.47E-06 0.985576823 -0.735301927 
 

0.653099839 0.385750119 NA 4 Island NA 183728196 Intergenic 
cg11134052 1.20E-07 2.47E-06 -0.107838117 -2.181580798 

 
0.483162635 0.20900378 NA 14 N_Shelf NA 61119625 Intergenic 

cg05665202 1.20E-07 2.48E-06 -0.812892283 -2.761343647 
 

0.372312402 0.154145531 NA 10 Island NA 102501906 Intergenic 
cg02763611 1.20E-07 2.48E-06 -3.123565497 -5.332555083 

 
0.141095196 0.029903702 NA 11 Island NA 3224658 Intergenic 

cg04105683 1.20E-07 2.48E-06 -3.318596167 -5.19690456 
 

0.137019264 0.028016546 NA 16 N_Shore NA 30032706 Intergenic 
cg04324498 1.20E-07 2.48E-06 0.744228808 -1.757426596 

 
0.615103046 0.26233329 NA 6 NA NA 30449009 Intergenic 

cg03919980 1.21E-07 2.49E-06 -0.098637423 -2.002219722 
 

0.495845131 0.218712252 NA 8 Island NA 140717689 Intergenic 
cg17164063 1.21E-07 2.49E-06 0.292660293 -2.305602468 

 
0.553509458 0.207091402 NA 1 NA NA 218330093 Intergenic 

cg23720384 1.21E-07 2.49E-06 0.461101035 -1.587294246 
 

0.577995435 0.267327845 NA 21 NA NA 23747055 Intergenic 
cg27588605 1.22E-07 2.51E-06 1.667158701 -0.617749225 

 
0.740559554 0.408888029 NA 6 N_Shore NA 99271944 Intergenic 

cg13516820 1.22E-07 2.52E-06 -1.552735462 -4.972309932 
 

0.325456217 0.056221596 NA 9 Island NA 37036494 Intergenic 
cg16636355 1.22E-07 2.52E-06 0.610459304 -1.719706577 

 
0.594782759 0.262554807 NA 10 N_Shore NA 22764665 Intergenic 

cg22946159 1.23E-07 2.53E-06 -1.051881985 -3.098923401 
 

0.338710944 0.12875398 NA 2 N_Shore NA 154333822 Intergenic 
cg17568707 1.23E-07 2.54E-06 1.16491394 -1.455317617 

 
0.671281454 0.301183008 NA 6 Island NA 137818327 Intergenic 

cg01774131 1.23E-07 2.54E-06 -0.253442273 1.20331013 
 

0.461623804 0.688131691 NA 8 N_Shelf NA 8578086 Intergenic 
cg01958723 1.24E-07 2.55E-06 -0.607742999 -2.095755601 

 
0.401472035 0.202313039 NA 20 N_Shore NA 34893781 Intergenic 

cg21231400 1.24E-07 2.55E-06 0.869398508 -1.432572541 
 

0.632008753 0.300250402 NA 5 Island NA 155108085 Intergenic 
cg14265936 1.24E-07 2.55E-06 -1.804835541 -3.958422326 

 
0.272594692 0.071250702 NA 15 Island NA 83002290 Intergenic 

cg19560710 1.25E-07 2.56E-06 0.556395478 -2.080144593 
 

0.586939844 0.237191306 NA 7 NA NA 70294511 Intergenic 
cg05344295 1.26E-07 2.60E-06 0.366379685 -2.672333532 

 
0.559878401 0.200452557 NA 19 Island NA 54411509 Intergenic 

cg19224645 1.27E-07 2.60E-06 -0.132574144 -2.14282716 
 

0.477460947 0.216033898 NA 1 N_Shore NA 39282003 Intergenic 
cg12180270 1.27E-07 2.60E-06 -0.924220259 -3.575702335 

 
0.377269548 0.107613228 NA 4 Island NA 26030463 Intergenic 

cg17078253 1.27E-07 2.60E-06 0.391703651 -1.920328772 
 

0.561303738 0.235657949 NA 2 Island NA 176944273 Intergenic 
cg23152235 1.27E-07 2.61E-06 0.210505161 -2.987764523 

 
0.536983201 0.176676626 NA 11 NA NA 133837265 Intergenic 

cg07961027 1.27E-07 2.61E-06 0.698057795 -0.133309021 
 

0.617056446 0.47721677 NA 1 Island NA 16847768 Intergenic 
cg09884076 1.28E-07 2.62E-06 -0.158411709 -2.131814 

 
0.47483634 0.213222612 NA 5 Island NA 72595434 Intergenic 

cg16316944 1.28E-07 2.62E-06 -0.570912253 -2.345590037 
 

0.423394576 0.176496014 NA 17 S_Shore NA 26555245 Intergenic 
cg17701073 1.29E-07 2.63E-06 0.577549326 -0.996895491 

 
0.593395988 0.341985198 NA 3 S_Shore NA 55523895 Intergenic 

cg11247378 1.29E-07 2.64E-06 1.183220415 -0.749627345 
 

0.670590072 0.382672633 NA 22 Island NA 39784982 Intergenic 
cg01423394 1.30E-07 2.67E-06 -0.017920214 -2.614879189 

 
0.494575105 0.179112159 NA 10 Island NA 8076679 Intergenic 

cg24873464 1.30E-07 2.67E-06 0.548590544 -2.482102076 
 

0.580060725 0.208874251 NA 3 N_Shore NA 2139977 Intergenic 
cg24156796 1.31E-07 2.69E-06 -0.165842793 -2.53604571 

 
0.480112137 0.181245878 NA 12 Island NA 114029646 Intergenic 

cg26064774 1.32E-07 2.69E-06 1.34874311 -0.832296863 
 

0.702841979 0.378962913 NA 4 Island NA 6666009 Intergenic 
cg04813787 1.32E-07 2.69E-06 -0.488583058 1.344265824 

 
0.419058663 0.704374327 NA 6 NA NA 167814397 Intergenic 

cg15992284 1.32E-07 2.69E-06 0.364488288 -2.270093509 
 

0.555434029 0.220216536 NA 1 Island NA 91191254 Intergenic 
cg12032370 1.33E-07 2.71E-06 0.848687459 -1.757266453 

 
0.628174124 0.268275615 NA 10 Island NA 102976942 Intergenic 

cg23484899 1.33E-07 2.72E-06 2.135618082 0.223309306 
 

0.791988736 0.534368893 NA 1 Island NA 244894365 Intergenic 
cg04585612 1.33E-07 2.72E-06 0.0685998 -3.821793995 

 
0.511462481 0.14291184 NA 16 Island NA 88449996 Intergenic 

cg02383785 1.34E-07 2.75E-06 0.299302463 -1.381806757 
 

0.551402356 0.296107157 NA 7 Island NA 127808848 Intergenic 
cg18826572 1.35E-07 2.76E-06 0.827750132 -1.488047255 

 
0.638890877 0.287134819 NA 8 N_Shore NA 144510343 Intergenic 

cg15149600 1.35E-07 2.76E-06 -0.011773926 -2.140500597 
 

0.498032867 0.221088388 NA 5 Island NA 145724518 Intergenic 
cg12545252 1.35E-07 2.76E-06 -0.374176427 -3.175244679 

 
0.438462582 0.148723139 NA 9 Island NA 33524515 Intergenic 

cg15676455 1.35E-07 2.76E-06 -0.511390582 -2.907932619 
 

0.439486084 0.143648347 NA 3 Island NA 128564943 Intergenic 
cg24139732 1.36E-07 2.77E-06 -0.201596644 -2.348549109 

 
0.474287985 0.187006794 NA 4 N_Shore NA 4857506 Intergenic 

cg12516959 1.37E-07 2.79E-06 0.037554418 -2.041332754 
 

0.512864246 0.218048588 NA 21 S_Shore NA 47718080 Intergenic 
cg17632372 1.38E-07 2.81E-06 0.248766491 -1.427802631 

 
0.537398875 0.285794488 NA 7 Island NA 1280236 Intergenic 

cg10602282 1.38E-07 2.82E-06 0.456502031 -1.787776803 
 

0.572853625 0.260927194 NA 7 Island NA 155580322 Intergenic 
cg03230711 1.39E-07 2.82E-06 0.091253811 -2.161633501 

 
0.514239981 0.221777645 NA 2 Island NA 45228334 Intergenic 

cg00740547 1.40E-07 2.84E-06 0.256543471 -1.439823673 
 

0.547541849 0.28364026 NA 21 Island NA 46439236 Intergenic 
cg01017355 1.40E-07 2.84E-06 -1.313344759 -4.008021949 

 
0.331231197 0.083791066 NA 19 Island NA 50836561 Intergenic 

cg27317439 1.40E-07 2.85E-06 -1.75637339 -3.674670296 
 

0.273793563 0.079851463 NA 10 Island NA 102976549 Intergenic 
cg00620062 1.40E-07 2.85E-06 -0.062651501 -2.922804699 

 
0.489170757 0.172012278 NA 10 Island NA 23487775 Intergenic 
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cg14162086 1.41E-07 2.86E-06 -1.632129296 -4.51534222 
 

0.33942573 0.052952419 NA 9 S_Shelf NA 129279673 Intergenic 
cg19452953 1.41E-07 2.87E-06 -2.41298274 -4.500295121 

 
0.208220282 0.049542184 NA 10 Island NA 103329500 Intergenic 

cg25378916 1.42E-07 2.88E-06 -0.911663651 -3.504269258 
 

0.415293747 0.090549106 NA 5 Island NA 1875013 Intergenic 
cg18276638 1.43E-07 2.90E-06 0.671484627 -2.081647015 

 
0.6098992 0.247959157 NA 1 Island NA 214360619 Intergenic 

cg02012576 1.43E-07 2.90E-06 0.105145445 -4.387599472 
 

0.512132401 0.131539817 NA 12 Island NA 133485691 Intergenic 
cg10032671 1.44E-07 2.91E-06 -3.019201244 -5.238056063 

 
0.1676412 0.028866973 NA 10 NA NA 133836742 Intergenic 

cg01197871 1.44E-07 2.92E-06 -1.739134336 -3.617811973 
 

0.28481021 0.080053021 NA 16 Island NA 89323411 Intergenic 
cg09451960 1.44E-07 2.93E-06 -0.914199019 -4.97634737 

 
0.430918385 0.076091552 NA 13 NA NA 21650028 Intergenic 

cg14125353 1.46E-07 2.96E-06 0.016237869 -2.406242236 
 

0.51516586 0.174405011 NA 10 S_Shore NA 31892769 Intergenic 
cg08376583 1.46E-07 2.97E-06 2.320578321 0.414619023 

 
0.799958443 0.564805886 NA 6 NA NA 32222492 Intergenic 

cg03431079 1.47E-07 2.97E-06 -2.383336946 -5.995427222 
 

0.30233433 0.0207045 NA 12 S_Shore NA 54145474 Intergenic 
cg23052830 1.47E-07 2.97E-06 -0.355142966 -2.70416447 

 
0.459128374 0.163240484 NA 14 N_Shelf NA 61119919 Intergenic 

cg21426239 1.49E-07 3.01E-06 1.136184218 -1.970393937 
 

0.672396116 0.260543425 NA 4 Island NA 82136489 Intergenic 
cg25810484 1.49E-07 3.02E-06 -1.682778608 -4.077154771 

 
0.295798895 0.071348993 NA 12 S_Shore NA 54089486 Intergenic 

cg07716696 1.50E-07 3.03E-06 1.380623619 -0.506404506 
 

0.706655386 0.420765293 NA 15 Island NA 24123232 Intergenic 
cg22374525 1.50E-07 3.04E-06 0.638280793 -0.782424983 

 
0.602689827 0.37272584 NA 1 N_Shore NA 116370764 Intergenic 

cg14471364 1.50E-07 3.04E-06 0.594485107 -1.801457906 
 

0.604035388 0.25284355 NA 2 S_Shore NA 157177936 Intergenic 
cg13017239 1.51E-07 3.05E-06 0.299013608 -1.971110624 

 
0.547125469 0.236470783 NA 2 Island NA 131185379 Intergenic 

cg08225529 1.51E-07 3.06E-06 0.638719679 -2.449242595 
 

0.593251945 0.217855482 NA 2 N_Shore NA 66660107 Intergenic 
cg11711816 1.52E-07 3.08E-06 0.480509589 -1.074882823 

 
0.574794345 0.332385988 NA 10 Island NA 131764932 Intergenic 

cg02397768 1.54E-07 3.11E-06 0.219974432 -2.056439703 
 

0.546143759 0.228819874 NA 4 N_Shore NA 113430989 Intergenic 
cg17761743 1.54E-07 3.12E-06 0.650256124 -2.733715731 

 
0.607743282 0.200849663 NA 10 Island NA 27548180 Intergenic 

cg20637647 1.54E-07 3.12E-06 1.633507006 -1.361738053 
 

0.737481331 0.313828558 NA 7 Island NA 64974828 Intergenic 
cg01951698 1.55E-07 3.12E-06 -1.457177729 -3.385747861 

 
0.31048633 0.098091692 NA 16 NA NA 87622589 Intergenic 

cg02368058 1.56E-07 3.14E-06 0.0580812 -2.272749559 
 

0.504214603 0.207064997 NA 1 Island NA 91191723 Intergenic 
cg01034737 1.56E-07 3.14E-06 -0.009888533 -1.605742756 

 
0.499363808 0.262044666 NA 5 Island NA 60922384 Intergenic 

cg02977643 1.56E-07 3.15E-06 -2.140523338 -4.235753297 
 

0.233379097 0.060849293 NA 7 Island NA 127776310 Intergenic 
cg17592360 1.56E-07 3.15E-06 0.524822605 -1.458171468 

 
0.5868415 0.292791257 NA 1 N_Shore NA 119543590 Intergenic 

cg23151295 1.56E-07 3.15E-06 -0.912701203 -3.713802498 
 

0.385797544 0.106819338 NA 14 NA NA 76796070 Intergenic 
cg00062119 1.57E-07 3.17E-06 -0.819684473 -6.000713438 

 
0.431254602 0.063196289 NA 8 Island NA 30769864 Intergenic 

cg03852468 1.58E-07 3.18E-06 -2.123262512 -3.426686673 
 

0.201423267 0.090902374 NA 3 Island NA 75707805 Intergenic 
cg09298014 1.58E-07 3.18E-06 -0.350690324 -2.779709147 

 
0.443260293 0.167763298 NA 14 N_Shore NA 97058864 Intergenic 

cg06462964 1.58E-07 3.18E-06 -1.431785187 -3.915362524 
 

0.308965488 0.087067809 NA 6 NA NA 28641757 Intergenic 
cg07563101 1.59E-07 3.21E-06 0.560005206 -3.054613709 

 
0.592050035 0.179092706 NA 15 S_Shore NA 23158658 Intergenic 

cg16257051 1.59E-07 3.21E-06 -1.813035483 -4.874227747 
 

0.326895005 0.043088929 NA 5 Island NA 153862183 Intergenic 
cg13864319 1.60E-07 3.21E-06 -0.099903891 -2.267300859 

 
0.483515568 0.209566544 NA 5 Island NA 42951935 Intergenic 

cg14136502 1.60E-07 3.22E-06 -1.178779907 -2.830181918 
 

0.332712352 0.132446005 NA 10 Island NA 119939 Intergenic 
cg01938514 1.61E-07 3.24E-06 -0.250157768 2.048147961 

 
0.46503553 0.774199385 NA 16 NA NA 18166238 Intergenic 

cg01215936 1.62E-07 3.25E-06 -2.312842797 -4.691265692 
 

0.238496132 0.043568294 NA 2 Island NA 105469514 Intergenic 
cg04341730 1.62E-07 3.25E-06 -0.886904917 -2.767390774 

 
0.374607216 0.145275535 NA 4 Island NA 175135312 Intergenic 

cg03472755 1.63E-07 3.28E-06 -1.159366571 0.207446646 
 

0.32047901 0.534058055 NA 5 N_Shore NA 141261221 Intergenic 
cg09455208 1.63E-07 3.28E-06 0.587138377 1.906897817 

 
0.590835357 0.781235511 NA 3 N_Shelf NA 40491958 Intergenic 

cg08965888 1.64E-07 3.29E-06 0.79117978 -1.920382373 
 

0.621621842 0.254740054 NA 11 Island NA 44341446 Intergenic 
cg02195105 1.65E-07 3.32E-06 2.493623068 3.936766839 

 
0.82803378 0.934041674 NA 10 N_Shore NA 44805846 Intergenic 

cg06811295 1.66E-07 3.32E-06 0.088469954 -1.989247022 
 

0.509328108 0.230517358 NA 10 Island NA 124905890 Intergenic 
cg08314383 1.66E-07 3.33E-06 -0.390259762 -2.36248325 

 
0.436626449 0.191143035 NA 8 Island NA 24858244 Intergenic 

cg04347708 1.66E-07 3.33E-06 2.390463564 0.592606394 
 

0.824961954 0.588402214 NA 11 N_Shelf NA 128557965 Intergenic 
cg02232839 1.67E-07 3.34E-06 0.68064455 -1.383572934 

 
0.605630117 0.295368791 NA 1 N_Shore NA 156404965 Intergenic 

cg11161828 1.67E-07 3.34E-06 0.191676122 -3.077116177 
 

0.531776423 0.178551917 NA 11 N_Shelf NA 128556865 Intergenic 
cg16906086 1.67E-07 3.34E-06 0.088533998 -2.15255782 

 
0.520511506 0.213969224 NA 7 N_Shore NA 121955717 Intergenic 

cg20400771 1.67E-07 3.35E-06 0.346574597 -2.705528858 
 

0.550832355 0.191955406 NA 6 Island NA 99292790 Intergenic 
cg06760518 1.68E-07 3.35E-06 -1.388981323 -3.066349021 

 
0.306054385 0.115761712 NA 2 Island NA 237087777 Intergenic 

cg24035598 1.68E-07 3.36E-06 -0.956758391 -3.461320978 
 

0.38878221 0.106262592 NA 14 Island NA 61124418 Intergenic 
cg07673740 1.68E-07 3.36E-06 1.640397661 -0.333288038 

 
0.736852786 0.448176167 NA 4 Island NA 85414194 Intergenic 

cg08094175 1.69E-07 3.37E-06 -0.96101819 -2.803362955 
 

0.343217635 0.150022125 NA 15 Island NA 89952984 Intergenic 
cg05422396 1.69E-07 3.37E-06 -1.574877707 -3.487465904 

 
0.292122778 0.093414783 NA 21 Island NA 38936545 Intergenic 
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cg20924825 1.69E-07 3.38E-06 0.481428473 1.90250033 
 

0.577411265 0.780750517 NA 2 NA NA 202837296 Intergenic 
cg25279644 1.70E-07 3.39E-06 0.061716243 -2.114095152 

 
0.510503758 0.22421558 NA 4 Island NA 128544542 Intergenic 

cg16786102 1.70E-07 3.39E-06 0.682035576 -0.906259816 
 

0.611119284 0.35938357 NA 4 Island NA 41867462 Intergenic 
cg06260709 1.70E-07 3.39E-06 1.377979565 -0.511328439 

 
0.706830509 0.421940228 NA 20 Island NA 48626621 Intergenic 

cg10445421 1.70E-07 3.40E-06 -2.192188671 -5.509227485 
 

0.289316615 0.028053942 NA 1 Island NA 39284267 Intergenic 
cg27194182 1.71E-07 3.41E-06 -2.13989516 -4.127315577 

 
0.227034751 0.061977747 NA 19 N_Shore NA 294492 Intergenic 

cg06558050 1.71E-07 3.41E-06 -2.219343869 -5.150389058 
 

0.244938602 0.045059254 NA 8 Island NA 11550572 Intergenic 
cg23922259 1.72E-07 3.42E-06 -1.475966319 -3.520695297 

 
0.321427946 0.086765014 NA 19 Island NA 5536626 Intergenic 

cg27424244 1.72E-07 3.42E-06 -1.730750368 -5.007414838 
 

0.279485721 0.053653707 NA 19 Island NA 2360282 Intergenic 
cg13436155 1.72E-07 3.42E-06 0.474719293 -1.580540132 

 
0.575374461 0.276556995 NA 13 S_Shore NA 100644217 Intergenic 

cg15936446 1.73E-07 3.44E-06 1.392237438 -0.980680972 
 

0.709766233 0.361059189 NA 5 Island NA 42952369 Intergenic 
cg06765314 1.74E-07 3.46E-06 0.761972166 2.60421845 

 
0.613543305 0.845046065 NA 7 N_Shore NA 117852592 Intergenic 

cg15650509 1.74E-07 3.46E-06 -2.903394285 -4.951546396 
 

0.158537013 0.036112324 NA 2 Island NA 237476609 Intergenic 
cg25172279 1.75E-07 3.47E-06 0.715377337 -1.230778605 

 
0.613482321 0.322552881 NA 7 Island NA 96646598 Intergenic 

cg13268603 1.75E-07 3.49E-06 -1.942975123 -4.275460444 
 

0.264484128 0.058479105 NA 7 N_Shore NA 26415606 Intergenic 
cg16326242 1.76E-07 3.49E-06 -0.288536517 -2.323190153 

 
0.469515609 0.188899649 NA 2 NA NA 119566109 Intergenic 

cg22991512 1.76E-07 3.49E-06 -0.250678039 -3.78028303 
 

0.506250925 0.116024143 NA 3 Island NA 14643854 Intergenic 
cg00205263 1.77E-07 3.51E-06 -3.486408494 -6.207066243 

 
0.18699309 0.014050123 NA 10 Island NA 81741554 Intergenic 

cg26572207 1.77E-07 3.51E-06 1.85236066 0.314568264 
 

0.767797478 0.550222737 NA 8 S_Shore NA 20161947 Intergenic 
cg01171670 1.78E-07 3.52E-06 0.806852054 1.935615184 

 
0.628197516 0.787385834 NA 11 NA NA 71083308 Intergenic 

cg10500391 1.78E-07 3.52E-06 0.208595406 1.75132637 
 

0.533399486 0.760165558 NA 2 NA NA 64716330 Intergenic 
cg23104248 1.79E-07 3.54E-06 0.055862883 2.052174579 

 
0.512480573 0.78508737 NA 8 NA NA 118616037 Intergenic 

cg09256880 1.79E-07 3.55E-06 1.437166917 2.949315254 
 

0.710263991 0.875450828 NA 4 N_Shelf NA 2791952 Intergenic 
cg13694461 1.80E-07 3.56E-06 -2.846918 -6.099486671 

 
0.191015149 0.024694784 NA 6 Island NA 30431590 Intergenic 

cg17344321 1.80E-07 3.58E-06 0.867569824 -1.332020016 
 

0.637321998 0.302451542 NA 7 NA NA 22617382 Intergenic 
cg14515581 1.81E-07 3.59E-06 1.578016127 -0.297637219 

 
0.732567893 0.453403284 NA 9 NA NA 31031140 Intergenic 

cg24041917 1.81E-07 3.59E-06 -0.429760017 -2.612272056 
 

0.444581951 0.169051942 NA 1 Island NA 119535986 Intergenic 
cg09417299 1.82E-07 3.60E-06 -2.335198025 -3.970390227 

 
0.204815677 0.06345487 NA 2 Island NA 121493139 Intergenic 

cg21450700 1.82E-07 3.60E-06 -0.273260286 -1.27718602 
 

0.453791393 0.297459076 NA 9 Island NA 99984521 Intergenic 
cg21530266 1.82E-07 3.60E-06 0.177061596 -2.365052456 

 
0.530553189 0.200232097 NA 3 Island NA 138657774 Intergenic 

cg06343212 1.83E-07 3.61E-06 -0.504270749 -2.643537887 
 

0.419336905 0.169935165 NA 7 Island NA 84815881 Intergenic 
cg00182758 1.83E-07 3.62E-06 -0.48050161 -3.469462522 

 
0.424038497 0.133270425 NA 17 S_Shore NA 43047971 Intergenic 

cg19189201 1.85E-07 3.65E-06 1.245241739 -0.612435146 
 

0.685899621 0.401162745 NA 15 Island NA 98964783 Intergenic 
cg23024448 1.86E-07 3.67E-06 -2.813596141 -4.089575999 

 
0.143773252 0.05811844 NA 19 Island NA 51222118 Intergenic 

cg04382358 1.86E-07 3.68E-06 -0.45548417 -1.643109887 
 

0.429478329 0.246872685 NA 3 N_Shore NA 75628819 Intergenic 
cg03413097 1.89E-07 3.74E-06 -0.830064449 -3.215177642 

 
0.40593144 0.118113741 NA 7 Island NA 156811422 Intergenic 

cg04326198 1.90E-07 3.75E-06 0.058981488 -2.250797772 
 

0.508956744 0.214070104 NA 14 Island NA 36994456 Intergenic 
cg00806454 1.90E-07 3.75E-06 -2.289220436 -3.985631663 

 
0.209947421 0.064583397 NA 10 Island NA 44185289 Intergenic 

cg23841467 1.91E-07 3.77E-06 0.255291976 -2.665039103 
 

0.538596295 0.19473427 NA 18 S_Shore NA 5896267 Intergenic 
cg06802522 1.92E-07 3.78E-06 -1.188082179 -4.180531666 

 
0.382291814 0.079948074 NA 8 Island NA 124173231 Intergenic 

cg03472672 1.92E-07 3.78E-06 -1.909646412 -3.968072991 
 

0.247301114 0.0738654 NA 6 NA NA 28762471 Intergenic 
cg17255397 1.92E-07 3.79E-06 0.033832076 -3.256334916 

 
0.534678634 0.152002848 NA 5 NA NA 170764118 Intergenic 

cg19096825 1.92E-07 3.79E-06 1.296979003 -1.204681536 
 

0.687633267 0.331315296 NA 13 Island NA 112711941 Intergenic 
cg20300343 1.92E-07 3.79E-06 0.873500221 -1.511650498 

 
0.640171836 0.302843153 NA 1 Island NA 149719461 Intergenic 

cg01197411 1.93E-07 3.79E-06 0.42285999 -1.375418239 
 

0.56763389 0.296935944 NA 5 S_Shelf NA 87988624 Intergenic 
cg06091952 1.93E-07 3.79E-06 -1.781588463 -4.194915112 

 
0.306008047 0.06126308 NA 6 Island NA 18277615 Intergenic 

cg09079909 1.93E-07 3.80E-06 0.230978363 -1.880875019 
 

0.533486426 0.243848914 NA 7 Island NA 127808092 Intergenic 
cg05860195 1.93E-07 3.81E-06 -0.451557528 -3.889646065 

 
0.478652062 0.102147536 NA 16 S_Shore NA 89324033 Intergenic 

cg13752974 1.94E-07 3.81E-06 -3.062255596 -4.654506939 
 

0.143657315 0.039328262 NA 4 Island NA 4854786 Intergenic 
cg09819539 1.94E-07 3.82E-06 1.856725012 0.552413749 

 
0.778953682 0.590099945 NA 8 Island NA 140717629 Intergenic 

cg04431876 1.95E-07 3.83E-06 -0.39653268 -2.479665877 
 

0.434960124 0.184393021 NA 9 Island NA 44420179 Intergenic 
cg15235798 1.95E-07 3.84E-06 0.810754171 -1.353507498 

 
0.625283254 0.310698524 NA 13 N_Shore NA 112720244 Intergenic 

cg20321153 1.96E-07 3.84E-06 0.348508236 -1.35086322 
 

0.558176506 0.299652769 NA 1 Island NA 63795435 Intergenic 
cg18185958 1.96E-07 3.84E-06 0.549630553 -1.652254734 

 
0.58674276 0.273700141 NA 2 Island NA 223176899 Intergenic 

cg27566812 1.96E-07 3.84E-06 3.729196966 2.264615038 
 

0.927518767 0.810643844 NA 1 Island NA 161429279 Intergenic 
cg24440088 1.96E-07 3.85E-06 0.073419781 -3.996178639 

 
0.512134148 0.13935053 NA 19 Island NA 36450215 Intergenic 
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cg19254906 1.96E-07 3.85E-06 0.379809135 -2.170393413 
 

0.5606983 0.226983458 NA 1 S_Shore NA 43251253 Intergenic 
cg09269336 1.96E-07 3.85E-06 -1.154328471 -3.165763028 

 
0.355658138 0.113066041 NA 13 NA NA 96056495 Intergenic 

cg26579491 1.98E-07 3.88E-06 -1.139384987 -3.318158204 
 

0.363170612 0.10635334 NA 7 Island NA 65878976 Intergenic 
cg20704772 1.99E-07 3.90E-06 -1.368756059 -3.596439321 

 
0.347261364 0.08405262 NA 4 S_Shore NA 53617882 Intergenic 

cg10135197 2.00E-07 3.91E-06 -1.016121002 -2.932491055 
 

0.346089704 0.138781765 NA 3 Island NA 126854676 Intergenic 
cg06387459 2.00E-07 3.92E-06 0.4158992 -0.973537773 

 
0.57000484 0.346372465 NA 3 Island NA 35680899 Intergenic 

cg13107839 2.03E-07 3.96E-06 -0.939654717 1.037213308 
 

0.356133191 0.658834341 NA 1 NA NA 14847711 Intergenic 
cg24873562 2.03E-07 3.97E-06 0.375167213 -2.335729906 

 
0.561086495 0.218936041 NA 10 Island NA 124902349 Intergenic 

cg09141953 2.04E-07 3.98E-06 -0.05007679 -4.407529485 
 

0.492381747 0.114160407 NA 20 Island NA 62948235 Intergenic 
cg23733133 2.04E-07 3.99E-06 -1.436385467 -3.884223029 

 
0.331923775 0.080471454 NA 8 Island NA 24857719 Intergenic 

cg09858767 2.05E-07 4.00E-06 -1.097974745 0.596802922 
 

0.327004385 0.59459201 NA 1 NA NA 14742375 Intergenic 
cg22678044 2.05E-07 4.01E-06 0.017511841 1.705263736 

 
0.507092171 0.749437651 NA 1 N_Shelf NA 2368610 Intergenic 

cg21639387 2.05E-07 4.01E-06 -0.072862922 -3.291012941 
 

0.48778778 0.153643456 NA 8 Island NA 143532922 Intergenic 
cg00624404 2.06E-07 4.02E-06 -1.836991104 -3.620764461 

 
0.274794635 0.076246928 NA 6 Island NA 106442588 Intergenic 

cg14286256 2.06E-07 4.03E-06 0.584139105 2.084521025 
 

0.589296453 0.798486926 NA 9 S_Shelf NA 98318448 Intergenic 
cg08165592 2.07E-07 4.04E-06 -2.329577633 -4.27473984 

 
0.222915565 0.0524781 NA 17 Island NA 16492455 Intergenic 

cg01502588 2.07E-07 4.04E-06 -0.330493736 -2.460264014 
 

0.455808746 0.1737451 NA 2 N_Shore NA 119615889 Intergenic 
cg24608684 2.07E-07 4.05E-06 -1.366437058 -3.980648476 

 
0.370764946 0.06736196 NA 6 Island NA 130686865 Intergenic 

cg14592933 2.08E-07 4.06E-06 -2.230239528 -5.044031697 
 

0.296623368 0.032640631 NA 7 Island NA 26416122 Intergenic 
cg08424167 2.09E-07 4.07E-06 -1.373071877 -4.052029339 

 
0.359974842 0.072641484 NA 1 Island NA 48462862 Intergenic 

cg10631716 2.09E-07 4.08E-06 0.931939748 -1.434800416 
 

0.64053849 0.300882441 NA 8 NA NA 135469436 Intergenic 
cg04734712 2.10E-07 4.08E-06 0.220336342 -1.777167846 

 
0.538072342 0.252913982 NA 17 Island NA 1811474 Intergenic 

cg04989440 2.10E-07 4.09E-06 -0.876195227 -3.378337234 
 

0.398887004 0.113121818 NA 6 Island NA 125684580 Intergenic 
cg24361162 2.10E-07 4.09E-06 0.943566143 -1.111106345 

 
0.649031817 0.344056744 NA 1 Island NA 156358116 Intergenic 

cg17110586 2.13E-07 4.14E-06 -0.353458192 -1.9173207 
 

0.448786781 0.220914304 NA 19 S_Shelf NA 36454623 Intergenic 
cg24059119 2.14E-07 4.17E-06 0.654086737 -1.967542748 

 
0.598395485 0.246594734 NA 19 Island NA 30715575 Intergenic 

cg03627468 2.15E-07 4.18E-06 0.949328995 3.026571008 
 

0.637043285 0.87659364 NA 16 NA NA 79331759 Intergenic 
cg20577205 2.15E-07 4.18E-06 -1.897729504 -4.402484982 

 
0.251039753 0.061993715 NA 20 S_Shore NA 56804327 Intergenic 

cg23316060 2.18E-07 4.23E-06 0.867168988 2.459574819 
 

0.63336494 0.835428412 NA 19 N_Shelf NA 33761225 Intergenic 
cg04267214 2.19E-07 4.26E-06 -0.086536774 -2.294504998 

 
0.484850911 0.206922768 NA 1 Island NA 39270050 Intergenic 

cg02862505 2.20E-07 4.27E-06 -0.0792463 -2.634576879 
 

0.500437682 0.180508702 NA 12 NA NA 114939167 Intergenic 
cg04164184 2.21E-07 4.28E-06 -1.86247545 -3.633309493 

 
0.245954346 0.085881869 NA 2 N_Shore NA 105468708 Intergenic 

cg06073351 2.21E-07 4.28E-06 0.505293147 -1.661167571 
 

0.579282891 0.274754646 NA 10 Island NA 22625665 Intergenic 
cg03748503 2.21E-07 4.28E-06 0.371809114 -2.040388747 

 
0.561284451 0.232206394 NA 17 Island NA 19483554 Intergenic 

cg11666559 2.21E-07 4.29E-06 0.299583653 -1.602461509 
 

0.548868894 0.269987782 NA 1 Island NA 221067662 Intergenic 
cg03797768 2.22E-07 4.31E-06 -0.554941458 -2.678083702 

 
0.424840917 0.158023841 NA 13 Island NA 24040813 Intergenic 

cg05981815 2.23E-07 4.32E-06 -0.334282902 -2.499829715 
 

0.459332205 0.171954599 NA 6 Island NA 5851840 Intergenic 
cg22649311 2.24E-07 4.33E-06 1.023990024 -2.442819494 

 
0.652895924 0.226605434 NA 4 N_Shore NA 134067896 Intergenic 

cg14227486 2.24E-07 4.34E-06 -0.128895646 -1.768103508 
 

0.478667752 0.246725154 NA 4 Island NA 41867415 Intergenic 
cg00840115 2.25E-07 4.36E-06 -0.481203497 -2.616627201 

 
0.421890957 0.168218381 NA 2 Island NA 145282103 Intergenic 

cg26855918 2.26E-07 4.38E-06 -1.322135557 -4.092859572 
 

0.359375858 0.074315089 NA 3 Island NA 64431038 Intergenic 
cg11107669 2.26E-07 4.38E-06 0.430503509 -3.874436436 

 
0.565741036 0.15195096 NA 2 Island NA 127976613 Intergenic 

cg17200920 2.27E-07 4.39E-06 -0.757553203 -3.216949253 
 

0.385665232 0.133205229 NA 7 Island NA 127808798 Intergenic 
cg25893004 2.27E-07 4.40E-06 0.413580533 -2.318151822 

 
0.567614147 0.222629913 NA 18 Island NA 33530184 Intergenic 

cg26724375 2.27E-07 4.40E-06 -2.762417982 -4.712131467 
 

0.176619892 0.041738639 NA 10 S_Shore NA 118976795 Intergenic 
cg13598152 2.27E-07 4.40E-06 -1.207288195 -2.962780637 

 
0.317289515 0.130565488 NA 9 N_Shore NA 29213880 Intergenic 

cg02184772 2.29E-07 4.42E-06 -1.915765264 -5.521554441 
 

0.320291002 0.043387269 NA 21 Island NA 47063028 Intergenic 
cg14289511 2.31E-07 4.47E-06 1.23758271 -0.665866644 

 
0.692413613 0.397925371 NA 16 NA NA 24682446 Intergenic 

cg04930919 2.32E-07 4.48E-06 -0.022026072 -2.161090242 
 

0.497281805 0.216564772 NA 15 Island NA 84748862 Intergenic 
cg02471897 2.32E-07 4.48E-06 1.260785089 -1.780344726 

 
0.695826355 0.28591701 NA 7 Island NA 1281200 Intergenic 

cg17669581 2.33E-07 4.49E-06 0.666464817 -0.847856664 
 

0.60910838 0.366317717 NA 4 S_Shore NA 54968251 Intergenic 
cg14700304 2.33E-07 4.49E-06 0.510676557 -2.545852844 

 
0.584530129 0.216459621 NA 2 Island NA 105760890 Intergenic 

cg18217252 2.33E-07 4.50E-06 1.780527698 -0.899460232 
 

0.765037714 0.382350489 NA 9 Island NA 133027791 Intergenic 
cg25795398 2.33E-07 4.50E-06 0.143423914 -2.0594811 

 
0.523734155 0.231766421 NA 7 NA NA 70294525 Intergenic 

cg07991229 2.34E-07 4.52E-06 -1.075990339 -2.835423429 
 

0.343517718 0.138158863 NA 6 S_Shore NA 125684960 Intergenic 
cg13932612 2.35E-07 4.53E-06 0.640569995 -1.396147172 

 
0.599577562 0.298466384 NA 9 NA NA 23830348 Intergenic 
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cg23367107 2.35E-07 4.53E-06 -2.164961242 -5.436415284 
 

0.252108512 0.04086685 NA 12 Island NA 115136287 Intergenic 
cg21985631 2.35E-07 4.53E-06 -0.814277729 -3.214341343 

 
0.368437759 0.135175243 NA 4 S_Shelf NA 175138377 Intergenic 

cg04014576 2.35E-07 4.53E-06 1.05811679 -2.225250362 
 

0.66393906 0.2493747 NA 6 Island NA 34112818 Intergenic 
cg22573391 2.36E-07 4.54E-06 -0.03618909 -2.29579915 

 
0.492503605 0.205765105 NA 3 Island NA 44037868 Intergenic 

cg14655649 2.36E-07 4.54E-06 -0.284420725 -5.980400799 
 

0.490487765 0.094688383 NA 8 Island NA 30769870 Intergenic 
cg10497754 2.36E-07 4.55E-06 -0.085553642 1.551136874 

 
0.486336301 0.732037405 NA 17 NA NA 75554146 Intergenic 

cg18612956 2.37E-07 4.56E-06 0.901392761 1.994984037 
 

0.646705613 0.792046922 NA 17 NA NA 26848344 Intergenic 
cg05271507 2.37E-07 4.56E-06 -0.418084638 -2.464787728 

 
0.432703949 0.182998278 NA 9 Island NA 46862104 Intergenic 

cg11431055 2.38E-07 4.58E-06 0.272314764 -1.575045799 
 

0.545776322 0.276174548 NA 1 Island NA 148854588 Intergenic 
cg00321703 2.39E-07 4.59E-06 -4.531685168 -7.414073652 

 
0.093236868 0.007577274 NA 2 Island NA 129079801 Intergenic 

cg23526973 2.39E-07 4.59E-06 -2.611127538 -5.77051177 
 

0.289235733 0.019365511 NA 2 Island NA 237086991 Intergenic 
cg26082257 2.39E-07 4.59E-06 -0.745553696 -2.310659605 

 
0.38949946 0.180570266 NA 11 S_Shore NA 43604854 Intergenic 

cg07637015 2.39E-07 4.60E-06 0.933257144 -0.657600503 
 

0.646906315 0.396105533 NA 6 N_Shelf NA 41337219 Intergenic 
cg11901043 2.40E-07 4.61E-06 -0.243688258 -3.275418573 

 
0.461199147 0.15052719 NA 12 Island NA 22093960 Intergenic 

cg11664139 2.40E-07 4.61E-06 1.085850565 -0.573462808 
 

0.668483342 0.411651629 NA 2 N_Shore NA 175204249 Intergenic 
cg13550694 2.42E-07 4.64E-06 -1.936528905 -4.493387002 

 
0.280749216 0.051773529 NA 9 Island NA 73835 Intergenic 

cg04717895 2.42E-07 4.64E-06 1.605228975 -0.067535624 
 

0.743167561 0.490339236 NA 16 NA NA 31541298 Intergenic 
cg15167044 2.45E-07 4.69E-06 0.216839572 -1.778488378 

 
0.533488851 0.251903436 NA 6 Island NA 100039413 Intergenic 

cg08089200 2.46E-07 4.71E-06 -0.927852921 -2.490263451 
 

0.357340762 0.165618518 NA 3 S_Shore NA 137485266 Intergenic 
cg09003135 2.48E-07 4.75E-06 0.35328467 -1.360333229 

 
0.558206073 0.296990516 NA 10 N_Shore NA 102975693 Intergenic 

cg17959327 2.48E-07 4.75E-06 -0.984323735 -3.629821233 
 

0.376813005 0.10614726 NA 18 Island NA 19745458 Intergenic 
cg00642494 2.48E-07 4.75E-06 -1.529852654 -4.141270816 

 
0.299713235 0.082585283 NA 5 Island NA 76941749 Intergenic 

cg18776616 2.49E-07 4.76E-06 -0.389905901 1.151285087 
 

0.440399741 0.678942091 NA 10 N_Shelf NA 72235645 Intergenic 
cg07136023 2.49E-07 4.76E-06 0.468443209 -1.73966378 

 
0.576169218 0.264285583 NA 16 N_Shore NA 86537316 Intergenic 

cg11838668 2.49E-07 4.77E-06 -1.236227024 -3.090491099 
 

0.324605473 0.121460303 NA 7 N_Shore NA 35296189 Intergenic 
cg16348112 2.50E-07 4.78E-06 0.999328275 -1.218609135 

 
0.65634728 0.32210574 NA 1 Island NA 9258798 Intergenic 

cg03682366 2.51E-07 4.80E-06 0.826376648 -0.633064024 
 

0.630046398 0.398089913 NA 2 Island NA 239072199 Intergenic 
cg26343116 2.51E-07 4.80E-06 0.294003039 1.920267472 

 
0.544665639 0.774368969 NA 5 S_Shore NA 172045960 Intergenic 

cg17180678 2.52E-07 4.82E-06 0.487027048 -1.819538917 
 

0.579402473 0.261294488 NA 15 Island NA 89915003 Intergenic 
cg01469887 2.53E-07 4.83E-06 0.200214623 -2.524726979 

 
0.543452706 0.198172508 NA 2 Island NA 175205716 Intergenic 

cg19016664 2.53E-07 4.83E-06 1.931222163 0.074756472 
 

0.777744118 0.509051385 NA 17 NA NA 698494 Intergenic 
cg16358446 2.53E-07 4.83E-06 -2.501044709 -5.446496694 

 
0.256569675 0.028864386 NA 1 Island NA 1534984 Intergenic 

cg14934253 2.54E-07 4.85E-06 -0.323964032 -2.858106513 
 

0.466768935 0.158740787 NA 6 N_Shore NA 108436768 Intergenic 
cg13890649 2.56E-07 4.87E-06 1.130553667 -0.891019409 

 
0.672532371 0.365535362 NA 9 N_Shore NA 79629843 Intergenic 

cg23911970 2.56E-07 4.87E-06 -0.923869965 0.489463382 
 

0.354595432 0.581421745 NA 6 N_Shelf NA 35177616 Intergenic 
cg24936799 2.56E-07 4.88E-06 -0.998350631 -3.055457576 

 
0.371748259 0.121971874 NA 10 NA NA 99798395 Intergenic 

cg06437396 2.56E-07 4.88E-06 -1.463886662 -3.218831141 
 

0.300992454 0.10617575 NA 6 N_Shore NA 108437013 Intergenic 
cg15074033 2.56E-07 4.88E-06 -0.675167415 -3.05226876 

 
0.387849769 0.147373842 NA 12 Island NA 52652462 Intergenic 

cg20262763 2.57E-07 4.89E-06 -1.085493576 -2.732677757 
 

0.344303488 0.142270573 NA 15 Island NA 68127656 Intergenic 
cg08357895 2.59E-07 4.94E-06 0.396882966 2.469880047 

 
0.559637493 0.820606824 NA 5 N_Shore NA 42422138 Intergenic 

cg21012296 2.60E-07 4.95E-06 0.833946271 -1.541560172 
 

0.627960332 0.289427416 NA 20 Island NA 21502728 Intergenic 
cg18644703 2.64E-07 5.02E-06 -1.288570995 -4.364400393 

 
0.360298952 0.076212056 NA 5 Island NA 5887068 Intergenic 

cg19229182 2.65E-07 5.04E-06 -1.304017605 -3.969427961 
 

0.318160111 0.089335355 NA 10 S_Shelf NA 102998738 Intergenic 
cg19984262 2.66E-07 5.06E-06 -0.359578287 -2.100976678 

 
0.451482562 0.204302927 NA 4 Island NA 175135406 Intergenic 

cg10289080 2.66E-07 5.07E-06 0.485110339 -2.036963779 
 

0.578270457 0.242043305 NA 4 S_Shelf NA 175138686 Intergenic 
cg00619470 2.68E-07 5.08E-06 -0.669279644 -3.225459999 

 
0.421627808 0.128193822 NA 6 S_Shore NA 99276767 Intergenic 

cg10826197 2.68E-07 5.08E-06 1.103629558 -3.48017295 
 

0.670976995 0.1982801 NA 8 S_Shore NA 49468988 Intergenic 
cg08572016 2.69E-07 5.10E-06 -1.489785814 -5.630598731 

 
0.356507317 0.047161995 NA 2 Island NA 121494295 Intergenic 

cg14970666 2.69E-07 5.11E-06 -0.155051314 -2.204230314 
 

0.474326525 0.211107915 NA 5 S_Shore NA 2038989 Intergenic 
cg26860750 2.69E-07 5.11E-06 -0.300627017 -1.986711056 

 
0.466215831 0.211467618 NA 10 N_Shore NA 98955810 Intergenic 

cg05586304 2.70E-07 5.12E-06 -0.147647978 -2.70831802 
 

0.475674975 0.181391727 NA 3 Island NA 75629039 Intergenic 
cg11379439 2.70E-07 5.12E-06 -1.657434801 -3.251150107 

 
0.274934204 0.10093532 NA 1 Island NA 54205309 Intergenic 

cg12033288 2.72E-07 5.15E-06 -1.492198078 -3.945582797 
 

0.330522058 0.073955366 NA 10 NA NA 102381293 Intergenic 
cg20824189 2.73E-07 5.18E-06 1.674796976 -0.311119498 

 
0.751523604 0.453399144 NA 7 Island NA 1704082 Intergenic 

cg09862801 2.74E-07 5.19E-06 -1.145817238 -3.50161927 
 

0.361334391 0.094093497 NA 2 Island NA 45396991 Intergenic 
cg11134425 2.74E-07 5.20E-06 1.139028618 0.387063934 

 
0.685150892 0.565289493 NA 1 Island NA 63786843 Intergenic 
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cg05273205 2.75E-07 5.20E-06 1.722023505 -1.083377602 
 

0.748878931 0.346638525 NA 8 N_Shore NA 25907918 Intergenic 
cg05299342 2.76E-07 5.22E-06 -1.326642878 -2.816957607 

 
0.307551844 0.133931981 NA 2 S_Shore NA 225307672 Intergenic 

cg07142886 2.77E-07 5.25E-06 -0.114090191 -2.730151312 
 

0.487310647 0.180784656 NA 17 NA NA 44919281 Intergenic 
cg00200734 2.77E-07 5.25E-06 0.502727685 -1.25757505 

 
0.575661055 0.311577636 NA 9 Island NA 970379 Intergenic 

cg22321089 2.79E-07 5.28E-06 -1.55825016 -5.230840795 
 

0.337376409 0.060630136 NA 13 NA NA 21649722 Intergenic 
cg09382800 2.82E-07 5.33E-06 -1.547922436 -4.664081174 

 
0.345217977 0.054525127 NA 7 Island NA 63767753 Intergenic 

cg24630201 2.82E-07 5.33E-06 -1.070859902 -3.491919083 
 

0.337756984 0.113944107 NA 15 NA NA 98836104 Intergenic 
cg26763727 2.82E-07 5.33E-06 -0.418664398 -1.826822108 

 
0.429644328 0.233464149 NA 3 Island NA 2140171 Intergenic 

cg23624008 2.83E-07 5.34E-06 0.096359033 -2.430484134 
 

0.527927525 0.191467772 NA 1 S_Shore NA 70035479 Intergenic 
cg07647164 2.83E-07 5.34E-06 0.998089011 -1.141172889 

 
0.654161882 0.337371867 NA 1 Island NA 214360690 Intergenic 

cg10725861 2.84E-07 5.37E-06 1.532920682 0.146415704 
 

0.73729523 0.522826876 NA 19 Island NA 7983606 Intergenic 
cg17857070 2.85E-07 5.37E-06 -0.088677972 -3.148191372 

 
0.484943739 0.16512914 NA 19 Island NA 14320475 Intergenic 

cg12620942 2.86E-07 5.40E-06 -2.86003981 -5.309884258 
 

0.202409557 0.02831524 NA 2 Island NA 121494043 Intergenic 
cg04752871 2.87E-07 5.41E-06 0.867103566 -0.503281764 

 
0.643389439 0.419495925 NA 2 S_Shore NA 121412432 Intergenic 

cg00613649 2.87E-07 5.41E-06 -0.17111392 -2.760735848 
 

0.485229199 0.169153142 NA 5 Island NA 173738819 Intergenic 
cg23237733 2.88E-07 5.42E-06 0.400689544 1.25272929 

 
0.566314683 0.702120518 NA 4 S_Shelf NA 9696916 Intergenic 

cg02783086 2.89E-07 5.44E-06 -0.995329577 -2.72684305 
 

0.352044138 0.140347658 NA 13 N_Shore NA 53424812 Intergenic 
cg26526379 2.90E-07 5.46E-06 -1.612897595 -3.445524094 

 
0.307290737 0.084670734 NA 7 Island NA 26416184 Intergenic 

cg01812599 2.90E-07 5.46E-06 1.481318486 -0.599820776 
 

0.72278081 0.404435534 NA 10 Island NA 103043991 Intergenic 
cg09245302 2.92E-07 5.49E-06 -0.20891959 2.136060468 

 
0.464838522 0.782386447 NA 17 S_Shelf NA 80294560 Intergenic 

cg14218629 2.92E-07 5.49E-06 0.40775891 1.486585737 
 

0.567354037 0.731869036 NA 1 N_Shelf NA 204156575 Intergenic 
cg06678678 2.92E-07 5.50E-06 0.842636096 -1.225584837 

 
0.626285874 0.317937892 NA 3 S_Shore NA 55523099 Intergenic 

cg13999458 2.93E-07 5.51E-06 -0.449740036 -2.078797503 
 

0.4333745 0.20203256 NA 19 S_Shore NA 5536919 Intergenic 
cg11651614 2.94E-07 5.52E-06 0.760699325 -0.793694012 

 
0.617156555 0.373218331 NA 1 Island NA 227974704 Intergenic 

cg09785344 2.94E-07 5.52E-06 -1.101997659 -4.492411913 
 

0.419775152 0.072194 NA 15 Island NA 101389974 Intergenic 
cg19003797 2.96E-07 5.55E-06 0.356663436 -3.778629958 

 
0.556976606 0.153141394 NA 6 Island NA 137819267 Intergenic 

cg24346629 2.96E-07 5.56E-06 -0.065380871 -2.771910069 
 

0.504939696 0.176100226 NA 3 Island NA 74663689 Intergenic 
cg02707869 2.97E-07 5.58E-06 1.196713313 -2.089632682 

 
0.675724134 0.252253428 NA 8 Island NA 143532613 Intergenic 

cg25879102 2.97E-07 5.58E-06 -1.014128579 -3.123687375 
 

0.348897945 0.130274982 NA 1 NA NA 38600119 Intergenic 
cg02786062 2.98E-07 5.60E-06 0.199599732 1.780442285 

 
0.530531438 0.764699541 NA 19 N_Shelf NA 35326964 Intergenic 

cg18657094 2.99E-07 5.61E-06 0.987516847 -1.665257219 
 

0.657389496 0.285839229 NA 3 Island NA 2140030 Intergenic 
cg10977320 2.99E-07 5.61E-06 -0.306964582 -3.124749486 

 
0.456342818 0.154501883 NA 2 Island NA 96192699 Intergenic 

cg10711775 2.99E-07 5.61E-06 -0.999934149 -2.4333122 
 

0.354378563 0.161184177 NA 10 Island NA 43429303 Intergenic 
cg03662398 3.00E-07 5.63E-06 0.000244194 1.409475619 

 
0.496271242 0.716259974 NA 17 NA NA 53412828 Intergenic 

cg00812770 3.04E-07 5.69E-06 0.500229244 1.610747099 
 

0.580506512 0.746412647 NA 1 S_Shore NA 1073510 Intergenic 
cg06642965 3.05E-07 5.70E-06 -2.271943518 -4.838640788 

 
0.228068279 0.041778483 NA 14 NA NA 29226478 Intergenic 

cg20126635 3.05E-07 5.70E-06 -1.395443354 -4.664772096 
 

0.361466939 0.066216172 NA 19 N_Shore NA 20162642 Intergenic 
cg10732215 3.05E-07 5.72E-06 0.884893464 -3.466552243 

 
0.640477788 0.186094491 NA 10 Island NA 22625465 Intergenic 

cg27275789 3.06E-07 5.72E-06 0.199673752 -3.092082386 
 

0.533645352 0.179072829 NA 4 N_Shore NA 134067990 Intergenic 
cg06293205 3.07E-07 5.74E-06 1.758936156 0.580606236 

 
0.760342936 0.595378652 NA 1 Island NA 16847801 Intergenic 

cg14095438 3.07E-07 5.74E-06 1.226535001 -0.804763874 
 

0.688197375 0.383053732 NA 8 Island NA 49468684 Intergenic 
cg07005294 3.07E-07 5.74E-06 0.773814213 -2.834804275 

 
0.616746061 0.208920392 NA 8 Island NA 23572029 Intergenic 

cg00643145 3.07E-07 5.74E-06 1.168404296 2.528256016 
 

0.675374915 0.843425147 NA 16 NA NA 11482317 Intergenic 
cg22208435 3.07E-07 5.74E-06 -1.57282356 -3.514118487 

 
0.306745065 0.083265598 NA 7 Island NA 29846584 Intergenic 

cg24186674 3.12E-07 5.82E-06 1.016623515 -1.764593237 
 

0.652561928 0.276998262 NA 11 Island NA 115631116 Intergenic 
cg24360269 3.13E-07 5.84E-06 -0.462094816 -1.412290765 

 
0.421963555 0.27938094 NA 1 NA NA 148527081 Intergenic 

cg27370808 3.13E-07 5.84E-06 0.386720448 -1.749177658 
 

0.558892784 0.258104772 NA 10 S_Shore NA 8079737 Intergenic 
cg01372434 3.13E-07 5.84E-06 -2.565600025 -4.343066512 

 
0.194890155 0.04912609 NA 6 Island NA 5997375 Intergenic 

cg17001101 3.13E-07 5.84E-06 -2.707307453 -4.791056259 
 

0.20693665 0.036520901 NA 1 Island NA 48462306 Intergenic 
cg05210904 3.14E-07 5.85E-06 1.407029866 -0.410880903 

 
0.716294625 0.432058604 NA 8 Island NA 72459565 Intergenic 

cg19935945 3.15E-07 5.87E-06 -0.938952593 -3.089748356 
 

0.380115046 0.122749164 NA 11 Island NA 44338782 Intergenic 
cg00837860 3.15E-07 5.88E-06 -2.005336603 -4.267210479 

 
0.262156691 0.056124874 NA 14 Island NA 24020113 Intergenic 

cg15164702 3.17E-07 5.90E-06 1.91766456 0.354797219 
 

0.780786562 0.553246196 NA 10 N_Shore NA 31891625 Intergenic 
cg18148512 3.17E-07 5.90E-06 -0.90960456 -2.379795103 

 
0.352930649 0.177084841 NA 7 Island NA 97557830 Intergenic 

cg01843148 3.17E-07 5.91E-06 1.395933802 -1.416607898 
 

0.707482468 0.317727876 NA 14 Island NA 62279176 Intergenic 
cg03218797 3.17E-07 5.91E-06 -0.946010586 -2.922261255 

 
0.36869503 0.136389422 NA 12 Island NA 54399468 Intergenic 
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cg01097384 3.18E-07 5.91E-06 0.718981795 -1.283847481 
 

0.617822139 0.318495136 NA 11 Island NA 1358675 Intergenic 
cg24691167 3.18E-07 5.92E-06 0.659235963 -1.230344288 

 
0.606165588 0.322015635 NA 3 NA NA 10749371 Intergenic 

cg26695123 3.19E-07 5.93E-06 -0.74857089 -2.756251679 
 

0.403006814 0.146273695 NA 12 Island NA 54132220 Intergenic 
cg25570629 3.19E-07 5.93E-06 -1.000421717 -3.263713756 

 
0.360331956 0.121983526 NA 9 Island NA 134158503 Intergenic 

cg12123671 3.19E-07 5.94E-06 -1.217749649 -4.208692332 
 

0.372660436 0.074145815 NA 6 Island NA 170605623 Intergenic 
cg24053165 3.20E-07 5.95E-06 0.749750238 -1.236784665 

 
0.621598265 0.323310344 NA 10 N_Shore NA 102469294 Intergenic 

cg04153495 3.21E-07 5.97E-06 -2.330131576 -4.659462751 
 

0.264726328 0.038770477 NA 16 Island NA 25078095 Intergenic 
cg22268760 3.21E-07 5.97E-06 -0.673666531 -3.408731249 

 
0.4346834 0.119015022 NA 17 NA NA 54756378 Intergenic 

cg15742858 3.23E-07 6.01E-06 -0.78683675 -1.981470414 
 

0.371413066 0.212641198 NA 14 Island NA 91730744 Intergenic 
cg22586653 3.27E-07 6.07E-06 -0.414052107 -2.666429291 

 
0.446746939 0.164063696 NA 12 Island NA 115136098 Intergenic 

cg19153828 3.27E-07 6.07E-06 1.075669014 -0.700742711 
 

0.668631127 0.395363583 NA 2 Island NA 127782651 Intergenic 
cg09090017 3.28E-07 6.08E-06 0.999861913 -1.912317929 

 
0.658374522 0.271563856 NA 15 Island NA 23158623 Intergenic 

cg03782157 3.28E-07 6.08E-06 0.681697896 -1.739380093 
 

0.596209133 0.267920227 NA 16 Island NA 54970302 Intergenic 
cg22752052 3.29E-07 6.09E-06 0.734412238 -0.900123555 

 
0.611046697 0.360291018 NA 19 Island NA 34397682 Intergenic 

cg11962774 3.29E-07 6.09E-06 -0.32640667 -2.272138916 
 

0.448553686 0.198617397 NA 10 S_Shore NA 109675094 Intergenic 
cg13921910 3.29E-07 6.09E-06 -1.558481748 -3.277697578 

 
0.26737595 0.110869809 NA 11 Island NA 123301758 Intergenic 

cg22012281 3.30E-07 6.11E-06 -1.564507817 0.140973602 
 

0.267100493 0.525174084 NA 22 N_Shelf NA 17895032 Intergenic 
cg12839813 3.31E-07 6.13E-06 0.413411384 -1.093058918 

 
0.56774478 0.331916879 NA 16 Island NA 89114720 Intergenic 

cg07594658 3.32E-07 6.15E-06 -0.026842865 1.386697972 
 

0.495746654 0.709619665 NA 2 N_Shore NA 132151313 Intergenic 
cg14074476 3.33E-07 6.16E-06 0.3808503 -1.404549987 

 
0.56026444 0.293356516 NA 15 Island NA 96865777 Intergenic 

cg15423212 3.33E-07 6.17E-06 -0.31777133 -1.968885691 
 

0.446490587 0.223997261 NA 2 Island NA 71115225 Intergenic 
cg09671060 3.34E-07 6.18E-06 -2.249591212 -6.091016632 

 
0.306447607 0.032444801 NA 21 Island NA 47062953 Intergenic 

cg10523903 3.34E-07 6.18E-06 -0.390958849 -3.143166741 
 

0.439056258 0.153013865 NA 18 Island NA 4455646 Intergenic 
cg12985477 3.35E-07 6.20E-06 0.005111142 -2.187964906 

 
0.496265271 0.209474465 NA 3 N_Shore NA 120003758 Intergenic 

cg20437049 3.37E-07 6.23E-06 -1.204897458 -3.224242616 
 

0.338603552 0.114355404 NA 6 S_Shelf NA 75918463 Intergenic 
cg03319479 3.38E-07 6.24E-06 0.729891056 -2.170806912 

 
0.613648314 0.243710365 NA 10 Island NA 23487758 Intergenic 

cg24824287 3.38E-07 6.25E-06 0.705556037 -2.132437549 
 

0.617699224 0.242310634 NA 3 N_Shore NA 44726891 Intergenic 
cg09843874 3.38E-07 6.25E-06 0.392645869 -1.890311356 

 
0.555484077 0.248259939 NA 19 Island NA 51162513 Intergenic 

cg05360577 3.39E-07 6.25E-06 0.531336329 -1.31431612 
 

0.587557483 0.310271008 NA 11 Island NA 17717629 Intergenic 
cg04405547 3.39E-07 6.26E-06 0.404375355 1.96478722 

 
0.564813284 0.785690166 NA 3 NA NA 31508501 Intergenic 

cg20761860 3.41E-07 6.28E-06 0.126736571 -4.525373652 
 

0.527835997 0.129637085 NA 5 Island NA 131992114 Intergenic 
cg11849738 3.42E-07 6.31E-06 -0.553374626 -2.105648457 

 
0.426423255 0.197430524 NA 1 Island NA 166853397 Intergenic 

cg15337154 3.42E-07 6.31E-06 -1.828302065 -3.536214525 
 

0.270389898 0.082283501 NA 12 Island NA 30975386 Intergenic 
cg18007959 3.45E-07 6.37E-06 -0.835193956 -3.127058898 

 
0.385169094 0.132457656 NA 5 S_Shore NA 153863525 Intergenic 

cg05626259 3.45E-07 6.37E-06 -1.13497593 -2.99792469 
 

0.352835721 0.11937864 NA 15 N_Shore NA 68851385 Intergenic 
cg05899747 3.48E-07 6.42E-06 1.634974321 3.368783689 

 
0.727738836 0.900942696 NA 5 NA NA 10193133 Intergenic 

cg03840073 3.48E-07 6.42E-06 0.427805595 -1.027260798 
 

0.566814621 0.339396181 NA 15 Island NA 76635514 Intergenic 
cg16465502 3.50E-07 6.45E-06 0.87959445 -1.952430226 

 
0.636412833 0.261435157 NA 2 S_Shore NA 105461796 Intergenic 

cg22893247 3.54E-07 6.52E-06 -2.716675855 -5.147416149 
 

0.204801911 0.033118194 NA 5 NA NA 6687417 Intergenic 
cg01274524 3.55E-07 6.54E-06 3.498701457 0.47226321 

 
0.865095301 0.551543901 NA 7 NA NA 145280278 Intergenic 

cg04153740 3.55E-07 6.54E-06 -0.10439474 -2.568804343 
 

0.477112378 0.185133022 NA 16 Island NA 54971018 Intergenic 
cg26470794 3.56E-07 6.54E-06 0.25744822 -2.621874432 

 
0.540458811 0.19831138 NA 15 Island NA 96960331 Intergenic 

cg03828329 3.56E-07 6.54E-06 1.279963656 3.164027483 
 

0.679094198 0.884058521 NA 17 NA NA 70384485 Intergenic 
cg19890879 3.57E-07 6.57E-06 0.517765695 -1.358996119 

 
0.582821764 0.301061381 NA 3 Island NA 44039289 Intergenic 

cg25592918 3.58E-07 6.57E-06 1.239722442 0.245703643 
 

0.697938671 0.539895141 NA 2 Island NA 132767707 Intergenic 
cg22380139 3.59E-07 6.59E-06 -0.113849279 1.340148625 

 
0.486412442 0.707673711 NA 8 NA NA 37373894 Intergenic 

cg27658416 3.61E-07 6.63E-06 0.702218926 -3.480090196 
 

0.607654773 0.18462797 NA 6 Island NA 28603033 Intergenic 
cg27205559 3.62E-07 6.64E-06 -0.92147878 -2.767723317 

 
0.378025716 0.138334404 NA 7 Island NA 154705775 Intergenic 

cg08793877 3.64E-07 6.67E-06 -0.651788131 -2.496596201 
 

0.394826329 0.174641035 NA 2 Island NA 71115994 Intergenic 
cg17614974 3.64E-07 6.67E-06 0.443298123 -2.106692764 

 
0.566081883 0.234211275 NA 3 Island NA 44039919 Intergenic 

cg21446455 3.65E-07 6.69E-06 -1.633220715 -3.104819627 
 

0.272445404 0.111164808 NA 17 Island NA 58104142 Intergenic 
cg14712186 3.66E-07 6.70E-06 -0.21075165 -3.045522065 

 
0.463878579 0.164227414 NA 1 Island NA 91184413 Intergenic 

cg09968391 3.66E-07 6.71E-06 -1.820204365 -4.812283863 
 

0.275406831 0.061094823 NA 8 S_Shore NA 10591633 Intergenic 
cg04851712 3.66E-07 6.71E-06 0.050053836 -2.480072095 

 
0.524026644 0.193577699 NA 12 Island NA 101110871 Intergenic 

cg04636841 3.66E-07 6.71E-06 -1.085779168 -3.655421392 
 

0.378649158 0.095302945 NA 7 S_Shore NA 63768139 Intergenic 
cg25684640 3.68E-07 6.74E-06 0.618343369 -1.717723428 

 
0.589097892 0.262670039 NA 7 Island NA 1277154 Intergenic 
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cg13415073 3.69E-07 6.76E-06 0.363126025 -1.566253593 
 

0.564188984 0.270570708 NA 15 N_Shore NA 53095823 Intergenic 
cg11286653 3.70E-07 6.78E-06 -0.634750546 -1.492827855 

 
0.393876952 0.266651192 NA 11 Island NA 67478704 Intergenic 

cg22431184 3.71E-07 6.78E-06 -0.0425826 -1.836661084 
 

0.491664228 0.243802922 NA 17 S_Shore NA 37753528 Intergenic 
cg26789888 3.71E-07 6.78E-06 0.758534608 2.484011095 

 
0.604021095 0.835544013 NA 11 NA NA 119872718 Intergenic 

cg22814737 3.71E-07 6.79E-06 -3.506607615 -5.583773675 
 

0.132059949 0.023150739 NA 1 Island NA 48462596 Intergenic 
cg04920358 3.78E-07 6.91E-06 0.050546858 -2.691707082 

 
0.509085479 0.193586579 NA 8 Island NA 49468800 Intergenic 

cg09527658 3.78E-07 6.91E-06 -1.970728817 -3.79091292 
 

0.243233773 0.076231344 NA 12 N_Shore NA 54610034 Intergenic 
cg25738714 3.79E-07 6.92E-06 0.954849324 -1.953163834 

 
0.647537745 0.267270301 NA 1 Island NA 50893658 Intergenic 

cg06277347 3.79E-07 6.92E-06 -3.425397067 -5.285707599 
 

0.135426383 0.026110844 NA 2 Island NA 96987726 Intergenic 
cg24725576 3.80E-07 6.94E-06 0.690297376 -1.233791736 

 
0.612082074 0.32006331 NA 14 N_Shore NA 29234671 Intergenic 

cg17936721 3.80E-07 6.94E-06 0.276726285 -2.193882915 
 

0.545901735 0.227552392 NA 5 Island NA 77140543 Intergenic 
cg12015748 3.81E-07 6.94E-06 -1.621637688 -2.396992026 

 
0.250271988 0.162265504 NA 17 S_Shelf NA 22055284 Intergenic 

cg03597976 3.83E-07 6.98E-06 0.075054364 -2.604653109 
 

0.512033234 0.198523027 NA 22 Island NA 46263478 Intergenic 
cg04532613 3.83E-07 6.98E-06 0.424231523 -1.303773685 

 
0.56812011 0.303992632 NA 10 N_Shore NA 22764566 Intergenic 

cg20193203 3.83E-07 6.98E-06 0.872061588 2.68132418 
 

0.633404081 0.844329884 NA 3 NA NA 45379158 Intergenic 
cg01201519 3.85E-07 7.02E-06 0.163257039 -1.939002889 

 
0.51904199 0.233590485 NA 7 Island NA 121950429 Intergenic 

cg15096377 3.87E-07 7.05E-06 1.236932351 -1.094576451 
 

0.676323046 0.3407166 NA 7 S_Shore NA 127744617 Intergenic 
cg24632247 3.87E-07 7.06E-06 0.630848093 -2.294246091 

 
0.601889093 0.23240669 NA 3 Island NA 35680890 Intergenic 

cg05841659 3.89E-07 7.08E-06 0.668530792 -2.450618556 
 

0.605929967 0.23070784 NA 7 Island NA 64712472 Intergenic 
cg12093519 3.89E-07 7.09E-06 0.178511705 -1.882113158 

 
0.528839603 0.245303552 NA 7 N_Shore NA 19146441 Intergenic 

cg00393825 3.90E-07 7.10E-06 -1.290438423 -3.301140049 
 

0.338106927 0.10300165 NA 20 Island NA 42137061 Intergenic 
cg17431052 3.93E-07 7.15E-06 0.311333172 -1.64220656 

 
0.547587057 0.269501308 NA 19 N_Shore NA 37742481 Intergenic 

cg19403541 3.93E-07 7.15E-06 -0.393557481 -2.499613003 
 

0.443725039 0.179542339 NA 4 Island NA 174438312 Intergenic 
cg14380840 3.95E-07 7.18E-06 1.301452175 2.770559651 

 
0.690920106 0.864007747 NA 10 S_Shore NA 3600710 Intergenic 

cg11548411 3.96E-07 7.20E-06 -0.212422775 -2.145030446 
 

0.476125248 0.202377359 NA 10 S_Shore NA 103052605 Intergenic 
cg06920037 3.97E-07 7.21E-06 -1.682572734 -3.310952188 

 
0.279075157 0.095028557 NA 12 S_Shore NA 115130868 Intergenic 

cg22637594 3.97E-07 7.22E-06 -1.843687694 -4.444463973 
 

0.289905791 0.0608206 NA 5 S_Shelf NA 87988304 Intergenic 
cg11104474 3.98E-07 7.24E-06 -0.452469737 -1.992179973 

 
0.427379204 0.218714618 NA 2 Island NA 220362074 Intergenic 

cg01257171 3.99E-07 7.24E-06 -0.739900937 -2.709937757 
 

0.403861123 0.15069556 NA 5 S_Shore NA 172656713 Intergenic 
cg08675818 3.99E-07 7.24E-06 -2.94437893 -4.987614128 

 
0.168137984 0.034799892 NA 10 NA NA 54068162 Intergenic 

cg18735810 3.99E-07 7.24E-06 -0.503700383 -2.038763218 
 

0.424017154 0.208153673 NA 5 NA NA 50260204 Intergenic 
cg02539682 3.99E-07 7.24E-06 -3.069482575 -4.240019574 

 
0.124580974 0.052116078 NA 12 S_Shore NA 54132444 Intergenic 

cg24700469 4.02E-07 7.29E-06 -1.567118781 -3.196937056 
 

0.292315462 0.102808297 NA 9 Island NA 132199971 Intergenic 
cg03889542 4.05E-07 7.34E-06 0.33796527 -1.927223072 

 
0.549329365 0.244885308 NA 3 Island NA 44039578 Intergenic 

cg03426023 4.06E-07 7.36E-06 0.386817228 -2.514964547 
 

0.573760264 0.19732885 NA 16 Island NA 54972078 Intergenic 
cg08857159 4.07E-07 7.38E-06 -2.248122554 -4.589551912 

 
0.190785216 0.062433846 NA 3 N_Shore NA 2139690 Intergenic 

cg05553348 4.10E-07 7.42E-06 -0.055322144 -1.579404459 
 

0.49834656 0.264148381 NA 17 Island NA 34838590 Intergenic 
cg27380218 4.11E-07 7.44E-06 -2.777394834 -4.762649737 

 
0.189531303 0.037802901 NA 15 Island NA 99602811 Intergenic 

cg26470798 4.12E-07 7.45E-06 0.309123159 -1.74063425 
 

0.555007068 0.251512012 NA 16 Island NA 54971598 Intergenic 
cg03505117 4.12E-07 7.46E-06 1.221264671 -1.558198452 

 
0.693233101 0.310781923 NA 4 N_Shelf NA 113441608 Intergenic 

cg16451391 4.14E-07 7.50E-06 -0.135772229 -1.391297597 
 

0.47780043 0.284303262 NA 5 NA NA 70741802 Intergenic 
cg21512447 4.15E-07 7.51E-06 -1.243894992 -2.985149815 

 
0.312875668 0.130522242 NA 5 S_Shore NA 153863826 Intergenic 

cg03091010 4.18E-07 7.57E-06 0.11930622 -2.265301502 
 

0.518887154 0.217632531 NA 18 Island NA 73167894 Intergenic 
cg15266705 4.19E-07 7.58E-06 -0.989493259 -3.819665176 

 
0.379057579 0.103513816 NA 12 Island NA 115136096 Intergenic 

cg23658477 4.20E-07 7.60E-06 -0.59089442 -4.357004871 
 

0.406651799 0.093366017 NA 12 Island NA 22094371 Intergenic 
cg01486262 4.23E-07 7.63E-06 0.487953224 -1.391962984 

 
0.577786482 0.29943943 NA 1 Island NA 50893067 Intergenic 

cg05196969 4.24E-07 7.65E-06 -0.624382166 -3.398751807 
 

0.427975296 0.121895324 NA 15 Island NA 76627594 Intergenic 
cg25035631 4.24E-07 7.65E-06 0.662788032 -1.564566122 

 
0.615946516 0.276615831 NA 1 Island NA 35586358 Intergenic 

cg01647314 4.24E-07 7.66E-06 0.607350602 -1.147641227 
 

0.592467946 0.327574921 NA 1 Island NA 23280066 Intergenic 
cg07418452 4.24E-07 7.66E-06 -0.287178077 -3.098037243 

 
0.476961949 0.15100607 NA 5 NA NA 170764152 Intergenic 

cg18616418 4.28E-07 7.72E-06 0.025846827 -2.64861203 
 

0.503276687 0.186836663 NA 6 Island NA 161188638 Intergenic 
cg00147244 4.28E-07 7.72E-06 0.600853788 -1.03778376 

 
0.59694517 0.33887407 NA 17 N_Shore NA 1811354 Intergenic 

cg09076334 4.30E-07 7.75E-06 -0.640169158 -3.270922718 
 

0.426454862 0.131704783 NA 13 Island NA 24477870 Intergenic 
cg07832738 4.31E-07 7.77E-06 -0.214544145 -1.93457687 

 
0.463711324 0.229626521 NA 17 N_Shore NA 11142923 Intergenic 

cg02575948 4.31E-07 7.77E-06 -2.086782594 -4.416649544 
 

0.256770816 0.057852644 NA 12 Island NA 98850782 Intergenic 
cg19275261 4.32E-07 7.79E-06 -0.060770671 -2.659454788 

 
0.488229894 0.191896971 NA 18 Island NA 5630072 Intergenic 
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cg16713551 4.33E-07 7.80E-06 -0.878300522 0.500329987 
 

0.363851292 0.581436959 NA 1 NA NA 20608736 Intergenic 
cg02381820 4.35E-07 7.84E-06 -2.537938806 -5.43354407 

 
0.241197361 0.034115656 NA 2 Island NA 121493896 Intergenic 

cg08714975 4.36E-07 7.85E-06 0.186419515 1.667579719 
 

0.528372954 0.748381604 NA 16 NA NA 73332746 Intergenic 
cg08100069 4.37E-07 7.87E-06 1.066239296 -0.524997886 

 
0.666378111 0.415618523 NA 9 Island NA 139014709 Intergenic 

cg14392804 4.38E-07 7.87E-06 -0.158122876 -1.991555507 
 

0.473037096 0.225280899 NA 13 N_Shore NA 95358151 Intergenic 
cg14543255 4.38E-07 7.87E-06 1.198873253 -0.991902665 

 
0.683408695 0.348588641 NA 17 N_Shore NA 8905775 Intergenic 

cg21265439 4.38E-07 7.87E-06 -0.248840132 -2.457192387 
 

0.470819051 0.186460859 NA 14 Island NA 103740033 Intergenic 
cg23684878 4.40E-07 7.91E-06 -0.693945612 -5.733517576 

 
0.403278493 0.091200965 NA 12 Island NA 65218260 Intergenic 

cg21052660 4.41E-07 7.93E-06 0.203554031 -1.476979945 
 

0.52948521 0.283303617 NA 6 Island NA 41342202 Intergenic 
cg13435651 4.43E-07 7.96E-06 0.56395616 -2.026251916 

 
0.58763419 0.243272755 NA 22 Island NA 50118523 Intergenic 

cg20329153 4.44E-07 7.98E-06 0.669106518 -2.222795118 
 

0.601292804 0.238437286 NA 7 Island NA 121950282 Intergenic 
cg15258447 4.45E-07 7.98E-06 -1.558889375 -4.417584752 

 
0.334459931 0.063408424 NA 10 NA NA 99798430 Intergenic 

cg17757602 4.47E-07 8.02E-06 0.618649628 -2.73042009 
 

0.596628222 0.216614877 NA 5 Island NA 42952113 Intergenic 
cg25077430 4.48E-07 8.04E-06 -2.579551501 -3.644533895 

 
0.164347066 0.074789623 NA 17 Island NA 66192411 Intergenic 

cg15595573 4.52E-07 8.12E-06 -0.449305238 -2.327489685 
 

0.42618708 0.193945254 NA 8 Island NA 145925419 Intergenic 
cg20148850 4.53E-07 8.12E-06 0.017079398 -1.195121892 

 
0.502675813 0.314021386 NA 6 N_Shore NA 10422227 Intergenic 

cg06974592 4.53E-07 8.12E-06 1.400300512 -0.228920245 
 

0.718883901 0.466642465 NA 5 N_Shore NA 172665149 Intergenic 
cg11644891 4.56E-07 8.17E-06 0.163793169 2.136355991 

 
0.532537059 0.796895713 NA 13 NA NA 23332625 Intergenic 

cg11653134 4.58E-07 8.20E-06 -1.893076525 -3.406406046 
 

0.22355891 0.098990671 NA 2 S_Shore NA 66805547 Intergenic 
cg02305633 4.59E-07 8.22E-06 2.260312243 1.530633397 

 
0.820641041 0.74144074 NA 16 Island NA 32359673 Intergenic 

cg22125569 4.60E-07 8.24E-06 -3.527811681 -4.921463185 
 

0.107537848 0.033010425 NA 7 Island NA 28893656 Intergenic 
cg19811087 4.62E-07 8.27E-06 -0.5394223 -2.736758337 

 
0.409951223 0.166176124 NA 1 Island NA 91184501 Intergenic 

cg06212263 4.62E-07 8.27E-06 1.236959446 -0.797141593 
 

0.688332262 0.38618837 NA 21 S_Shore NA 34392851 Intergenic 
cg20435725 4.62E-07 8.27E-06 -1.560849684 -5.753025539 

 
0.3493185 0.055514219 NA 2 N_Shore NA 107103716 Intergenic 

cg24060917 4.63E-07 8.29E-06 0.464287683 -0.527994282 
 

0.575859122 0.41156096 NA 6 Island NA 30419401 Intergenic 
cg25117941 4.64E-07 8.30E-06 -2.284418133 -3.308836958 

 
0.187610224 0.093320699 NA 6 Island NA 100915102 Intergenic 

cg17084289 4.65E-07 8.31E-06 0.413999149 -2.250209889 
 

0.5718732 0.20944988 NA 5 Island NA 131992225 Intergenic 
cg07675285 4.66E-07 8.33E-06 -3.13090629 -3.892797179 

 
0.104477776 0.065115296 NA 16 S_Shore NA 27121267 Intergenic 

cg12285988 4.70E-07 8.40E-06 1.054864485 -0.600359684 
 

0.667161743 0.405541243 NA 1 Island NA 50890701 Intergenic 
cg15012484 4.73E-07 8.45E-06 -1.706791598 -4.955936766 

 
0.335767577 0.052414794 NA 6 Island NA 3232246 Intergenic 

cg26712605 4.74E-07 8.46E-06 1.732964883 2.687464928 
 

0.760517092 0.861096177 NA 6 NA NA 37745367 Intergenic 
cg05470643 4.74E-07 8.46E-06 0.562203973 -2.175316256 

 
0.580820369 0.233896419 NA 7 N_Shore NA 155579830 Intergenic 

cg00274965 4.74E-07 8.47E-06 0.228561755 -2.093617935 
 

0.54448155 0.229426719 NA 21 Island NA 34405681 Intergenic 
cg05336698 4.75E-07 8.48E-06 0.383653417 -2.493364076 

 
0.561633264 0.215214161 NA 10 Island NA 102497298 Intergenic 

cg12300724 4.76E-07 8.49E-06 0.624000183 -2.747654975 
 

0.597266808 0.208390356 NA 8 Island NA 72460135 Intergenic 
cg03846892 4.77E-07 8.51E-06 2.509735475 4.017784376 

 
0.830821881 0.934586072 NA 1 NA NA 178675021 Intergenic 

cg19435724 4.78E-07 8.51E-06 -1.725803713 -3.191370283 
 

0.258770026 0.105483382 NA 12 Island NA 54387917 Intergenic 
cg09158745 4.78E-07 8.51E-06 0.024703182 -2.358146067 

 
0.503836608 0.202024704 NA 12 NA NA 114917965 Intergenic 

cg08748184 4.78E-07 8.51E-06 -0.76974836 -2.69952363 
 

0.39222419 0.14835115 NA 2 NA NA 741075 Intergenic 
cg11527001 4.79E-07 8.53E-06 0.52033853 -1.815266138 

 
0.589432226 0.254591838 NA 5 Island NA 143978357 Intergenic 

cg25074493 4.79E-07 8.53E-06 0.610302746 -1.303897871 
 

0.605253223 0.304939792 NA 2 Island NA 131186495 Intergenic 
cg27516732 4.81E-07 8.56E-06 -2.408189816 -3.912518233 

 
0.187372429 0.067680556 NA 6 N_Shore NA 161351879 Intergenic 

cg23644005 4.83E-07 8.59E-06 0.400486295 -1.413680289 
 

0.565065873 0.297263545 NA 2 Island NA 45241578 Intergenic 
cg07694390 4.84E-07 8.60E-06 -0.448407673 -3.068132038 

 
0.436180995 0.156997125 NA 2 S_Shore NA 176937971 Intergenic 

cg00560747 4.84E-07 8.60E-06 -0.711126175 1.02738055 
 

0.389371224 0.656318185 NA 1 N_Shore NA 31279227 Intergenic 
cg11657043 4.85E-07 8.62E-06 0.841856647 1.845139143 

 
0.637487148 0.775732201 NA 2 Island NA 127734511 Intergenic 

cg05019826 4.85E-07 8.62E-06 -2.441212914 -4.441744838 
 

0.208468673 0.052073063 NA 15 NA NA 74891207 Intergenic 
cg14625581 4.85E-07 8.62E-06 -1.167099112 -3.009915055 

 
0.336975582 0.126924741 NA 17 NA NA 75692478 Intergenic 

cg02157078 4.85E-07 8.62E-06 0.229955511 -1.989839875 
 

0.537296359 0.235237214 NA 1 NA NA 114888769 Intergenic 
cg10618461 4.87E-07 8.65E-06 1.505476954 3.6502111 

 
0.701007545 0.912770293 NA 12 N_Shelf NA 39535355 Intergenic 

cg24032249 4.90E-07 8.70E-06 1.648008093 0.065240285 
 

0.751722374 0.508368202 NA 11 N_Shore NA 91956670 Intergenic 
cg09110148 4.96E-07 8.80E-06 -1.450682596 -3.137303804 

 
0.307783391 0.108945711 NA 1 Island NA 39284377 Intergenic 

cg14158424 4.97E-07 8.81E-06 -1.429664313 -3.348825407 
 

0.285829744 0.111907744 NA 9 S_Shore NA 126763957 Intergenic 
cg14575159 4.98E-07 8.82E-06 -3.202169441 -4.480169609 

 
0.098646015 0.052915461 NA 7 Island NA 128509460 Intergenic 

cg14236735 4.98E-07 8.84E-06 1.227883916 -1.78702247 
 

0.683837587 0.291107295 NA 9 Island NA 133536345 Intergenic 
cg10460377 5.00E-07 8.86E-06 0.316311081 -2.510721793 

 
0.545911797 0.207717649 NA 14 Island NA 33403226 Intergenic 
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cg26687413 5.01E-07 8.87E-06 0.32439486 -1.911629697 
 

0.555995591 0.238140618 NA 5 Island NA 1645459 Intergenic 
cg09568731 5.02E-07 8.89E-06 -0.820661271 -2.309580726 

 
0.371116083 0.183903607 NA 6 S_Shore NA 28458300 Intergenic 

cg00592870 5.02E-07 8.89E-06 0.013040193 -1.453066544 
 

0.500307416 0.28225322 NA 2 Island NA 96192526 Intergenic 
cg12835908 5.04E-07 8.92E-06 0.756733298 2.281176776 

 
0.619241789 0.815699011 NA 21 NA NA 44062563 Intergenic 

cg11840197 5.04E-07 8.93E-06 1.146449351 -0.451386406 
 

0.682116359 0.427750981 NA 20 Island NA 60540469 Intergenic 
cg06109894 5.05E-07 8.94E-06 -0.930363033 -3.636641396 

 
0.354595041 0.12399597 NA 2 Island NA 131185499 Intergenic 

cg08080396 5.06E-07 8.94E-06 0.253571364 -1.396288427 
 

0.544195409 0.289536852 NA 3 NA NA 11102832 Intergenic 
cg05554885 5.07E-07 8.96E-06 -3.079034394 -4.639876521 

 
0.132381056 0.042745703 NA 4 N_Shore NA 3747424 Intergenic 

cg04116545 5.08E-07 8.98E-06 -1.784035001 -4.063768853 
 

0.272914659 0.076147957 NA 6 Island NA 125684679 Intergenic 
cg01747792 5.09E-07 9.00E-06 -0.398472966 -2.371854185 

 
0.437780352 0.189625275 NA 20 Island NA 61806628 Intergenic 

cg11166759 5.10E-07 9.02E-06 0.370571509 -2.635822197 
 

0.560006182 0.209207203 NA 3 Island NA 24870785 Intergenic 
cg03711698 5.11E-07 9.02E-06 -2.303746633 -5.090871217 

 
0.275647809 0.037438945 NA 17 NA NA 33673476 Intergenic 

cg06386028 5.12E-07 9.04E-06 -1.858001148 -3.914870051 
 

0.263649261 0.073114709 NA 17 S_Shore NA 2659477 Intergenic 
cg04116766 5.13E-07 9.06E-06 1.166491097 -0.896170491 

 
0.68153909 0.370218831 NA 7 N_Shore NA 1283255 Intergenic 

cg11783367 5.14E-07 9.07E-06 -2.118013694 -3.979522807 
 

0.21228013 0.073827901 NA 7 N_Shelf NA 149742121 Intergenic 
cg21626986 5.15E-07 9.08E-06 -2.857545324 -3.459226989 

 
0.123752807 0.084283898 NA 4 Island NA 9534041 Intergenic 

cg16266579 5.17E-07 9.11E-06 0.146305803 -2.857767924 
 

0.539358418 0.182157156 NA 12 N_Shore NA 48591673 Intergenic 
cg01683794 5.19E-07 9.15E-06 0.797050238 -1.908679224 

 
0.627053729 0.264356998 NA 14 Island NA 97059349 Intergenic 

cg05766489 5.22E-07 9.20E-06 0.951001978 -1.463840035 
 

0.647669396 0.299714719 NA 16 Island NA 50875307 Intergenic 
cg13848989 5.22E-07 9.20E-06 -0.544878421 -2.444971664 

 
0.426622143 0.177485184 NA 2 S_Shore NA 182549955 Intergenic 

cg16674467 5.22E-07 9.20E-06 -0.95917542 -2.309313803 
 

0.361851313 0.173314779 NA 3 S_Shore NA 46854311 Intergenic 
cg01264705 5.24E-07 9.22E-06 0.176143618 1.777364943 

 
0.528696892 0.760660835 NA 12 NA NA 116848341 Intergenic 

cg22689833 5.24E-07 9.23E-06 0.661854689 -2.887127169 
 

0.601583524 0.206505877 NA 10 Island NA 102415991 Intergenic 
cg04895288 5.28E-07 9.30E-06 -0.103247476 -2.939624051 

 
0.493174276 0.170753021 NA 7 Island NA 98099949 Intergenic 

cg03486259 5.28E-07 9.30E-06 -1.810909293 -4.110366126 
 

0.284046569 0.070104707 NA 20 Island NA 42136670 Intergenic 
cg00576250 5.29E-07 9.32E-06 -1.101298532 -3.170630902 

 
0.346599779 0.12294064 NA 20 NA NA 45087765 Intergenic 

cg17607298 5.30E-07 9.33E-06 1.193992031 -0.876540439 
 

0.676194157 0.372612414 NA 13 Island NA 112727981 Intergenic 
cg21970789 5.30E-07 9.33E-06 0.807008077 -0.618170258 

 
0.626731828 0.398784476 NA 5 Island NA 134826388 Intergenic 

cg04508804 5.32E-07 9.36E-06 0.597717334 -1.381643038 
 

0.598045321 0.304614236 NA 3 S_Shore NA 45077765 Intergenic 
cg11560280 5.33E-07 9.36E-06 -2.106648264 -4.780193299 

 
0.266186184 0.052066002 NA 12 S_Shore NA 54089497 Intergenic 

cg10307145 5.36E-07 9.41E-06 -1.600047769 -3.059799194 
 

0.271426622 0.116130369 NA 14 NA NA 76796185 Intergenic 
cg09143673 5.37E-07 9.43E-06 0.2914929 -1.866693858 

 
0.547102344 0.253348122 NA 5 Island NA 172664439 Intergenic 

cg09478396 5.38E-07 9.45E-06 -0.610617767 -2.182628542 
 

0.409049321 0.193234701 NA 7 N_Shore NA 140339480 Intergenic 
cg15453392 5.38E-07 9.45E-06 0.550091537 -1.693415439 

 
0.586120789 0.274892354 NA 3 N_Shore NA 117715495 Intergenic 

cg15681577 5.39E-07 9.47E-06 0.427441659 -1.53860645 
 

0.567769884 0.284955549 NA 11 NA NA 41481497 Intergenic 
cg26834169 5.40E-07 9.47E-06 0.104640761 -4.556407837 

 
0.517412199 0.133682151 NA 16 NA NA 31540879 Intergenic 

cg19709468 5.40E-07 9.47E-06 1.103995858 -1.178910718 
 

0.655825778 0.334635661 NA 20 N_Shore NA 21082942 Intergenic 
cg24467330 5.40E-07 9.47E-06 -1.092076796 -3.107273742 

 
0.349159297 0.124708525 NA 6 NA NA 28641751 Intergenic 

cg08168379 5.40E-07 9.47E-06 1.562430077 -0.011502024 
 

0.732088494 0.49630387 NA 16 NA NA 51279186 Intergenic 
cg16708733 5.40E-07 9.47E-06 1.347301894 2.841575649 

 
0.700410071 0.868690646 NA 3 N_Shelf NA 54119500 Intergenic 

cg10968508 5.41E-07 9.48E-06 0.139486008 -2.490788171 
 

0.522124823 0.204109954 NA 6 NA NA 28761989 Intergenic 
cg24292703 5.42E-07 9.49E-06 1.519717744 -0.12060537 

 
0.732125249 0.476784556 NA 14 Island NA 57264639 Intergenic 

cg02278437 5.43E-07 9.50E-06 -0.145965666 -2.747835032 
 

0.476725896 0.181935079 NA 18 Island NA 59001691 Intergenic 
cg19200086 5.43E-07 9.51E-06 -0.260986544 -1.717950115 

 
0.456640003 0.249244174 NA 11 N_Shore NA 62693170 Intergenic 

cg19887700 5.44E-07 9.51E-06 -1.880292788 -3.768834093 
 

0.254550258 0.080261532 NA 12 Island NA 115136200 Intergenic 
cg07060913 5.45E-07 9.53E-06 0.61959756 -1.458819997 

 
0.595186696 0.288036431 NA 16 N_Shore NA 86537142 Intergenic 

cg18177183 5.47E-07 9.56E-06 -0.948393875 0.643062099 
 

0.357636093 0.601433883 NA 10 NA NA 123048956 Intergenic 
cg17007693 5.47E-07 9.57E-06 -0.625919272 1.206636037 

 
0.403376723 0.679079004 NA 18 S_Shore NA 12041356 Intergenic 

cg07537692 5.47E-07 9.57E-06 0.276782284 -1.91729855 
 

0.552188142 0.236606593 NA 16 Island NA 65157428 Intergenic 
cg15120333 5.48E-07 9.57E-06 -0.272351716 -2.340195201 

 
0.459147515 0.190248998 NA 5 N_Shelf NA 50674729 Intergenic 

cg00393837 5.49E-07 9.58E-06 0.742928279 -1.820461748 
 

0.610377508 0.267018399 NA 2 Island NA 105470050 Intergenic 
cg03268007 5.50E-07 9.60E-06 -1.718629184 -3.292715505 

 
0.269159245 0.097346629 NA 15 Island NA 78112818 Intergenic 

cg16747928 5.51E-07 9.62E-06 -1.284680357 0.258382353 
 

0.305813533 0.544846708 NA 6 NA NA 4370460 Intergenic 
cg22756866 5.51E-07 9.62E-06 1.644912083 -0.618311322 

 
0.740140864 0.40974624 NA 7 Island NA 1279131 Intergenic 

cg02897537 5.54E-07 9.66E-06 -0.156864193 -1.990805136 
 

0.477266145 0.225041546 NA 10 N_Shore NA 124893832 Intergenic 
cg20813996 5.54E-07 9.66E-06 0.566230723 -1.804418431 

 
0.592447539 0.267533725 NA 6 S_Shore NA 166422741 Intergenic 
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cg08634318 5.56E-07 9.69E-06 0.03824494 -1.740636623 
 

0.501685613 0.251592821 NA 3 Island NA 13323642 Intergenic 
cg13254979 5.61E-07 9.79E-06 -0.074565559 -0.967007384 

 
0.487981429 0.340771797 NA 13 Island NA 24040510 Intergenic 

cg24866936 5.62E-07 9.79E-06 0.144351291 -1.809100591 
 

0.522203064 0.253377944 NA 1 S_Shelf NA 98514430 Intergenic 
cg12928173 5.66E-07 9.87E-06 -0.524585591 0.809185401 

 
0.422348595 0.631526577 NA 5 NA NA 134920571 Intergenic 

cg08635685 5.70E-07 9.93E-06 0.148010259 -2.790782387 
 

0.522578134 0.194072842 NA 12 NA NA 131400931 Intergenic 
cg25110680 5.72E-07 9.96E-06 1.733392048 3.367557653 

 
0.735738386 0.906087386 NA 17 NA NA 75925378 Intergenic 

cg01686884 5.73E-07 9.98E-06 1.823317865 0.243192018 
 

0.766289426 0.537448591 NA 12 NA NA 131865300 Intergenic 
cg22669623 5.74E-07 9.98E-06 0.151464234 -2.483182009 

 
0.52460035 0.20904118 NA 22 Island NA 46263165 Intergenic 

cg13496979 5.74E-07 9.98E-06 -2.334303756 -5.165854012 
 

0.26071849 0.035922835 NA 9 Island NA 133308888 Intergenic 
cg27077070 5.74E-07 9.98E-06 0.158230764 1.765662819   0.525871185 0.758429346 NA 16 NA NA 11611636 Intergenic 
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Table S7. Differentially methylated intragenic/intergenic probes between M-H and M-I/M-L CRCs 
 

ID p value q value 
mean M value 

 

mean β value 
sym CHR37 cpgi.relation probe.location cpg.coordinate Location 

M-H M-I/M-L M-H M-I/M-L 

cg05531255 3.69E-32 4.15E-27 -0.10758 -5.68975 0.482991 0.024993 EGFEM1P 3 Island Body 167967782 Intragenic 

cg13501181 8.47E-31 4.76E-26 -0.31767 -4.6339 0.449697 0.043903 EGFEM1P 3 Island Body 167967446 Intragenic 

cg08677932 4.09E-30 1.53E-25 -0.55726 -3.74253 0.416901 0.070794 EGFEM1P 3 Island Body 167967462 Intragenic 

cg00891649 3.32E-29 9.32E-25 0.584324 -3.17563 0.589011 0.104564 NA 17 Island 5'UTR, TSS1500, Body 43972573 Intragenic 

cg20795569 1.21E-28 2.71E-24 -0.79128 -5.50739 0.398649 0.023244 TCHH 1 Island Body 152085136 Intragenic 

cg19470159 2.79E-27 5.22E-23 -0.33453 -4.22067 0.446167 0.058113 EGFEM1P 3 Island Body 167967842 Intragenic 

cg03657660 7.87E-27 1.26E-22 0.134065 -2.7692 0.522705 0.134344 DHH 12 Island Body 49484007 Intragenic 

cg05652757 1.40E-26 1.97E-22 0.249899 -3.43133 0.542145 0.094363 NRG2 5 Island Body 139227606 Intragenic 

cg10019916 1.53E-25 1.91E-21 0.25735 -3.49528 0.542442 0.092351 WNT3A 1 Island Body 228196376 Intragenic 

cg09526708 4.85E-25 5.44E-21 0.113495 -3.14646 0.519697 0.110407 RSPO3 6 S_Shore Body 127442648 Intragenic 

cg10250321 2.79E-24 2.80E-20 -0.28353 -3.90635 0.464578 0.066916 WNT5A 3 Island Body 55520360 Intragenic 

cg01318248 3.00E-24 2.80E-20 -0.89847 -4.60218 0.378447 0.041608 C1orf95 1 Island Body 226736816 Intragenic 

cg06045225 9.72E-24 8.40E-20 -0.61185 -3.53702 0.400154 0.085705 MAST4 5 Island Body 65892993 Intragenic 

cg16785698 1.07E-23 8.59E-20 -0.21789 -3.51078 0.477251 0.084741 PDLIM3 4 Island Body 186456103 Intragenic 

cg26428054 1.25E-23 9.38E-20 -0.05717 -3.78463 0.492873 0.076514 DHH 12 Island Body 49484058 Intragenic 

cg26094299 2.85E-23 2.00E-19 0.004091 -4.54203 0.50223 0.055386 DHH 12 Island Body 49483716 Intragenic 

cg20674891 3.31E-23 2.19E-19 -0.26207 -3.99703 0.456128 0.069911 AFAP1L1 5 S_Shore Body 148652108 Intragenic 

cg13602813 3.99E-23 2.39E-19 0.182665 -2.86334 0.530767 0.130161 WNT7A 3 Island Body 13920840 Intragenic 

cg25523538 4.05E-23 2.39E-19 0.582746 -4.36999 0.5913 0.061893 MKX 10 Island Body 28031957 Intragenic 

cg08080029 7.02E-23 3.94E-19 -0.01146 -5.16719 0.517809 0.034672 CHD5 1 Island Body 6239970 Intragenic 

cg22060611 9.17E-23 4.91E-19 -0.04861 -4.18193 0.491727 0.065758 NRG2 5 Island Body 139227610 Intragenic 

cg08162473 9.74E-23 4.97E-19 -0.71666 -4.8637 0.414303 0.036717 NA 11 Island Body, TSS1500, 5'UTR 2160721 Intragenic 

cg20620272 1.11E-22 5.42E-19 0.008782 -2.06646 0.501911 0.195519 EGFEM1P 3 Island Body 167968129 Intragenic 

cg00584000 1.99E-22 9.33E-19 -0.49054 -3.49437 0.429399 0.086638 TCHH 1 Island Body 152085187 Intragenic 

cg22892860 3.40E-22 1.53E-18 0.16162 -3.03989 0.525797 0.119086 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746273 Intragenic 

cg07163735 4.72E-22 2.04E-18 -0.67247 -3.85336 0.405816 0.067776 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971906 Intragenic 

cg18287591 5.32E-22 2.21E-18 -0.89391 -3.52481 0.374019 0.080754 TCHH 1 Island Body 152085133 Intragenic 
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cg16705351 6.47E-22 2.60E-18 -0.57562 -4.8559 0.430774 0.03911 C1orf95 1 Island Body 226737245 Intragenic 

cg02921697 8.39E-22 3.25E-18 -0.8025 -2.78861 0.374821 0.128041 AS3MT 10 Island Body 104629413 Intragenic 

cg07940440 8.87E-22 3.32E-18 -0.1966 -3.81001 0.479134 0.073882 ADAMTS3 4 N_Shore Body 73433671 Intragenic 

cg20662616 1.84E-21 6.55E-18 -0.68454 -3.5221 0.387098 0.086316 LBH 2 Island Body 30454643 Intragenic 

cg09301734 1.87E-21 6.55E-18 -0.90362 -3.71645 0.37046 0.073301 ST8SIA6 10 Island Body 17495810 Intragenic 

cg18863156 2.28E-21 7.77E-18 -0.89653 -3.67976 0.362818 0.07763 LHX4 1 Island Body 180204417 Intragenic 

cg05157120 2.43E-21 8.04E-18 -0.47086 -4.05715 0.439766 0.063021 GALNTL1 14 Island Body 69727352 Intragenic 

cg00446211 3.13E-21 1.00E-17 -0.69574 -3.90137 0.407643 0.066415 B3GAT2 6 Island Body 71665522 Intragenic 

cg12306414 3.62E-21 1.13E-17 0.31515 -3.04847 0.559316 0.114292 LOC285548 4 Island Body 13549355 Intragenic 

cg04614008 4.05E-21 1.20E-17 -0.11841 -3.96447 0.489695 0.073325 MCC 5 S_Shore TSS200, Body 112630677 Intragenic 

cg23801021 4.07E-21 1.20E-17 -1.86354 -5.29153 0.262329 0.025898 PDE2A 11 Island 1stExon, Body, 5'UTR 72353434 Intragenic 

cg11911498 4.18E-21 1.20E-17 -1.19341 -4.06012 0.337034 0.057675 PDE2A 11 Island 1stExon, Body, 5'UTR 72353424 Intragenic 

cg00680572 5.71E-21 1.60E-17 -0.48141 -3.95128 0.426266 0.071386 NKX2-8 14 Island Body 37050691 Intragenic 

cg12614029 5.91E-21 1.62E-17 -0.10519 -4.44783 0.510588 0.051228 NA 11 Island Body, TSS1500, 5'UTR 2160564 Intragenic 

cg15391499 7.61E-21 2.03E-17 0.250639 -4.58061 0.540388 0.062178 MCC 5 Island TSS200, Body 112630623 Intragenic 

cg22666828 8.03E-21 2.10E-17 0.027879 -3.5649 0.505008 0.094194 CELF4 18 Island Body 34834325 Intragenic 

cg23352712 9.20E-21 2.35E-17 -1.31437 -5.68603 0.345242 0.022271 LOX 5 Island Body 121412970 Intragenic 

cg01627750 1.10E-20 2.75E-17 -0.63441 -4.32299 0.397178 0.0581 NRG2 5 Island Body 139228242 Intragenic 

cg09024340 1.26E-20 3.09E-17 -0.74751 -4.69788 0.378298 0.048591 WNT5A 3 Island Body 55520476 Intragenic 

cg26791384 1.35E-20 3.17E-17 -0.23266 -2.40979 0.4641 0.161416 SYCE1L 16 Island Body 77246057 Intragenic 

cg20225546 1.35E-20 3.17E-17 -0.98126 -3.99716 0.351793 0.065362 EMX2OS 10 Island Body 119297575 Intragenic 

cg19002337 1.41E-20 3.23E-17 -0.46293 -4.02547 0.422705 0.069664 NA 11 Island Body, TSS1500, 5'UTR 2160904 Intragenic 

cg19169976 1.73E-20 3.90E-17 -0.53801 -3.73178 0.425692 0.07533 DLX3 17 Island Body 48071254 Intragenic 

cg16711612 1.78E-20 3.92E-17 -0.47693 -4.88707 0.420534 0.045386 NRXN3 14 Island Body, TSS200 79745592 Intragenic 

cg12323274 1.90E-20 4.10E-17 1.362672 -2.28208 0.709268 0.190043 CELF4 18 Island Body 34834605 Intragenic 

cg06552366 2.47E-20 5.24E-17 0.985055 -2.59235 0.66098 0.161392 RBMS1 2 Island Body 161263994 Intragenic 

cg08232905 2.65E-20 5.52E-17 0.997865 -3.01625 0.656257 0.131899 ADAMTS3 4 Island Body 73434035 Intragenic 

cg01691768 3.12E-20 6.37E-17 -0.32107 -3.43396 0.467614 0.087358 STMN2 8 Island Body 80525126 Intragenic 

cg06016439 3.24E-20 6.51E-17 0.241929 -3.31718 0.538084 0.107488 LYPD1 2 Island 5'UTR, Body 133427427 Intragenic 

cg02277965 3.90E-20 7.68E-17 -0.7689 -3.70553 0.385393 0.078572 CPNE8 12 N_Shore Body 39298824 Intragenic 

cg06866657 4.24E-20 8.14E-17 -0.01728 -3.10888 0.496381 0.114917 LHX6 9 Island Body 124990754 Intragenic 
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cg09888562 4.29E-20 8.14E-17 -1.08542 -5.23513 0.359837 0.032511 IRX3 16 Island Body 54318314 Intragenic 

cg07571041 4.35E-20 8.14E-17 0.275197 -2.60134 0.551639 0.150255 SYPL2 1 Island Body 110009770 Intragenic 

cg04856689 4.75E-20 8.76E-17 0.631001 -3.43182 0.598621 0.102454 CRHR1 17 Island Body 43862032 Intragenic 

cg14067419 6.55E-20 1.19E-16 -0.61693 -3.75045 0.422337 0.0745 LINC00092 9 Island Body 98783308 Intragenic 

cg14608156 9.72E-20 1.73E-16 -0.3148 -5.7486 0.484014 0.027154 NA 11 Island Body, TSS1500, 5'UTR 2160554 Intragenic 

cg16397794 1.12E-19 1.97E-16 0.018433 -5.67403 0.529354 0.027894 MKX 10 Island Body 28032282 Intragenic 

cg10159349 1.46E-19 2.53E-16 -0.84417 -3.75306 0.375732 0.075587 FERMT2 14 Island Body 53417201 Intragenic 

cg12627273 1.53E-19 2.61E-16 -1.00996 -5.20581 0.398447 0.028776 NA 17 Island Body, TSS200 40913076 Intragenic 

cg02166532 1.85E-19 3.09E-16 -0.61461 -3.16516 0.411132 0.105359 NA 11 Island Body, 5'UTR, 1stExon 2159853 Intragenic 

cg13876462 1.87E-19 3.09E-16 -0.35972 -4.71206 0.483204 0.045615 TMEFF1 9 Island Body 103236040 Intragenic 

cg25536137 2.21E-19 3.60E-16 0.084086 -2.87196 0.512108 0.129967 FLJ45983 10 Island Body 8094142 Intragenic 

cg24592912 2.24E-19 3.60E-16 -1.0524 -4.07232 0.358125 0.059047 PCOLCE2 3 Island Body 142607280 Intragenic 

cg02571738 2.64E-19 4.15E-16 0.322049 -3.40019 0.551155 0.102998 CHSY3 5 S_Shore Body 129242000 Intragenic 

cg03297593 2.67E-19 4.15E-16 -0.2145 -3.48729 0.482425 0.088985 MYEF2 15 Island Body 48470205 Intragenic 

cg13151057 2.70E-19 4.15E-16 -1.23634 -4.09429 0.327264 0.058711 NA 15 Island Body, TSS1500 45405167 Intragenic 

cg11189384 3.10E-19 4.70E-16 -0.04849 -3.60527 0.492815 0.092433 LHX4 1 Island Body 180204379 Intragenic 

cg12249575 3.42E-19 5.12E-16 -0.49646 -3.18318 0.433928 0.102838 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988805 Intragenic 

cg01634998 3.48E-19 5.14E-16 -0.13528 -1.98444 0.478936 0.202976 SLC12A5 20 Island Body 44651137 Intragenic 

cg03065467 3.83E-19 5.59E-16 -0.25542 -3.67583 0.461784 0.084753 LOC641518 4 Island TSS200, Body 109093243 Intragenic 

cg11530960 4.49E-19 6.46E-16 -0.09887 -3.24843 0.482259 0.108297 DMRT2 9 Island Body 1052239 Intragenic 

cg02731293 4.65E-19 6.61E-16 -0.60326 -3.89978 0.42624 0.068606 PRKG1 10 Island Body, TSS200 52834076 Intragenic 

cg24003542 4.71E-19 6.62E-16 0.110672 -4.70888 0.527491 0.059719 MCC 5 S_Shore TSS200, Body 112630684 Intragenic 

cg07009823 4.80E-19 6.66E-16 0.38051 -3.65031 0.561689 0.096624 KIF6 6 Island Body 39692744 Intragenic 

cg21607453 5.02E-19 6.87E-16 -0.77108 -4.27435 0.421967 0.050238 LINC00092 9 Island Body 98783545 Intragenic 

cg20395153 5.89E-19 7.97E-16 -0.39888 -4.80408 0.497592 0.036775 MKX 10 Island Body 28031385 Intragenic 

cg10380348 6.98E-19 9.34E-16 1.241134 -1.91215 0.693229 0.225671 TAL1 1 Island Body 47691158 Intragenic 

cg03279206 7.19E-19 9.50E-16 0.571329 -2.39029 0.594402 0.172225 AVP 20 Island Body 3064001 Intragenic 

cg25509174 7.89E-19 1.03E-15 0.298882 -4.98497 0.589971 0.03835 PCOLCE2 3 Island Body 142607511 Intragenic 

cg01782227 8.32E-19 1.07E-15 -1.06172 -5.4751 0.36687 0.027625 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988778 Intragenic 

cg10810752 9.00E-19 1.15E-15 0.658589 -2.96594 0.606155 0.135545 TAL1 1 Island Body 47691160 Intragenic 

cg05781968 9.32E-19 1.18E-15 0.161009 -3.18952 0.52649 0.111819 WNT5A 3 Island Body 55515607 Intragenic 
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cg15913680 1.00E-18 1.25E-15 -0.14119 -3.32956 0.489393 0.101782 PDE2A 11 Island 1stExon, Body 72353343 Intragenic 

cg23783695 1.03E-18 1.28E-15 0.460956 -2.74557 0.57646 0.147935 PRDM13 6 Island Body 100062259 Intragenic 

cg24797840 1.11E-18 1.36E-15 0.228852 -2.6663 0.534301 0.146289 NA 10 Island Body, TSS1500 8095173 Intragenic 

cg23000808 1.19E-18 1.44E-15 -0.60813 -3.57147 0.401679 0.087257 LINGO3 19 Island 3'UTR 2289982 Intragenic 

cg00462525 1.23E-18 1.47E-15 -0.97948 -3.58274 0.369939 0.07809 TBR1 2 Island Body 162275396 Intragenic 

cg05593834 1.25E-18 1.48E-15 -0.63278 -3.95357 0.430802 0.064689 LHX1 17 Island Body 35295726 Intragenic 

cg11491381 1.29E-18 1.51E-15 -0.48206 -7.14355 0.463593 0.019697 AVP 20 Island Body 3063503 Intragenic 

cg14284469 1.33E-18 1.54E-15 -0.91356 -4.21077 0.394542 0.054281 STMN2 8 Island Body 80525214 Intragenic 

cg11572744 1.65E-18 1.89E-15 -0.22472 -5.43519 0.498519 0.032464 DPYSL3 5 Island Body 146832933 Intragenic 

cg12880967 1.69E-18 1.91E-15 -0.27379 -2.05722 0.459268 0.196228 MACROD1 11 Island Body 63804044 Intragenic 

cg14335579 1.76E-18 1.97E-15 -0.01689 -3.42259 0.493279 0.101157 NRXN3 14 Island Body, 1stExon, 5'UTR 79745997 Intragenic 

cg13137533 1.77E-18 1.97E-15 0.491834 -4.73564 0.580813 0.063499 NA 17 Island 5'UTR, TSS1500, Body 43973292 Intragenic 

cg23202277 1.98E-18 2.18E-15 -1.09802 -6.31323 0.364522 0.019535 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971911 Intragenic 

cg19635869 2.15E-18 2.34E-15 -0.24679 -3.14211 0.458486 0.113029 RRAGD 6 Island Body 90121153 Intragenic 

cg16977706 2.17E-18 2.35E-15 -0.62596 -2.74546 0.40729 0.132336 NA 11 Island Body, 5'UTR, 1stExon 2160129 Intragenic 

cg08541518 2.30E-18 2.46E-15 1.45453 -2.24799 0.718849 0.195558 BAI3 6 NA Body 69942892 Intragenic 

cg13868165 2.44E-18 2.58E-15 -0.75843 -4.29652 0.417469 0.052865 FAM19A5 22 S_Shore Body 48888380 Intragenic 

cg09555367 2.68E-18 2.81E-15 -0.18763 -3.13575 0.476908 0.112433 NA 10 Island Body, TSS200 119304719 Intragenic 

cg15075170 3.11E-18 3.24E-15 0.041896 -4.90978 0.541383 0.047913 TMEFF1 9 Island Body 103236030 Intragenic 

cg25020459 3.19E-18 3.29E-15 -1.69264 -5.08003 0.295472 0.030022 COL6A1 21 N_Shore Body 47402144 Intragenic 

cg20559000 3.53E-18 3.61E-15 -0.8624 -6.4049 0.421159 0.017485 SEMA7A 15 Island Body, 5'UTR 74725593 Intragenic 

cg05385047 3.67E-18 3.71E-15 -1.03246 -4.84494 0.348187 0.0469 C10orf114 10 Island 3'UTR 21783930 Intragenic 

cg21667796 4.66E-18 4.68E-15 -0.11345 -3.97169 0.505295 0.071535 MACROD1 11 Island Body 63804119 Intragenic 

cg19982471 4.88E-18 4.81E-15 -0.36207 -2.5572 0.440152 0.151904 NA 2 N_Shore Body, 5'UTR 180725622 Intragenic 

cg20612002 4.90E-18 4.81E-15 -0.36159 -3.72745 0.454374 0.082183 MYEF2 15 Island Body 48470256 Intragenic 

cg00398130 4.93E-18 4.81E-15 0.766283 -2.36883 0.624466 0.174932 STMN2 8 Island Body 80525764 Intragenic 

cg23817042 6.27E-18 6.07E-15 -2.22652 -5.42907 0.224185 0.024103 MKX 10 Island Body 28031269 Intragenic 

cg19826544 6.34E-18 6.08E-15 -0.74899 -6.25609 0.435404 0.018931 ADAM11 17 Island Body 42836745 Intragenic 

cg19674138 6.48E-18 6.15E-15 -0.57884 -4.62028 0.437583 0.050874 MACROD1 11 Island Body 63804021 Intragenic 

cg23598080 6.51E-18 6.15E-15 0.007824 -3.15288 0.500234 0.117903 LHX4 1 Island Body 180204499 Intragenic 

cg27380599 6.73E-18 6.30E-15 -0.3458 -4.21066 0.477423 0.060915 PRKG1 10 Island Body, TSS200 52834067 Intragenic 
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cg00726174 7.48E-18 6.94E-15 -1.00889 -7.14687 0.376201 0.015191 LRP2 2 Island Body 170218350 Intragenic 

cg21187462 8.43E-18 7.76E-15 0.003972 -3.66546 0.500846 0.09556 BNC2 9 N_Shore Body 16870091 Intragenic 

cg00443645 8.70E-18 7.95E-15 -0.23773 -4.65298 0.479593 0.05641 BEGAIN 14 Island Body 101034236 Intragenic 

cg22836153 9.60E-18 8.70E-15 -0.6694 -4.22626 0.442604 0.054025 LOX 5 Island Body 121412702 Intragenic 

cg26831706 1.01E-17 9.04E-15 -1.14047 -5.33449 0.368705 0.031881 EMID2 7 Island Body 101007072 Intragenic 

cg04407853 1.01E-17 9.04E-15 -0.88592 -6.51145 0.436753 0.015024 FHOD3 18 Island Body 33878230 Intragenic 

cg06829134 1.21E-17 1.07E-14 -0.36459 -4.0357 0.440621 0.076897 AFAP1L1 5 Island Body 148651771 Intragenic 

cg00323695 1.32E-17 1.16E-14 0.071078 -3.40171 0.511605 0.105339 DLL3 19 Island Body 39989978 Intragenic 

cg02393845 1.33E-17 1.16E-14 -0.84442 -3.74025 0.38251 0.076301 LHX9 1 Island Body 197887438 Intragenic 

cg21657876 1.34E-17 1.16E-14 -1.79488 -5.68787 0.306925 0.020223 PDE2A 11 Island TSS1500, Body 72354022 Intragenic 

cg07231787 1.35E-17 1.16E-14 -0.03476 -4.10906 0.48875 0.076163 NRXN3 14 Island Body, TSS1500 79745403 Intragenic 

cg04863703 1.39E-17 1.18E-14 0.306373 -2.64246 0.551011 0.154763 CACNA2D2 3 Island Body 50540224 Intragenic 

cg19844704 1.39E-17 1.18E-14 0.290818 -3.2147 0.553028 0.113397 NA 10 Island Body, TSS200 119304705 Intragenic 

cg04015972 1.45E-17 1.21E-14 0.235645 -2.68822 0.53657 0.147794 CACNA2D2 3 Island Body 50540221 Intragenic 

cg04324727 1.82E-17 1.51E-14 -0.32492 -6.12034 0.446057 0.027585 NRXN3 14 Island Body, TSS200 79745579 Intragenic 

cg14595252 1.97E-17 1.62E-14 -1.3307 -4.29617 0.309329 0.05514 RAB31 18 Island Body 9709061 Intragenic 

cg07137034 1.98E-17 1.62E-14 0.095323 -3.11899 0.518509 0.121167 AHRR 5 Island Body 322321 Intragenic 

cg23923856 2.12E-17 1.73E-14 -0.30712 -3.09038 0.466652 0.112796 WNT2B 1 Island Body, 1stExon, 5'UTR 113051685 Intragenic 

cg07657743 2.28E-17 1.85E-14 0.76629 -3.21966 0.613615 0.122947 WNT7A 3 Island Body 13920689 Intragenic 

cg23493031 2.51E-17 2.01E-14 -1.91722 -4.17453 0.23717 0.054159 NKX2-1 14 Island Body, 1stExon, 5'UTR 36988854 Intragenic 

cg05131533 2.56E-17 2.04E-14 -0.88283 -3.94649 0.381319 0.066331 PSD 10 N_Shore Body 104169209 Intragenic 

cg10916569 2.60E-17 2.05E-14 0.968616 -1.93656 0.653275 0.222858 BNC2 9 Island Body 16726860 Intragenic 

cg08391321 2.62E-17 2.05E-14 -0.68293 -4.58825 0.419347 0.051395 MCC 5 S_Shore TSS200, Body 112630695 Intragenic 

cg03522063 2.73E-17 2.13E-14 0.297775 -4.02208 0.55469 0.080797 NA 10 Island 1stExon, 5'UTR, Body 119302167 Intragenic 

cg18836493 2.80E-17 2.17E-14 -0.98418 -4.84894 0.3866 0.041767 KIT 4 Island Body 55524333 Intragenic 

cg02861441 2.90E-17 2.23E-14 -0.68525 -3.78694 0.414261 0.07642 LOC285375 3 Island Body 13697042 Intragenic 

cg00708380 2.91E-17 2.23E-14 0.193635 -4.00062 0.539107 0.085629 MAP6 11 Island Body 75378502 Intragenic 

cg03666741 2.97E-17 2.25E-14 -0.01635 -3.52134 0.522564 0.089899 NRIP3 11 Island Body 9025298 Intragenic 

cg13817952 3.04E-17 2.29E-14 0.687524 -4.53584 0.611983 0.073836 LHX6 9 Island Body 124990456 Intragenic 

cg04923620 3.07E-17 2.30E-14 -0.8718 -3.54881 0.392764 0.079991 MKX 10 Island Body 28031330 Intragenic 

cg08929548 3.24E-17 2.41E-14 -1.23046 -5.07138 0.36008 0.035248 NEUROG2 4 Island Body 113436625 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg26712080 3.62E-17 2.68E-14 -0.2335 -4.08325 0.477966 0.071977 WNT5A 3 Island Body 55519588 Intragenic 

cg16840523 3.71E-17 2.71E-14 -0.34909 -3.80358 0.467374 0.076069 STMN2 8 Island Body 80524883 Intragenic 

cg23977954 3.72E-17 2.71E-14 -1.39217 -3.62028 0.298928 0.078865 PDE4DIP 1 Island Body 145039929 Intragenic 

cg04327529 3.77E-17 2.73E-14 -0.92434 -4.5735 0.388658 0.047572 PRKG1 10 Island Body, TSS200 52834121 Intragenic 

cg20099416 3.86E-17 2.78E-14 -0.76784 -5.75254 0.41407 0.02727 NA 17 Island 1stExon, 5'UTR, Body, TSS1500 43971919 Intragenic 

cg13851144 4.03E-17 2.88E-14 -0.56478 -5.01767 0.444202 0.043698 CHD5 1 Island Body 6239475 Intragenic 

cg11767181 4.16E-17 2.96E-14 -1.02459 -4.14383 0.342427 0.065632 IGSF21 1 Island Body 18436843 Intragenic 

cg19895164 4.28E-17 3.02E-14 -0.25961 -3.93162 0.461929 0.082641 SCARF2 22 Island Body 20791024 Intragenic 

cg00892798 4.30E-17 3.02E-14 0.643134 -3.27734 0.60164 0.121379 NGFR 17 Island Body 47572909 Intragenic 

cg11496364 4.54E-17 3.17E-14 0.705962 -0.92646 0.615807 0.347873 FOXD4L1 2 N_Shore 3'UTR, 1stExon 114258120 Intragenic 

cg23048399 4.82E-17 3.34E-14 -0.28586 -2.76678 0.452721 0.139328 SLC8A2 19 Island Body 47933813 Intragenic 

cg08992818 5.29E-17 3.65E-14 -0.19772 -3.88426 0.47445 0.078616 CACNA2D1 7 Island Body 82072223 Intragenic 

cg20129313 5.39E-17 3.69E-14 -0.64939 -4.53023 0.39962 0.058393 RPRML 17 Island 3'UTR, 1stExon 45055836 Intragenic 

cg17254388 5.74E-17 3.91E-14 -2.3242 -5.05389 0.198319 0.032137 ZEB1 10 Island TSS1500, Body 31609531 Intragenic 

cg07528097 5.91E-17 4.00E-14 -1.25257 -4.4833 0.350661 0.045809 TRANK1 3 Island Body 36985697 Intragenic 

cg12989733 5.97E-17 4.02E-14 -1.07383 -5.89232 0.343917 0.032346 NA 17 Island 5'UTR, TSS1500, Body 43972306 Intragenic 

cg12539796 6.21E-17 4.15E-14 1.438033 -4.14416 0.717646 0.099838 C5orf49 5 Island Body 7850203 Intragenic 

cg08161922 6.24E-17 4.15E-14 -0.57497 -4.64401 0.434369 0.047605 CACNA1C 12 S_Shore Body 2163608 Intragenic 

cg01637233 6.41E-17 4.24E-14 -0.4892 -3.05331 0.425162 0.117052 OTP 5 Island Body 76933224 Intragenic 

cg01424281 6.84E-17 4.50E-14 -1.22803 -6.11751 0.400604 0.017394 MKX 10 Island Body 28031091 Intragenic 

cg25682653 7.04E-17 4.58E-14 0.089415 -4.21479 0.518029 0.075911 NA 7 Island 5'UTR, Body 107301793 Intragenic 

cg24880024 7.05E-17 4.58E-14 -0.70097 -4.28353 0.443153 0.050899 TCHH 1 Island Body 152083709 Intragenic 

cg07435359 7.09E-17 4.58E-14 -0.92588 -5.33564 0.398702 0.032529 FAM189A1 15 Island Body 29862036 Intragenic 

cg24414089 7.38E-17 4.74E-14 -0.58648 -4.38719 0.426498 0.059213 MRC2 17 Island Body 60705329 Intragenic 

cg01944958 7.60E-17 4.85E-14 -0.20811 -2.94122 0.465795 0.129859 PRDM13 6 S_Shore 3'UTR 100062692 Intragenic 

cg09694722 7.67E-17 4.87E-14 -0.02105 -2.64914 0.496453 0.152848 NA 11 Island Body, TSS1500, 5'UTR 2161318 Intragenic 

cg18649939 7.71E-17 4.87E-14 -1.41603 -4.74307 0.338827 0.037331 C1orf38 1 Island Body 28199256 Intragenic 

cg22674412 7.90E-17 4.96E-14 -0.1752 -4.26087 0.481789 0.074237 RPRML 17 Island 3'UTR, 1stExon 45056008 Intragenic 

cg16107483 7.94E-17 4.96E-14 -1.35092 -3.90267 0.326729 0.063438 C1orf38 1 S_Shore Body 28199456 Intragenic 

cg24506324 8.00E-17 4.96E-14 -0.09075 -3.27117 0.49567 0.107752 BTBD11 12 S_Shore Body 107714948 Intragenic 

cg12620443 8.09E-17 4.97E-14 -0.80708 -4.35359 0.375552 0.062326 ZNF853 7 Island Body 6655834 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg03982087 8.10E-17 4.97E-14 -0.37603 -4.2188 0.442134 0.070061 RAB31 18 Island Body 9708920 Intragenic 

cg26990660 8.50E-17 5.19E-14 -1.39124 -5.69952 0.373971 0.021065 NA 17 Island Body, 1stExon, 5'UTR 40913221 Intragenic 

cg24130711 8.81E-17 5.35E-14 -0.84998 -3.80798 0.385327 0.074329 CCDC85A 2 S_Shore Body 56412924 Intragenic 

cg06163735 8.89E-17 5.37E-14 -0.91933 -4.66988 0.408297 0.043202 TRANK1 3 Island Body 36986154 Intragenic 

cg07340580 9.02E-17 5.41E-14 -0.06525 -3.78415 0.507069 0.087296 NA 7 Island 5'UTR, Body, 1stExon 107301288 Intragenic 

cg02739708 9.05E-17 5.41E-14 -0.0179 -3.99475 0.496346 0.084522 RGS20 8 Island Body 54794183 Intragenic 

cg10838925 9.17E-17 5.45E-14 -0.69248 -4.20569 0.390362 0.067074 NA 3 Island TSS1500, Body 138666318 Intragenic 

cg21386140 9.26E-17 5.47E-14 -0.38138 -2.59511 0.441119 0.147847 KCNN3 1 Island Body 154733240 Intragenic 

cg13167664 9.37E-17 5.51E-14 0.229751 -4.71816 0.542907 0.065182 NA 11 Island Body, 5'UTR 2158987 Intragenic 

cg09010998 9.73E-17 5.69E-14 -0.27813 -4.46272 0.503106 0.050023 NA 10 Island Body, TSS200, 1stExon 31608207 Intragenic 

cg01764082 1.00E-16 5.82E-14 -0.08933 -4.5227 0.53428 0.050439 LINC00092 9 Island Body 98784014 Intragenic 

cg05719164 1.01E-16 5.86E-14 0.852839 -4.59179 0.64192 0.079014 LHX4 1 Island Body 180204221 Intragenic 

cg04759335 1.09E-16 6.28E-14 -0.22849 -3.92493 0.471323 0.078588 C10orf114 10 Island 3'UTR 21784250 Intragenic 

cg23620228 1.15E-16 6.57E-14 -2.20303 -4.90683 0.225659 0.033279 LHX9 1 Island Body 197887295 Intragenic 

cg21183329 1.25E-16 7.12E-14 -1.0027 -4.3013 0.387569 0.051454 LHX6 9 Island Body 124976219 Intragenic 

cg20416031 1.30E-16 7.40E-14 -0.93368 -3.93134 0.388563 0.065992 PRKG1 10 Island Body, TSS200 52834189 Intragenic 

cg12367520 1.42E-16 8.01E-14 -0.91175 -4.85909 0.388243 0.043368 REEP1 2 N_Shore Body 86564127 Intragenic 

cg14161579 1.52E-16 8.55E-14 0.171972 -3.10405 0.528211 0.125699 RAB31 18 Island Body 9708890 Intragenic 

cg09019938 1.59E-16 8.87E-14 -0.36425 -3.42279 0.463831 0.093295 PRKG1 10 Island 1stExon, Body 52834498 Intragenic 

cg07554734 1.62E-16 9.00E-14 -0.51442 -3.66 0.434873 0.085166 BMP6 6 N_Shore Body 7728676 Intragenic 

cg02175741 1.64E-16 9.05E-14 -0.45798 -3.43346 0.454775 0.088506 WNT6 2 Island Body 219724891 Intragenic 

cg18534318 1.71E-16 9.39E-14 -0.27256 -3.58216 0.455402 0.098308 NA 1 Island Body, TSS1500 156829287 Intragenic 

cg10330545 1.72E-16 9.44E-14 0.222007 -2.40647 0.533062 0.171129 NLRP6 11 Island Body 280784 Intragenic 

cg21918126 1.77E-16 9.64E-14 -0.21886 -4.21683 0.462045 0.074173 NRXN3 14 Island Body, TSS200 79745471 Intragenic 

cg04975330 1.81E-16 9.81E-14 -0.80322 -4.56351 0.40005 0.0515 NKX2-3 10 Island Body 101294978 Intragenic 

cg26029554 1.87E-16 1.01E-13 -1.07513 -4.58926 0.381087 0.04527 PRSS27 16 Island Body 2765620 Intragenic 

cg26337312 1.87E-16 1.01E-13 -0.46911 -3.35179 0.422844 0.103784 LMX1A 1 Island Body 165321741 Intragenic 

cg03672342 2.02E-16 1.08E-13 1.311318 -2.02868 0.700959 0.220422 FLJ45983 10 Island Body 8094093 Intragenic 

cg20755820 2.07E-16 1.10E-13 -1.20332 -3.96237 0.328954 0.067206 DNER 2 Island Body 230578770 Intragenic 

cg04272011 2.09E-16 1.11E-13 0.958046 -2.25363 0.649055 0.195685 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746359 Intragenic 

cg24655135 2.11E-16 1.11E-13 -0.26083 -4.7851 0.470235 0.060949 CELF4 18 Island Body 34974340 Intragenic 
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cg23168483 2.12E-16 1.11E-13 0.544539 -3.71289 0.595526 0.100944 IGDCC3 15 Island Body 65669821 Intragenic 

cg00641409 2.18E-16 1.14E-13 -0.83141 -3.8421 0.405267 0.068968 LINC00340 6 Island Body 21666778 Intragenic 

cg21949512 2.41E-16 1.25E-13 -1.61233 -5.3464 0.306306 0.027662 TBR1 2 Island Body 162275468 Intragenic 

cg07431229 2.51E-16 1.30E-13 -1.34769 -4.37028 0.301808 0.055626 EMILIN2 18 S_Shore Body 2848372 Intragenic 

cg18067847 2.52E-16 1.30E-13 0.292996 -2.80254 0.54802 0.147599 DYSF 2 Island TSS200, Body 71693675 Intragenic 

cg16655338 2.55E-16 1.30E-13 -0.98182 -3.89854 0.350802 0.072906 RIMS1 6 S_Shore Body 72892901 Intragenic 

cg26105495 2.55E-16 1.30E-13 -0.06602 -2.19799 0.489067 0.189144 CRMP1 4 N_Shore Body, TSS1500 5890751 Intragenic 

cg20698769 2.58E-16 1.31E-13 -1.24209 -3.43793 0.318459 0.088541 CTTNBP2 7 Island Body 117513002 Intragenic 

cg20364024 2.58E-16 1.31E-13 -1.50333 -4.95362 0.333773 0.03276 DOCK3 3 Island Body 50713006 Intragenic 

cg04132917 2.67E-16 1.34E-13 0.057933 -4.35919 0.508678 0.07327 RORA 15 Island Body 61520001 Intragenic 

cg17147728 2.69E-16 1.35E-13 -0.44593 -4.51026 0.448024 0.064069 PYGO1 15 Island Body 55880224 Intragenic 

cg09665320 2.70E-16 1.35E-13 0.017805 -2.65898 0.503183 0.151125 EOMES 3 Island Body 27762636 Intragenic 

cg27014927 2.82E-16 1.40E-13 -1.05746 -6.04839 0.333279 0.030344 PHF21B 22 Island Body 45403808 Intragenic 

cg02237987 2.85E-16 1.41E-13 -1.4826 -4.90429 0.313217 0.037732 LRRC71 1 Island Body 156897441 Intragenic 

cg20312821 3.16E-16 1.56E-13 0.057084 -4.31796 0.515026 0.072337 IGDCC3 15 Island Body 65669563 Intragenic 

cg20401551 3.31E-16 1.63E-13 0.604511 -5.19581 0.596814 0.067625 SCARF2 22 Island Body 20790985 Intragenic 

cg08512702 3.60E-16 1.76E-13 0.08727 -3.30967 0.514514 0.117608 LOC285548 4 Island Body 13548915 Intragenic 

cg10058464 3.97E-16 1.93E-13 -0.29798 -3.74391 0.473978 0.08511 C4orf22 4 Island Body 81257211 Intragenic 

cg06977689 3.98E-16 1.93E-13 -0.76459 -3.96865 0.382473 0.075198 PARD6G 18 Island Body 78004474 Intragenic 

cg11930114 4.01E-16 1.93E-13 -1.22475 -4.56598 0.328597 0.051001 LINC00461 5 N_Shore Body 87972127 Intragenic 

cg25943372 4.20E-16 2.02E-13 -0.47178 -4.54014 0.442656 0.063313 CELF4 18 Island Body 34974300 Intragenic 

cg12630336 4.27E-16 2.04E-13 0.531574 -4.46233 0.58798 0.083032 SOX18 20 Island Body 62680505 Intragenic 

cg05263743 4.32E-16 2.06E-13 0.127915 -2.84358 0.521169 0.138976 RBMS1 2 N_Shore Body 161263709 Intragenic 

cg08806699 4.39E-16 2.08E-13 -0.38807 -3.3656 0.458398 0.098326 RBP7 1 Island Body 10057970 Intragenic 

cg25836567 4.45E-16 2.10E-13 0.511925 -2.82018 0.585514 0.144444 WNT9B 17 Island Body 44929689 Intragenic 

cg06367702 4.50E-16 2.11E-13 -0.09072 -3.63908 0.488664 0.095638 NEUROG2 4 Island Body 113435899 Intragenic 

cg13412498 4.60E-16 2.15E-13 -0.18534 -4.11965 0.501845 0.066429 RECK 9 Island Body 36037340 Intragenic 

cg04243581 4.76E-16 2.22E-13 0.781166 -3.0558 0.622251 0.13557 NA 7 Island 5'UTR, Body 107301842 Intragenic 

cg08771731 5.00E-16 2.32E-13 -2.26131 -5.48419 0.227823 0.024423 NA 5 N_Shore Body, TSS1500 17216434 Intragenic 

cg25291355 5.16E-16 2.39E-13 -0.83736 -4.8704 0.426415 0.043911 ICAM5 19 Island Body 10402167 Intragenic 

cg00308133 5.18E-16 2.39E-13 -1.29118 -5.45633 0.328178 0.033209 GAMT 19 Island Body 1401118 Intragenic 
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cg17026879 5.27E-16 2.42E-13 -1.0552 -4.09869 0.341094 0.068129 NKX6-3 8 Island Body 41504197 Intragenic 

cg04473302 5.32E-16 2.43E-13 -1.49595 -5.09048 0.309069 0.037017 NA 7 Island 5'UTR, Body, 1stExon 107301217 Intragenic 

cg00668215 5.64E-16 2.56E-13 0.179141 -2.88392 0.536181 0.136407 BARHL1 9 Island 3'UTR 135465386 Intragenic 

cg01757209 5.96E-16 2.70E-13 -0.07981 -5.49692 0.484948 0.057054 RBMS1 2 Island Body 161264373 Intragenic 

cg01387945 6.05E-16 2.73E-13 -0.60916 -4.21204 0.449909 0.057496 NA 10 Island Body, TSS200, 1stExon 31608209 Intragenic 

cg07499707 6.39E-16 2.87E-13 -0.77223 -4.68942 0.430805 0.042988 DSCR6 21 Island Body 38379430 Intragenic 

cg21507095 6.77E-16 3.01E-13 -0.89257 -4.02051 0.393763 0.063777 TBX1 22 Island Body, 3'UTR 19754448 Intragenic 

cg08475194 6.79E-16 3.01E-13 -0.79564 -5.34521 0.45022 0.02806 NA 5 Island Body, TSS1500 111755481 Intragenic 

cg04971362 6.80E-16 3.01E-13 0.187838 -3.30213 0.533682 0.115312 TLX3 5 Island 3'UTR 170738987 Intragenic 

cg18900649 6.84E-16 3.01E-13 -0.71097 -4.40795 0.388664 0.06387 PRDM13 6 Island Body 100062572 Intragenic 

cg06404175 6.86E-16 3.01E-13 0.499079 -4.02997 0.597562 0.082368 OXT 20 Island Body 3052692 Intragenic 

cg06921011 6.86E-16 3.01E-13 0.377254 -2.12664 0.562745 0.201479 PAX2 10 N_Shore 3'UTR 102589467 Intragenic 

cg25622481 6.90E-16 3.02E-13 -0.24305 -3.68971 0.478107 0.088433 EGR4 2 Island 3'UTR 73518365 Intragenic 

cg03946923 7.44E-16 3.24E-13 0.039105 -3.78519 0.516078 0.087451 LOC641518 4 Island TSS200, Body 109093221 Intragenic 

cg10279685 7.60E-16 3.29E-13 -1.43512 -4.5509 0.309882 0.049387 NPHP1 2 Island Body 110962429 Intragenic 

cg22889755 7.62E-16 3.29E-13 0.372769 -6.07442 0.561808 0.05482 C10orf114 10 Island 3'UTR 21783855 Intragenic 

cg16377881 7.79E-16 3.35E-13 1.205878 -2.76383 0.682373 0.164521 PRDM13 6 Island Body 100062488 Intragenic 

cg06686826 7.84E-16 3.36E-13 -0.6489 -5.44131 0.468199 0.03446 TRANK1 3 Island Body 36985996 Intragenic 

cg12773325 8.32E-16 3.55E-13 -0.61115 -5.49759 0.463246 0.031346 NA 11 Island Body, TSS1500, 5'UTR 2160560 Intragenic 

cg07113562 8.42E-16 3.58E-13 -0.97908 -3.78809 0.376846 0.072644 PRKG1 10 Island Body, TSS200 52834093 Intragenic 

cg19703610 8.68E-16 3.68E-13 -0.38176 -3.11506 0.453147 0.112534 DSCAML1 11 Island Body 117667737 Intragenic 

cg18713528 8.88E-16 3.75E-13 -0.516 -4.01343 0.451968 0.071208 SRRM3 7 Island Body 75912071 Intragenic 

cg14156581 9.24E-16 3.89E-13 -0.05488 -3.58075 0.506072 0.094762 ZFPM2 8 Island Body 106331587 Intragenic 

cg05054468 9.57E-16 4.01E-13 0.467309 -3.50096 0.576199 0.113624 IGDCC3 15 Island Body 65669594 Intragenic 

cg03028236 1.04E-15 4.35E-13 0.128461 -3.8476 0.531092 0.08902 IGDCC3 15 Island Body 65669811 Intragenic 

cg09279615 1.05E-15 4.35E-13 -0.35974 -3.98329 0.458031 0.077544 FAM78B 1 Island Body 166134410 Intragenic 

cg14777561 1.09E-15 4.54E-13 -0.14305 -3.26389 0.495555 0.106168 DBX1 11 N_Shore Body 20180336 Intragenic 

cg09924064 1.10E-15 4.54E-13 -0.35336 -2.79838 0.457573 0.132779 ASIC2 17 Island 1stExon, Body 31618873 Intragenic 

cg07152460 1.12E-15 4.59E-13 -0.78782 -2.7227 0.383369 0.135695 NA 11 Island TSS1500, Body 61583560 Intragenic 

cg26867890 1.13E-15 4.65E-13 0.97454 -4.30757 0.653153 0.097198 KIF6 6 Island Body 39692938 Intragenic 

cg13100764 1.16E-15 4.75E-13 -1.29507 -5.03536 0.340819 0.039331 NA 11 Island TSS1500, Body 61583588 Intragenic 
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cg02420850 1.17E-15 4.75E-13 0.025677 -3.57919 0.509883 0.097185 NA 10 Island 1stExon, 5'UTR, Body 119302157 Intragenic 

cg04884011 1.17E-15 4.75E-13 -0.36608 -4.66475 0.489742 0.050908 PRKG1 10 Island Body, TSS1500 52833909 Intragenic 

cg01101510 1.20E-15 4.85E-13 -0.62238 -5.3635 0.444774 0.033772 NA 17 Island Body, TSS200 40913055 Intragenic 

cg22908679 1.22E-15 4.90E-13 -1.8068 -4.83896 0.242845 0.0424 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746212 Intragenic 

cg26693467 1.23E-15 4.93E-13 0.998701 -1.78696 0.652297 0.234089 NA 10 Island Body 119304102 Intragenic 

cg26217504 1.24E-15 4.97E-13 -0.25978 -4.63682 0.482844 0.058128 XKR5 8 Island Body 6692544 Intragenic 

cg00906644 1.27E-15 5.07E-13 -0.68981 -4.84962 0.440047 0.049237 NA 7 Island Body, TSS200 107302271 Intragenic 

cg14021564 1.31E-15 5.22E-13 -1.24617 -5.11022 0.364719 0.032591 PSD 10 Island Body 104169126 Intragenic 

cg26944301 1.37E-15 5.43E-13 -0.78278 -4.07512 0.377716 0.072431 TLX3 5 Island Body 170738524 Intragenic 

cg00394358 1.45E-15 5.71E-13 -0.08457 -4.74999 0.486134 0.068714 NRG2 5 Island Body 139283681 Intragenic 

cg25301406 1.48E-15 5.82E-13 -1.29481 -4.30942 0.30727 0.060139 DNER 2 Island Body 230578708 Intragenic 

cg16596102 1.53E-15 5.98E-13 -0.70042 -4.84896 0.413296 0.052755 FAM78B 1 Island Body 166134346 Intragenic 

cg16256492 1.64E-15 6.37E-13 -1.16502 -3.85698 0.330997 0.073343 ZBTB7B 1 Island 3'UTR 154989843 Intragenic 

cg15011232 1.64E-15 6.37E-13 -2.81596 -5.00483 0.155532 0.030977 ICAM5 19 Island Body 10401324 Intragenic 

cg18113535 1.68E-15 6.50E-13 1.029032 -2.66103 0.660785 0.170452 DLGAP3 1 Island Body 35351185 Intragenic 

cg05288475 1.73E-15 6.69E-13 -0.23677 -4.03525 0.459714 0.084039 LOC440461 17 Island Body 66195804 Intragenic 

cg08574592 1.92E-15 7.38E-13 1.719816 -3.12811 0.736717 0.151593 RORA 15 Island Body 61520873 Intragenic 

cg02238453 1.93E-15 7.40E-13 -0.21548 -3.72233 0.484891 0.087801 SYCE1L 16 Island Body 77246048 Intragenic 

cg24353392 1.95E-15 7.44E-13 0.596984 -3.06112 0.595966 0.132633 CRHR1 17 Island Body 43862247 Intragenic 

cg09783874 1.95E-15 7.44E-13 0.66644 -2.62317 0.598083 0.162101 SCARF2 22 Island Body 20791553 Intragenic 

cg14989164 2.01E-15 7.62E-13 -1.18818 -3.81504 0.329764 0.074188 LHX4 1 S_Shore Body 180205157 Intragenic 

cg17591270 2.02E-15 7.63E-13 0.269752 -2.62913 0.545305 0.154714 COCH 14 Island 1stExon, Body 31344150 Intragenic 

cg24892382 2.12E-15 7.98E-13 -1.82933 -4.20754 0.245225 0.056675 HAPLN2 1 Island Body 156594631 Intragenic 

cg18364576 2.13E-15 8.01E-13 0.18837 -3.43294 0.537354 0.102902 FERMT2 14 N_Shore Body 53417060 Intragenic 

cg06637963 2.16E-15 8.09E-13 -0.35747 -4.98862 0.512386 0.040228 NA 10 Island Body, TSS200, 1stExon 31608188 Intragenic 

cg00136947 2.29E-15 8.54E-13 -0.26034 -3.17318 0.464291 0.115838 NELL2 12 Island Body, TSS1500, TSS200 45270333 Intragenic 

cg14552376 2.38E-15 8.87E-13 -0.89746 -4.38425 0.38655 0.058044 CCDC85A 2 S_Shore Body 56412597 Intragenic 

cg07115542 2.49E-15 9.24E-13 0.700963 -4.34348 0.61144 0.079545 NKX2-1 14 Island Body, 1stExon 36988443 Intragenic 

cg23232615 2.63E-15 9.71E-13 -1.01475 -6.31275 0.44451 0.022172 NA 10 Island Body, TSS200, 1stExon 31608212 Intragenic 

cg05642734 2.72E-15 1.00E-12 -1.18188 -4.74563 0.37931 0.039569 TCHH 1 N_Shore Body 152084347 Intragenic 

cg15971888 2.77E-15 1.02E-12 0.845287 -4.2462 0.627063 0.092188 CRH 8 Island Body 67089599 Intragenic 
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cg09546168 2.79E-15 1.02E-12 0.208107 -3.75887 0.554421 0.093471 SYCE1L 16 Island Body 77246495 Intragenic 

cg06055551 2.80E-15 1.02E-12 -0.12236 -5.03577 0.480394 0.057965 XKR5 8 Island Body 6692785 Intragenic 

cg00652657 2.89E-15 1.05E-12 -0.14491 -3.94421 0.474507 0.087348 EBF3 10 Island Body 131761587 Intragenic 

cg25280092 2.95E-15 1.07E-12 -0.34879 -4.23573 0.482958 0.063499 SRSF12 6 Island Body 89827135 Intragenic 

cg09424609 2.98E-15 1.07E-12 -1.44253 -3.62987 0.306046 0.076212 KCNMB4 12 Island Body 70760972 Intragenic 

cg04283162 2.99E-15 1.08E-12 0.194599 -4.205 0.55316 0.069353 FAM189A1 15 Island Body 29862517 Intragenic 

cg15454599 3.01E-15 1.08E-12 -1.18794 -3.80638 0.349164 0.068192 MMP17 12 Island Body 132313905 Intragenic 

cg04691173 3.21E-15 1.15E-12 -0.7656 -3.51981 0.39769 0.089438 NKX2-3 10 Island Body 101294926 Intragenic 

cg00690311 3.24E-15 1.16E-12 0.484635 -4.37314 0.587658 0.085432 PYGO1 15 Island Body 55880470 Intragenic 

cg14192291 3.35E-15 1.19E-12 1.525096 -2.69984 0.710577 0.164878 BARHL1 9 Island 3'UTR 135465435 Intragenic 

cg12120904 3.39E-15 1.20E-12 0.832378 -0.53887 0.635021 0.408918 SYCE1L 16 Island Body 77246651 Intragenic 

cg05295557 3.50E-15 1.23E-12 0.803615 -4.07302 0.628992 0.088348 NKX2-1 14 Island Body, 1stExon 36988446 Intragenic 

cg25712735 3.52E-15 1.23E-12 -0.70237 -5.48939 0.410551 0.042388 ARHGEF25 12 Island 1stExon, 5'UTR, Body 58005343 Intragenic 

cg08993172 3.52E-15 1.23E-12 0.25966 -2.86337 0.543012 0.143029 ALX4 11 Island Body 44327267 Intragenic 

cg26423876 3.52E-15 1.23E-12 0.483271 -3.55148 0.579599 0.112687 PYGO1 15 Island Body 55880089 Intragenic 

cg26830038 3.61E-15 1.26E-12 -0.01715 -3.21062 0.497099 0.122599 FEV 2 Island Body 219846925 Intragenic 

cg04784471 3.67E-15 1.28E-12 -0.94291 -6.41923 0.447957 0.01977 PRSS27 16 Island Body 2765637 Intragenic 

cg20641465 3.81E-15 1.32E-12 -0.45898 -4.21256 0.438313 0.073598 PITX3 10 Island Body 103991465 Intragenic 

cg26967579 3.96E-15 1.37E-12 0.789848 -3.45392 0.62628 0.125141 MAST4 5 Island Body 65893440 Intragenic 

cg16405012 4.01E-15 1.38E-12 0.581055 -2.19158 0.599019 0.195034 NTF3 12 Island Body 5542395 Intragenic 

cg01278596 4.03E-15 1.39E-12 -0.68396 -5.12951 0.3889 0.04883 NRG2 5 Island Body 139228062 Intragenic 

cg08933939 4.12E-15 1.41E-12 0.747931 -3.1792 0.619704 0.137889 PRDM13 6 Island Body 100061504 Intragenic 

cg05255728 4.19E-15 1.43E-12 -1.37607 -4.56358 0.34032 0.044021 ZNF141 4 S_Shore Body 332107 Intragenic 

cg01636561 4.33E-15 1.47E-12 -0.09882 -3.84149 0.505443 0.087953 DOCK10 2 Island Body 225906664 Intragenic 

cg25776856 4.53E-15 1.53E-12 -0.29435 -4.79305 0.49851 0.055628 NA 7 Island Body, TSS200 107302415 Intragenic 

cg25531836 4.53E-15 1.53E-12 -1.03977 -4.04782 0.390023 0.058219 PAX2 10 Island 3'UTR, Body 102586999 Intragenic 

cg02779564 4.58E-15 1.55E-12 0.794465 -3.80582 0.627145 0.106567 RGS20 8 Island Body 54794348 Intragenic 

cg00193490 4.68E-15 1.57E-12 -0.71351 -2.96905 0.392675 0.122637 ICAM5 19 Island Body 10402525 Intragenic 

cg06833203 4.69E-15 1.57E-12 -1.17645 -4.4471 0.329876 0.055255 SYDE1 19 Island Body 15218579 Intragenic 

cg02611892 4.73E-15 1.58E-12 -2.73294 -6.12359 0.170064 0.018204 ISLR2 15 Island 3'UTR 74428574 Intragenic 

cg18940113 4.79E-15 1.60E-12 0.97751 -5.17322 0.653234 0.077832 RBMS1 2 Island Body 161264053 Intragenic 
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cg12228245 5.29E-15 1.76E-12 -1.53551 -4.63537 0.278344 0.049707 CACNA2D3 3 S_Shore Body 54157557 Intragenic 

cg08963419 5.57E-15 1.85E-12 -1.2729 -3.3051 0.32029 0.094194 ICAM5 19 Island Body 10402829 Intragenic 

cg02971654 5.62E-15 1.86E-12 -0.13828 -3.01944 0.47363 0.128684 NRXN3 14 Island Body, TSS1500 79745343 Intragenic 

cg02585417 5.84E-15 1.92E-12 -1.1261 -4.16299 0.340063 0.065654 NA 12 Island TSS1500, Body 81330609 Intragenic 

cg27603796 5.95E-15 1.96E-12 0.026264 -3.07686 0.511882 0.119094 CTTNBP2 7 N_Shore Body 117512803 Intragenic 

cg23926649 5.98E-15 1.96E-12 -0.76343 -3.72782 0.421417 0.07427 CPNE9 3 Island Body 9745850 Intragenic 

cg00204782 6.00E-15 1.96E-12 -0.60241 -2.78643 0.410981 0.133566 TBX1 22 Island Body 19753364 Intragenic 

cg11315979 6.01E-15 1.96E-12 -0.48613 -1.88858 0.421216 0.215625 PTH2 19 Island Body 49925920 Intragenic 

cg14270220 6.21E-15 2.02E-12 -0.04667 -3.99434 0.494217 0.090944 WNT1 12 Island Body 49374982 Intragenic 

cg23027580 6.65E-15 2.15E-12 0.633196 -2.40046 0.593952 0.181243 CRH 8 Island Body 67089513 Intragenic 

cg12500976 6.81E-15 2.20E-12 -0.41936 -3.28251 0.455662 0.103631 EFHD1 2 Island Body, TSS200 233498078 Intragenic 

cg05348982 6.84E-15 2.20E-12 -0.94848 -3.69671 0.363231 0.082287 NA 12 Island TSS1500, Body 81331012 Intragenic 

cg04274487 6.86E-15 2.20E-12 0.641577 -3.24651 0.599445 0.132204 RAB31 18 Island Body 9708454 Intragenic 

cg19830000 7.39E-15 2.37E-12 -0.03405 -3.00285 0.500005 0.12775 NELL2 12 Island Body, TSS1500, TSS200 45270312 Intragenic 

cg20766090 7.44E-15 2.37E-12 -0.11038 -3.74033 0.481198 0.096499 NA 11 Island Body, 5'UTR 2159131 Intragenic 

cg08570472 7.48E-15 2.38E-12 -1.14196 -3.56997 0.337874 0.085128 FAM59B 2 Island Body 26408040 Intragenic 

cg05786661 7.55E-15 2.40E-12 -0.80135 -3.60569 0.417477 0.077204 KIT 4 Island Body 55525106 Intragenic 

cg00139244 7.67E-15 2.43E-12 -0.80461 -4.11829 0.4158 0.064677 NA 10 Island Body, TSS1500 31608402 Intragenic 

cg14443380 7.72E-15 2.44E-12 -1.39929 -4.34425 0.34172 0.048529 SEMA7A 15 Island Body, 5'UTR 74725882 Intragenic 

cg15824316 7.92E-15 2.49E-12 -1.28021 -3.86596 0.328903 0.066674 HRK 12 Island 3'UTR 117317338 Intragenic 

cg10016610 8.18E-15 2.56E-12 -1.51984 -5.7069 0.318552 0.02853 ROBO3 11 Island Body 124735994 Intragenic 

cg19267325 8.19E-15 2.56E-12 -2.02319 -5.47344 0.257155 0.029139 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270229 Intragenic 

cg06945523 8.37E-15 2.61E-12 0.449995 -4.3378 0.576468 0.085111 SFTA3 14 Island Body 36974800 Intragenic 

cg23904854 8.50E-15 2.65E-12 -0.55774 -4.47837 0.459275 0.058917 EFHD1 2 Island Body, TSS200 233498098 Intragenic 

cg16367989 8.74E-15 2.71E-12 -0.51779 -3.4908 0.420842 0.099491 PANX2 22 Island 1stExon, Body 50609333 Intragenic 

cg05560302 8.77E-15 2.72E-12 -0.20061 -2.89151 0.477596 0.131607 REEP1 2 N_Shore Body 86564053 Intragenic 

cg26444995 9.35E-15 2.89E-12 -0.48743 -3.21537 0.419221 0.116834 PLCL1 2 S_Shore Body 198670187 Intragenic 

cg21432729 9.44E-15 2.91E-12 -0.23192 -3.79061 0.4906 0.080957 ADAMTS7 15 Island Body 79103201 Intragenic 

cg08718398 9.59E-15 2.94E-12 -0.22506 -5.02212 0.516162 0.054373 NA 7 Island Body, TSS200 107302255 Intragenic 

cg09876651 9.69E-15 2.97E-12 -0.71337 -4.5499 0.417908 0.05768 NA 12 Island TSS1500, Body 81331078 Intragenic 

cg07016590 9.87E-15 3.01E-12 -1.68616 -5.62435 0.281114 0.029538 C10orf67 10 NA Body 23633066 Intragenic 
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cg02863489 9.92E-15 3.02E-12 -1.35488 -5.42041 0.331476 0.032284 PRSS27 16 Island Body 2765710 Intragenic 

cg16276856 9.96E-15 3.02E-12 -0.15377 -3.59456 0.48719 0.093292 VSTM2A 7 Island Body 54614796 Intragenic 

cg15090005 9.97E-15 3.02E-12 -0.11473 -2.21174 0.490899 0.184457 RBP7 1 Island Body 10058068 Intragenic 

cg22927696 1.01E-14 3.06E-12 -1.12687 -4.89236 0.366758 0.047215 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45269992 Intragenic 

cg16501308 1.04E-14 3.13E-12 1.409709 -2.4475 0.711983 0.193703 KLHL14 18 Island Body 30350221 Intragenic 

cg21986718 1.04E-14 3.13E-12 -0.11036 -2.36546 0.481094 0.176454 SOGA3 6 Island Body 127837548 Intragenic 

cg22972989 1.05E-14 3.15E-12 -0.10242 -4.29665 0.504033 0.075101 VSTM2A 7 Island Body 54614210 Intragenic 

cg18494190 1.06E-14 3.17E-12 -0.28583 -2.4322 0.454983 0.167212 PAX2 10 N_Shore 3'UTR 102589532 Intragenic 

cg16390448 1.06E-14 3.17E-12 -2.19573 -5.10353 0.217133 0.034147 RGMA 15 Island Body 93615718 Intragenic 

cg27174438 1.07E-14 3.19E-12 0.66915 -2.81005 0.604666 0.149103 NA 10 Island Body, TSS200 119304708 Intragenic 

cg25425784 1.12E-14 3.33E-12 0.634167 -3.71834 0.599915 0.111571 DLL3 19 Island Body 39990055 Intragenic 

cg06870728 1.13E-14 3.34E-12 0.804678 -2.50959 0.62372 0.171064 NA 10 Island Body, TSS1500 8095363 Intragenic 

cg14791547 1.20E-14 3.52E-12 -1.89132 -4.38543 0.242524 0.050464 HTRA1 10 S_Shore Body 124222263 Intragenic 

cg21016956 1.21E-14 3.56E-12 -1.35078 -4.3938 0.34654 0.048487 NOL4 18 Island Body 31802419 Intragenic 

cg03232051 1.23E-14 3.59E-12 -1.40779 -5.32251 0.339001 0.032948 LHX1 17 Island Body 35295683 Intragenic 

cg20339650 1.23E-14 3.59E-12 0.73915 -2.10231 0.618777 0.211542 NA 11 Island Body, TSS1500, 5'UTR 2160882 Intragenic 

cg19670923 1.24E-14 3.60E-12 -0.3689 -5.44369 0.437664 0.051787 NA 17 Island 5'UTR, TSS1500, Body 43972806 Intragenic 

cg11352190 1.24E-14 3.60E-12 -0.79057 -4.44378 0.406839 0.061267 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270000 Intragenic 

cg24562066 1.24E-14 3.61E-12 -0.24623 -4.30648 0.478768 0.071303 FEV 2 Island Body 219849307 Intragenic 

cg00018128 1.25E-14 3.61E-12 0.295667 -2.69161 0.563472 0.150559 TBR1 2 S_Shore Body 162275746 Intragenic 

cg12775656 1.25E-14 3.62E-12 -0.83302 -3.99622 0.374896 0.074614 WDR86 7 Island Body 151078750 Intragenic 

cg06071701 1.32E-14 3.80E-12 -1.38108 -4.33463 0.346911 0.048556 NA 5 Island Body, TSS1500 111756104 Intragenic 

cg11244813 1.34E-14 3.85E-12 -1.9841 -4.85772 0.238204 0.039932 PDE4DIP 1 Island Body 145039882 Intragenic 

cg16079958 1.35E-14 3.87E-12 -0.06097 -3.65724 0.490897 0.104093 MAP1B 5 Island Body 71404742 Intragenic 

cg14186963 1.38E-14 3.96E-12 -0.87769 -4.18363 0.405253 0.061107 WNT2B 1 Island Body, 1stExon, 5'UTR 113051777 Intragenic 

cg07754999 1.40E-14 4.01E-12 0.272129 -3.38467 0.55655 0.107811 PITX3 10 Island Body 103991057 Intragenic 

cg11980481 1.48E-14 4.20E-12 -1.7332 -5.02593 0.311392 0.031554 FNBP1 9 Island Body 132805210 Intragenic 

cg04175957 1.53E-14 4.35E-12 -1.21313 -3.85533 0.307642 0.07863 WHAMMP3 15 N_Shore Body 23207925 Intragenic 

cg26643384 1.60E-14 4.52E-12 0.011294 -4.41827 0.49791 0.076791 AFAP1L1 5 S_Shore Body 148651839 Intragenic 

cg18326365 1.61E-14 4.55E-12 0.688072 -2.47746 0.611598 0.180245 GALNTL1 14 Island Body 69727753 Intragenic 

cg20288892 1.62E-14 4.55E-12 0.318404 -3.40759 0.550054 0.118066 CACNA2D1 7 Island Body 82072332 Intragenic 
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cg21229859 1.63E-14 4.58E-12 0.0583 -2.08172 0.509975 0.199974 MYEF2 15 N_Shore Body 48469952 Intragenic 

cg13457165 1.65E-14 4.63E-12 0.312024 -2.74205 0.548865 0.150606 HEYL 1 Island Body 40105079 Intragenic 

cg01697719 1.70E-14 4.76E-12 0.310689 -3.65524 0.561858 0.102453 TBX1 22 Island Body 19754125 Intragenic 

cg10822149 1.71E-14 4.76E-12 -2.49261 -6.8367 0.215288 0.015393 PDE4DIP 1 Island Body 145039893 Intragenic 

cg24337338 1.83E-14 5.08E-12 -1.53022 -5.09713 0.285188 0.04226 SYDE1 19 Island Body 15218614 Intragenic 

cg03313654 1.85E-14 5.13E-12 -1.0981 -3.85158 0.340599 0.076034 PRR25 16 Island Body 863510 Intragenic 

cg06817516 1.86E-14 5.14E-12 -0.57867 -4.41548 0.421708 0.061994 DUOX2 15 Island Body 45404896 Intragenic 

cg15172543 1.86E-14 5.14E-12 -0.09149 -4.70415 0.484074 0.074377 RAX 18 S_Shore Body 56936882 Intragenic 

cg19900371 1.87E-14 5.15E-12 -1.00518 -5.69947 0.377264 0.030506 FERMT2 14 Island Body 53417241 Intragenic 

cg03339065 1.87E-14 5.15E-12 0.695963 -3.7251 0.613288 0.104912 NA 10 Island Body, TSS200 119304583 Intragenic 

cg14506196 1.90E-14 5.20E-12 -0.57761 -4.52349 0.446345 0.055906 NKX2-3 10 Island Body 101295400 Intragenic 

cg08283130 1.92E-14 5.25E-12 2.133888 -0.94321 0.788622 0.352963 MYO1F 19 Island Body 8591776 Intragenic 

cg25673357 1.96E-14 5.34E-12 -1.12817 -5.84369 0.365359 0.034576 AVP 20 Island Body 3063586 Intragenic 

cg20654260 1.97E-14 5.35E-12 -0.75158 -3.13959 0.399549 0.107426 TMEM151B 6 S_Shore Body 44238905 Intragenic 

cg14870792 2.00E-14 5.42E-12 0.413991 -2.38351 0.563349 0.180547 CACNA1C 12 Island Body 2163532 Intragenic 

cg04371288 2.02E-14 5.46E-12 -0.0319 -5.66242 0.521006 0.054816 MAP6 11 Island Body 75378500 Intragenic 

cg01088070 2.03E-14 5.49E-12 -0.73797 -4.56565 0.383505 0.06347 B3GAT2 6 Island Body 71665395 Intragenic 

cg03416085 2.05E-14 5.52E-12 -0.10181 -2.55139 0.485153 0.161553 LOC255167 5 Island Body, TSS1500 6583103 Intragenic 

cg14036830 2.07E-14 5.57E-12 0.694642 -4.00782 0.610234 0.098072 GRIK5 19 Island Body 42503207 Intragenic 

cg18087943 2.15E-14 5.76E-12 -0.7966 -5.97894 0.430288 0.02988 NA 11 Island Body, TSS1500, 5'UTR 2160540 Intragenic 

cg24631913 2.19E-14 5.86E-12 0.483092 -3.24576 0.580508 0.124169 LINC00461 5 Island Body 87971905 Intragenic 

cg12894449 2.20E-14 5.86E-12 1.50828 -2.51247 0.714163 0.175026 NA 10 Island Body 119304104 Intragenic 

cg00720137 2.45E-14 6.52E-12 -0.40503 -4.71852 0.433368 0.063022 DYNLRB2 16 Island Body 80575018 Intragenic 

cg26718640 2.47E-14 6.54E-12 -0.96255 -4.37252 0.388273 0.058315 BTBD11 12 S_Shore Body 107714750 Intragenic 

cg02229775 2.47E-14 6.54E-12 -0.81364 -4.45848 0.422988 0.054396 CACNG4 17 Island Body 64961442 Intragenic 

cg07821960 2.47E-14 6.54E-12 -0.96204 -4.24249 0.372794 0.061703 NA 15 Island Body, TSS1500 45405370 Intragenic 

cg04360210 2.51E-14 6.61E-12 -1.70927 -3.43729 0.251001 0.088032 AVP 20 Island Body 3064015 Intragenic 

cg00621240 2.51E-14 6.61E-12 -0.01324 -3.78921 0.503278 0.09907 C10orf114 10 Island 3'UTR 21784314 Intragenic 

cg06155356 2.53E-14 6.63E-12 -1.53035 -4.19683 0.295547 0.057552 GBX2 2 Island Body 237075576 Intragenic 

cg22469841 2.62E-14 6.85E-12 -0.5444 -4.65404 0.428819 0.062801 FSTL1 3 Island Body 120169368 Intragenic 

cg01962676 2.74E-14 7.16E-12 0.723371 -3.04781 0.611726 0.146211 IGSF21 1 Island Body 18436969 Intragenic 
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cg01270466 2.75E-14 7.16E-12 -0.89093 -3.83839 0.362425 0.083756 C14orf132 14 Island Body 96506401 Intragenic 

cg14272275 2.78E-14 7.22E-12 -1.81207 -4.24194 0.276931 0.050811 PDE2A 11 Island TSS200, Body 72353596 Intragenic 

cg17891820 2.90E-14 7.51E-12 0.412134 -3.90799 0.587041 0.098853 KIT 4 Island Body 55524400 Intragenic 

cg09478742 2.91E-14 7.54E-12 1.34259 -2.40896 0.698569 0.197567 NA 17 Island 5'UTR, TSS1500, Body 43973311 Intragenic 

cg20238128 2.92E-14 7.55E-12 0.413643 -4.05126 0.588391 0.093636 MIR548H4 15 NA Body 69136412 Intragenic 

cg00984474 3.06E-14 7.86E-12 0.287228 -4.19746 0.548479 0.09091 C5orf49 5 N_Shore Body 7850922 Intragenic 

cg14196840 3.06E-14 7.86E-12 -1.38279 -5.43219 0.360618 0.028386 CTTNBP2 7 Island Body 117513042 Intragenic 

cg00082219 3.06E-14 7.86E-12 1.817563 -1.57056 0.751091 0.277033 FEV 2 Island 3'UTR 219846299 Intragenic 

cg23448054 3.08E-14 7.88E-12 -1.0475 -3.41361 0.348926 0.09423 FAM129C 19 N_Shore Body 17649906 Intragenic 

cg05713206 3.09E-14 7.88E-12 -1.13835 -3.20817 0.337421 0.102416 KCNH6 17 Island Body 61615622 Intragenic 

cg11226148 3.11E-14 7.93E-12 0.74824 -2.84443 0.620028 0.157569 SLC30A3 2 Island Body 27485298 Intragenic 

cg10692870 3.15E-14 7.99E-12 -0.87404 -3.71186 0.391746 0.077399 FN1 2 Island Body 216300268 Intragenic 

cg18823784 3.17E-14 8.02E-12 -0.98526 -3.68493 0.370468 0.080681 ADAMTS7 15 Island Body 79103221 Intragenic 

cg15147516 3.17E-14 8.02E-12 -1.39059 -4.26569 0.342432 0.051478 MIXL1 1 Island Body 226411868 Intragenic 

cg12099952 3.19E-14 8.04E-12 0.726349 -3.23398 0.618306 0.132072 OXT 20 Island Body 3053037 Intragenic 

cg26116485 3.20E-14 8.05E-12 0.322766 -2.89181 0.565777 0.14066 WNT5A 3 Island Body 55515411 Intragenic 

cg01267522 3.30E-14 8.29E-12 -0.34969 -3.88093 0.486046 0.07729 NA 10 Island Body, TSS1500 31608548 Intragenic 

cg15585318 3.35E-14 8.41E-12 -0.45121 -3.50445 0.439282 0.100074 WNT5A 3 Island Body 55515168 Intragenic 

cg10086212 3.38E-14 8.46E-12 0.682078 -4.85303 0.616899 0.069811 DHH 12 Island Body 49484169 Intragenic 

cg05258102 3.48E-14 8.67E-12 -0.95965 -2.85775 0.355831 0.126217 NXN 17 N_Shore Body 881647 Intragenic 

cg05151621 3.49E-14 8.67E-12 -1.62446 -5.23673 0.325474 0.031259 CBFA2T3 16 Island TSS1500, Body 89008406 Intragenic 

cg20895511 3.49E-14 8.67E-12 -0.51895 -1.99502 0.416 0.205363 NA 11 Island Body, 5'UTR, 1stExon 2160055 Intragenic 

cg11896271 3.52E-14 8.73E-12 -0.23877 -2.99056 0.4659 0.129613 PANX2 22 Island 1stExon, Body 50609327 Intragenic 

cg22111038 3.54E-14 8.76E-12 0.173136 -2.83808 0.529358 0.149127 RAB3C 5 Island Body 57879168 Intragenic 

cg20947476 3.58E-14 8.83E-12 -1.83943 -3.80793 0.255359 0.067557 PYY2 17 Island Body 26554610 Intragenic 

cg25714069 3.63E-14 8.93E-12 -0.6547 -5.1816 0.398148 0.051231 SCARF2 22 Island Body 20791214 Intragenic 

cg23593537 3.72E-14 9.14E-12 -2.49826 -6.15478 0.24081 0.015589 PDE2A 11 Island TSS200, Body 72353580 Intragenic 

cg11676902 3.73E-14 9.16E-12 0.152091 -3.65167 0.525811 0.110892 PRDM13 6 Island Body 100061972 Intragenic 

cg14100888 3.75E-14 9.16E-12 0.049228 -3.42845 0.507232 0.114483 LMX1B 9 S_Shore Body 129445599 Intragenic 

cg00371920 3.75E-14 9.16E-12 0.56385 -6.10132 0.58936 0.062736 RBMS1 2 N_Shore Body 161263848 Intragenic 

cg07633851 3.81E-14 9.28E-12 -0.33937 -2.60327 0.449084 0.152338 NA 5 Island Body, TSS1500 172387101 Intragenic 
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cg00828602 3.83E-14 9.31E-12 0.689387 -3.00907 0.608472 0.146173 WNT5A 3 Island Body 55520834 Intragenic 

cg13775316 3.85E-14 9.33E-12 -0.2738 -4.77191 0.484447 0.060338 LOC641518 4 Island TSS200, Body 109093218 Intragenic 

cg07964553 3.91E-14 9.47E-12 -2.33197 -4.88441 0.217005 0.034208 NEUROG2 4 N_Shore 3'UTR 113435544 Intragenic 

cg12211285 3.99E-14 9.64E-12 0.187992 -2.04285 0.530365 0.208932 NPAS1 19 Island Body 47524920 Intragenic 

cg11806528 4.01E-14 9.66E-12 -0.52428 -2.98507 0.423277 0.126237 WNT2B 1 Island Body, 1stExon 113051977 Intragenic 

cg14314818 4.02E-14 9.68E-12 -1.06113 -4.31589 0.352653 0.063855 NKX6-3 8 Island Body 41504258 Intragenic 

cg09470163 4.04E-14 9.70E-12 -1.54186 -4.42342 0.276731 0.056347 AHRR 5 Island Body 322032 Intragenic 

cg00889769 4.07E-14 9.75E-12 -0.99797 -3.30855 0.364783 0.096757 TRIM36 5 Island Body 114515341 Intragenic 

cg10061361 4.17E-14 9.98E-12 -0.24916 -3.30655 0.482338 0.102609 TNIP3 4 NA Body 122078167 Intragenic 

cg10686233 4.21E-14 1.00E-11 -0.3172 -2.70517 0.455683 0.143437 TMEM132B 12 Island Body 125815816 Intragenic 

cg04508482 4.26E-14 1.01E-11 -0.40652 -4.07343 0.465956 0.076186 IDUA 4 Island Body 996280 Intragenic 

cg15382095 4.29E-14 1.02E-11 0.39876 -2.87968 0.56452 0.15063 NEUROD2 17 Island Body 37762367 Intragenic 

cg17234305 4.61E-14 1.09E-11 -2.24465 -6.21446 0.273624 0.016411 NELL2 12 Island Body, 5'UTR, 1stExon, TSS1500 45270207 Intragenic 

cg04112019 4.72E-14 1.12E-11 -0.63963 -3.31025 0.415067 0.10022 NA 11 Island Body, 5'UTR 2165136 Intragenic 

cg21322819 4.92E-14 1.16E-11 -1.17673 -3.67404 0.330605 0.08198 NA 15 Island Body, TSS1500 74420657 Intragenic 

cg11525941 4.98E-14 1.17E-11 -1.04305 -3.92533 0.347485 0.072724 LINC00461 5 Island Body 87971950 Intragenic 

cg03190379 5.09E-14 1.20E-11 -1.2371 -2.87223 0.314777 0.123145 PRPH 12 Island Body 49690636 Intragenic 

cg23422659 5.10E-14 1.20E-11 -1.03678 -4.14431 0.340146 0.067343 WNT9B 17 Island Body 44929215 Intragenic 

cg25225073 5.25E-14 1.23E-11 -0.71522 -3.45405 0.385446 0.10196 KCNK13 14 S_Shore Body 90528983 Intragenic 

cg01839688 5.44E-14 1.27E-11 -0.686 -4.51583 0.405351 0.063745 ROBO3 11 Island Body 124736056 Intragenic 

cg09219093 5.60E-14 1.31E-11 -1.12266 -2.98548 0.329067 0.117891 CHRD 3 Island Body 184099259 Intragenic 

cg16621833 5.64E-14 1.31E-11 1.447242 -1.55277 0.718779 0.273708 VGLL2 6 S_Shore Body 117587588 Intragenic 

cg21191365 5.71E-14 1.32E-11 -0.3783 -2.95494 0.442359 0.129614 KCNK13 14 S_Shore Body 90529014 Intragenic 

cg12223582 5.92E-14 1.37E-11 -0.04294 -4.29018 0.511282 0.07225 SRRM3 7 Island Body 75912349 Intragenic 

cg09859112 5.94E-14 1.37E-11 -0.37554 -3.53055 0.442086 0.103 RORA 15 N_Shore Body 61520370 Intragenic 

cg03061122 6.03E-14 1.39E-11 -2.19041 -7.47898 0.300807 0.012032 RUNDC3A 17 Island Body 42392559 Intragenic 

cg18617393 6.04E-14 1.39E-11 -2.0534 -4.76967 0.249435 0.03933 TNFRSF13C 22 Island Body 42322502 Intragenic 

cg00116628 6.42E-14 1.47E-11 -0.97224 -4.5841 0.433068 0.042597 NA 5 Island Body, TSS1500 111755514 Intragenic 

cg09522825 6.50E-14 1.49E-11 -0.63992 -3.05252 0.404373 0.120735 KCNIP1 5 NA Body 170108285 Intragenic 

cg15331902 6.51E-14 1.49E-11 -1.50396 -5.05231 0.320272 0.040452 NA 7 Island Body, TSS200 107302261 Intragenic 

cg00091964 6.65E-14 1.52E-11 -1.87199 -4.25441 0.228426 0.058958 NA 2 N_Shore Body 80530891 Intragenic 
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cg16349964 6.77E-14 1.54E-11 -1.21815 -4.64494 0.357169 0.046698 RBM20 10 S_Shore Body 112404438 Intragenic 

cg26396455 6.97E-14 1.58E-11 -1.35708 -4.66844 0.31231 0.050105 NXPH4 12 Island Body 57619290 Intragenic 

cg17395226 6.98E-14 1.58E-11 -2.68166 -4.18914 0.144814 0.054288 NIPAL4 5 S_Shore Body 156887490 Intragenic 

cg25044817 7.01E-14 1.59E-11 -0.30873 -3.29175 0.474385 0.105132 MFSD2B 2 Island Body 24233259 Intragenic 

cg24635156 7.21E-14 1.63E-11 -1.34069 -3.95241 0.335784 0.064405 NA 2 Island Body 241392005 Intragenic 

cg19757309 7.39E-14 1.67E-11 -0.65839 -3.48092 0.409862 0.09464 C14orf132 14 S_Shore Body 96506542 Intragenic 

cg00153110 7.87E-14 1.77E-11 -1.11379 -4.95234 0.361559 0.049208 SP9 2 Island Body 175201062 Intragenic 

cg01612408 7.88E-14 1.77E-11 0.438184 -3.80689 0.571497 0.106335 MACROD1 11 Island Body 63803781 Intragenic 

cg14684709 7.93E-14 1.78E-11 -2.85014 -5.33617 0.154956 0.026979 CLYBL 13 Island 3'UTR 100547249 Intragenic 

cg21724044 8.18E-14 1.83E-11 -0.67604 -3.33204 0.412566 0.100265 NA 7 S_Shore TSS1500, Body 107302510 Intragenic 

cg21314106 8.29E-14 1.85E-11 -0.93882 -3.3179 0.372615 0.095794 FN1 2 Island Body 216300292 Intragenic 

cg21380341 8.31E-14 1.85E-11 0.098264 -4.83387 0.515126 0.073575 PLXNC1 12 Island Body 94543978 Intragenic 

cg00748938 8.44E-14 1.88E-11 1.235211 -2.04233 0.690518 0.226844 PPP4R4 14 S_Shore Body 94641781 Intragenic 

cg18616862 8.55E-14 1.89E-11 -1.27415 -3.70718 0.332948 0.07541 ZDHHC22 14 Island Body 77606068 Intragenic 

cg22893791 8.56E-14 1.89E-11 -0.4226 -3.50675 0.455997 0.096858 FAM59B 2 Island Body 26407628 Intragenic 

cg02269097 8.56E-14 1.89E-11 -1.29819 -3.48232 0.317194 0.086889 DHH 12 N_Shore Body 49487944 Intragenic 

cg19786084 9.32E-14 2.06E-11 -1.53944 -5.0057 0.347197 0.032834 CACNG4 17 Island Body 64961747 Intragenic 

cg10511618 9.38E-14 2.07E-11 -0.83714 -6.02674 0.369775 0.040794 NEUROG2 4 Island Body 113436232 Intragenic 

cg06214925 9.45E-14 2.07E-11 0.042691 -2.07063 0.506551 0.205644 LOC641518 4 Island TSS1500, Body 109092628 Intragenic 

cg00882235 9.46E-14 2.07E-11 -0.03511 -3.14179 0.494966 0.127254 LHX4 1 Island Body 180203488 Intragenic 

cg19753230 9.54E-14 2.09E-11 -0.81129 -4.14897 0.372698 0.075463 VAV3 1 N_Shore Body 108506812 Intragenic 

cg23597057 9.77E-14 2.14E-11 -0.16894 -3.26549 0.480612 0.11453 KCNN3 1 Island Body 154733198 Intragenic 

cg10158886 9.91E-14 2.16E-11 -0.71523 -3.48781 0.397684 0.098249 BMP6 6 Island Body 7728986 Intragenic 

cg18669654 9.91E-14 2.16E-11 0.671884 -2.38163 0.605953 0.188988 MACROD1 11 Island Body 63803839 Intragenic 

cg21846305 1.01E-13 2.20E-11 0.041831 -2.73077 0.511079 0.148495 NELL2 12 Island Body, TSS1500, TSS200 45270304 Intragenic 

cg23777600 1.01E-13 2.20E-11 -2.2733 -4.82659 0.178649 0.042518 RBPJ 4 Island Body, 5'UTR 26322695 Intragenic 

cg17439093 1.04E-13 2.25E-11 -0.67795 -5.82367 0.466354 0.041464 NA 7 Island Body, TSS200 107302364 Intragenic 

cg05657717 1.08E-13 2.32E-11 -0.79509 -4.40113 0.402379 0.060597 PPP1R1A 12 Island Body 54982019 Intragenic 

cg09519400 1.08E-13 2.32E-11 -1.10378 -4.26634 0.356754 0.06234 CD38 4 Island Body 15780728 Intragenic 

cg08592761 1.08E-13 2.32E-11 -1.66631 -4.47329 0.294262 0.048364 LARP6 15 Island Body 71146185 Intragenic 

cg01804570 1.08E-13 2.33E-11 -1.00761 -4.63692 0.386298 0.05298 GPR98 5 Island Body 89854830 Intragenic 
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cg06685464 1.09E-13 2.34E-11 -0.82318 -5.82283 0.462166 0.031195 SCARF2 22 Island Body 20790837 Intragenic 

cg05052633 1.10E-13 2.35E-11 -0.31732 -4.52965 0.473804 0.069929 ADAP2 17 Island Body 29249485 Intragenic 

cg04689720 1.12E-13 2.39E-11 -1.46184 -3.78156 0.306606 0.072488 NA 9 Island TSS1500, Body 2622584 Intragenic 

cg00955828 1.17E-13 2.48E-11 0.237369 -4.03707 0.539675 0.096576 TAL1 1 Island Body 47691301 Intragenic 

cg10832949 1.17E-13 2.48E-11 -2.22749 -5.91589 0.230865 0.021351 RUNX2 6 Island Body 45390783 Intragenic 

cg02697115 1.17E-13 2.49E-11 0.601972 -3.57156 0.587043 0.121044 EBF3 10 Island Body 131761660 Intragenic 

cg03055346 1.20E-13 2.55E-11 -1.7112 -5.48932 0.29816 0.030846 NA 1 Island Body, TSS1500 156830080 Intragenic 

cg00879447 1.21E-13 2.57E-11 0.123093 -5.08786 0.538596 0.067361 CCDC85A 2 Island Body 56412077 Intragenic 

cg13525067 1.22E-13 2.57E-11 -1.70783 -3.75212 0.250416 0.076219 CYP4F22 19 Island 3'UTR 15662292 Intragenic 

cg00827989 1.23E-13 2.59E-11 -0.61484 -4.45774 0.449831 0.061419 SP9 2 Island Body 175201542 Intragenic 

cg18418186 1.25E-13 2.63E-11 0.344148 -3.1359 0.573896 0.127638 CHRD 3 Island Body 184099432 Intragenic 

cg24645670 1.27E-13 2.66E-11 -0.45255 -3.55862 0.459618 0.086687 TCHH 1 Island Body 152083292 Intragenic 

cg25150408 1.33E-13 2.79E-11 -2.43367 -4.88956 0.177236 0.039068 ADAM22 7 Island Body 87564345 Intragenic 

cg16492707 1.41E-13 2.94E-11 -1.8287 -6.05859 0.329287 0.020295 RBM11 21 Island Body 15588608 Intragenic 

cg14854355 1.43E-13 2.99E-11 1.196911 -0.88603 0.687646 0.360252 SARM1 17 Island Body 26708366 Intragenic 

cg19270505 1.44E-13 3.01E-11 -0.48257 -4.38395 0.4499 0.073753 RUNX3 1 Island 1stExon, Body, 5'UTR 25256705 Intragenic 

cg08382235 1.46E-13 3.03E-11 -1.16844 -5.54601 0.376724 0.038415 TBX1 22 Island Body 19754251 Intragenic 

cg06530012 1.48E-13 3.07E-11 -1.79131 -4.62193 0.292265 0.042176 PSTPIP2 18 N_Shore Body 43651754 Intragenic 

cg12961059 1.49E-13 3.10E-11 0.1533 -2.71846 0.52605 0.158676 ROBO3 11 Island Body 124735961 Intragenic 

cg26297547 1.51E-13 3.13E-11 0.141546 -5.01988 0.522462 0.06699 CA4 17 Island Body 58227714 Intragenic 

cg16766249 1.52E-13 3.13E-11 0.219897 -2.75883 0.535945 0.157767 NRXN3 14 Island Body, TSS1500 79745154 Intragenic 

cg11527326 1.53E-13 3.15E-11 0.342704 -3.38444 0.555449 0.127569 LHX5 12 Island Body 113903232 Intragenic 

cg11403874 1.53E-13 3.15E-11 1.141194 -3.04058 0.672952 0.158763 LRP2 2 Island Body 170218594 Intragenic 

cg12585966 1.54E-13 3.15E-11 -0.7716 -4.51214 0.392171 0.059805 FAM129C 19 Island Body 17650009 Intragenic 

cg13686751 1.57E-13 3.22E-11 0.922867 -0.66784 0.652082 0.389502 FOXD4L6 9 N_Shore 3'UTR, 1stExon 69200201 Intragenic 

cg21541120 1.61E-13 3.29E-11 0.175318 -5.28777 0.526047 0.068117 MCC 5 Island 5'UTR, 1stExon, Body 112630413 Intragenic 

cg12347429 1.63E-13 3.32E-11 -1.43305 -5.47699 0.37265 0.026526 LINC00340 6 Island Body 21666834 Intragenic 

cg22700049 1.63E-13 3.33E-11 -0.38511 -3.35456 0.460345 0.106688 TRPC3 4 Island Body 122872351 Intragenic 

cg12461576 1.68E-13 3.42E-11 -1.35667 -4.71223 0.344127 0.045778 NA 5 Island Body, TSS1500 111755432 Intragenic 

cg10229294 1.68E-13 3.42E-11 0.452169 -4.13769 0.570972 0.101878 LHX5 12 Island Body 113903210 Intragenic 

cg03052030 1.70E-13 3.45E-11 -1.05124 -3.79447 0.379355 0.07168 TRANK1 3 N_Shore Body 36985516 Intragenic 
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cg05402599 1.72E-13 3.49E-11 -0.57505 -4.17105 0.425799 0.078255 FEV 2 Island Body 219846796 Intragenic 

cg11950360 1.73E-13 3.50E-11 1.76606 -0.75223 0.749788 0.379855 CELF4 18 S_Shore Body 34834690 Intragenic 

cg26228266 1.74E-13 3.50E-11 1.051443 -4.18769 0.663605 0.111499 DLGAP3 1 Island Body 35351340 Intragenic 

cg08286012 1.74E-13 3.51E-11 -0.91623 -4.68348 0.398302 0.049424 C4orf22 4 Island Body 81257041 Intragenic 

cg00810208 1.77E-13 3.55E-11 -1.07304 -4.96207 0.382723 0.046823 IDUA 4 Island Body 997012 Intragenic 

cg01559726 1.78E-13 3.57E-11 -0.27862 -3.65839 0.461076 0.101658 CACNA2D3 3 S_Shore Body 54157894 Intragenic 

cg01625368 1.85E-13 3.71E-11 -0.51447 -3.31415 0.44417 0.1022 LMO2 11 Island Body, 1stExon 33890924 Intragenic 

cg10234068 1.88E-13 3.77E-11 0.107674 -3.21747 0.536539 0.111706 TCHH 1 Island Body 152083276 Intragenic 

cg01202155 1.93E-13 3.86E-11 0.57164 -2.13123 0.587713 0.203932 NA 10 Island 1stExon, 5'UTR, Body 119302540 Intragenic 

cg05951860 1.96E-13 3.91E-11 -0.4693 -4.3502 0.464743 0.060447 CTTNBP2 7 Island Body 117513101 Intragenic 

cg00116946 2.01E-13 4.00E-11 -0.2596 -3.25384 0.472289 0.11086 NA 5 Island Body, TSS1500 172387081 Intragenic 

cg23115069 2.02E-13 4.02E-11 -0.29561 -4.86905 0.472817 0.061196 RGMA 15 Island Body 93615677 Intragenic 

cg13880950 2.10E-13 4.15E-11 -0.31933 -3.98359 0.451791 0.083329 RNF220 1 Island Body 44884096 Intragenic 

cg08119275 2.11E-13 4.18E-11 -1.15057 -4.89527 0.367022 0.046129 MT3 16 Island Body 56623549 Intragenic 

cg24109612 2.16E-13 4.26E-11 -0.58382 -3.29218 0.437283 0.100152 ID4 6 Island Body 19838817 Intragenic 

cg06035531 2.21E-13 4.35E-11 0.57442 -1.74728 0.591547 0.246247 PRDM13 6 S_Shore Body 100056127 Intragenic 

cg27537290 2.25E-13 4.42E-11 -0.73735 -3.45781 0.390407 0.100109 CSMD3 8 S_Shelf Body 114448721 Intragenic 

cg26517849 2.30E-13 4.51E-11 -0.2143 -3.55035 0.464998 0.106617 NA 11 Island Body, TSS1500, 5'UTR 2161141 Intragenic 

cg13492159 2.30E-13 4.51E-11 -0.0758 -3.93876 0.499074 0.08909 BTBD11 12 S_Shore Body 107714826 Intragenic 

cg20743365 2.32E-13 4.55E-11 0.339142 -2.93798 0.577389 0.138524 LHX9 1 Island Body 197887714 Intragenic 

cg13600489 2.40E-13 4.67E-11 0.236468 -3.90362 0.538724 0.099303 NKX2-1 14 Island Body, 1stExon 36988217 Intragenic 

cg04436818 2.40E-13 4.67E-11 -0.95848 -3.50868 0.358097 0.093431 PAX2 10 N_Shore 3'UTR 102589545 Intragenic 

cg24188415 2.40E-13 4.67E-11 0.287353 -4.35908 0.568062 0.082904 NA 10 Island Body, TSS200 119304586 Intragenic 

cg12049688 2.42E-13 4.70E-11 -0.82385 -4.14212 0.397237 0.068715 RNF220 1 Island Body 44884204 Intragenic 

cg12907983 2.50E-13 4.84E-11 -1.43528 -5.3649 0.345064 0.035115 CACNB4 2 Island Body 152954650 Intragenic 

cg22735222 2.52E-13 4.88E-11 -0.09116 -3.05204 0.490716 0.130532 NKX2-3 10 Island 3'UTR 101295724 Intragenic 

cg04209727 2.56E-13 4.95E-11 -0.51214 -3.41904 0.421118 0.106786 KLHL14 18 Island Body 30350441 Intragenic 

cg09950309 2.65E-13 5.11E-11 0.317867 -2.34383 0.557977 0.183496 NRXN3 14 N_Shore Body, TSS1500 79744991 Intragenic 

cg24029414 2.69E-13 5.19E-11 -0.84993 -4.38585 0.392661 0.066385 ADAM12 10 N_Shore Body 128075852 Intragenic 

cg22106401 2.74E-13 5.26E-11 -1.21634 -4.54881 0.350007 0.052969 EFHD1 2 Island Body, TSS200 233498018 Intragenic 

cg26953749 2.81E-13 5.40E-11 -1.19636 -4.59987 0.353213 0.051453 LRRC43 12 Island 5'UTR, Body 122667956 Intragenic 
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cg01743617 2.83E-13 5.42E-11 -2.31465 -6.3885 0.224963 0.020918 ISLR2 15 Island 3'UTR 74428571 Intragenic 

cg16909109 2.84E-13 5.43E-11 -0.3989 -4.31684 0.434054 0.082462 KIF6 6 Island Body 39692861 Intragenic 

cg24488891 2.89E-13 5.52E-11 -1.00546 -4.03776 0.354647 0.075056 NA 10 Island Body, TSS200 25464132 Intragenic 

cg25383503 2.96E-13 5.65E-11 0.103977 -3.70465 0.515283 0.108351 CRLF1 19 N_Shore Body 18714552 Intragenic 

cg11977693 3.01E-13 5.73E-11 -0.06164 -2.59384 0.490419 0.163664 NA 15 Island Body, TSS1500 74420307 Intragenic 

cg12995941 3.06E-13 5.82E-11 0.430778 -3.50734 0.570512 0.122268 NA 1 Island Body, TSS1500 156829377 Intragenic 

cg02005505 3.11E-13 5.91E-11 -1.80739 -3.60233 0.238445 0.081681 NA 19 N_Shore 5'UTR, Body 19005959 Intragenic 

cg23563008 3.27E-13 6.20E-11 1.169515 -3.1651 0.682939 0.142937 NA 7 Island Body 96635624 Intragenic 

cg23733177 3.29E-13 6.23E-11 -0.30378 -2.54019 0.451077 0.157623 ADAMTS1 21 N_Shore Body 28215972 Intragenic 

cg18063017 3.32E-13 6.27E-11 0.800813 -2.08293 0.625058 0.217121 LHX4 1 Island Body 180204974 Intragenic 

cg16238918 3.49E-13 6.57E-11 0.111539 -2.31117 0.519753 0.187648 PARD6G 18 Island Body 78004303 Intragenic 

cg08256088 3.51E-13 6.60E-11 -0.01306 -3.54671 0.498997 0.11023 NKX1-2 10 Island Body 126137924 Intragenic 

cg03760951 3.53E-13 6.63E-11 0.978839 -2.35235 0.658471 0.201942 NA 11 Island Body, TSS1500, 5'UTR 2160875 Intragenic 

cg15611279 3.55E-13 6.66E-11 -0.78621 -5.24764 0.402961 0.046739 LINC00461 5 Island Body 87972056 Intragenic 

cg27225220 3.56E-13 6.67E-11 -0.05861 -2.43489 0.498305 0.16686 LHX9 1 S_Shore Body 197881774 Intragenic 

cg11715828 3.63E-13 6.78E-11 -0.8306 -3.15027 0.373777 0.113955 RNF220 1 Island Body 44884150 Intragenic 

cg10927841 3.74E-13 6.98E-11 -2.9368 -6.90632 0.162569 0.016217 FAM59B 2 Island Body 26407743 Intragenic 

cg21868774 3.79E-13 7.06E-11 0.26609 -5.68798 0.568429 0.058572 FAM78B 1 Island Body 166134282 Intragenic 

cg00673290 3.80E-13 7.07E-11 0.30029 -2.34012 0.547117 0.187851 APOB 2 Island Body 21266727 Intragenic 

cg13660279 3.82E-13 7.10E-11 0.11273 -2.37145 0.518268 0.177764 IRX3 16 Island Body 54318221 Intragenic 

cg00730653 3.87E-13 7.17E-11 -0.03561 -4.07202 0.491241 0.095574 WNT7A 3 Island Body 13920053 Intragenic 

cg06912172 3.91E-13 7.24E-11 0.969867 -2.32586 0.644951 0.198663 MAST4 5 Island Body 65893538 Intragenic 

cg02229993 4.03E-13 7.45E-11 0.204832 -4.14126 0.53043 0.09015 FAM78B 1 Island Body 166134699 Intragenic 

cg19685479 4.08E-13 7.53E-11 -0.43252 -2.82214 0.437436 0.13574 NA 10 Island 1stExon, 5'UTR, Body 119302252 Intragenic 

cg19113326 4.20E-13 7.72E-11 -0.19599 -3.81206 0.492247 0.093179 POU6F2 7 Island Body 39454157 Intragenic 

cg06188229 4.20E-13 7.72E-11 -2.70681 -5.1196 0.178747 0.029211 MIXL1 1 Island Body 226411818 Intragenic 

cg25062797 4.24E-13 7.79E-11 1.004253 -2.49091 0.642984 0.186424 VAX1 10 Island Body 118893528 Intragenic 

cg15077085 4.31E-13 7.90E-11 -2.13515 -4.57782 0.229617 0.044578 PARD6G 18 Island Body 78004728 Intragenic 

cg07791578 4.45E-13 8.15E-11 -1.18577 -3.51653 0.33174 0.08915 NA 6 Island 1stExon, 3'UTR, TSS200 24358308 Intragenic 

cg05762694 4.48E-13 8.19E-11 -1.49464 -5.33124 0.332797 0.034575 PITX3 10 Island Body 103990984 Intragenic 

cg00577109 4.55E-13 8.30E-11 -0.71993 -3.5607 0.395486 0.098177 NA 19 Island Body 59074507 Intragenic 
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cg21493703 4.56E-13 8.30E-11 -0.61772 -3.95104 0.408172 0.085444 XKR5 8 Island Body 6691879 Intragenic 

cg04850366 4.62E-13 8.41E-11 -2.03793 -4.83777 0.253865 0.038276 FLJ45983 10 Island Body 8092775 Intragenic 

cg18604568 4.64E-13 8.41E-11 0.276531 -1.09784 0.546152 0.321174 DPYSL3 5 N_Shore Body 146832356 Intragenic 

cg15743922 4.65E-13 8.43E-11 -0.5037 -4.19633 0.420056 0.081093 ZNF521 18 Island Body 22930545 Intragenic 

cg14149680 4.79E-13 8.66E-11 -1.93795 -5.83109 0.314617 0.02145 TH 11 Island Body 2187632 Intragenic 

cg03149565 5.13E-13 9.27E-11 0.507319 -3.36089 0.577628 0.123501 LOC641518 4 Island TSS1500, Body 109092769 Intragenic 

cg23478098 5.20E-13 9.38E-11 -0.68772 -3.06994 0.39805 0.117069 LINC00461 5 N_Shore Body 87972122 Intragenic 

cg21322654 5.30E-13 9.55E-11 0.103918 -3.28929 0.541759 0.109044 NA 7 N_Shore TSS200, Body 107301048 Intragenic 

cg19363466 5.35E-13 9.61E-11 -0.92219 -4.5676 0.387649 0.062782 NA 19 Island Body 59074265 Intragenic 

cg19625088 5.41E-13 9.71E-11 -0.69786 -4.57899 0.423861 0.05481 LINC00461 5 Island Body 87976156 Intragenic 

cg10780632 5.51E-13 9.85E-11 0.557649 -3.84208 0.586547 0.112396 NA 17 Island 5'UTR, TSS1500, Body 43973522 Intragenic 

cg24529484 5.51E-13 9.85E-11 -0.48835 -3.36208 0.439773 0.105331 SLC8A2 19 Island Body 47933421 Intragenic 

cg04945735 5.52E-13 9.86E-11 -0.57428 -3.41091 0.403591 0.109619 PDLIM3 4 Island Body 186456009 Intragenic 

cg05528102 5.54E-13 9.88E-11 0.09497 -2.78776 0.514778 0.153324 MAP1B 5 Island Body 71403804 Intragenic 

cg17037101 5.59E-13 9.95E-11 0.478105 -2.79656 0.579124 0.162148 NA 11 Island Body, TSS1500, 5'UTR 2161314 Intragenic 

cg17036833 5.64E-13 1.00E-10 -1.48613 -5.51529 0.342821 0.034743 EBF1 5 Island Body 158526332 Intragenic 

cg01226265 5.64E-13 1.00E-10 0.376941 -2.94313 0.560983 0.152698 FAM69C 18 Island Body 72123958 Intragenic 

cg11587925 5.73E-13 1.02E-10 -1.25621 -5.22275 0.375276 0.036187 OLFM2 19 Island Body 10046956 Intragenic 

cg05469285 5.86E-13 1.04E-10 -0.15911 -3.98809 0.475087 0.090086 DBX1 11 S_Shore Body 20178979 Intragenic 

cg17326317 5.89E-13 1.04E-10 -0.62915 -3.39678 0.405966 0.108311 ANTXR1 2 Island Body 69240950 Intragenic 

cg09262269 5.93E-13 1.05E-10 -0.62837 -3.30458 0.433071 0.100831 LOX 5 N_Shore Body 121412429 Intragenic 

cg19585156 5.97E-13 1.05E-10 0.911246 -2.28905 0.637412 0.200336 IGSF21 1 N_Shore Body 18436490 Intragenic 

cg01363596 6.04E-13 1.06E-10 -0.21789 -2.94905 0.467805 0.137301 CACNA1E 1 Island Body 181455135 Intragenic 

cg25097436 6.12E-13 1.07E-10 0.708612 -2.68057 0.609158 0.171869 RTN1 14 Island Body 60336972 Intragenic 

cg05721515 6.18E-13 1.08E-10 0.360176 -3.12458 0.565393 0.131589 NA 10 Island Body, TSS1500 8095288 Intragenic 

cg00303982 6.49E-13 1.14E-10 0.89116 -2.71359 0.636207 0.17093 SCRT1 8 Island Body 145556952 Intragenic 

cg13475388 6.54E-13 1.14E-10 -1.40846 -6.07401 0.35322 0.027301 NA 11 Island TSS1500, Body 61583571 Intragenic 

cg26237168 6.69E-13 1.17E-10 -1.28348 -4.0511 0.322385 0.071608 XKR6 8 N_Shore Body 10872648 Intragenic 

cg00068503 6.71E-13 1.17E-10 -0.01709 -2.4583 0.505473 0.166001 COL9A2 1 Island Body 40782713 Intragenic 

cg10146402 6.77E-13 1.18E-10 0.073397 -2.75287 0.51752 0.151205 LTBP4 19 Island TSS1500, Body 41102858 Intragenic 

cg01869243 6.86E-13 1.19E-10 0.196155 -4.0922 0.527541 0.09744 ECEL1 2 Island Body 233350363 Intragenic 
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cg20500237 6.88E-13 1.19E-10 -0.71495 -4.12893 0.422291 0.072921 NA 22 Island Body, 1stExon, 5'UTR 33197638 Intragenic 

cg12717594 6.91E-13 1.20E-10 -0.08221 -3.76616 0.505531 0.097004 RECK 9 Island Body 36037454 Intragenic 

cg16316519 6.92E-13 1.20E-10 1.420631 -1.17415 0.717558 0.32159 LOC389634 12 Island Body 8542756 Intragenic 

cg15524516 6.93E-13 1.20E-10 -0.54556 -3.51229 0.41797 0.103483 RTN1 14 N_Shore Body 60336659 Intragenic 

cg03770147 6.97E-13 1.20E-10 -0.98314 -4.22209 0.399714 0.060522 KLF7 2 N_Shore Body 208029836 Intragenic 

cg22063259 7.06E-13 1.21E-10 -0.51589 -3.58597 0.444464 0.095139 ISLR2 15 Island 3'UTR 74428820 Intragenic 

cg24810439 7.17E-13 1.23E-10 -1.59044 -6.52744 0.353888 0.024766 HRK 12 Island 3'UTR 117317515 Intragenic 

cg07198881 7.18E-13 1.23E-10 0.84671 -2.13412 0.629207 0.215334 FAM78B 1 Island Body 166134513 Intragenic 

cg21339969 7.22E-13 1.24E-10 -0.93949 -3.05917 0.363245 0.115583 C1orf95 1 Island Body 226737393 Intragenic 

cg02691325 7.34E-13 1.25E-10 2.216307 -1.52966 0.798374 0.296687 TMEM151B 6 Island Body 44243682 Intragenic 

cg09504080 7.34E-13 1.25E-10 0.09532 -3.59827 0.511049 0.114991 C11orf96 11 Island 1stExon, 3'UTR 43965126 Intragenic 

cg11457700 7.47E-13 1.27E-10 -0.00044 -1.95799 0.506307 0.213797 PDE2A 11 N_Shore Body 72353157 Intragenic 

cg08447733 7.51E-13 1.28E-10 0.238544 -3.75218 0.544962 0.11251 NA 19 Island Body 59074308 Intragenic 

cg25073919 7.51E-13 1.28E-10 -0.73467 -2.7394 0.390385 0.139541 KCNIP3 2 Island 1stExon, Body 96012803 Intragenic 

cg07173547 7.59E-13 1.29E-10 -0.99892 -4.20887 0.362498 0.068688 IGSF22 11 S_Shore Body 18727949 Intragenic 

cg15198101 7.62E-13 1.29E-10 -0.6805 -5.44816 0.443216 0.049191 SRRM3 7 Island Body 75912102 Intragenic 

cg01582473 7.68E-13 1.30E-10 1.364895 -2.80552 0.708341 0.179971 GALNTL1 14 Island Body 69727860 Intragenic 

cg16539272 7.80E-13 1.32E-10 0.624516 -2.02846 0.60294 0.220342 GRID1 10 Island Body 88125351 Intragenic 

cg03875156 7.88E-13 1.33E-10 -0.35397 -3.25712 0.466718 0.114486 SPRN 10 Island Body 135237037 Intragenic 

cg04564980 7.92E-13 1.33E-10 -0.99806 -4.20206 0.367993 0.070361 KNDC1 10 S_Shore Body 134974877 Intragenic 

cg05905531 7.94E-13 1.33E-10 1.572059 -0.44158 0.734896 0.427282 MYO1F 19 Island Body 8591721 Intragenic 

cg27125972 8.15E-13 1.37E-10 -0.91217 -4.44892 0.362438 0.066567 PRDM13 6 S_Shore 3'UTR 100062855 Intragenic 

cg07598549 8.15E-13 1.37E-10 0.157269 -2.69714 0.528697 0.158951 NA 7 S_Shore Body 96635868 Intragenic 

cg13498289 8.23E-13 1.38E-10 -0.26236 -4.32093 0.489638 0.076276 BMP6 6 Island Body 7729042 Intragenic 

cg08515841 8.26E-13 1.38E-10 -1.49381 -4.35976 0.33167 0.049577 KLF7 2 N_Shore Body 208029740 Intragenic 

cg23186104 8.36E-13 1.40E-10 -1.94555 -4.56784 0.272577 0.042531 PDE2A 11 Island TSS200, Body 72353587 Intragenic 

cg11052516 8.38E-13 1.40E-10 -0.28392 -3.54059 0.454286 0.105736 LINC00461 5 Island Body 87957175 Intragenic 

cg09959585 8.42E-13 1.40E-10 0.157915 -2.29305 0.526123 0.190607 EXOC3L4 14 Island Body 103570855 Intragenic 

cg01400477 8.50E-13 1.41E-10 -1.957 -4.00234 0.239884 0.061099 LRP2 2 N_Shore Body 170218258 Intragenic 

cg05859777 8.51E-13 1.41E-10 1.072768 -2.07594 0.664917 0.224603 NA 11 Island Body, TSS1500, 5'UTR 2161102 Intragenic 

cg10355837 8.53E-13 1.41E-10 -1.03785 -4.96303 0.401087 0.04292 CACNG4 17 Island Body 64961440 Intragenic 
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cg18035255 8.91E-13 1.47E-10 -1.39618 -4.24556 0.31183 0.061129 OTP 5 Island Body 76933375 Intragenic 

cg04812509 8.98E-13 1.48E-10 0.239043 -3.87742 0.551278 0.103519 RNLS 10 Island Body 90342738 Intragenic 

cg27430961 9.02E-13 1.49E-10 -0.22396 -3.86896 0.481182 0.094943 SYCE1L 16 Island Body 77246657 Intragenic 

cg04023162 9.12E-13 1.50E-10 0.352287 -2.20254 0.557409 0.201198 PHPT1 9 Island Body 139744346 Intragenic 

cg07097925 9.36E-13 1.54E-10 -2.1181 -4.82333 0.251722 0.036951 ICAM5 19 Island Body 10401361 Intragenic 

cg19371526 9.47E-13 1.56E-10 0.904352 -2.09537 0.637714 0.218025 NA 11 Island Body, TSS1500, 5'UTR 2161341 Intragenic 

cg22152796 9.56E-13 1.57E-10 -1.22985 -3.5716 0.347391 0.081828 ARHGAP9 12 Island Body 57869941 Intragenic 

cg10773064 9.66E-13 1.58E-10 -0.63556 -3.56625 0.427909 0.093012 GPR98 5 Island Body 89854821 Intragenic 

cg01759761 9.86E-13 1.61E-10 0.532873 -2.78204 0.589054 0.163843 C5orf49 5 Island Body 7850327 Intragenic 

cg10501065 1.02E-12 1.66E-10 -0.2573 -2.6458 0.462047 0.152389 NA 11 N_Shore Body, 5'UTR 2164976 Intragenic 

cg03780701 1.03E-12 1.68E-10 0.797666 -1.44848 0.628767 0.284244 ADAM32 8 Island Body 38965386 Intragenic 

cg22750155 1.03E-12 1.68E-10 -0.21438 -4.53055 0.476608 0.080637 STMN2 8 Island Body 80524253 Intragenic 

cg26571942 1.07E-12 1.75E-10 -0.77371 -5.02597 0.428469 0.051002 LBH 2 Island Body 30455099 Intragenic 

cg12181133 1.08E-12 1.75E-10 0.566128 -3.0144 0.591393 0.151734 BNC2 9 Island Body 16870464 Intragenic 

cg13942157 1.09E-12 1.77E-10 -0.908 -4.92281 0.388448 0.046458 FAM189A1 15 Island Body 29862568 Intragenic 

cg18454685 1.10E-12 1.78E-10 -0.22993 -3.73211 0.461951 0.104878 CACNA1G 17 Island Body 48639239 Intragenic 

cg10203375 1.12E-12 1.81E-10 0.864097 -4.20608 0.6313 0.114651 KCNH1 1 Island Body 211307178 Intragenic 

cg04441780 1.16E-12 1.88E-10 -1.43963 -3.24598 0.27278 0.105635 WHAMM 15 Island Body 83479272 Intragenic 

cg26672794 1.18E-12 1.90E-10 -0.31626 -3.50076 0.477449 0.102342 RUNX3 1 Island TSS1500, Body 25257131 Intragenic 

cg23008646 1.18E-12 1.90E-10 -1.58607 -4.66765 0.286779 0.050929 SIX1 14 N_Shore Body 61113963 Intragenic 

cg23068731 1.18E-12 1.90E-10 -1.1759 -5.39699 0.387176 0.036137 CD38 4 S_Shore Body 15780849 Intragenic 

cg05099491 1.23E-12 1.97E-10 -0.24231 -3.20538 0.472571 0.120084 LMX1A 1 Island Body 165205352 Intragenic 

cg04999479 1.27E-12 2.04E-10 -1.12677 -4.12738 0.373878 0.064219 ID4 6 Island 3'UTR 19839039 Intragenic 

cg27473538 1.28E-12 2.05E-10 -0.4723 -3.38633 0.444037 0.106585 CD38 4 Island Body 15780522 Intragenic 

cg00983583 1.29E-12 2.06E-10 0.031816 -3.72466 0.505701 0.109108 VGLL2 6 Island Body 117587155 Intragenic 

cg00582316 1.31E-12 2.08E-10 -0.32899 -3.36224 0.471892 0.106409 SP9 2 Island Body 175201430 Intragenic 

cg07124686 1.31E-12 2.08E-10 -0.31413 -3.19514 0.449712 0.124391 RGS20 8 Island Body, TSS1500 54792419 Intragenic 

cg10640435 1.32E-12 2.10E-10 -0.01466 -2.84878 0.498071 0.147523 HAPLN2 1 Island Body 156594688 Intragenic 

cg00597801 1.34E-12 2.13E-10 -0.43877 -2.81451 0.435249 0.140531 LOC641518 4 N_Shore TSS1500, Body 109092918 Intragenic 

cg20129994 1.35E-12 2.14E-10 -0.30907 -4.16122 0.470748 0.088575 RGMA 15 Island TSS200, Body, 5'UTR 93616588 Intragenic 

cg26652413 1.37E-12 2.18E-10 -1.22005 -3.07933 0.326195 0.110305 CPAMD8 19 N_Shore Body 17007057 Intragenic 
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cg23614979 1.37E-12 2.18E-10 -1.25113 -3.72109 0.331595 0.08004 NA 11 Island 5'UTR, Body, 1stExon 19734932 Intragenic 

cg00706697 1.38E-12 2.19E-10 0.078394 -3.51569 0.509367 0.114541 PRR25 16 Island Body 863475 Intragenic 

cg03885037 1.41E-12 2.23E-10 -0.41989 -3.51254 0.460476 0.100447 ADAM8 10 Island Body 135090098 Intragenic 

cg02397727 1.43E-12 2.26E-10 -0.79897 -3.30548 0.400541 0.102394 SLC30A2 1 Island Body 26372300 Intragenic 

cg18899952 1.44E-12 2.26E-10 -1.4192 -3.96455 0.33427 0.06177 SHOX2 3 Island Body 157823363 Intragenic 

cg04656534 1.44E-12 2.26E-10 -0.90018 -3.57966 0.364582 0.096544 EMX2OS 10 Island Body 119297439 Intragenic 

cg02953275 1.45E-12 2.27E-10 -0.93883 -4.44803 0.411032 0.057585 CACNB4 2 Island 1stExon, Body, 5'UTR 152955191 Intragenic 

cg22737001 1.46E-12 2.28E-10 -0.70074 -4.23164 0.446753 0.065096 RUNX3 1 Island TSS1500, Body 25257029 Intragenic 

cg00790649 1.47E-12 2.29E-10 -0.5819 -3.47717 0.403723 0.108614 GOLGA8A 15 Island Body 34729115 Intragenic 

cg07965823 1.47E-12 2.29E-10 0.365579 -2.80342 0.565269 0.15623 ISM2 14 Island Body 77964712 Intragenic 

cg12811319 1.47E-12 2.30E-10 -0.99417 -3.25808 0.362689 0.10077 LOC100192378 8 NA Body 77585748 Intragenic 

cg26503178 1.48E-12 2.31E-10 -1.3893 -3.803 0.310583 0.076527 ARHGEF25 12 N_Shore Body, TSS1500 58004731 Intragenic 

cg12548634 1.50E-12 2.33E-10 0.261355 -2.95449 0.539009 0.143843 RNF220 1 Island Body 44884109 Intragenic 

cg19677522 1.51E-12 2.34E-10 -0.84575 -4.80575 0.396876 0.060131 C10orf67 10 NA Body 23633390 Intragenic 

cg08979862 1.51E-12 2.35E-10 0.009486 -3.14617 0.498606 0.132855 CXCL12 10 Island Body 44880128 Intragenic 

cg13601799 1.54E-12 2.39E-10 0.241091 -3.64585 0.540614 0.118677 CDKN2A 9 Island 1stExon, Body 21974704 Intragenic 

cg03328935 1.55E-12 2.39E-10 0.626072 2.562987 0.594554 0.846688 NAV1 1 NA Body 201654971 Intragenic 

cg14339043 1.57E-12 2.43E-10 0.077777 -3.86059 0.50953 0.104319 ANKRD24 19 Island Body 4198058 Intragenic 

cg09457801 1.59E-12 2.45E-10 -0.09297 -3.40924 0.505623 0.107967 C4orf22 4 Island Body 81257269 Intragenic 

cg16612379 1.59E-12 2.45E-10 -2.16402 -5.29724 0.252051 0.031232 RBM11 21 Island Body 15588830 Intragenic 

cg14767790 1.63E-12 2.52E-10 -2.01831 -4.29854 0.231929 0.054956 EMID2 7 Island Body 101006963 Intragenic 

cg26538556 1.64E-12 2.52E-10 0.749778 -2.16573 0.617354 0.212691 SOX21 13 N_Shore 1stExon, 3'UTR 95362829 Intragenic 

cg27489939 1.69E-12 2.59E-10 -1.05801 -3.88275 0.390566 0.069241 CBFA2T3 16 Island TSS1500, Body 89007818 Intragenic 

cg25282783 1.74E-12 2.66E-10 -0.25433 -3.30656 0.465071 0.11866 IGF2BP3 7 Island Body 23508548 Intragenic 

cg05288803 1.78E-12 2.72E-10 -0.51778 -3.88307 0.44178 0.086815 NA 22 Island Body, 1stExon 33198055 Intragenic 

cg25818813 1.79E-12 2.74E-10 -1.73861 -4.49516 0.296202 0.047142 MERTK 2 Island Body 112656629 Intragenic 

cg08756712 1.82E-12 2.77E-10 0.029193 -2.65263 0.50409 0.163629 DLX4 17 Island Body, TSS1500 48049475 Intragenic 

cg21039652 1.83E-12 2.79E-10 -1.54186 -4.44325 0.279784 0.059581 CSMD3 8 S_Shelf Body 114447681 Intragenic 

cg17978562 1.86E-12 2.83E-10 -1.98994 -4.39433 0.22774 0.05481 EDIL3 5 N_Shore Body 83678480 Intragenic 

cg24918060 1.87E-12 2.85E-10 -0.39351 -3.45515 0.471915 0.100498 GPR98 5 Island 5'UTR, 1stExon, Body 89854632 Intragenic 

cg16539629 1.89E-12 2.87E-10 0.618142 -3.00819 0.607718 0.149929 C14orf132 14 Island Body 96505722 Intragenic 
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cg25632900 1.96E-12 2.97E-10 -0.1803 -3.42451 0.495061 0.107893 ISLR2 15 S_Shore 3'UTR 74429109 Intragenic 

cg26009555 2.00E-12 3.02E-10 0.293995 -3.2398 0.543114 0.133182 FCRLB 1 Island Body 161695839 Intragenic 

cg07206208 2.03E-12 3.07E-10 -1.58603 -3.90423 0.278359 0.071104 NA 10 Island Body, TSS200 25464165 Intragenic 

cg21396456 2.07E-12 3.12E-10 0.314877 -3.74885 0.552545 0.114697 FAM198A 3 Island Body 43021214 Intragenic 

cg02007463 2.08E-12 3.14E-10 -2.44639 -5.10847 0.209814 0.031992 ITGA7 12 Island 1stExon, Body, 5'UTR 56101543 Intragenic 

cg08737836 2.09E-12 3.15E-10 -1.12491 -3.76765 0.339424 0.080549 DPYSL3 5 N_Shore Body 146832257 Intragenic 

cg17333242 2.10E-12 3.17E-10 -0.554 -3.16255 0.409062 0.122511 GALNT14 2 N_Shore Body 31359928 Intragenic 

cg00960186 2.15E-12 3.23E-10 0.82068 -4.05056 0.624613 0.115646 CRMP1 4 Island Body, TSS200 5890358 Intragenic 

cg25468723 2.16E-12 3.24E-10 0.226663 -2.36017 0.537066 0.182374 SEZ6L 22 S_Shore Body 26566058 Intragenic 

cg26342671 2.19E-12 3.28E-10 -1.81167 -6.75007 0.386186 0.01208 LIMS2 2 Island Body, 5'UTR 128432524 Intragenic 

cg14479910 2.21E-12 3.30E-10 0.333971 -2.56032 0.549409 0.172125 SFTA3 14 Island Body 36975263 Intragenic 

cg27621528 2.21E-12 3.30E-10 -0.28087 -3.50669 0.460108 0.107651 NA 2 Island Body 241392617 Intragenic 

cg14047844 2.24E-12 3.34E-10 -0.9432 -3.92844 0.405606 0.0699 FLJ42709 5 Island Body 92916151 Intragenic 

cg01418667 2.26E-12 3.37E-10 0.562377 -4.18913 0.588214 0.108522 C20orf194 20 Island Body 3387969 Intragenic 

cg10113334 2.27E-12 3.37E-10 -2.00625 -4.90047 0.230242 0.045516 CSMD3 8 S_Shelf Body 114447871 Intragenic 

cg02469297 2.27E-12 3.37E-10 -0.56054 -1.54058 0.407148 0.257348 CHP2 16 Island Body 23766525 Intragenic 

cg01970519 2.28E-12 3.39E-10 -0.91822 -3.62905 0.350752 0.096094 NPAS1 19 Island Body 47524918 Intragenic 

cg02470625 2.31E-12 3.42E-10 -1.49673 -3.59449 0.286513 0.08365 POU6F2 7 Island Body 39453784 Intragenic 

cg15661332 2.35E-12 3.48E-10 -0.1853 -3.82927 0.49227 0.094284 RNLS 10 Island Body 90342814 Intragenic 

cg26746936 2.35E-12 3.48E-10 -0.73022 -4.4007 0.381274 0.07647 GRIK5 19 Island Body 42503392 Intragenic 

cg03498886 2.41E-12 3.56E-10 -0.41003 -2.85304 0.441574 0.139287 TMEM151B 6 Island Body 44243750 Intragenic 

cg14329441 2.45E-12 3.61E-10 -1.85272 -4.12187 0.267834 0.057534 ITGA2B 17 Island Body 42462651 Intragenic 

cg20743280 2.48E-12 3.65E-10 0.456081 -3.72755 0.572054 0.121864 ZNF521 18 Island Body 22930884 Intragenic 

cg06286685 2.49E-12 3.66E-10 -0.88752 -4.82259 0.373688 0.059518 BTBD11 12 S_Shore Body 107714930 Intragenic 

cg09297288 2.51E-12 3.68E-10 0.036004 -3.78877 0.539071 0.094049 GBX2 2 Island Body 237075188 Intragenic 

cg23805357 2.51E-12 3.68E-10 -0.93412 -3.83577 0.363437 0.085423 NA 10 Island Body, TSS200 25464139 Intragenic 

cg23828595 2.52E-12 3.68E-10 -0.60693 -4.02079 0.444231 0.079455 PRKG1 10 Island Body, TSS1500 52833610 Intragenic 

cg19777105 2.53E-12 3.70E-10 -1.71133 -5.32364 0.297411 0.036262 LINC00461 5 Island Body 87971794 Intragenic 

cg06615152 2.58E-12 3.76E-10 1.604954 -0.8941 0.735541 0.359683 AMH 19 Island Body 2250561 Intragenic 

cg02602541 2.58E-12 3.76E-10 -0.23294 -4.50155 0.468647 0.076305 C5orf49 5 Island Body 7850438 Intragenic 

cg13629563 2.58E-12 3.76E-10 -0.58229 -4.04988 0.446249 0.080868 RUNX3 1 Island Body, TSS200 25256949 Intragenic 
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cg13764991 2.62E-12 3.81E-10 -0.98513 -4.83209 0.350867 0.054829 DMRT2 9 Island Body 1052046 Intragenic 

cg02882044 2.64E-12 3.83E-10 0.952127 -3.53009 0.640577 0.141158 MAP1B 5 Island Body 71404593 Intragenic 

cg06591466 2.65E-12 3.85E-10 0.097737 -3.08253 0.528223 0.137666 C14orf132 14 Island Body 96505869 Intragenic 

cg11199014 2.66E-12 3.86E-10 2.596861 0.460451 0.845102 0.573915 LRFN1 19 Island Body 39798563 Intragenic 

cg00375691 2.67E-12 3.86E-10 -1.6188 -4.58258 0.275997 0.05186 EMX2OS 10 Island Body 119296942 Intragenic 

cg18232871 2.68E-12 3.88E-10 -0.6436 -3.01057 0.392211 0.130831 EPHA8 1 S_Shore Body 22890264 Intragenic 

cg04693928 2.70E-12 3.90E-10 -0.614 -3.54292 0.406437 0.102116 LMX1B 9 Island Body 129388668 Intragenic 

cg06139908 2.70E-12 3.90E-10 -0.46304 -4.51258 0.43961 0.073655 VSTM2A 7 Island Body 54614620 Intragenic 

cg04970352 2.72E-12 3.91E-10 0.83609 -3.15122 0.631983 0.154581 ALX4 11 Island Body 44327399 Intragenic 

cg04844714 2.75E-12 3.96E-10 -1.43315 -3.89313 0.30485 0.073307 XKR6 8 N_Shore Body 10872604 Intragenic 

cg11955541 2.75E-12 3.96E-10 -1.71232 -4.34026 0.282286 0.054913 PDE4DIP 1 Island Body 145040160 Intragenic 

cg21930074 2.85E-12 4.09E-10 -1.21148 -3.31977 0.336051 0.096499 LOC641518 4 Island Body 109093644 Intragenic 

cg15603311 2.86E-12 4.10E-10 -0.30462 -3.44559 0.452595 0.114701 CACNA2D3 3 S_Shore Body 54157900 Intragenic 

cg26162700 2.88E-12 4.12E-10 -0.32095 -2.79757 0.454052 0.140699 TMEM132C 12 S_Shore Body 128753795 Intragenic 

cg14249155 2.88E-12 4.12E-10 -0.69146 -2.55756 0.39671 0.152117 LHX6 9 Island Body 124976040 Intragenic 

cg10514658 2.91E-12 4.16E-10 -1.88246 -6.28079 0.366285 0.0157 TBC1D9 4 Island Body 141676960 Intragenic 

cg21775007 2.92E-12 4.16E-10 -0.05189 -3.58929 0.487443 0.110773 TDH 8 Island Body 11205619 Intragenic 

cg02491396 3.02E-12 4.30E-10 -0.37669 -3.24021 0.466719 0.110397 DLX2 2 Island Body 172966428 Intragenic 

cg12688248 3.04E-12 4.32E-10 -2.066 -4.2799 0.250497 0.049987 CACNG4 17 Island Body 64962218 Intragenic 

cg07234569 3.04E-12 4.32E-10 -0.39457 -4.68612 0.436598 0.069471 NA 5 Island Body, TSS1500 17216679 Intragenic 

cg25089142 3.05E-12 4.32E-10 -1.18556 -5.92698 0.379552 0.040951 BTBD11 12 S_Shore Body 107714673 Intragenic 

cg03052970 3.09E-12 4.38E-10 -0.9584 -3.95013 0.392914 0.072433 CACNG4 17 Island Body 64961530 Intragenic 

cg02743650 3.10E-12 4.39E-10 -0.12825 -3.89545 0.489236 0.100077 IGSF22 11 Island Body 18727552 Intragenic 

cg06377278 3.14E-12 4.44E-10 -1.48195 -5.55874 0.360326 0.035497 RUNX3 1 Island 1stExon, Body, 5'UTR 25256369 Intragenic 

cg18454863 3.15E-12 4.44E-10 -0.35024 -2.07426 0.441956 0.203339 NA 9 Island Body 70972325 Intragenic 

cg20748533 3.16E-12 4.45E-10 1.210629 -1.27053 0.678094 0.309148 SHANK1 19 Island Body 51189975 Intragenic 

cg05014211 3.16E-12 4.45E-10 -0.21436 -4.3285 0.486319 0.088769 NA 19 Island Body 59074005 Intragenic 

cg24944109 3.19E-12 4.48E-10 0.89702 -2.54371 0.640941 0.187224 SLC1A2 11 N_Shore Body 35440136 Intragenic 

cg26870725 3.22E-12 4.52E-10 -0.59611 -3.79197 0.427916 0.091352 MAST1 19 S_Shore Body 12978805 Intragenic 

cg03138668 3.26E-12 4.57E-10 -1.14252 -3.44936 0.348778 0.091871 SLC17A7 19 Island Body 49944488 Intragenic 

cg24407327 3.26E-12 4.57E-10 -0.68427 -4.07447 0.408892 0.077162 NRXN2 11 S_Shore TSS1500, Body 64411428 Intragenic 
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cg21240762 3.28E-12 4.59E-10 0.02587 -5.13404 0.529891 0.073583 CRH 8 Island Body 67089388 Intragenic 

cg08154280 3.35E-12 4.67E-10 -0.17414 -3.27916 0.474665 0.123842 NA 2 N_Shore Body, 5'UTR 80530948 Intragenic 

cg00687122 3.52E-12 4.91E-10 -1.06685 -4.39365 0.365918 0.066166 POU6F2 7 Island Body 39454090 Intragenic 

cg08008403 3.53E-12 4.92E-10 -1.38044 -3.46324 0.306484 0.089758 LHX9 1 S_Shore Body 197881741 Intragenic 

cg22466448 3.56E-12 4.96E-10 -1.01357 -4.72998 0.410351 0.051306 LTBP4 19 Island 1stExon, Body 41103168 Intragenic 

cg12040846 3.64E-12 5.06E-10 -1.04805 -3.52218 0.379572 0.084236 NA 7 Island Body, 5'UTR 87258443 Intragenic 

cg02608801 3.66E-12 5.08E-10 -0.61389 -3.32918 0.423257 0.106432 ASTN2 9 Island Body 120176762 Intragenic 

cg00539908 3.66E-12 5.08E-10 -2.74283 -4.81977 0.159902 0.036755 CACNB4 2 N_Shore Body 152954216 Intragenic 

cg20123891 3.74E-12 5.18E-10 -0.49224 -4.85596 0.456333 0.0654 NXPH3 17 Island Body 47653646 Intragenic 

cg11706469 3.74E-12 5.18E-10 0.105275 -1.59644 0.516578 0.258775 FGF8 10 N_Shore Body 103535362 Intragenic 

cg20673279 3.78E-12 5.23E-10 -1.90746 -3.92117 0.248131 0.065711 NA 1 Island Body, TSS1500 156829762 Intragenic 

cg16148259 3.81E-12 5.26E-10 -0.46999 -5.78634 0.420518 0.061914 NRG2 5 Island Body 139283876 Intragenic 

cg08164556 3.84E-12 5.28E-10 -0.31215 -2.98268 0.475615 0.124742 CACNG4 17 Island Body 64961914 Intragenic 

cg00031165 3.84E-12 5.28E-10 -0.26226 -2.47948 0.47229 0.160176 NA 7 Island Body, 5'UTR 87258360 Intragenic 

cg05127450 3.98E-12 5.47E-10 0.15672 -1.88214 0.524363 0.226889 LMX1A 1 N_Shore Body 165321224 Intragenic 

cg14830601 3.99E-12 5.48E-10 1.575781 -0.93207 0.725784 0.354734 VAX1 10 Island Body 118893602 Intragenic 

cg08279131 4.14E-12 5.68E-10 0.223465 -2.31702 0.537926 0.190364 RUNDC3A 17 S_Shore Body 42393858 Intragenic 

cg23151421 4.16E-12 5.70E-10 -1.51047 -4.65325 0.308715 0.051193 GPR98 5 S_Shore Body 89854979 Intragenic 

cg12804278 4.24E-12 5.81E-10 -0.94478 -5.20493 0.379238 0.049761 C10orf67 10 NA Body 23633326 Intragenic 

cg01294327 4.27E-12 5.84E-10 1.580736 -0.64049 0.737268 0.400936 LINGO3 19 Island Body 2291373 Intragenic 

cg19317413 4.31E-12 5.88E-10 -1.29301 -4.10873 0.342054 0.065142 LMX1A 1 Island Body 165204985 Intragenic 

cg27629977 4.34E-12 5.92E-10 -0.83234 -4.21179 0.391788 0.076084 NA 2 Island Body, TSS200 80531633 Intragenic 

cg01774159 4.35E-12 5.92E-10 0.110832 -3.77398 0.517281 0.110917 STMN2 8 Island Body 80524467 Intragenic 

cg15174564 4.35E-12 5.92E-10 -1.37391 -5.04892 0.345193 0.04294 GRIK4 11 Island Body 120856801 Intragenic 

cg10540364 4.36E-12 5.93E-10 0.751793 -3.99586 0.62036 0.121012 C10orf114 10 Island 3'UTR 21783539 Intragenic 

cg07065803 4.45E-12 6.04E-10 -1.02631 -3.04851 0.360633 0.113252 MAPK8IP1 11 Island Body 45921557 Intragenic 

cg17133183 4.55E-12 6.16E-10 0.703205 -3.70435 0.626164 0.117777 CRABP1 15 Island Body 78632861 Intragenic 

cg22683038 4.56E-12 6.17E-10 -1.57378 -4.55387 0.282205 0.049884 LHX4 1 Island Body 180203135 Intragenic 

cg04184208 4.57E-12 6.18E-10 0.07961 -4.59152 0.543523 0.085228 C14orf132 14 Island Body 96505874 Intragenic 

cg02508567 4.68E-12 6.32E-10 0.388432 -2.70694 0.566986 0.16697 TCF7L1 2 Island Body 85361184 Intragenic 

cg13055665 4.70E-12 6.34E-10 -0.17446 -3.51113 0.479444 0.114681 NELL2 12 Island Body, TSS1500, 1stExon 45270476 Intragenic 
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cg05003791 4.87E-12 6.55E-10 -0.14982 -3.50092 0.48948 0.107671 SYNGR1 22 Island Body 39746550 Intragenic 

cg05719720 4.92E-12 6.62E-10 0.075858 -3.21338 0.524469 0.130305 ATP12A 13 Island Body 25254963 Intragenic 

cg01725608 4.97E-12 6.68E-10 -0.89349 -3.23056 0.374675 0.108851 WNT16 7 Island Body 120969666 Intragenic 

cg17000899 4.97E-12 6.68E-10 -2.23608 -4.76796 0.237975 0.037931 NA 5 Island Body, TSS1500 17216512 Intragenic 

cg15956237 5.12E-12 6.86E-10 -1.33132 -4.58537 0.339941 0.05146 ADAMTS9 3 Island Body 64671315 Intragenic 

cg22862441 5.27E-12 7.05E-10 -0.91047 -4.3125 0.380684 0.069278 GRID2IP 7 S_Shore Body 6571116 Intragenic 

cg14559388 5.31E-12 7.10E-10 -0.28172 -3.83195 0.468515 0.099131 APC2 19 Island Body 1457211 Intragenic 

cg26232715 5.35E-12 7.14E-10 -2.04968 -4.35583 0.25419 0.048638 CORIN 4 Island Body 47839218 Intragenic 

cg08371772 5.42E-12 7.23E-10 -1.11159 -5.63557 0.40511 0.0342 NA 19 Island TSS1500, Body 42828621 Intragenic 

cg19491151 5.49E-12 7.32E-10 -1.90653 -4.68762 0.277527 0.043084 RUNX2 6 Island Body 45391088 Intragenic 

cg01334682 5.50E-12 7.32E-10 -1.01521 -3.18559 0.359948 0.108754 LINC00340 6 S_Shore Body 21666939 Intragenic 

cg17152869 5.72E-12 7.60E-10 -0.7189 -3.63256 0.416725 0.089348 NA 7 S_Shore TSS1500, Body 107302479 Intragenic 

cg08592305 5.73E-12 7.60E-10 -0.44069 -2.92087 0.441381 0.135218 MAST1 19 Island Body 12978383 Intragenic 

cg03284649 5.75E-12 7.62E-10 -1.0657 -4.22718 0.34264 0.075065 TCF4 18 NA Body 52989085 Intragenic 

cg10955958 5.86E-12 7.75E-10 -0.51093 -3.76601 0.41912 0.100047 PTH1R 3 Island Body 46925081 Intragenic 

cg22402053 5.86E-12 7.75E-10 -1.88348 -4.64707 0.258247 0.046724 LRRC71 1 Island Body 156897540 Intragenic 

cg09134794 5.87E-12 7.76E-10 -1.07372 -3.77989 0.359938 0.081471 EN2 7 S_Shore Body 155252701 Intragenic 

cg04532952 5.90E-12 7.78E-10 -0.60873 -4.66799 0.404258 0.070316 CA4 17 N_Shore Body 58227745 Intragenic 

cg13971502 5.99E-12 7.90E-10 -1.15431 -4.04916 0.376953 0.064387 COL6A1 21 S_Shore Body 47401944 Intragenic 

cg01901107 6.01E-12 7.91E-10 -1.18547 -6.18902 0.394732 0.032335 ASIC3 7 Island Body 150748284 Intragenic 

cg07844931 6.20E-12 8.15E-10 -1.70817 -5.82097 0.297225 0.034696 TEPP 16 Island Body 58018880 Intragenic 

cg26944151 6.33E-12 8.32E-10 -0.84277 -3.05537 0.389415 0.114346 FAM69B 9 S_Shore Body 139607602 Intragenic 

cg18015746 6.50E-12 8.54E-10 -0.5929 -4.03516 0.438563 0.0762 LPL 8 Island Body 19797134 Intragenic 

cg09093388 6.53E-12 8.56E-10 -1.70416 -7.17439 0.381575 0.022365 RBPMS2 15 Island Body 65067381 Intragenic 

cg04976337 6.62E-12 8.67E-10 -0.28777 -3.08204 0.451277 0.131339 KCNK2 1 S_Shore Body, 1stExon 215256745 Intragenic 

cg13246583 6.63E-12 8.67E-10 -1.6562 -4.67598 0.305411 0.046655 SALL4 20 Island Body 50417972 Intragenic 

cg05327835 6.67E-12 8.71E-10 -0.05362 -5.0655 0.522788 0.066135 IDUA 4 Island Body 996175 Intragenic 

cg05141147 6.67E-12 8.71E-10 0.488664 -2.77248 0.577305 0.167471 LHX5 12 Island Body 113903386 Intragenic 

cg23495733 6.71E-12 8.74E-10 -0.19349 -4.70249 0.467477 0.085755 CPNE8 12 N_Shore Body 39299132 Intragenic 

cg13817547 6.72E-12 8.75E-10 -1.7369 -4.41366 0.296828 0.049797 RBM11 21 Island Body 15588848 Intragenic 

cg18635723 6.77E-12 8.79E-10 -0.11384 -2.94398 0.503616 0.133863 DPYSL3 5 N_Shore Body 146832298 Intragenic 
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cg18280463 6.77E-12 8.79E-10 -1.22616 -6.09782 0.356363 0.034573 ANKRD34A 1 Island Body 145473698 Intragenic 

cg07135032 6.81E-12 8.83E-10 -0.1302 -2.50285 0.486731 0.167451 LMX1A 1 Island Body 165322099 Intragenic 

cg02883595 6.83E-12 8.85E-10 -0.78171 -4.18631 0.405937 0.076201 KCNK17 6 Island Body 39281421 Intragenic 

cg17563235 6.84E-12 8.85E-10 0.497161 -2.42965 0.580198 0.188646 CACNA2D3 3 S_Shore Body 54157725 Intragenic 

cg25721625 6.88E-12 8.89E-10 0.62481 -2.76629 0.597545 0.170141 CXCL12 10 Island Body 44880236 Intragenic 

cg15769764 6.88E-12 8.89E-10 -0.56251 -3.52992 0.416694 0.105861 IDUA 4 Island Body 996790 Intragenic 

cg20176285 6.89E-12 8.89E-10 -1.97603 -6.0552 0.317858 0.021466 REEP1 2 Island Body 86564436 Intragenic 

cg13875536 6.92E-12 8.90E-10 -0.44471 -3.51724 0.443879 0.108545 BARHL1 9 Island Body 135464814 Intragenic 

cg13704548 6.92E-12 8.90E-10 0.111788 -3.34594 0.537247 0.098971 IGDCC4 15 Island Body 65714817 Intragenic 

cg20864389 6.92E-12 8.90E-10 -0.2693 -3.87591 0.469234 0.099246 DLG2 11 NA Body 84431970 Intragenic 

cg03852018 6.93E-12 8.90E-10 0.487501 -2.35769 0.579281 0.193471 KIF5C 2 S_Shore Body 149634410 Intragenic 

cg00170003 6.95E-12 8.92E-10 -0.6412 -3.44099 0.408978 0.106635 NR2E1 6 Island Body 108490371 Intragenic 

cg16106368 7.09E-12 9.08E-10 0.743491 -3.49665 0.614836 0.13573 CRMP1 4 Island Body, TSS200 5890369 Intragenic 

cg03162045 7.13E-12 9.13E-10 -0.66774 -3.66169 0.429542 0.090437 TRPC1 3 Island Body 142443933 Intragenic 

cg09038794 7.17E-12 9.17E-10 -1.31036 -4.71846 0.364649 0.048887 MOCS1 6 Island Body 39902014 Intragenic 

cg01843020 7.26E-12 9.27E-10 -1.51197 -3.30587 0.282204 0.097576 ISL2 15 N_Shore Body 76629771 Intragenic 

cg02445664 7.34E-12 9.35E-10 -1.85281 -5.50564 0.287864 0.030568 B4GALNT2 17 Island Body, 5'UTR 47210599 Intragenic 

cg05068987 7.36E-12 9.37E-10 0.185573 -3.23515 0.549642 0.129163 MAST1 19 Island Body 12978714 Intragenic 

cg24937280 7.41E-12 9.43E-10 0.95579 -2.51875 0.6493 0.194897 MCC 5 Island Body 112823756 Intragenic 

cg02822259 7.44E-12 9.45E-10 -0.4483 -2.8923 0.437771 0.136883 KCNH6 17 Island Body 61615504 Intragenic 

cg11293699 7.51E-12 9.54E-10 0.807829 -1.1792 0.632733 0.318657 NA 3 S_Shore TSS1500, Body 138666473 Intragenic 

cg23663760 7.56E-12 9.59E-10 -0.3845 -2.75323 0.452629 0.142431 WNT3A 1 Island Body 228247135 Intragenic 

cg02595120 7.57E-12 9.59E-10 -1.17028 -3.26185 0.334929 0.10243 DPYSL3 5 N_Shore Body 146832518 Intragenic 

cg24255125 7.68E-12 9.71E-10 -2.19161 -4.37672 0.231474 0.048681 GRIK4 11 Island Body 120856918 Intragenic 

cg26428727 7.69E-12 9.71E-10 -2.09627 -3.95523 0.216451 0.06501 NTRK1 1 Island Body, TSS1500 156830334 Intragenic 

cg21864996 7.71E-12 9.74E-10 -1.31263 -4.13482 0.318844 0.071412 FCRLB 1 Island Body 161695961 Intragenic 

cg11031701 7.86E-12 9.90E-10 0.532547 -4.06842 0.587107 0.105446 TBX2 17 Island Body 59478068 Intragenic 

cg12118465 7.86E-12 9.90E-10 0.368764 -2.63408 0.570435 0.160678 EFHD1 2 N_Shore TSS1500, Body 233497649 Intragenic 

cg09183316 7.91E-12 9.95E-10 0.154458 -2.41075 0.530175 0.177674 CTDSP2 12 N_Shore Body 58238232 Intragenic 

cg07516483 8.06E-12 1.01E-09 -0.12091 -2.0213 0.478254 0.210011 LOC100192378 8 N_Shelf Body 77586264 Intragenic 

cg01049813 8.08E-12 1.01E-09 0.204979 -2.72611 0.539411 0.161915 CPAMD8 19 NA Body 17137306 Intragenic 
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cg21585733 8.08E-12 1.01E-09 -0.69275 -3.17723 0.393038 0.119127 RAB39A 11 Island Body 107799660 Intragenic 

cg07575518 8.09E-12 1.01E-09 0.02029 -2.05438 0.512163 0.205485 FBLN5 14 N_Shore Body 92413497 Intragenic 

cg15347342 8.15E-12 1.02E-09 -0.81594 -3.2571 0.382054 0.111824 NR2E1 6 Island Body 108490485 Intragenic 

cg23678800 8.16E-12 1.02E-09 -0.72405 -2.84218 0.404082 0.126054 FAM19A5 22 S_Shore Body 48888471 Intragenic 

cg15992535 8.28E-12 1.03E-09 -0.07928 -4.97018 0.48706 0.074684 NRG2 5 Island Body 139228150 Intragenic 

cg07288921 8.32E-12 1.04E-09 -0.94928 -5.09722 0.363149 0.060843 KCNQ2 20 Island Body 62103493 Intragenic 

cg23665824 8.34E-12 1.04E-09 -0.35659 -3.79811 0.439974 0.103822 NA 2 Island Body 80530701 Intragenic 

cg00375250 8.43E-12 1.05E-09 -0.40719 -2.53086 0.445527 0.156123 OLFML2A 9 Island Body 127539738 Intragenic 

cg24871691 8.46E-12 1.05E-09 -1.59898 -3.95343 0.28127 0.07066 PRMT8 12 Island Body 3601494 Intragenic 

cg21961527 8.84E-12 1.10E-09 -0.71171 -4.96798 0.419776 0.062839 LHX5 12 Island Body 113905475 Intragenic 

cg04568116 8.96E-12 1.11E-09 -2.81362 -5.93559 0.213793 0.017341 PDE2A 11 Island TSS200, Body 72353582 Intragenic 

cg00068160 9.15E-12 1.13E-09 -0.16982 -3.35333 0.489716 0.116115 SOX21 13 N_Shore 1stExon, 3'UTR 95362971 Intragenic 

cg21742923 9.20E-12 1.14E-09 0.277592 -3.73772 0.545835 0.117553 KIF5C 2 S_Shore Body 149634369 Intragenic 

cg26529833 9.26E-12 1.14E-09 -0.13149 -2.7387 0.475387 0.15251 DHH 12 Island 3'UTR 49483619 Intragenic 

cg24053587 9.35E-12 1.15E-09 0.072117 -3.18531 0.510716 0.135871 PTPRO 12 S_Shore Body 15476085 Intragenic 

cg01016851 9.64E-12 1.19E-09 -1.98326 -3.536 0.220155 0.083556 PDE4DIP 1 Island Body 145039741 Intragenic 

cg09501516 9.74E-12 1.20E-09 -1.94519 -4.24889 0.245895 0.056161 RGS4 1 NA 1stExon, 5'UTR, Body 163039155 Intragenic 

cg10251826 1.00E-11 1.23E-09 -2.08429 -5.10988 0.279377 0.033039 ADAMTS7 15 Island Body 79103025 Intragenic 

cg15359163 1.01E-11 1.24E-09 0.67337 -1.52113 0.606438 0.271649 PRDM6 5 N_Shore Body 122429178 Intragenic 

cg16403669 1.01E-11 1.24E-09 -0.04593 -3.15482 0.493572 0.13168 FAM78B 1 Island Body 166135267 Intragenic 

cg27116888 1.03E-11 1.26E-09 -0.9303 -5.4639 0.362857 0.047269 SALL3 18 NA Body 76746337 Intragenic 

cg16547629 1.03E-11 1.26E-09 0.449442 -1.24764 0.573871 0.305783 RNF220 1 Island Body 44884131 Intragenic 

cg11489262 1.04E-11 1.27E-09 0.670329 -2.28123 0.603541 0.20188 NA 17 Island 5'UTR, TSS1500, Body 43973426 Intragenic 

cg17203647 1.04E-11 1.27E-09 0.163405 -1.89724 0.526047 0.227987 EBF2 8 Island Body 25897201 Intragenic 

cg06283976 1.04E-11 1.27E-09 0.826621 -3.24993 0.619577 0.135998 COLEC12 18 Island Body 499393 Intragenic 

cg04204831 1.04E-11 1.27E-09 0.995259 -3.36221 0.655124 0.155017 LOC255167 5 Island Body, TSS200 6583394 Intragenic 

cg12804441 1.04E-11 1.27E-09 -1.70662 -4.69344 0.284836 0.049921 EFHD1 2 Island Body, TSS200 233498164 Intragenic 

cg23748737 1.06E-11 1.29E-09 0.953569 -2.00249 0.651262 0.234304 SCARF2 22 Island Body 20791733 Intragenic 

cg03660500 1.06E-11 1.29E-09 -0.7294 -3.87492 0.417095 0.083638 LHX9 1 Island Body 197887649 Intragenic 

cg06537894 1.08E-11 1.31E-09 0.104303 -4.09429 0.542111 0.101768 MAST1 19 Island Body 12978706 Intragenic 

cg22280475 1.09E-11 1.32E-09 0.748996 -1.96987 0.620371 0.23343 EBF2 8 Island Body 25897534 Intragenic 
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cg24582168 1.11E-11 1.35E-09 -1.62456 -3.43957 0.27856 0.087821 CYP24A1 20 Island Body 52789646 Intragenic 

cg07471157 1.12E-11 1.35E-09 -1.07557 -3.26316 0.345558 0.104998 WNT1 12 Island Body 49373263 Intragenic 

cg12563644 1.12E-11 1.36E-09 -0.25047 -4.78422 0.460428 0.087083 LINC00461 5 Island Body 87956996 Intragenic 

cg02753362 1.13E-11 1.36E-09 -0.2881 -3.57295 0.460011 0.112994 EMILIN2 18 Island Body 2847917 Intragenic 

cg17604223 1.13E-11 1.36E-09 -0.32931 -3.01338 0.460474 0.131467 LOC641518 4 Island TSS200, Body 109093158 Intragenic 

cg24845848 1.13E-11 1.37E-09 0.142988 -3.28366 0.538268 0.122073 NKX6-1 4 Island Body 85414873 Intragenic 

cg14556391 1.17E-11 1.40E-09 -0.25719 -2.61027 0.459512 0.161729 KCNK12 2 Island Body 47748407 Intragenic 

cg10245778 1.17E-11 1.41E-09 0.195107 -2.88387 0.531802 0.156831 SOGA3 6 Island Body 127837570 Intragenic 

cg15616382 1.18E-11 1.42E-09 0.692743 -1.40083 0.607842 0.286764 MKX 10 Island Body 28030839 Intragenic 

cg06780705 1.18E-11 1.42E-09 0.142166 -2.79002 0.523287 0.161745 SOGA3 6 Island Body 127836731 Intragenic 

cg07268058 1.19E-11 1.42E-09 0.379036 -3.06562 0.57455 0.145867 ISL2 15 Island Body 76630260 Intragenic 

cg13833923 1.19E-11 1.42E-09 -0.14728 -2.74491 0.482418 0.15282 NRXN3 14 S_Shore Body, 1stExon, 5'UTR 79746627 Intragenic 

cg04270358 1.19E-11 1.43E-09 0.681938 -2.51463 0.599302 0.182127 LINC00461 5 N_Shore Body, TSS1500 87969886 Intragenic 

cg12025310 1.20E-11 1.44E-09 -0.61969 -2.30045 0.409029 0.175716 TMPRSS6 22 Island Body 37465279 Intragenic 

cg04713453 1.21E-11 1.44E-09 -0.92057 -3.37111 0.368732 0.103926 NA 5 N_Shore Body, TSS1500 17217093 Intragenic 

cg04532033 1.24E-11 1.48E-09 -0.68914 -3.22028 0.415195 0.111126 SHOX2 3 Island Body 157823158 Intragenic 

cg24794531 1.26E-11 1.50E-09 -0.0488 -3.08975 0.511324 0.131515 TRPC1 3 Island Body 142443837 Intragenic 

cg26841013 1.26E-11 1.50E-09 0.944944 -2.20497 0.637294 0.201121 WNT3A 1 S_Shore 3'UTR 228248013 Intragenic 

cg07420190 1.27E-11 1.51E-09 -0.39346 -5.84423 0.491951 0.057842 MARK1 1 Island Body 220702225 Intragenic 

cg01229562 1.27E-11 1.51E-09 -1.22772 -4.87369 0.335575 0.054445 ANKRD34A 1 Island Body 145473700 Intragenic 

cg18136062 1.27E-11 1.51E-09 1.413296 -2.71536 0.690553 0.178974 RORA 15 Island Body 61520931 Intragenic 

cg17345188 1.29E-11 1.53E-09 -1.8824 -4.85349 0.293837 0.03764 ZC3H12C 11 Island Body 109964581 Intragenic 

cg18436500 1.30E-11 1.54E-09 0.812135 -1.72457 0.628397 0.256353 CACNA1I 22 Island Body 40057942 Intragenic 

cg25842633 1.30E-11 1.54E-09 -0.12355 -2.79977 0.484798 0.144891 SCUBE1 22 N_Shore Body 43738427 Intragenic 

cg10800833 1.32E-11 1.56E-09 0.570861 -2.87548 0.592861 0.164098 HOPX 4 Island Body 57521657 Intragenic 

cg18956393 1.33E-11 1.57E-09 -0.64489 -3.25373 0.424828 0.107797 DKK1 10 Island Body 54074524 Intragenic 

cg00447052 1.34E-11 1.58E-09 -1.37647 -4.05776 0.32861 0.06513 SCRT1 8 Island 3'UTR 145556707 Intragenic 

cg00410370 1.37E-11 1.62E-09 -0.09198 -2.97557 0.513252 0.127021 SP9 2 Island Body 175200477 Intragenic 

cg25374640 1.44E-11 1.70E-09 -1.27383 -3.43809 0.329405 0.090098 DLL1 6 Island Body 170599090 Intragenic 

cg20896631 1.44E-11 1.70E-09 -2.01115 -4.19591 0.239879 0.056325 FAM194A 3 Island Body 150421255 Intragenic 

cg21968324 1.47E-11 1.73E-09 -0.94005 -5.78394 0.385731 0.0501 CCDC85A 2 Island Body 56412060 Intragenic 
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cg05442477 1.49E-11 1.75E-09 2.070088 -0.19059 0.789701 0.467582 OLIG1 21 S_Shore 1stExon, 3'UTR 34444584 Intragenic 

cg06000951 1.49E-11 1.75E-09 -0.78322 -4.43027 0.418114 0.067832 MOCS1 6 Island Body, 1stExon, 5'UTR 39902288 Intragenic 

cg00486564 1.50E-11 1.76E-09 -0.18731 -3.01235 0.476605 0.137996 EMX1 2 Island Body 73151879 Intragenic 

cg19490868 1.51E-11 1.77E-09 -1.41396 -4.01636 0.321357 0.068227 RTN1 14 N_Shore Body 60097124 Intragenic 

cg18780259 1.51E-11 1.77E-09 0.093318 -2.77672 0.515954 0.16026 NA 19 Island 5'UTR, Body 19006582 Intragenic 

cg05674944 1.55E-11 1.81E-09 -0.91676 -3.59202 0.395519 0.088644 SLC30A2 1 Island Body 26372290 Intragenic 

cg13343818 1.56E-11 1.82E-09 -0.03754 -1.86001 0.4933 0.230919 DLX1 2 Island Body 172951966 Intragenic 

cg06254440 1.56E-11 1.82E-09 0.340363 -2.53933 0.550814 0.177529 LHX2 9 Island Body 126779285 Intragenic 

cg17995197 1.57E-11 1.83E-09 -0.37788 -3.25044 0.456394 0.116091 FAM59B 2 Island Body 26408167 Intragenic 

cg00630724 1.60E-11 1.86E-09 -0.05321 -4.14893 0.499594 0.100321 PITX3 10 Island Body 103991299 Intragenic 

cg02226194 1.68E-11 1.95E-09 -1.3537 -3.00536 0.311885 0.113168 RASD1 17 Island Body 17398962 Intragenic 

cg21379851 1.69E-11 1.96E-09 1.491294 2.642067 0.733886 0.857168 PYCR1 17 N_Shelf 3'UTR 79890702 Intragenic 

cg05364026 1.71E-11 1.98E-09 -2.54006 -4.72213 0.178476 0.041698 EFHD1 2 Island TSS1500, Body 233497961 Intragenic 

cg19816883 1.72E-11 1.99E-09 0.31791 -1.60557 0.551164 0.259655 LHX1 17 Island Body 35296117 Intragenic 

cg22583333 1.74E-11 2.01E-09 1.00596 -2.64783 0.658859 0.191316 PLCL1 2 Island Body 198670143 Intragenic 

cg02728483 1.74E-11 2.01E-09 0.765009 -1.75434 0.619166 0.252598 DLX2 2 Island 3'UTR 172965081 Intragenic 

cg11981631 1.75E-11 2.02E-09 0.863668 -3.03018 0.639055 0.167036 ABCC8 11 Island Body 17497967 Intragenic 

cg06000825 1.76E-11 2.02E-09 -0.79334 -4.8305 0.373453 0.066294 ST8SIA4 5 Island Body 100236649 Intragenic 

cg22038796 1.78E-11 2.05E-09 -1.84919 -4.87194 0.297532 0.040916 PSTPIP2 18 N_Shore Body 43651686 Intragenic 

cg12791492 1.78E-11 2.05E-09 0.084833 -3.40519 0.511126 0.131056 HOPX 4 Island Body 57522094 Intragenic 

cg09864715 1.79E-11 2.05E-09 0.428729 -2.93161 0.570116 0.157577 BEGAIN 14 Island Body 101033948 Intragenic 

cg07934217 1.80E-11 2.06E-09 -1.05559 -3.09475 0.349665 0.114427 PRKG1 10 S_Shore Body 52834850 Intragenic 

cg19037922 1.83E-11 2.10E-09 0.553003 -3.04982 0.584141 0.15462 CYP2U1 4 Island Body 108853386 Intragenic 

cg12078605 1.85E-11 2.12E-09 -0.68984 -4.39827 0.420703 0.078333 NA 2 Island Body, TSS200 80531500 Intragenic 

cg10712551 1.91E-11 2.19E-09 0.26683 -2.7628 0.540304 0.161875 KCNK17 6 Island Body 39281541 Intragenic 

cg06488443 1.92E-11 2.20E-09 -0.08831 -2.34807 0.492478 0.183783 TBR1 2 Island Body 162280341 Intragenic 

cg25694979 1.94E-11 2.22E-09 0.56281 -2.44006 0.588995 0.192338 ST8SIA2 15 Island Body 92938179 Intragenic 

cg03653172 1.96E-11 2.24E-09 -2.59769 -5.06658 0.191922 0.033103 ANKRD24 19 Island Body 4198415 Intragenic 

cg00019137 1.99E-11 2.27E-09 -3.04998 -5.81206 0.166929 0.020082 LTBP4 19 Island TSS200, Body 41103107 Intragenic 

cg16415340 2.02E-11 2.30E-09 0.598243 -2.68956 0.595463 0.177879 NA 11 Island Body, TSS1500, 5'UTR 2160964 Intragenic 

cg04302290 2.09E-11 2.38E-09 -1.62 -3.87192 0.289787 0.068878 PCOLCE2 3 Island Body 142607357 Intragenic 
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cg04900565 2.12E-11 2.40E-09 -1.31121 -4.90485 0.372466 0.042357 NPAS3 14 NA Body 33408948 Intragenic 

cg26482665 2.12E-11 2.40E-09 -0.85037 -5.26912 0.393934 0.059737 NA 19 Island Body 59073902 Intragenic 

cg07406191 2.15E-11 2.44E-09 0.606661 -2.37743 0.596832 0.19214 ZIC4 3 N_Shelf 3'UTR, Body 147105190 Intragenic 

cg12098963 2.16E-11 2.45E-09 0.929631 -1.85547 0.642951 0.24135 CRTAC1 10 Island Body 99789825 Intragenic 

cg11381826 2.17E-11 2.45E-09 -0.9192 -3.78453 0.380568 0.086823 HAPLN4 19 S_Shore Body 19372750 Intragenic 

cg10694152 2.17E-11 2.46E-09 0.087919 -2.62166 0.520732 0.162236 SLC15A1 13 Island Body 99404506 Intragenic 

cg12389545 2.19E-11 2.47E-09 -1.40714 -3.44225 0.326621 0.084999 PDE2A 11 Island TSS200, Body 72353604 Intragenic 

cg17014009 2.21E-11 2.49E-09 -0.84357 -4.56572 0.429085 0.063959 CACNB4 2 Island Body 152954970 Intragenic 

cg05951558 2.23E-11 2.51E-09 0.719754 -1.18181 0.619445 0.315233 ECE2 3 S_Shore Body 183980788 Intragenic 

cg06261926 2.25E-11 2.53E-09 1.134143 -2.75461 0.674512 0.18517 RBMS1 2 S_Shore Body 161264607 Intragenic 

cg20678233 2.25E-11 2.53E-09 -2.38621 -4.88809 0.204541 0.039467 NAT16 7 Island Body 100815998 Intragenic 

cg03719693 2.30E-11 2.58E-09 -0.06084 -1.82946 0.494528 0.228498 LOC641518 4 Island Body 109093430 Intragenic 

cg22232500 2.33E-11 2.61E-09 0.944367 -1.51385 0.652261 0.281421 NCKAP5 2 Island Body 134024266 Intragenic 

cg18863848 2.35E-11 2.64E-09 -2.57012 -4.3826 0.16164 0.052212 GRID2IP 7 Island Body 6570566 Intragenic 

cg14898416 2.36E-11 2.65E-09 -1.6282 -4.18522 0.303089 0.058724 PLA2R1 2 N_Shore Body 160918519 Intragenic 

cg10140906 2.37E-11 2.65E-09 -1.15446 -3.74865 0.348345 0.083707 CPEB1 15 NA TSS200, Body 83240578 Intragenic 

cg03476291 2.43E-11 2.71E-09 -1.36226 -3.76392 0.340442 0.073468 LMO2 11 Island 1stExon, 5'UTR, Body 33891205 Intragenic 

cg16540080 2.43E-11 2.71E-09 0.974364 -0.79687 0.65511 0.372262 ADAM32 8 S_Shore Body 38965492 Intragenic 

cg06721850 2.45E-11 2.73E-09 -2.61395 -4.48315 0.183677 0.043979 ASIC2 17 Island 1stExon, 5'UTR, Body 31619592 Intragenic 

cg08134417 2.45E-11 2.73E-09 0.390769 -3.00576 0.578445 0.147946 LMO2 11 Island Body 33890660 Intragenic 

cg14968732 2.46E-11 2.74E-09 0.180785 -3.18588 0.526345 0.140509 CPNE8 12 N_Shore Body 39298639 Intragenic 

cg25309017 2.48E-11 2.76E-09 -0.91182 -3.34586 0.373382 0.104649 ADAMTS19 5 Island Body 128796266 Intragenic 

cg14572967 2.55E-11 2.83E-09 -0.7769 -4.69588 0.429471 0.06631 CD72 9 Island Body 35617306 Intragenic 

cg02032606 2.55E-11 2.84E-09 -0.05827 -4.13282 0.491276 0.099331 DLX4 17 Island Body, TSS1500 48049221 Intragenic 

cg06584494 2.56E-11 2.84E-09 0.312151 -3.27591 0.553911 0.132486 VSTM2A 7 Island Body 54614477 Intragenic 

cg10004179 2.60E-11 2.88E-09 -2.09941 -5.03508 0.26645 0.035931 IGDCC4 15 N_Shore Body 65714393 Intragenic 

cg15262242 2.61E-11 2.89E-09 -0.39111 -5.14022 0.45588 0.075419 PHOSPHO1 17 Island Body 47301741 Intragenic 

cg08488945 2.67E-11 2.96E-09 -0.01968 -2.74093 0.50895 0.154302 SOX2-OT 3 NA Body 181422202 Intragenic 

cg00625653 2.72E-11 3.01E-09 0.790328 -2.22103 0.621494 0.211746 WNT7A 3 Island Body 13921227 Intragenic 

cg00559939 2.75E-11 3.03E-09 0.331054 -2.46697 0.551822 0.181536 NA 2 Island Body, TSS200 173600969 Intragenic 

cg26000619 2.78E-11 3.06E-09 0.763671 -2.49146 0.61544 0.19339 AMH 19 Island Body 2251067 Intragenic 
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cg14919250 2.78E-11 3.06E-09 -1.49429 -3.75351 0.287334 0.081959 XKR6 8 S_Shore Body 10917293 Intragenic 

cg13882203 2.81E-11 3.09E-09 -2.5439 -6.02633 0.237959 0.019764 MSI1 12 N_Shore Body 120806178 Intragenic 

cg06749592 2.85E-11 3.13E-09 -1.70374 -5.48221 0.323756 0.035135 EFHD1 2 Island 1stExon, Body, 5'UTR 233498223 Intragenic 

cg07736155 2.89E-11 3.17E-09 -0.95251 -3.04826 0.382243 0.109435 PDE2A 11 Island TSS1500, Body 72354100 Intragenic 

cg25607321 2.97E-11 3.26E-09 -1.06035 -3.90405 0.366154 0.080011 NA 11 Island 5'UTR, Body, 1stExon 19734989 Intragenic 

cg06382344 2.97E-11 3.26E-09 -0.655 -4.96365 0.417098 0.062291 TBR1 2 Island Body 162280519 Intragenic 

cg21781979 2.97E-11 3.26E-09 -1.27368 -3.56026 0.330993 0.086947 CLYBL 13 Island 3'UTR 100547292 Intragenic 

cg00187933 3.01E-11 3.29E-09 -0.82655 -3.85557 0.378466 0.089047 IDUA 4 Island Body 996785 Intragenic 

cg06820586 3.05E-11 3.33E-09 0.025252 -5.1122 0.502579 0.085986 RTN1 14 Island Body 60337013 Intragenic 

cg04833034 3.05E-11 3.33E-09 -0.13252 -1.90207 0.483965 0.221625 DPYSL3 5 N_Shore Body 146832182 Intragenic 

cg20930201 3.09E-11 3.37E-09 0.357549 -2.36963 0.569088 0.18508 SLC47A1 17 Island Body 19437691 Intragenic 

cg10284662 3.10E-11 3.37E-09 -1.3446 -4.82096 0.379999 0.040204 CBFA2T3 16 Island TSS1500, Body 89008451 Intragenic 

cg26298409 3.10E-11 3.37E-09 0.931177 -1.38909 0.646169 0.293891 MKX 10 Island Body 28030747 Intragenic 

cg20382695 3.10E-11 3.37E-09 -0.03334 -2.41526 0.492725 0.182525 ATRNL1 10 Island Body 116853814 Intragenic 

cg05924212 3.16E-11 3.43E-09 -0.11832 -2.28797 0.490989 0.178571 LBH 2 Island Body 30455114 Intragenic 

cg17619993 3.17E-11 3.44E-09 -0.54061 -4.68927 0.422949 0.081545 BMP6 6 Island Body 7728888 Intragenic 

cg15740363 3.19E-11 3.46E-09 0.291341 -2.41404 0.545943 0.18931 LOC401463 8 Island Body 65488839 Intragenic 

cg03537942 3.19E-11 3.46E-09 0.049067 -1.96192 0.510164 0.220272 KLRG2 7 Island Body 139167547 Intragenic 

cg00142257 3.21E-11 3.48E-09 -0.33256 -2.19401 0.447637 0.190869 LHX6 9 Island Body 124990276 Intragenic 

cg10932068 3.22E-11 3.48E-09 0.210719 -4.57037 0.530765 0.10066 TBX1 22 N_Shore Body 19748398 Intragenic 

cg17360650 3.23E-11 3.49E-09 -2.42844 -4.58461 0.20497 0.043207 NA 5 Island Body, TSS1500 172386894 Intragenic 

cg03711485 3.27E-11 3.53E-09 1.82948 -0.7448 0.763557 0.386189 NKX2-3 10 Island 3'UTR 101296036 Intragenic 

cg03921599 3.28E-11 3.54E-09 -2.31025 -4.91505 0.246072 0.035101 NA 11 Island TSS1500, Body 61583796 Intragenic 

cg00765312 3.30E-11 3.55E-09 -0.23891 -4.08146 0.464034 0.095875 ALX1 12 Island Body 85674694 Intragenic 

cg06374325 3.30E-11 3.55E-09 0.120837 -2.84306 0.522484 0.157321 NKX6-1 4 Island Body 85414486 Intragenic 

cg08914623 3.32E-11 3.57E-09 -0.6357 -5.06459 0.398131 0.063139 ALX4 11 Island Body 44327572 Intragenic 

cg07816392 3.33E-11 3.57E-09 -2.37899 -6.49159 0.287871 0.016396 IGDCC4 15 Island Body 65715081 Intragenic 

cg23187886 3.33E-11 3.57E-09 -1.10721 -4.51935 0.353312 0.068853 COL4A2 13 Island Body 110961116 Intragenic 

cg17333109 3.39E-11 3.63E-09 0.257796 -1.79024 0.540196 0.238614 NKX2-8 14 Island Body 37050403 Intragenic 

cg12851504 3.42E-11 3.66E-09 -2.21088 -4.35701 0.239316 0.048404 NA 3 Island TSS200, Body, TSS1500 37035222 Intragenic 

cg13773914 3.43E-11 3.67E-09 -0.9634 -4.96819 0.401029 0.05673 TRPC3 4 Island Body 122872367 Intragenic 
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cg03301376 3.45E-11 3.69E-09 -2.1735 -4.11647 0.223658 0.05755 EGR3 8 Island Body 22549568 Intragenic 

cg17434309 3.45E-11 3.69E-09 1.201693 -2.00191 0.685099 0.240856 NA 11 Island Body, TSS1500, 5'UTR 2161079 Intragenic 

cg14731413 3.46E-11 3.69E-09 -1.26372 -4.77681 0.357158 0.053071 PRKG1 10 N_Shore Body, TSS1500 52833444 Intragenic 

cg22216196 3.52E-11 3.75E-09 1.440187 -0.63046 0.717937 0.400015 RASAL3 19 Island Body 15564105 Intragenic 

cg01122302 3.53E-11 3.76E-09 -0.89717 -4.66276 0.393629 0.062655 RUNDC3A 17 Island Body 42392668 Intragenic 

cg12848345 3.55E-11 3.78E-09 -0.78932 -3.37461 0.39728 0.103686 CADM1 11 N_Shore Body 115373119 Intragenic 

cg16111791 3.63E-11 3.86E-09 -1.3327 -3.69449 0.32568 0.082558 CACNB4 2 Island Body 152955109 Intragenic 

cg06201680 3.63E-11 3.86E-09 -0.99959 -4.89044 0.383447 0.048002 WDR86 7 Island 3'UTR 151078646 Intragenic 

cg03475182 3.68E-11 3.91E-09 -0.63745 -2.9992 0.416412 0.123501 ARHGAP20 11 N_Shore Body 110581454 Intragenic 

cg22197787 3.70E-11 3.92E-09 -0.9484 -3.89537 0.353543 0.090159 KCNH1 1 Island Body 211306986 Intragenic 

cg06059663 3.74E-11 3.96E-09 -1.36501 -4.19246 0.360824 0.056416 KIF26B 1 Island Body 245319431 Intragenic 

cg16490176 3.80E-11 4.02E-09 -0.2585 -0.96712 0.455714 0.339737 NA 10 Island TSS200, 3'UTR 75670766 Intragenic 

cg16297938 3.83E-11 4.05E-09 -0.76398 -4.01535 0.425306 0.079727 MIR548N 2 Island Body 179278668 Intragenic 

cg14421309 3.87E-11 4.08E-09 0.067921 -3.13333 0.514049 0.139686 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277734 Intragenic 

cg09482777 3.89E-11 4.10E-09 -1.38661 -4.73041 0.316168 0.058977 NA 2 Island Body, TSS200 80531645 Intragenic 

cg02770534 3.91E-11 4.12E-09 -0.17218 -2.10048 0.471378 0.205233 PAX2 10 Island Body 102586454 Intragenic 

cg24401219 3.93E-11 4.14E-09 -1.16636 -2.87817 0.313478 0.131253 RIMS1 6 Island Body 72892597 Intragenic 

cg19382731 3.98E-11 4.18E-09 0.598967 -2.04993 0.593959 0.224564 RNF220 1 Island Body 44883990 Intragenic 

cg21227085 3.99E-11 4.19E-09 -1.35604 -3.28083 0.290919 0.105089 CLEC4GP1 19 Island Body 7853851 Intragenic 

cg24997896 4.02E-11 4.22E-09 -1.0466 -3.63632 0.364416 0.08903 NA 10 Island Body, TSS200 25464196 Intragenic 

cg10731851 4.06E-11 4.26E-09 -2.29805 -4.63643 0.224861 0.042961 KCNMB4 12 S_Shore Body 70761115 Intragenic 

cg00519553 4.10E-11 4.29E-09 -1.83518 -4.12372 0.264068 0.061678 NA 11 Island Body, 3'UTR 119211047 Intragenic 

cg02856109 4.13E-11 4.32E-09 0.163046 -2.59912 0.529206 0.170102 NA 2 Island Body, TSS200 80531656 Intragenic 

cg07239592 4.14E-11 4.33E-09 -0.17157 -3.74989 0.489705 0.101283 POU6F2 7 Island Body 39453625 Intragenic 

cg05470389 4.15E-11 4.33E-09 -1.02884 -5.76008 0.420458 0.045777 NA 22 Island Body, 1stExon, 5'UTR 33197618 Intragenic 

cg24183324 4.16E-11 4.34E-09 -0.424 -2.6734 0.438003 0.154452 SLC1A2 11 N_Shore Body 35440062 Intragenic 

cg16826718 4.16E-11 4.34E-09 -1.64912 -2.96202 0.257429 0.116911 HRK 12 N_Shore 3'UTR 117318659 Intragenic 

cg04963967 4.21E-11 4.39E-09 0.738115 -0.73242 0.619298 0.380725 KLRG2 7 N_Shore Body 139167427 Intragenic 

cg17217295 4.36E-11 4.54E-09 -1.90436 -4.49581 0.297337 0.044624 ITGA2B 17 Island Body 42462958 Intragenic 

cg26172694 4.39E-11 4.57E-09 -0.86546 -5.43682 0.363614 0.057649 MAST4 5 Island Body 65893336 Intragenic 

cg09093210 4.41E-11 4.58E-09 0.546197 -1.49749 0.588253 0.278666 NXPH4 12 Island Body 57619199 Intragenic 
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cg27117749 4.46E-11 4.63E-09 0.489654 -1.85779 0.588558 0.234158 FAM184B 4 Island Body 17782643 Intragenic 

cg09318508 4.50E-11 4.67E-09 -2.29664 -4.17993 0.218202 0.053079 DYSF 2 Island TSS200, Body 71693785 Intragenic 

cg08540953 4.51E-11 4.67E-09 -1.28333 -5.15701 0.333303 0.046008 NAT16 7 Island Body 100815796 Intragenic 

cg08986368 4.54E-11 4.70E-09 0.657607 -2.36359 0.6002 0.199444 NA 11 Island Body, 5'UTR 2159122 Intragenic 

cg05639912 4.62E-11 4.78E-09 0.917827 -2.64721 0.645079 0.189946 DLX3 17 Island Body 48070891 Intragenic 

cg11948456 4.63E-11 4.79E-09 -0.63331 -5.31372 0.424444 0.068327 MIR548N 2 Island Body 179278332 Intragenic 

cg03625676 4.80E-11 4.95E-09 -0.20884 -3.47922 0.472432 0.121189 NIPAL4 5 Island Body 156887393 Intragenic 

cg17918227 4.81E-11 4.96E-09 -0.5107 -3.69145 0.454285 0.09251 CADM1 11 Island Body 115374096 Intragenic 

cg10508295 4.86E-11 5.00E-09 -0.84521 -4.63259 0.411723 0.067647 NA 2 Island Body, TSS200 173600480 Intragenic 

cg08948898 4.89E-11 5.03E-09 -1.75752 -2.90319 0.242332 0.119715 ISLR2 15 S_Shore 3'UTR 74428991 Intragenic 

cg01263386 5.03E-11 5.17E-09 -0.92213 -5.23329 0.425289 0.047124 SLC8A2 19 Island Body 47933586 Intragenic 

cg24300475 5.05E-11 5.19E-09 -1.74297 -3.46166 0.252925 0.089727 PRMT8 12 Island Body 3601514 Intragenic 

cg00085619 5.12E-11 5.26E-09 -1.20188 -3.15474 0.321211 0.112363 EN2 7 S_Shore Body 155252748 Intragenic 

cg16515523 5.14E-11 5.27E-09 0.132679 -3.34432 0.522568 0.134849 DNM3 1 S_Shore Body 171811529 Intragenic 

cg12022294 5.15E-11 5.27E-09 -0.27025 -3.2435 0.484437 0.119117 PRKG1 10 Island Body 52834676 Intragenic 

cg23049847 5.15E-11 5.27E-09 -1.53927 -5.56551 0.332613 0.043057 CRMP1 4 Island Body 5889238 Intragenic 

cg08219213 5.20E-11 5.32E-09 0.603964 -2.09904 0.595397 0.217719 PPP4R4 14 Island Body 94641222 Intragenic 

cg10586510 5.22E-11 5.33E-09 0.875498 -2.09144 0.633551 0.225599 SMO 7 Island Body 128829365 Intragenic 

cg09310891 5.24E-11 5.35E-09 -0.10174 -3.43969 0.483825 0.124831 CLEC4GP1 19 Island Body 7854403 Intragenic 

cg08217716 5.25E-11 5.36E-09 -1.95634 -3.64058 0.243394 0.07566 PAX2 10 N_Shore 3'UTR 102589250 Intragenic 

cg17332016 5.26E-11 5.36E-09 -0.82999 -4.24776 0.405457 0.073423 SLC47A1 17 S_Shore Body 19437791 Intragenic 

cg23165310 5.32E-11 5.42E-09 0.424447 -1.98882 0.56965 0.225287 SOX2-OT 3 NA Body 181422217 Intragenic 

cg03222971 5.34E-11 5.43E-09 -0.78204 -3.07769 0.381146 0.124177 IGFBP5 2 N_Shore Body 217559020 Intragenic 

cg02030652 5.38E-11 5.47E-09 -0.60668 -2.46231 0.412139 0.163372 BRSK2 11 S_Shore Body 1412397 Intragenic 

cg03334130 5.51E-11 5.60E-09 0.767124 -3.40752 0.620513 0.148296 CSMD3 8 S_Shelf Body 114447161 Intragenic 

cg24024176 5.53E-11 5.61E-09 0.114103 -3.051 0.524334 0.146354 C10orf114 10 Island 3'UTR 21784395 Intragenic 

cg25840576 5.58E-11 5.66E-09 -0.01432 -2.31933 0.511419 0.184343 TMEM200B 1 Island Body 29447971 Intragenic 

cg21980338 5.62E-11 5.70E-09 0.707489 -0.32646 0.613508 0.444556 ZNF141 4 Island Body 331929 Intragenic 

cg19865525 5.66E-11 5.73E-09 -0.8021 -3.85695 0.400179 0.087394 NA 2 S_Shore Body, TSS1500 228029856 Intragenic 

cg06907418 5.70E-11 5.76E-09 0.128096 -2.86256 0.537885 0.146658 TRPV3 17 Island Body 3438857 Intragenic 

cg03438305 5.79E-11 5.85E-09 -0.20189 -2.33938 0.482254 0.177004 TCHH 1 N_Shore Body 152082925 Intragenic 
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cg17929997 5.80E-11 5.86E-09 -1.28674 -3.37538 0.309718 0.098464 GFRA2 8 Island Body 21644953 Intragenic 

cg05778440 5.92E-11 5.97E-09 0.525581 -0.87634 0.585415 0.357507 LOC440461 17 N_Shore Body 66196160 Intragenic 

cg22488970 5.92E-11 5.97E-09 -1.08914 -4.46465 0.408156 0.055879 CAMTA1 1 N_Shore Body 7763908 Intragenic 

cg00097452 5.97E-11 6.01E-09 -0.03441 -2.26595 0.494193 0.193682 KCNH1 1 N_Shore Body 211306365 Intragenic 

cg01106410 6.00E-11 6.04E-09 -1.23297 -3.30354 0.331916 0.099755 LTB 6 Island Body, 3'UTR 31549159 Intragenic 

cg09640960 6.07E-11 6.10E-09 -0.95908 -3.80351 0.36561 0.090118 HRH3 20 Island Body 60794676 Intragenic 

cg19613968 6.21E-11 6.23E-09 1.118414 -2.08238 0.662876 0.231434 EDIL3 5 N_Shore Body 83677872 Intragenic 

cg24816460 6.35E-11 6.37E-09 0.217357 -3.43088 0.553114 0.120033 CDYL 6 Island TSS1500, Body 4775203 Intragenic 

cg21917532 6.44E-11 6.46E-09 -0.10586 -2.88727 0.482547 0.151106 CSMD3 8 S_Shelf Body 114448665 Intragenic 

cg04778433 6.51E-11 6.51E-09 -2.02251 -5.095 0.257758 0.040207 LOC389033 2 NA Body 130680984 Intragenic 

cg09547173 6.51E-11 6.52E-09 1.139019 -1.84858 0.677299 0.252761 ACSL6 5 Island Body 131347187 Intragenic 

cg09313917 6.52E-11 6.52E-09 0.023429 -2.29891 0.503189 0.193688 PRKAA2 1 S_Shore Body 57111387 Intragenic 

cg21621248 6.54E-11 6.53E-09 -0.13628 -3.41069 0.485544 0.122769 NA 2 S_Shore Body, TSS1500 80531842 Intragenic 

cg12449528 6.58E-11 6.57E-09 0.004868 -2.5873 0.512018 0.160958 MFSD2B 2 S_Shore Body 24233341 Intragenic 

cg11018723 6.60E-11 6.58E-09 -0.89543 -5.44905 0.444949 0.052324 RUNX3 1 Island Body, TSS200 25256939 Intragenic 

cg03282439 6.61E-11 6.58E-09 -0.81907 -3.61758 0.376402 0.100728 HS3ST6 16 N_Shore Body 1967781 Intragenic 

cg17222452 6.61E-11 6.58E-09 0.257258 -3.19618 0.535886 0.143529 MLF1 3 Island 5'UTR, 1stExon, Body 158289160 Intragenic 

cg14585700 6.65E-11 6.61E-09 -0.55544 -3.441 0.423707 0.116028 PAX5 9 Island Body 37027605 Intragenic 

cg25703243 6.72E-11 6.68E-09 0.279768 -3.43313 0.568504 0.122736 HHIP 4 S_Shore Body 145568399 Intragenic 

cg18123319 6.78E-11 6.73E-09 -0.43058 -5.08661 0.430638 0.069742 ADAMTS3 4 Island Body 73433788 Intragenic 

cg05784157 6.88E-11 6.82E-09 0.181184 -2.4291 0.530014 0.18618 KLHL14 18 Island Body 30349900 Intragenic 

cg20943032 6.91E-11 6.85E-09 -0.3651 -3.2081 0.486624 0.110932 NA 17 Island TSS1500, Body 40913525 Intragenic 

cg04777312 6.97E-11 6.89E-09 -0.50127 -2.74557 0.415758 0.153752 WHAMMP3 15 Island Body 23207950 Intragenic 

cg05494069 6.99E-11 6.91E-09 -1.08755 -4.25782 0.335045 0.079561 PRKAA2 1 S_Shore Body 57111499 Intragenic 

cg10329001 7.06E-11 6.98E-09 -1.27483 -3.59234 0.327074 0.088134 SPNS1 16 Island Body, 1stExon, 5'UTR 28986645 Intragenic 

cg07577668 7.10E-11 7.01E-09 -1.56365 -3.32456 0.292426 0.092994 FAM189A1 15 NA Body 29432172 Intragenic 

cg08579858 7.12E-11 7.02E-09 -0.64536 -2.50314 0.403839 0.161422 RASL10A 22 Island Body 29709964 Intragenic 

cg01249533 7.13E-11 7.02E-09 -1.97122 -4.4025 0.236227 0.053789 NA 17 S_Shore TSS1500, Body 79140293 Intragenic 

cg16246509 7.19E-11 7.08E-09 -0.72738 -3.12602 0.40015 0.11785 LRRN4 20 Island Body 6032689 Intragenic 

cg07812877 7.23E-11 7.11E-09 -0.32497 -3.87871 0.473217 0.100239 NA 19 Island TSS1500, 3'UTR 11531469 Intragenic 

cg17153727 7.41E-11 7.28E-09 0.255973 -1.95471 0.53744 0.223722 TFAP2B 6 N_Shore 3'UTR 50812112 Intragenic 
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cg12162530 7.58E-11 7.44E-09 0.101255 -2.16466 0.523805 0.196763 KL 13 S_Shore Body 33591783 Intragenic 

cg03892631 7.69E-11 7.54E-09 -0.25262 -3.00357 0.478065 0.132228 RGS4 1 NA 1stExon, 5'UTR, Body 163039184 Intragenic 

cg08211091 7.79E-11 7.64E-09 1.297878 -2.61526 0.694738 0.194261 NAT8L 4 Island Body 2061923 Intragenic 

cg06824583 7.80E-11 7.64E-09 -1.04571 -4.17528 0.358012 0.076246 NA 1 N_Shore TSS1500, 3'UTR 154297643 Intragenic 

cg27457284 7.87E-11 7.70E-09 0.008176 -2.21607 0.501305 0.198627 SLC1A2 11 N_Shore Body 35439994 Intragenic 

cg26439963 7.88E-11 7.70E-09 -2.01811 -5.07824 0.303399 0.031323 PAX2 10 Island 3'UTR, Body 102587110 Intragenic 

cg00216961 7.89E-11 7.71E-09 0.272482 -2.14367 0.54372 0.208933 ANO2 12 NA Body 6054731 Intragenic 

cg00096104 7.91E-11 7.72E-09 -1.78204 -3.671 0.255445 0.078372 CLYBL 13 Island 3'UTR 100547897 Intragenic 

cg09191750 7.92E-11 7.72E-09 -1.9586 -4.22506 0.248397 0.057422 HTRA1 10 S_Shore Body 124222331 Intragenic 

cg09434500 7.96E-11 7.75E-09 -1.26839 -4.32286 0.319052 0.070322 GRIK5 19 Island 3'UTR 42502897 Intragenic 

cg08305551 8.10E-11 7.89E-09 -0.39844 -4.51266 0.469482 0.087858 MAST1 19 Island Body 12978611 Intragenic 

cg18253101 8.15E-11 7.93E-09 -0.07407 -4.23427 0.497033 0.096167 PALM 19 Island Body 709325 Intragenic 

cg07377760 8.18E-11 7.95E-09 -1.38992 -3.15096 0.313963 0.104071 RTBDN 19 Island Body 12936802 Intragenic 

cg24740587 8.21E-11 7.97E-09 -0.63199 -3.43163 0.404047 0.113252 ABCC8 11 Island Body 17497808 Intragenic 

cg12156672 8.23E-11 7.99E-09 -0.6664 -2.64726 0.412373 0.14386 CDK5R2 2 Island 3'UTR, 1stExon 219825837 Intragenic 

cg17427002 8.37E-11 8.11E-09 -0.40469 -2.73481 0.444192 0.14994 VWDE 7 N_Shore Body 12443146 Intragenic 

cg21379008 8.40E-11 8.13E-09 -2.08279 -4.89492 0.246854 0.041848 NA 1 N_Shore TSS1500, 3'UTR 154297555 Intragenic 

cg19925653 8.53E-11 8.25E-09 -1.47516 -3.4807 0.31489 0.084283 FAM124A 13 Island Body 51796887 Intragenic 

cg00894289 8.53E-11 8.25E-09 -0.44288 -3.42235 0.450529 0.112546 LMO2 11 Island Body, 1stExon 33890917 Intragenic 

cg09213964 8.58E-11 8.29E-09 0.32401 -2.02018 0.558129 0.214466 LRRC43 12 Island 5'UTR, Body 122668037 Intragenic 

cg24366657 8.60E-11 8.30E-09 -0.12538 -3.594 0.483836 0.113009 NA 11 Island Body, TSS1500, 5'UTR 2160932 Intragenic 

cg19840732 8.76E-11 8.44E-09 -0.06208 -3.27435 0.494982 0.133616 PEBP4 8 Island Body 22723208 Intragenic 

cg10771090 8.76E-11 8.44E-09 1.553542 -1.80942 0.724164 0.256691 TAL1 1 N_Shore Body 47690795 Intragenic 

cg26523565 8.78E-11 8.45E-09 0.466344 -1.42997 0.576502 0.284918 GFPT2 5 Island Body 179779237 Intragenic 

cg24689196 8.92E-11 8.58E-09 0.188679 -3.39595 0.530998 0.134919 MAST4 5 Island Body 65893165 Intragenic 

cg11957400 8.95E-11 8.59E-09 1.485188 -1.39695 0.712835 0.29919 CACNA2D4 12 N_Shore Body 2017093 Intragenic 

cg19158124 8.95E-11 8.59E-09 -0.1681 2.0914 0.468609 0.790775 NFASC 1 NA Body 204925702 Intragenic 

cg18446520 8.97E-11 8.61E-09 0.398201 -1.87143 0.566425 0.237632 RFX4 12 S_Shore Body 106981513 Intragenic 

cg08039704 8.98E-11 8.61E-09 -2.00217 -4.34826 0.254153 0.052465 DLX4 17 Island Body 48047123 Intragenic 

cg20149973 9.05E-11 8.66E-09 0.324911 -3.08134 0.558637 0.145574 PCDH20 13 NA Body 61989037 Intragenic 

cg00505570 9.08E-11 8.69E-09 0.338484 2.806888 0.548324 0.85436 VAX1 10 N_Shore Body 118895568 Intragenic 
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cg26919378 9.09E-11 8.69E-09 -0.19429 -3.52499 0.47004 0.120141 SCARF2 22 Island Body 20791300 Intragenic 

cg07283463 9.10E-11 8.69E-09 -1.23746 -3.61825 0.33017 0.08946 MYOZ3 5 Island Body 150051412 Intragenic 

cg24930223 9.11E-11 8.70E-09 -0.38303 -4.51125 0.43544 0.087139 GFRA2 8 Island Body 21645163 Intragenic 

cg11311843 9.13E-11 8.71E-09 1.34116 -1.18063 0.705321 0.327351 PHOSPHO1 17 Island Body 47302003 Intragenic 

cg20039407 9.19E-11 8.76E-09 -1.49756 -3.32115 0.303969 0.093925 CHRNB4 15 Island Body 78933237 Intragenic 

cg03263929 9.24E-11 8.79E-09 -1.16327 -5.19649 0.342927 0.057569 PVALB 22 Island Body 37212906 Intragenic 

cg20703729 9.24E-11 8.79E-09 -0.65261 -3.1973 0.397513 0.124723 NA 7 S_Shore Body 96636116 Intragenic 

cg03346079 9.30E-11 8.84E-09 0.23564 -3.10701 0.535499 0.149485 WNT7A 3 Island Body 13920346 Intragenic 

cg27102864 9.37E-11 8.90E-09 -0.51924 -2.74321 0.426706 0.148633 NDRG4 16 Island Body 58535418 Intragenic 

cg25987923 9.47E-11 8.99E-09 -0.62791 -3.7346 0.395914 0.104999 NA 10 Island 1stExon, 5'UTR, Body 119302050 Intragenic 

cg19099843 9.50E-11 9.00E-09 -1.10764 -4.38859 0.348161 0.072871 VWDE 7 Island Body 12443191 Intragenic 

cg24952328 9.50E-11 9.00E-09 -0.89028 -2.74003 0.369035 0.140256 TM6SF2 19 Island Body 19383704 Intragenic 

cg14321623 9.52E-11 9.01E-09 0.049164 2.569416 0.502041 0.836392 C10orf11 10 NA Body 77566898 Intragenic 

cg06512849 9.56E-11 9.04E-09 -1.11016 -3.10286 0.343362 0.113154 MCC 5 S_Shore TSS1500, Body 112631052 Intragenic 

cg26421310 9.60E-11 9.07E-09 -0.44125 -3.84023 0.469293 0.097455 RUNX3 1 Island TSS1500, Body 25257058 Intragenic 

cg03349819 9.69E-11 9.15E-09 -0.05445 -3.49507 0.50681 0.119217 NRG1 8 N_Shore TSS1500, Body 32404691 Intragenic 

cg08494905 9.71E-11 9.16E-09 -0.22857 -3.3358 0.47749 0.124869 MDGA1 6 Island Body 37663982 Intragenic 

cg05891007 9.79E-11 9.23E-09 -1.01647 -3.03304 0.33917 0.12497 SHD 19 S_Shore Body 4280361 Intragenic 

cg21779231 9.81E-11 9.24E-09 -2.32178 -3.74593 0.194116 0.070736 ADHFE1 8 Island Body 67351597 Intragenic 

cg20620147 9.90E-11 9.32E-09 -2.0222 -4.28698 0.264312 0.051187 KCNK15 20 Island Body 43374879 Intragenic 

cg07810366 9.94E-11 9.34E-09 -0.64722 -2.36891 0.394876 0.17557 AFF3 2 Island Body 100720526 Intragenic 

cg24076474 9.99E-11 9.38E-09 -2.05888 -5.57975 0.261499 0.036543 NA 19 Island TSS1500, 3'UTR 11531344 Intragenic 

cg09698655 1.00E-10 9.39E-09 -2.61806 -5.66721 0.255212 0.020551 AP3B2 15 Island Body 83378321 Intragenic 

cg23687194 1.00E-10 9.40E-09 -1.59769 -4.55367 0.349628 0.044711 ID4 6 S_Shore 3'UTR 19839375 Intragenic 

cg22352152 1.01E-10 9.43E-09 0.26198 -1.99737 0.541112 0.220644 LHX4 1 Island Body 180201319 Intragenic 

cg06742044 1.01E-10 9.48E-09 -1.90343 -6.21539 0.366611 0.021547 RHBDL3 17 Island Body 30593452 Intragenic 

cg18840273 1.01E-10 9.48E-09 -0.26528 -3.03708 0.454843 0.140057 CRMP1 4 Island Body, TSS1500 5890631 Intragenic 

cg12296605 1.02E-10 9.50E-09 -0.56691 -3.89717 0.425014 0.09055 ZFPM2 8 Island Body 106331317 Intragenic 

cg14374754 1.03E-10 9.59E-09 0.347885 -1.93556 0.556547 0.230817 BARX1 9 Island 3'UTR 96714295 Intragenic 

cg11195797 1.04E-10 9.68E-09 -0.66751 -3.10058 0.420137 0.118674 CLYBL 13 Island 3'UTR 100547331 Intragenic 

cg25203704 1.05E-10 9.80E-09 -0.02244 -4.54486 0.495198 0.096261 NA 5 Island Body, TSS1500 17216922 Intragenic 
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cg11961255 1.05E-10 9.80E-09 -1.72072 -4.19509 0.286245 0.06037 SYT11 1 Island Body 155830477 Intragenic 

cg01460805 1.06E-10 9.84E-09 -1.22343 -6.39286 0.406872 0.041514 EGR3 8 Island Body 22549804 Intragenic 

cg06118588 1.06E-10 9.85E-09 -0.70574 -2.64379 0.388424 0.153911 SEMA4F 2 Island Body 74882001 Intragenic 

cg25038283 1.06E-10 9.86E-09 -0.70915 -5.43527 0.405561 0.057723 MYO5A 15 Island Body 52820560 Intragenic 

cg25202636 1.07E-10 9.90E-09 -1.95666 -4.43638 0.289428 0.046213 NA 3 Island TSS200, Body, TSS1500 37035158 Intragenic 

cg27092035 1.07E-10 9.95E-09 0.72499 -2.45637 0.614014 0.200563 ARL10 5 Island Body 175792880 Intragenic 

cg24917382 1.08E-10 1.00E-08 1.094397 -1.56713 0.671135 0.279836 NA 11 Island Body, TSS1500, 5'UTR 2160953 Intragenic 

cg10759602 1.09E-10 1.01E-08 0.605301 -1.784 0.596062 0.24939 FOXF2 6 Island Body 1393675 Intragenic 

cg11217865 1.09E-10 1.01E-08 0.508931 -2.59838 0.575814 0.180966 NRG2 5 N_Shore 3'UTR 139227318 Intragenic 

cg14778235 1.09E-10 1.01E-08 -1.7826 -4.42457 0.285287 0.053475 PAX2 10 N_Shore 3'UTR 102589102 Intragenic 

cg26087678 1.09E-10 1.01E-08 -2.18886 -4.1265 0.232619 0.055063 RORA 15 Island Body 60884119 Intragenic 

cg20051033 1.11E-10 1.02E-08 -1.60878 -3.96784 0.30893 0.064644 CPNE9 3 Island Body 9746059 Intragenic 

cg19681956 1.11E-10 1.02E-08 -0.75923 -3.3046 0.410036 0.10544 RAB32 6 Island Body 146865263 Intragenic 

cg04099138 1.11E-10 1.02E-08 0.506077 -3.10629 0.571759 0.149015 ADAMTS8 11 Island Body 130297436 Intragenic 

cg02071005 1.11E-10 1.02E-08 -1.06555 -4.79909 0.358658 0.064476 SP9 2 Island Body 175200844 Intragenic 

cg08252387 1.12E-10 1.03E-08 -0.24231 -2.37355 0.459647 0.181105 LINC00461 5 Island Body 87970950 Intragenic 

cg07997493 1.12E-10 1.03E-08 0.615979 -2.27099 0.600534 0.211754 NEUROD2 17 Island Body 37761947 Intragenic 

cg06270244 1.12E-10 1.03E-08 -1.79815 -5.05669 0.310127 0.039506 CHRNB4 15 Island Body 78933407 Intragenic 

cg23202979 1.14E-10 1.04E-08 -0.01768 -2.64007 0.506866 0.155187 CADM1 11 Island Body 115373757 Intragenic 

cg01308409 1.14E-10 1.05E-08 0.391278 -2.04239 0.564939 0.218872 KL 13 S_Shore Body 33591937 Intragenic 

cg03598159 1.15E-10 1.05E-08 1.358173 -1.22089 0.693426 0.314945 RYR1 19 Island Body 39055712 Intragenic 

cg13643796 1.15E-10 1.05E-08 1.122535 -3.34317 0.666325 0.159384 ADAMTS3 4 Island Body 73434209 Intragenic 

cg10544564 1.16E-10 1.06E-08 -1.00669 -4.06451 0.338016 0.085592 CADM3 1 S_Shore Body 159141860 Intragenic 

cg14166485 1.17E-10 1.07E-08 -0.03707 -2.32192 0.495237 0.189485 LHX2 9 Island Body 126779370 Intragenic 

cg17073392 1.17E-10 1.07E-08 -1.91902 -4.75235 0.279433 0.045499 NA 15 Island Body 69324108 Intragenic 

cg00549910 1.21E-10 1.11E-08 -0.85916 -4.91067 0.394529 0.063006 NA 2 Island Body, TSS200 80531597 Intragenic 

cg20728993 1.22E-10 1.11E-08 0.544635 -1.89187 0.587039 0.240053 NKX1-2 10 Island Body 126137980 Intragenic 

cg21410080 1.23E-10 1.12E-08 -2.16789 -5.65518 0.286033 0.025694 ABCG1 21 Island Body, 5'UTR, TSS200 43639862 Intragenic 

cg22981628 1.23E-10 1.12E-08 -0.79137 -2.74268 0.371032 0.147248 SEZ6 17 Island Body 27332559 Intragenic 

cg02511231 1.24E-10 1.12E-08 1.096554 -3.32076 0.664767 0.161412 TLX3 5 Island Body 170738274 Intragenic 

cg11454719 1.25E-10 1.14E-08 -0.20017 -3.56516 0.485597 0.118202 PAX3 2 Island Body 223155841 Intragenic 
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cg14595269 1.26E-10 1.14E-08 -1.78813 -2.88778 0.226525 0.1241 RHEB 7 Island Body 151216272 Intragenic 

cg23998119 1.26E-10 1.15E-08 -0.35658 -2.78083 0.467245 0.141321 ZDHHC22 14 NA Body 77600217 Intragenic 

cg14795572 1.28E-10 1.16E-08 2.124532 0.355851 0.809934 0.556336 AGAP2 12 Island 1stExon, Body 58131681 Intragenic 

cg03321003 1.28E-10 1.16E-08 -0.66551 -4.491 0.456967 0.071058 EPHA3 3 Island Body 89163804 Intragenic 

cg23802419 1.29E-10 1.17E-08 -0.08699 -2.87827 0.508126 0.14572 HHIP 4 S_Shore Body 145568312 Intragenic 

cg00465284 1.31E-10 1.18E-08 -0.6012 -3.19816 0.41252 0.120979 NA 2 S_Shore Body, TSS1500 80531898 Intragenic 

cg24202485 1.31E-10 1.19E-08 -0.43146 -3.38788 0.461879 0.109087 NKD2 5 Island Body 1009457 Intragenic 

cg22135752 1.32E-10 1.19E-08 0.525312 -3.56176 0.58822 0.14706 LOC255167 5 Island Body, TSS200 6583380 Intragenic 

cg16357834 1.35E-10 1.22E-08 -1.2779 -3.86343 0.348247 0.072279 MGC45800 4 Island Body 183065068 Intragenic 

cg18798264 1.35E-10 1.22E-08 -0.36958 -3.74544 0.437493 0.111496 ZEB1 10 Island TSS200, Body 31609960 Intragenic 

cg26832294 1.35E-10 1.22E-08 -0.14811 -3.01763 0.50302 0.135899 TNIP3 4 NA Body 122078348 Intragenic 

cg02776664 1.37E-10 1.24E-08 -0.68302 -4.61895 0.423719 0.08106 MAST1 19 Island Body 12978624 Intragenic 

cg07265700 1.40E-10 1.26E-08 -0.74186 -4.82161 0.385689 0.072292 ST8SIA4 5 N_Shore Body 100236366 Intragenic 

cg23429903 1.40E-10 1.26E-08 0.227437 -4.05868 0.564028 0.114933 EPHA3 3 NA Body 89157002 Intragenic 

cg26998900 1.40E-10 1.26E-08 -2.38811 -5.18453 0.262715 0.027846 NA 18 Island TSS200, Body 5238137 Intragenic 

cg10720654 1.42E-10 1.28E-08 1.596567 -0.44903 0.738633 0.424472 PTENP1 9 NA Body 33676517 Intragenic 

cg17861455 1.42E-10 1.28E-08 -0.03717 -3.31437 0.524412 0.123715 TRPV3 17 Island Body 3438933 Intragenic 

cg22794494 1.47E-10 1.31E-08 0.846729 -2.71821 0.629716 0.185797 BMP6 6 Island Body 7727906 Intragenic 

cg10141377 1.47E-10 1.31E-08 -2.67696 -5.80747 0.216357 0.023933 NEUROD2 17 Island Body 37762842 Intragenic 

cg11973682 1.48E-10 1.32E-08 -0.97444 -4.56772 0.342611 0.076031 CRMP1 4 Island Body, TSS1500 5890633 Intragenic 

cg06296331 1.48E-10 1.32E-08 1.222246 -1.93068 0.691584 0.252624 NCKAP5 2 Island Body 134024459 Intragenic 

cg22061628 1.48E-10 1.32E-08 -0.60329 -2.88196 0.412963 0.139175 DLX2 2 Island Body 172966180 Intragenic 

cg02202193 1.49E-10 1.33E-08 0.149793 -3.1979 0.522994 0.146159 LY86-AS1 6 Island Body 6546851 Intragenic 

cg22235012 1.49E-10 1.33E-08 -2.82725 -6.63059 0.224444 0.013551 DPYD 1 Island Body 98386435 Intragenic 

cg24087743 1.50E-10 1.34E-08 -0.19083 -2.63994 0.472993 0.163139 NBLA00301 4 Island Body 174459899 Intragenic 

cg11545314 1.50E-10 1.34E-08 1.753599 -1.60807 0.760415 0.290576 FAM198A 3 Island Body 43021348 Intragenic 

cg26355577 1.50E-10 1.34E-08 0.132086 -2.6118 0.524468 0.172965 NA 2 S_Shore Body, TSS1500 80531751 Intragenic 

cg05464302 1.52E-10 1.35E-08 -0.60224 -3.5604 0.443538 0.096353 TCHH 1 Island Body 152083029 Intragenic 

cg25896734 1.59E-10 1.41E-08 -0.80608 -3.1708 0.411493 0.109738 EFCAB10 7 N_Shore Body 105221826 Intragenic 

cg24451800 1.60E-10 1.42E-08 0.702266 -1.55971 0.612821 0.275179 PTPRM 18 Island Body 7568829 Intragenic 

cg07281318 1.60E-10 1.42E-08 0.703713 -1.77376 0.610767 0.24963 GRID2IP 7 Island Body 6575968 Intragenic 
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cg02738256 1.61E-10 1.43E-08 -0.86099 -3.4425 0.396763 0.10239 C10orf140 10 Island Body 21805358 Intragenic 

cg15213988 1.61E-10 1.43E-08 2.077944 3.845767 0.777493 0.9302 ZFP3 17 N_Shelf 3'UTR 4997134 Intragenic 

cg13378934 1.62E-10 1.43E-08 -0.30472 -2.79825 0.454534 0.1512 MEIS3 19 S_Shore Body 47910580 Intragenic 

cg11231249 1.63E-10 1.44E-08 -0.38139 -4.221 0.454037 0.089448 NA 2 Island Body, TSS200 80531599 Intragenic 

cg01451328 1.68E-10 1.49E-08 -0.07004 -3.27165 0.485344 0.130826 SIX1 14 Island Body 61115053 Intragenic 

cg18591107 1.69E-10 1.49E-08 -2.45731 -5.20902 0.175518 0.039152 NA 7 Island Body 96635525 Intragenic 

cg25705486 1.69E-10 1.49E-08 -0.94979 -4.05351 0.380827 0.076029 NA 18 Island TSS1500, Body 8367425 Intragenic 

cg07424342 1.70E-10 1.50E-08 -2.23875 -5.17477 0.282877 0.028535 CBFA2T3 16 Island TSS1500, Body 89008460 Intragenic 

cg08071915 1.70E-10 1.50E-08 -1.21609 -3.12046 0.322947 0.114214 FAM66A 8 Island Body 12219732 Intragenic 

cg09315391 1.72E-10 1.51E-08 -3.23135 -4.18144 0.097996 0.054468 SGK1 6 S_Shelf Body, TSS1500 134499794 Intragenic 

cg00925557 1.72E-10 1.52E-08 0.485458 -2.31863 0.577978 0.200523 RGMA 15 Island Body, TSS200 93631919 Intragenic 

cg04796525 1.77E-10 1.55E-08 -0.19868 -2.30311 0.471819 0.184319 JAM3 11 S_Shore Body 133995182 Intragenic 

cg01301637 1.77E-10 1.55E-08 -0.68867 -4.99614 0.390083 0.071893 WNT7A 3 N_Shore Body 13919811 Intragenic 

cg18334412 1.79E-10 1.57E-08 -1.43389 -5.3007 0.371005 0.040652 CACNB4 2 Island 1stExon, Body, 5'UTR 152955206 Intragenic 

cg18554736 1.80E-10 1.58E-08 -2.43004 -4.07184 0.178361 0.060716 FAM66C 12 Island Body 8332881 Intragenic 

cg08425810 1.82E-10 1.59E-08 1.998167 -0.72649 0.779354 0.391589 AGAP2 12 Island TSS1500, Body 58132558 Intragenic 

cg17180977 1.82E-10 1.60E-08 -1.36798 -3.99625 0.326367 0.072974 WNT9A 1 Island Body 228135059 Intragenic 

cg16371230 1.83E-10 1.60E-08 1.657179 3.519154 0.735921 0.911346 RASSF6 4 NA Body 74455091 Intragenic 

cg19576843 1.83E-10 1.60E-08 1.14496 -1.2276 0.680425 0.320157 CTNND2 5 S_Shore Body 11385893 Intragenic 

cg24304249 1.84E-10 1.60E-08 -0.86117 -3.40377 0.362442 0.112496 CACNA1E 1 Island Body 181455181 Intragenic 

cg02109162 1.84E-10 1.60E-08 0.254597 -2.18244 0.541301 0.209144 SYNM 15 Island Body 99646443 Intragenic 

cg13776285 1.85E-10 1.61E-08 0.832423 -2.02879 0.632927 0.235197 NR2E1 6 Island Body 108490264 Intragenic 

cg13398482 1.87E-10 1.63E-08 0.46715 -2.72995 0.573684 0.178631 BARX1 9 Island Body 96715256 Intragenic 

cg08739433 1.89E-10 1.65E-08 0.000679 -2.39454 0.513048 0.180564 WNT2B 1 Island Body, 1stExon 113051925 Intragenic 

cg04293085 1.89E-10 1.65E-08 -0.10615 -3.15781 0.517019 0.12809 ADRA1D 20 Island Body 4202378 Intragenic 

cg24856673 1.91E-10 1.66E-08 0.645658 -2.08927 0.618852 0.211784 CACNA2D4 12 Island Body 2017134 Intragenic 

cg12938003 1.93E-10 1.68E-08 0.673612 -3.0094 0.600215 0.159579 LOC641518 4 Island TSS1500, Body 109092724 Intragenic 

cg18652923 1.94E-10 1.68E-08 -1.55972 -4.40805 0.335434 0.051664 NA 2 Island TSS1500, Body 109745344 Intragenic 

cg02869649 1.96E-10 1.70E-08 0.136903 -2.89166 0.522371 0.161876 PHF21B 22 Island Body 45403700 Intragenic 

cg10833037 1.97E-10 1.71E-08 -0.89471 -2.53558 0.363656 0.156124 NA 10 Island Body, TSS200 25464184 Intragenic 

cg23108709 1.97E-10 1.71E-08 1.110605 -2.76926 0.667834 0.194544 FEV 2 Island Body 219847136 Intragenic 
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cg09027651 1.97E-10 1.71E-08 -0.76266 -3.23564 0.38908 0.119374 PDLIM3 4 Island Body 186456466 Intragenic 

cg00510011 2.01E-10 1.73E-08 -0.87118 -5.00544 0.454604 0.05078 GPR98 5 Island 5'UTR, 1stExon, Body 89854651 Intragenic 

cg19672497 2.01E-10 1.73E-08 -0.1583 -4.63377 0.481305 0.087543 C20orf194 20 N_Shore Body 3387877 Intragenic 

cg10786645 2.02E-10 1.74E-08 -0.23409 -2.85379 0.474781 0.144765 KIRREL2 19 S_Shore Body 36352376 Intragenic 

cg00316485 2.03E-10 1.75E-08 -0.80146 -2.30969 0.374404 0.175058 ZNF423 16 NA Body 49789549 Intragenic 

cg26207878 2.03E-10 1.75E-08 -2.59613 -5.30384 0.213848 0.030556 NA 11 Island Body, TSS1500 64066768 Intragenic 

cg10709593 2.04E-10 1.76E-08 0.390716 -2.20835 0.566277 0.209741 DLX1 2 Island Body, 3'UTR 172952883 Intragenic 

cg20341758 2.05E-10 1.77E-08 2.231304 0.105076 0.808788 0.517359 CH25H 10 N_Shore 3'UTR, 1stExon 90966221 Intragenic 

cg06299833 2.06E-10 1.77E-08 1.238805 -2.16493 0.689142 0.232813 NKX1-2 10 Island Body 126136709 Intragenic 

cg10673839 2.07E-10 1.77E-08 -0.48674 -3.99487 0.433103 0.099695 MMP17 12 Island Body 132313626 Intragenic 

cg25231972 2.07E-10 1.78E-08 -2.34529 -3.35386 0.174814 0.090706 NA 10 Island Body, TSS200, 1stExon, 5'UTR 31608136 Intragenic 

cg16483916 2.07E-10 1.78E-08 -0.79042 -2.28861 0.379034 0.177699 PLAC2 19 Island Body 5567758 Intragenic 

cg25657187 2.10E-10 1.80E-08 0.304055 -2.04937 0.54322 0.217739 LINC00461 5 N_Shore TSS200, Body 87969213 Intragenic 

cg20822818 2.10E-10 1.80E-08 -1.44502 -3.49435 0.311999 0.088677 USP2 11 Island TSS200, Body 119235062 Intragenic 

cg26712680 2.12E-10 1.81E-08 1.156089 -1.23308 0.679857 0.319499 LOC389634 12 N_Shore Body 8542524 Intragenic 

cg23698058 2.12E-10 1.82E-08 -1.34129 -5.40805 0.36422 0.052644 PRKACB 1 Island Body 84544097 Intragenic 

cg16405166 2.13E-10 1.82E-08 -1.68178 -3.66729 0.28224 0.077626 COL4A2 13 S_Shore Body 110961330 Intragenic 

cg03992259 2.14E-10 1.83E-08 0.251322 -2.41302 0.537373 0.190353 NCKAP5 2 Island Body 134024418 Intragenic 

cg24647724 2.16E-10 1.84E-08 -0.85695 -2.92318 0.376957 0.122225 DNAH9 17 Island Body 11502254 Intragenic 

cg09853371 2.16E-10 1.84E-08 0.62906 -3.0178 0.593972 0.167178 HOPX 4 Island Body 57522145 Intragenic 

cg11283700 2.18E-10 1.86E-08 -0.38622 -4.31154 0.488992 0.087179 PAX5 9 Island Body 37027815 Intragenic 

cg08967211 2.19E-10 1.86E-08 -1.1507 -4.7787 0.361938 0.056267 GABBR1 6 S_Shore Body, TSS200 29596174 Intragenic 

cg16524049 2.19E-10 1.87E-08 1.04822 -1.28539 0.659539 0.304787 LMX1A 1 Island Body 165205506 Intragenic 

cg22112051 2.20E-10 1.87E-08 1.365671 -2.13895 0.699845 0.238482 LINGO3 19 Island Body 2290022 Intragenic 

cg27003849 2.21E-10 1.88E-08 -1.49455 -4.87426 0.312019 0.05433 PRMT8 12 Island Body 3601880 Intragenic 

cg17735983 2.26E-10 1.91E-08 0.095095 -4.29316 0.521334 0.110604 NA 19 Island Body 59074482 Intragenic 

cg22277271 2.26E-10 1.92E-08 -1.56636 -4.33368 0.278996 0.066813 MMP17 12 Island Body 132313480 Intragenic 

cg10383447 2.27E-10 1.92E-08 -1.97793 -4.78382 0.272767 0.044412 NDRG4 16 Island Body 58535093 Intragenic 

cg05467160 2.27E-10 1.92E-08 0.46957 -1.89888 0.564796 0.230665 EVX2 2 Island Body 176945526 Intragenic 

cg11279425 2.27E-10 1.92E-08 -2.39689 -3.90497 0.187719 0.064835 NA 11 Island TSS200, Body 19734864 Intragenic 

cg04314114 2.28E-10 1.93E-08 0.258687 -2.25764 0.542614 0.200651 IRX3 16 Island Body 54318115 Intragenic 
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cg00095674 2.33E-10 1.97E-08 -2.24431 -4.9231 0.252344 0.036295 PLEKHO1 1 Island Body 150122654 Intragenic 

cg00970558 2.34E-10 1.97E-08 0.460921 -2.72951 0.575785 0.177317 CLEC4GP1 19 Island Body 7854469 Intragenic 

cg10337079 2.35E-10 1.98E-08 -2.13456 -3.25257 0.202097 0.09636 NA 11 N_Shore Body, 5'UTR 2158697 Intragenic 

cg04872612 2.37E-10 1.99E-08 -0.84829 -3.34142 0.409632 0.101885 ADRA1D 20 Island 3'UTR 4202151 Intragenic 

cg24952158 2.39E-10 2.01E-08 -0.96015 0.9333 0.350345 0.646799 FHOD3 18 N_Shelf Body 34338496 Intragenic 

cg20479774 2.39E-10 2.01E-08 0.010784 -4.90694 0.515131 0.08574 NA 7 Island Body 96635748 Intragenic 

cg16300419 2.40E-10 2.02E-08 -0.18417 -2.05239 0.480042 0.204761 ARHGAP23 17 Island Body 36666154 Intragenic 

cg12975790 2.40E-10 2.02E-08 1.51325 -0.98667 0.72583 0.350214 BTBD17 17 Island Body 72352828 Intragenic 

cg00377695 2.42E-10 2.03E-08 -0.59054 -3.25729 0.404695 0.125396 DSCAML1 11 Island Body 117667189 Intragenic 

cg06374075 2.44E-10 2.05E-08 -1.21289 -3.79563 0.350312 0.081032 ADAM11 17 Island Body 42836931 Intragenic 

cg09298466 2.45E-10 2.05E-08 0.028798 -3.05628 0.514635 0.143242 ODZ3 4 Island Body 183370458 Intragenic 

cg12520549 2.45E-10 2.05E-08 -0.41408 -3.00902 0.42996 0.141905 TBR1 2 S_Shore 3'UTR 162280741 Intragenic 

cg12595016 2.46E-10 2.06E-08 0.021643 -4.63126 0.52908 0.084853 NAT8L 4 Island Body 2061930 Intragenic 

cg24739382 2.49E-10 2.08E-08 -0.05387 -4.26363 0.49071 0.106171 ANK1 8 Island 3'UTR 41511175 Intragenic 

cg10011199 2.50E-10 2.09E-08 -1.14476 -2.61018 0.318189 0.150179 LOC389033 2 NA Body 130681080 Intragenic 

cg27544000 2.50E-10 2.09E-08 -2.41832 -4.57278 0.205861 0.045419 ESPNP 1 Island Body 17034075 Intragenic 

cg10254000 2.52E-10 2.11E-08 0.003995 -4.58181 0.49759 0.104459 TBX1 22 N_Shore Body 19748378 Intragenic 

cg09935045 2.53E-10 2.11E-08 0.235907 -3.05318 0.538471 0.155731 PRKAA2 1 Island Body 57111199 Intragenic 

cg04219946 2.56E-10 2.13E-08 -1.79617 -4.11816 0.260346 0.065575 ABCB4 7 Island Body 87104724 Intragenic 

cg14493161 2.62E-10 2.18E-08 0.053644 -2.40313 0.508397 0.188652 SOX21 13 N_Shore 1stExon, 3'UTR 95363007 Intragenic 

cg13561592 2.64E-10 2.20E-08 0.534087 -2.68005 0.580181 0.183242 PAPPA 9 Island Body 118916976 Intragenic 

cg01667319 2.66E-10 2.21E-08 0.995583 -2.49116 0.653061 0.197943 NA 11 Island Body, TSS1500, 5'UTR 2161128 Intragenic 

cg12082598 2.67E-10 2.22E-08 -0.09994 -3.48897 0.488483 0.11916 NGFR 17 Island Body 47573230 Intragenic 

cg15169189 2.70E-10 2.24E-08 -0.30463 -3.08584 0.461142 0.134826 PTPRM 18 S_Shore Body 7568891 Intragenic 

cg05127440 2.70E-10 2.24E-08 -2.23492 -4.46479 0.239671 0.045611 C1orf95 1 S_Shore Body 226737766 Intragenic 

cg02996413 2.71E-10 2.25E-08 -1.72354 -4.38711 0.276046 0.05824 NA 18 Island TSS1500, Body 8367375 Intragenic 

cg07529534 2.72E-10 2.25E-08 -0.34045 -4.73302 0.475743 0.089725 ANK1 8 Island 3'UTR 41511314 Intragenic 

cg11797365 2.73E-10 2.26E-08 0.846685 -2.02555 0.636607 0.23898 NA 2 Island Body, TSS1500 228029685 Intragenic 

cg03919694 2.73E-10 2.26E-08 -0.71885 -5.15533 0.442785 0.064085 NA 11 Island 5'UTR, Body, 1stExon 19735068 Intragenic 

cg11088422 2.74E-10 2.26E-08 -1.98846 -5.80722 0.299792 0.035442 RUNDC3A 17 Island Body 42392697 Intragenic 

cg14452947 2.74E-10 2.27E-08 0.132801 -2.90324 0.524781 0.158304 LINC00461 5 Island Body, TSS1500 87970640 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg08845333 2.76E-10 2.28E-08 -1.08242 -3.6113 0.378259 0.085253 ICAM5 19 Island Body 10403403 Intragenic 

cg20457275 2.78E-10 2.29E-08 1.432536 -0.82257 0.713959 0.377407 FOXF2 6 Island Body 1394071 Intragenic 

cg25225232 2.79E-10 2.30E-08 0.821237 2.763919 0.621402 0.861955 EPDR1 7 S_Shore Body 37962694 Intragenic 

cg08188993 2.79E-10 2.30E-08 0.079602 -3.27173 0.513076 0.138925 LOC401463 8 N_Shore Body 65489554 Intragenic 

cg19734870 2.79E-10 2.30E-08 0.191508 -2.50393 0.527612 0.180701 LINC00461 5 Island Body 87956883 Intragenic 

cg11357746 2.80E-10 2.30E-08 0.063118 -3.49225 0.506128 0.127742 TBX5 12 N_Shore Body 114837887 Intragenic 

cg02009088 2.80E-10 2.30E-08 0.048302 -4.49705 0.506939 0.095612 NRG2 5 Island Body 139228153 Intragenic 

cg25815021 2.82E-10 2.32E-08 -1.62998 -2.98457 0.270073 0.114009 NA 2 Island TSS1500, Body 109745210 Intragenic 

cg20461912 2.88E-10 2.36E-08 -0.10544 -2.11798 0.478467 0.205409 FOXL2 3 Island 1stExon, 3'UTR 138664350 Intragenic 

cg26614154 2.89E-10 2.37E-08 0.531844 -2.50458 0.588526 0.195451 LRRC71 1 Island Body 156893605 Intragenic 

cg06811478 2.90E-10 2.37E-08 -1.78826 -4.4339 0.265503 0.057827 XKR6 8 N_Shore Body 10872626 Intragenic 

cg14026538 2.90E-10 2.37E-08 -1.74837 -4.87981 0.322148 0.045391 CORIN 4 Island Body 47838616 Intragenic 

cg04338055 2.90E-10 2.37E-08 -0.2122 -2.02963 0.467895 0.209227 GRIN3B 19 Island Body 1000955 Intragenic 

cg07895186 2.96E-10 2.42E-08 0.156091 -0.76731 0.524487 0.370784 NA 10 Island Body 119303831 Intragenic 

cg17805540 2.98E-10 2.44E-08 1.325289 -1.19353 0.698691 0.326636 NKX3-2 4 Island Body 13543730 Intragenic 

cg13757826 3.01E-10 2.46E-08 -1.623 -5.08167 0.326269 0.045373 CORO6 17 Island Body 27943097 Intragenic 

cg03404143 3.01E-10 2.46E-08 -0.14867 -3.26776 0.48478 0.130994 LBX1 10 Island 3'UTR 102986973 Intragenic 

cg20643871 3.03E-10 2.47E-08 -0.31182 -3.78604 0.502749 0.094676 ISL2 15 N_Shore Body 76629838 Intragenic 

cg05808004 3.05E-10 2.48E-08 0.842771 3.538783 0.605082 0.899227 MEGF6 1 Island Body 3427407 Intragenic 

cg02361458 3.06E-10 2.49E-08 0.431543 -2.69338 0.565771 0.173989 PRKAA2 1 S_Shore Body 57111511 Intragenic 

cg18044963 3.07E-10 2.50E-08 -2.72241 -4.91236 0.165288 0.037195 SRRM3 7 Island Body 75911830 Intragenic 

cg24913868 3.09E-10 2.51E-08 0.962348 -1.58783 0.648337 0.277832 NKX2-3 10 Island 3'UTR 101296069 Intragenic 

cg24765924 3.13E-10 2.54E-08 1.208956 -0.38616 0.692233 0.437911 LOC255167 5 Island Body, TSS1500 6583001 Intragenic 

cg18559739 3.14E-10 2.55E-08 0.052122 -3.54444 0.543737 0.113834 CDYL 6 Island Body 4775132 Intragenic 

cg00192136 3.17E-10 2.57E-08 -0.44191 -2.90908 0.427399 0.146649 DBX1 11 Island Body 20178496 Intragenic 

cg24321347 3.21E-10 2.61E-08 1.487965 -2.02286 0.716654 0.251714 LINGO3 19 Island Body 2290024 Intragenic 

cg06385227 3.22E-10 2.61E-08 1.045361 -2.35246 0.660679 0.215652 EN2 7 S_Shore Body 155252201 Intragenic 

cg10394832 3.23E-10 2.62E-08 -0.25529 -2.02006 0.468099 0.20834 C1orf88 1 Island Body 111889533 Intragenic 

cg20396510 3.24E-10 2.62E-08 -0.80656 -3.58988 0.40942 0.095348 MAST4 5 NA TSS200, Body 66124588 Intragenic 

cg10560393 3.25E-10 2.62E-08 -1.05577 -2.94922 0.334838 0.129811 ALX4 11 N_Shore Body 44327015 Intragenic 

cg12035699 3.25E-10 2.63E-08 0.343942 -2.77857 0.551874 0.16842 TMEM178 2 S_Shore Body, 5'UTR 39893887 Intragenic 
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cg05565239 3.26E-10 2.63E-08 -1.41403 -4.01879 0.32233 0.073034 RTN1 14 Island Body, 1stExon 60097209 Intragenic 

cg13710037 3.28E-10 2.64E-08 -1.9087 -3.75971 0.243954 0.075644 NA 2 Island Body 241391930 Intragenic 

cg02723458 3.30E-10 2.66E-08 1.062585 3.02782 0.652776 0.879876 ATP6V0A4 7 NA 3'UTR 138391286 Intragenic 

cg05654008 3.33E-10 2.69E-08 -1.31022 -3.99116 0.330652 0.076968 ITGA9 3 Island Body 37494485 Intragenic 

cg15642792 3.37E-10 2.71E-08 -2.51192 -6.42522 0.24675 0.025923 FCRLB 1 Island Body 161696175 Intragenic 

cg04366011 3.38E-10 2.72E-08 -1.78792 -4.23846 0.271197 0.059413 ADAMTS9 3 Island Body 64671477 Intragenic 

cg01179851 3.38E-10 2.72E-08 -2.15019 -4.80024 0.211828 0.048205 SALL3 18 NA Body 76746274 Intragenic 

cg26642510 3.38E-10 2.72E-08 -1.85407 -4.19487 0.260565 0.059122 TUBB4A 19 N_Shore Body 6501778 Intragenic 

cg00371453 3.41E-10 2.74E-08 0.001851 -3.44423 0.500446 0.13717 CLEC4GP1 19 Island Body 7854482 Intragenic 

cg22902266 3.42E-10 2.74E-08 0.582474 -1.58469 0.592561 0.270902 BARX1 9 Island 3'UTR 96714313 Intragenic 

cg14515571 3.42E-10 2.74E-08 -0.88642 -3.06682 0.359902 0.12675 DBX1 11 Island Body 20178627 Intragenic 

cg13561918 3.42E-10 2.74E-08 1.59271 2.882284 0.737757 0.875742 C9orf7 9 S_Shelf Body 136328561 Intragenic 

cg04844977 3.43E-10 2.75E-08 -1.17537 -4.28033 0.322798 0.072252 ROPN1B 3 S_Shelf Body 125691054 Intragenic 

cg26755141 3.44E-10 2.75E-08 -0.65284 -2.91579 0.413199 0.134198 SIM1 6 N_Shore Body 100903839 Intragenic 

cg11264392 3.47E-10 2.77E-08 0.828525 -0.39741 0.635183 0.433735 RASAL3 19 Island Body 15564092 Intragenic 

cg02109793 3.51E-10 2.80E-08 0.892683 -1.23168 0.642612 0.317126 NA 22 Island Body, TSS1500 24890690 Intragenic 

cg11838384 3.53E-10 2.82E-08 0.994603 -2.24045 0.65052 0.224767 MACROD1 11 Island Body 63803845 Intragenic 

cg15324756 3.54E-10 2.82E-08 -2.13216 -4.33397 0.205045 0.060639 COL4A2 13 Island Body 110961142 Intragenic 

cg23295886 3.55E-10 2.83E-08 -0.68163 -2.30547 0.400369 0.175877 NA 18 Island TSS1500, Body 8367314 Intragenic 

cg24788053 3.57E-10 2.84E-08 -0.85768 -4.62118 0.42975 0.066878 TRPC3 4 Island Body 122872285 Intragenic 

cg07204353 3.58E-10 2.84E-08 -1.13401 -5.19654 0.40571 0.038296 OSBP2 22 Island Body 31198598 Intragenic 

cg02079831 3.62E-10 2.88E-08 0.556002 -1.81469 0.590143 0.24401 SLC26A10 12 Island Body 58014709 Intragenic 

cg10588377 3.65E-10 2.90E-08 -0.28737 -3.07822 0.466935 0.136358 HTRA1 10 Island Body 124221799 Intragenic 

cg11640773 3.66E-10 2.90E-08 -0.37035 -2.46491 0.451919 0.170641 NDRG4 16 Island Body 58535416 Intragenic 

cg01202124 3.77E-10 2.99E-08 -1.27316 -3.77175 0.309243 0.088884 KIAA1755 20 N_Shore Body 36888790 Intragenic 

cg14651249 3.82E-10 3.03E-08 0.261588 -2.64074 0.548991 0.173203 BARHL1 9 Island 3'UTR 135465030 Intragenic 

cg23195200 3.91E-10 3.09E-08 -0.2988 -2.17878 0.463478 0.193225 TMEM132B 12 S_Shore Body 125815880 Intragenic 

cg18563999 3.91E-10 3.09E-08 -0.59365 -3.05864 0.418417 0.130046 ZNF385A 12 Island Body 54785003 Intragenic 

cg23164681 3.97E-10 3.14E-08 -0.10144 -4.28841 0.5072 0.098743 HLA-L 6 Island Body 30227373 Intragenic 

cg15211499 3.99E-10 3.15E-08 -3.61316 -6.22197 0.133463 0.014941 CAMTA1 1 Island Body 7765369 Intragenic 

cg05906740 3.99E-10 3.16E-08 -3.05102 -5.60664 0.190236 0.02183 NA 3 Island TSS200, Body, TSS1500 37035205 Intragenic 
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cg02452418 4.02E-10 3.17E-08 0.416181 -2.00505 0.562452 0.22125 RYR1 19 Island Body 39056126 Intragenic 

cg22525281 4.04E-10 3.19E-08 -1.86121 -3.95006 0.27154 0.064594 WNT9A 1 Island Body 228134933 Intragenic 

cg26673279 4.05E-10 3.19E-08 -0.97571 -3.74775 0.375878 0.088568 ROBO3 11 S_Shore Body 124739431 Intragenic 

cg00489861 4.06E-10 3.20E-08 -1.71959 -4.09473 0.293546 0.063061 NA 9 Island Body, 1stExon 215368 Intragenic 

cg23847700 4.09E-10 3.22E-08 -2.41936 -5.33106 0.231572 0.032985 NA 11 Island Body, TSS1500 64066766 Intragenic 

cg11932564 4.10E-10 3.23E-08 -1.9199 -4.97674 0.28631 0.042745 TNFRSF13C 22 Island Body 42322146 Intragenic 

cg05594525 4.11E-10 3.23E-08 0.408148 -2.47647 0.56673 0.191328 FAM150A 8 N_Shore Body 53476865 Intragenic 

cg01645113 4.15E-10 3.26E-08 -2.3941 -4.79191 0.229088 0.037663 SCHIP1 3 Island Body 159482413 Intragenic 

cg08148660 4.16E-10 3.27E-08 -1.68988 -3.24104 0.269061 0.098966 NA 15 N_Shore Body 69323934 Intragenic 

cg03741619 4.21E-10 3.30E-08 -0.39601 -3.86178 0.476187 0.10051 TRPV3 17 Island Body 3438918 Intragenic 

cg05469759 4.25E-10 3.33E-08 0.661543 -2.47934 0.600949 0.19749 NDRG4 16 Island TSS1500, 5'UTR, Body 58498456 Intragenic 

cg23537887 4.25E-10 3.33E-08 0.396767 -2.02848 0.561925 0.222111 CACNA2D3 3 S_Shore Body 54157647 Intragenic 

cg19115941 4.26E-10 3.34E-08 1.239226 -2.32369 0.688011 0.224091 IQSEC3 12 Island Body, 5'UTR 187284 Intragenic 

cg14186799 4.29E-10 3.35E-08 -2.57412 -4.96992 0.175685 0.038375 BNC2 9 Island Body 16870289 Intragenic 

cg23928165 4.33E-10 3.38E-08 0.016207 -4.50424 0.502912 0.099486 PNMAL2 19 Island 1stExon, 3'UTR 46996713 Intragenic 

cg17578196 4.39E-10 3.43E-08 -0.94076 -2.5059 0.359108 0.156796 LOC389033 2 NA Body 130680686 Intragenic 

cg25533154 4.39E-10 3.43E-08 0.414054 -2.7396 0.568955 0.178047 PPM1E 17 S_Shore Body 56834061 Intragenic 

cg26519745 4.48E-10 3.49E-08 -2.31344 -4.05998 0.212845 0.05831 ABCG1 21 Island Body, 5'UTR, TSS200 43639879 Intragenic 

cg02770946 4.50E-10 3.51E-08 -0.33033 -3.66032 0.486323 0.105682 ICAM5 19 Island Body 10401731 Intragenic 

cg25817261 4.52E-10 3.52E-08 -0.29935 -4.72608 0.500496 0.078581 TUBB4A 19 Island Body 6502153 Intragenic 

cg12227907 4.53E-10 3.53E-08 -0.34367 -2.03078 0.443042 0.210106 PRDM13 6 Island Body 100055865 Intragenic 

cg22949149 4.54E-10 3.53E-08 -0.52858 -3.1326 0.413336 0.131915 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748480 Intragenic 

cg01450642 4.58E-10 3.56E-08 0.221184 -3.34478 0.535613 0.147589 RGS20 8 Island Body, 5'UTR, 1stExon 54793566 Intragenic 

cg12670477 4.59E-10 3.56E-08 -0.09778 -3.96406 0.491918 0.113093 IGSF22 11 S_Shore Body 18727774 Intragenic 

cg26775191 4.62E-10 3.59E-08 0.089682 -2.97672 0.515094 0.15003 RAX 18 Island 3'UTR 56934834 Intragenic 

cg23992449 4.64E-10 3.60E-08 -2.52752 -5.93596 0.269059 0.024079 NA 11 Island TSS1500, Body 61583956 Intragenic 

cg08230332 4.65E-10 3.60E-08 -0.73497 -4.46626 0.440102 0.077607 BSN 3 Island Body 49592476 Intragenic 

cg18486906 4.66E-10 3.61E-08 1.026776 -1.27376 0.659649 0.312742 OSBP2 22 Island Body 31218227 Intragenic 

cg06830044 4.66E-10 3.61E-08 -0.60367 -2.66074 0.428183 0.147656 PRPH 12 Island Body 49690862 Intragenic 

cg14897833 4.80E-10 3.71E-08 -2.50691 -5.63667 0.24308 0.026135 NID2 14 Island Body 52535178 Intragenic 

cg18555755 4.81E-10 3.72E-08 -2.84025 -6.18754 0.243375 0.01563 SEMA7A 15 Island Body, 1stExon, 5'UTR 74725980 Intragenic 
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cg27331401 4.82E-10 3.72E-08 -1.6411 -3.59675 0.302597 0.078575 NA 3 Island TSS200, Body, TSS1500 37035207 Intragenic 

cg13768737 4.86E-10 3.75E-08 -2.23318 -5.63441 0.26792 0.030396 PSTPIP2 18 Island Body 43651835 Intragenic 

cg00655203 4.93E-10 3.80E-08 -1.0895 -4.68549 0.344057 0.068879 HBQ1 16 Island Body 230596 Intragenic 

cg14379854 4.93E-10 3.80E-08 -0.18101 -3.29363 0.488297 0.128772 NA 2 Island Body, TSS200 173600362 Intragenic 

cg08844966 4.94E-10 3.80E-08 0.68761 -1.22266 0.61219 0.314392 IGSF21 1 N_Shore Body 18435244 Intragenic 

cg06861209 4.96E-10 3.82E-08 -2.93313 -4.51535 0.146675 0.043853 HBQ1 16 Island 3'UTR 231149 Intragenic 

cg10136736 4.98E-10 3.83E-08 0.337109 -2.75256 0.560017 0.170538 ODZ3 4 Island Body 183370445 Intragenic 

cg15427234 5.02E-10 3.86E-08 -1.08585 -3.38009 0.363792 0.101204 SLC5A5 19 Island Body 17984959 Intragenic 

cg04052466 5.03E-10 3.86E-08 0.403568 -3.03288 0.563348 0.154451 AMH 19 Island Body 2251061 Intragenic 

cg01441497 5.09E-10 3.91E-08 0.399005 -2.26042 0.561966 0.206802 EGFEM1P 3 S_Shore Body 167968476 Intragenic 

cg20694933 5.11E-10 3.92E-08 0.970024 -1.91912 0.645062 0.247534 CHSY3 5 Island Body 129241611 Intragenic 

cg22097768 5.14E-10 3.94E-08 -0.34547 -4.23089 0.45316 0.101766 KCNH6 17 Island Body 61615913 Intragenic 

cg02370395 5.17E-10 3.96E-08 0.469112 -3.5365 0.574069 0.143419 FJX1 11 S_Shore 1stExon, 3'UTR 35641505 Intragenic 

cg00822840 5.17E-10 3.96E-08 -0.90195 -2.44517 0.369934 0.160995 DLX1 2 Island Body 172951828 Intragenic 

cg22356527 5.20E-10 3.98E-08 -0.68042 -2.84398 0.40225 0.139148 AHRR 5 Island Body 374425 Intragenic 

cg19121462 5.23E-10 4.00E-08 -0.32239 -4.43249 0.465396 0.095939 HLA-L 6 Island Body 30227488 Intragenic 

cg01033463 5.26E-10 4.02E-08 -0.67637 -5.62411 0.402442 0.06561 PHF21B 22 Island Body 45404843 Intragenic 

cg25833989 5.31E-10 4.06E-08 -0.83827 -2.4135 0.370601 0.167265 ISLR2 15 Island Body 74426957 Intragenic 

cg26525127 5.31E-10 4.06E-08 1.14551 -3.00028 0.670029 0.182304 ECEL1 2 Island Body 233350365 Intragenic 

cg01604380 5.33E-10 4.06E-08 -0.51164 -2.60866 0.435385 0.153165 RTN1 14 N_Shore Body 60336292 Intragenic 

cg02083412 5.51E-10 4.20E-08 -0.68451 -2.80973 0.399377 0.144328 DLGAP2 8 Island 3'UTR 1649758 Intragenic 

cg22139774 5.56E-10 4.24E-08 -0.7101 -2.39096 0.385024 0.174752 AFF3 2 Island Body 100720529 Intragenic 

cg06427514 5.57E-10 4.24E-08 -0.87035 -3.38624 0.40113 0.099985 KCNH4 17 Island Body 40332731 Intragenic 

cg06387842 5.58E-10 4.24E-08 -1.21382 -2.7044 0.315604 0.140888 CHRD 3 Island Body 184099096 Intragenic 

cg20603609 5.60E-10 4.26E-08 -2.42902 -4.65269 0.230324 0.039811 GALNTL1 14 Island Body 69728089 Intragenic 

cg10613381 5.61E-10 4.26E-08 1.975241 -0.12326 0.788304 0.480504 NA 22 N_Shore Body, TSS1500 24890330 Intragenic 

cg02383154 5.63E-10 4.27E-08 -0.25087 -3.42692 0.45715 0.129111 HLF 17 S_Shore Body 53343283 Intragenic 

cg25079568 5.63E-10 4.27E-08 -0.73071 -3.1036 0.399247 0.124956 TCF4 18 NA Body 52989604 Intragenic 

cg09559047 5.67E-10 4.30E-08 -1.11322 -4.50595 0.361346 0.067162 XKR6 8 Island Body 10916868 Intragenic 

cg23855319 5.72E-10 4.33E-08 0.541922 -1.43054 0.589332 0.28248 NAT8L 4 Island Body 2062392 Intragenic 

cg05970528 5.75E-10 4.35E-08 -1.13826 -3.52308 0.321262 0.103785 NA 19 Island 5'UTR, Body 19006562 Intragenic 
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cg07124017 5.75E-10 4.35E-08 -0.04373 -4.02323 0.492532 0.122382 WHAMMP2 15 Island Body 28983122 Intragenic 

cg04352676 5.80E-10 4.38E-08 -2.27303 -4.46418 0.227802 0.048826 GABBR1 6 S_Shore TSS1500, Body 29596516 Intragenic 

cg04859726 5.83E-10 4.41E-08 -0.05771 -2.0607 0.496515 0.210928 SIM1 6 N_Shore Body 100894513 Intragenic 

cg14637067 5.86E-10 4.42E-08 0.238848 -4.00116 0.539787 0.132382 XKR6 8 S_Shore Body 10874215 Intragenic 

cg27507687 5.90E-10 4.45E-08 -0.29201 -4.23271 0.489105 0.087316 COL7A1 3 Island Body 48632484 Intragenic 

cg04143750 5.93E-10 4.47E-08 -0.74419 -3.35372 0.404801 0.111958 EFHD1 2 N_Shore TSS1500, Body 233497656 Intragenic 

cg21239798 5.96E-10 4.49E-08 -1.37754 -3.88387 0.334405 0.072488 NA 5 S_Shore Body, TSS1500 111756360 Intragenic 

cg14416875 5.96E-10 4.49E-08 2.260506 3.755737 0.812801 0.92525 DAB2IP 9 N_Shore Body 124497763 Intragenic 

cg06487301 5.97E-10 4.49E-08 -0.2423 -4.12345 0.520728 0.087657 NA 19 Island TSS1500, 3'UTR 11531313 Intragenic 

cg01468621 5.99E-10 4.50E-08 0.778904 -2.89044 0.613138 0.171916 BRSK2 11 Island Body 1411609 Intragenic 

cg23493510 6.00E-10 4.51E-08 -0.99285 -5.80951 0.394853 0.054611 DLX4 17 Island Body, TSS1500 48049275 Intragenic 

cg23640002 6.04E-10 4.53E-08 -0.27497 -1.97163 0.453464 0.218584 HLA-DPB2 6 Island Body 33084933 Intragenic 

cg12308746 6.05E-10 4.54E-08 1.278288 -1.5487 0.693856 0.291529 DLX1 2 N_Shore Body 172952415 Intragenic 

cg08228439 6.05E-10 4.54E-08 -1.07891 -3.1229 0.336728 0.119271 LHX5 12 Island Body 113903973 Intragenic 

cg05793020 6.08E-10 4.55E-08 -2.28982 -4.44298 0.228823 0.047342 KCNK15 20 Island Body 43374889 Intragenic 

cg23109129 6.08E-10 4.56E-08 -0.0674 -3.75074 0.516516 0.11347 HHIP 4 S_Shore Body 145568182 Intragenic 

cg27094076 6.18E-10 4.63E-08 -1.02564 -3.015 0.346493 0.125949 ZPBP 7 N_Shore Body 50132541 Intragenic 

cg23118086 6.22E-10 4.65E-08 0.120071 -2.70036 0.544223 0.15987 RASL12 15 Island Body 65360058 Intragenic 

cg16191750 6.25E-10 4.67E-08 -2.58588 -5.95267 0.266938 0.01992 ITGA2B 17 Island Body 42463157 Intragenic 

cg12511214 6.26E-10 4.68E-08 0.887796 -2.63829 0.638789 0.200749 CACNA1I 22 Island Body 40058293 Intragenic 

cg12064069 6.28E-10 4.69E-08 -0.96825 -5.13433 0.345626 0.065101 D4S234E 4 Island Body 4389509 Intragenic 

cg16473762 6.31E-10 4.71E-08 -0.58455 -3.19386 0.42022 0.123689 ZNF831 20 Island Body 57797319 Intragenic 

cg23820770 6.33E-10 4.72E-08 0.247856 -1.93572 0.540787 0.232012 DYSF 2 Island TSS1500, Body 71693579 Intragenic 

cg03171361 6.35E-10 4.73E-08 0.52093 -2.44298 0.583604 0.196325 IGF2BP1 17 Island Body 47075758 Intragenic 

cg25949338 6.37E-10 4.74E-08 -0.42476 -2.67029 0.436014 0.159469 FAM59B 2 Island Body 26407567 Intragenic 

cg05386320 6.39E-10 4.75E-08 0.663897 2.200885 0.602224 0.813361 NA 1 NA 3'UTR, Body 40225745 Intragenic 

cg21188610 6.39E-10 4.75E-08 -0.58105 0.965681 0.408089 0.653458 FNBP1 9 NA Body 132786258 Intragenic 

cg10689528 6.55E-10 4.86E-08 0.842929 -1.99014 0.632369 0.241113 GDF6 8 Island Body 97169767 Intragenic 

cg01472299 6.63E-10 4.92E-08 -0.70616 -2.76088 0.397484 0.145918 CDYL 6 N_Shore Body 4775063 Intragenic 

cg15909981 6.67E-10 4.95E-08 -0.32344 -2.97701 0.460968 0.142358 TMPRSS6 22 Island Body 37465178 Intragenic 

cg21099488 6.72E-10 4.98E-08 -1.8626 -4.29004 0.280043 0.056773 PELI2 14 Island Body 56585486 Intragenic 
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cg00981994 6.80E-10 5.04E-08 -0.30805 -2.59329 0.471039 0.160876 WNT6 2 N_Shore Body 219735876 Intragenic 

cg02642914 6.81E-10 5.05E-08 -0.48576 -3.2559 0.454122 0.118346 CADM1 11 Island Body 115374217 Intragenic 

cg25292468 6.83E-10 5.05E-08 -0.89047 -3.45676 0.385653 0.102634 NRP2 2 Island Body 206550511 Intragenic 

cg10794285 6.91E-10 5.11E-08 -1.15067 -5.07656 0.399933 0.052194 DSC3 18 Island Body 28622024 Intragenic 

cg19631064 6.99E-10 5.16E-08 -0.76445 -2.90231 0.373483 0.139708 ANKRD18DP 3 Island Body 197807355 Intragenic 

cg15325373 7.00E-10 5.17E-08 1.213977 -0.75362 0.688186 0.382892 NA 10 Island 1stExon, 5'UTR, Body 119302275 Intragenic 

cg17441887 7.03E-10 5.19E-08 -2.16402 -3.81239 0.208444 0.07208 PPP2R2C 4 Island Body 6473558 Intragenic 

cg07852757 7.05E-10 5.20E-08 1.168834 -3.02481 0.669686 0.18504 EGR2 10 Island Body 64575442 Intragenic 

cg06531007 7.08E-10 5.22E-08 -1.60657 -4.29424 0.328393 0.060069 CR2 1 Island Body 207628110 Intragenic 

cg00785738 7.12E-10 5.25E-08 -0.77802 -4.14808 0.433875 0.080589 CD72 9 Island Body 35617323 Intragenic 

cg24627827 7.15E-10 5.26E-08 0.12534 -2.38114 0.520853 0.192883 GRID1 10 Island Body 88125521 Intragenic 

cg04094169 7.19E-10 5.29E-08 -1.09505 -3.7361 0.329812 0.098244 CADM3 1 S_Shore Body 159141893 Intragenic 

cg22538396 7.22E-10 5.31E-08 -1.08298 -3.81064 0.359465 0.090536 MYOZ3 5 Island Body 150051914 Intragenic 

cg20800022 7.23E-10 5.31E-08 0.703381 -1.62756 0.613147 0.271481 GDF6 8 Island Body 97169764 Intragenic 

cg04761198 7.34E-10 5.39E-08 0.489329 -4.46261 0.579667 0.118518 RGS20 8 Island Body 54793733 Intragenic 

cg26505691 7.37E-10 5.41E-08 -1.293 -5.23732 0.340142 0.055224 IL21R 16 NA 3'UTR 27461333 Intragenic 

cg00400614 7.42E-10 5.44E-08 -1.01941 -3.38026 0.372306 0.098696 LOC285954 7 Island Body 41745354 Intragenic 

cg06498720 7.55E-10 5.53E-08 -0.52023 -3.53794 0.415825 0.118172 EMX1 2 Island Body 73147481 Intragenic 

cg25289314 7.57E-10 5.54E-08 0.220471 -2.65659 0.537817 0.175332 GRID2IP 7 Island Body 6570511 Intragenic 

cg14661803 7.58E-10 5.54E-08 0.139946 1.669559 0.521381 0.751184 KLF7 2 NA Body 207958145 Intragenic 

cg11607952 7.62E-10 5.57E-08 -1.49594 -3.63133 0.296937 0.086815 NTF3 12 Island Body 5541814 Intragenic 

cg08351004 7.66E-10 5.60E-08 0.455114 -1.63258 0.570066 0.264212 DLX2 2 Island Body 172965650 Intragenic 

cg09511896 7.68E-10 5.61E-08 0.334044 -2.10511 0.556564 0.216423 WNT3A 1 Island Body 228246937 Intragenic 

cg08092105 7.73E-10 5.64E-08 -1.53559 -4.03871 0.310722 0.07025 NDRG4 16 Island Body 58535384 Intragenic 

cg16185125 7.74E-10 5.65E-08 -1.9162 -3.79259 0.249473 0.073647 LOC285954 7 Island Body 41745376 Intragenic 

cg08602190 7.81E-10 5.70E-08 0.960383 -2.15084 0.644369 0.227134 ADAM12 10 Island Body 128076260 Intragenic 

cg26148236 7.86E-10 5.72E-08 -2.08445 -5.77035 0.268134 0.033232 EFHD1 2 Island TSS1500, Body 233497957 Intragenic 

cg23791592 7.90E-10 5.75E-08 -0.96657 -4.79495 0.403722 0.067255 MSI1 12 Island Body 120806383 Intragenic 

cg15559186 7.97E-10 5.80E-08 -1.48871 -4.41478 0.315675 0.066527 STMN3 20 Island Body 62283742 Intragenic 

cg23652093 8.00E-10 5.82E-08 0.323287 2.415205 0.548585 0.822696 MAP6 11 NA Body 75347560 Intragenic 

cg20154143 8.04E-10 5.84E-08 -1.50119 -3.8396 0.316056 0.0761 PRDM16 1 NA Body 3087709 Intragenic 
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cg06488135 8.10E-10 5.88E-08 -1.12068 -3.68789 0.346682 0.090756 PPP4R4 14 Island Body 94641122 Intragenic 

cg03427905 8.22E-10 5.96E-08 -0.84575 -3.44253 0.391136 0.101474 ADAMTS9 3 Island Body 64671378 Intragenic 

cg20098332 8.34E-10 6.05E-08 -2.08989 -4.78558 0.269442 0.043314 TRPC3 4 Island Body 122871515 Intragenic 

cg09677243 8.43E-10 6.11E-08 -1.9189 -5.19525 0.276793 0.040467 ASIC2 17 Island 1stExon, 5'UTR, Body 31619231 Intragenic 

cg10868817 8.48E-10 6.14E-08 1.65802 -1.98173 0.736454 0.263675 ZFPM2 8 Island Body 106332119 Intragenic 

cg22156632 8.51E-10 6.16E-08 0.532249 -1.40285 0.587743 0.291228 WNT6 2 S_Shore Body 219725069 Intragenic 

cg03465861 8.56E-10 6.19E-08 0.474006 -2.13251 0.581127 0.214866 ISL2 15 Island Body 76630660 Intragenic 

cg25139187 8.61E-10 6.22E-08 -2.81886 -5.01453 0.194813 0.031403 HAPLN2 1 Island Body 156594229 Intragenic 

cg03456968 8.63E-10 6.23E-08 0.257116 -3.59914 0.539144 0.136618 WNT9B 17 Island Body 44929245 Intragenic 

cg27036581 8.63E-10 6.23E-08 -1.92374 -5.44309 0.276273 0.043726 NA 7 N_Shore 1stExon, Body 96635336 Intragenic 

cg26732691 8.65E-10 6.24E-08 -1.18714 -4.40563 0.34047 0.075609 RFX4 12 N_Shore Body 106977781 Intragenic 

cg21872764 8.66E-10 6.24E-08 -0.84997 -4.76336 0.389415 0.077283 CLDN5 22 Island 1stExon, 3'UTR 19510977 Intragenic 

cg01503378 8.68E-10 6.25E-08 -1.72978 -3.42579 0.263544 0.091213 FAM66C 12 Island Body 8332808 Intragenic 

cg27532758 8.72E-10 6.28E-08 -1.27793 -3.017 0.313123 0.120391 FAM66E 8 Island Body 7812741 Intragenic 

cg05783915 8.76E-10 6.30E-08 0.739605 -2.95104 0.615181 0.17968 NA 10 Island 1stExon, 5'UTR, Body 119302062 Intragenic 

cg20792735 8.93E-10 6.42E-08 -0.56944 -4.43319 0.440896 0.090253 NA 2 Island Body, 1stExon, 5'UTR 80531483 Intragenic 

cg10076031 8.99E-10 6.46E-08 -0.08923 -3.12629 0.495872 0.139526 NA 2 S_Shore Body, TSS1500 173601150 Intragenic 

cg00344260 9.06E-10 6.51E-08 -0.34373 -3.27854 0.443966 0.13097 NELL2 12 Island Body, 1stExon, TSS1500, TSS200 45270406 Intragenic 

cg18575176 9.13E-10 6.55E-08 -1.66662 -3.57543 0.295695 0.079441 PCLO 7 N_Shore Body 82791634 Intragenic 

cg27022535 9.14E-10 6.56E-08 -1.99614 -3.57814 0.236768 0.079917 HRH3 20 Island Body 60794588 Intragenic 

cg24808891 9.21E-10 6.61E-08 -0.13108 -2.22084 0.481896 0.198125 HSPA12A 10 N_Shore Body 118500755 Intragenic 

cg24465429 9.25E-10 6.62E-08 0.625108 -2.67247 0.597652 0.189893 HLA-DPB2 6 Island Body 33084825 Intragenic 

cg22370005 9.26E-10 6.62E-08 0.260356 -2.08917 0.542182 0.219425 DPY19L2P4 7 S_Shore Body 89749098 Intragenic 

cg05102581 9.26E-10 6.62E-08 0.168464 -4.54479 0.554262 0.10715 EMILIN2 18 Island Body 2847530 Intragenic 

cg11798909 9.31E-10 6.66E-08 1.020328 -1.98525 0.646435 0.244307 NA 1 Island TSS1500, Body 1567820 Intragenic 

cg17763188 9.47E-10 6.76E-08 0.177496 -3.48955 0.528478 0.131488 XKR5 8 Island Body 6692148 Intragenic 

cg15314170 9.53E-10 6.81E-08 0.061192 -3.56026 0.513384 0.132486 SIRPA 20 S_Shore Body, 1stExon 1876131 Intragenic 

cg19046697 9.60E-10 6.85E-08 0.538756 -2.98767 0.593903 0.163735 FLJ42709 5 Island Body 92915581 Intragenic 

cg18724581 9.71E-10 6.93E-08 -1.10588 -3.03892 0.334884 0.124338 WNT1 12 Island Body 49374160 Intragenic 

cg25509697 9.74E-10 6.95E-08 0.596879 -0.84746 0.597614 0.363862 NA 3 N_Shore TSS1500, Body 138666732 Intragenic 

cg08036502 9.86E-10 7.02E-08 0.017859 -2.31503 0.501516 0.197396 NA 15 Island Body, TSS1500 74420511 Intragenic 
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cg25022086 9.92E-10 7.06E-08 0.400651 -2.67056 0.57683 0.172524 GALR2 17 Island Body 74071616 Intragenic 

cg05831823 9.99E-10 7.10E-08 -1.08353 -4.1246 0.394745 0.074054 CR2 1 Island Body 207627978 Intragenic 

cg05135644 9.99E-10 7.10E-08 0.365542 -2.80417 0.558534 0.17058 NR2E1 6 Island Body 108489795 Intragenic 

cg17832341 1.01E-09 7.21E-08 -1.04935 -4.0005 0.374517 0.081383 POU6F2 7 Island Body 39453532 Intragenic 

cg02329576 1.02E-09 7.22E-08 0.68106 -2.12138 0.605503 0.225781 SDK1 7 S_Shore Body 3342048 Intragenic 

cg03424727 1.02E-09 7.22E-08 0.234567 -2.92075 0.547709 0.161313 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277646 Intragenic 

cg04637506 1.02E-09 7.22E-08 1.208504 2.897515 0.677925 0.872094 LRRC43 12 S_Shelf 5'UTR, Body 122670293 Intragenic 

cg07808661 1.02E-09 7.23E-08 -2.12556 -4.96857 0.300734 0.031942 NA 18 Island Body, TSS200 5237922 Intragenic 

cg01459807 1.02E-09 7.25E-08 0.577218 -2.38766 0.59366 0.202718 LINGO3 19 Island Body 2290107 Intragenic 

cg26717786 1.04E-09 7.35E-08 -3.52086 -4.61366 0.087947 0.040671 NA 17 Island Body 79139685 Intragenic 

cg25585172 1.05E-09 7.40E-08 0.043986 -2.4521 0.508322 0.185967 CACNA1E 1 Island Body 181454975 Intragenic 

cg19594156 1.05E-09 7.46E-08 -0.58312 -4.36321 0.440155 0.085356 PLXDC1 17 Island Body 37307524 Intragenic 

cg24435924 1.07E-09 7.53E-08 -2.23573 -4.00721 0.206054 0.064467 MAST1 19 N_Shore Body 12978255 Intragenic 

cg07234865 1.07E-09 7.53E-08 -1.03235 -2.98443 0.339855 0.130616 NA 1 N_Shore Body, 5'UTR 156390220 Intragenic 

cg05653707 1.07E-09 7.57E-08 0.683441 -2.32618 0.60671 0.213993 NA 10 Island Body, TSS1500 119304938 Intragenic 

cg05644921 1.08E-09 7.61E-08 0.659653 -2.19795 0.605757 0.219453 UCP1 4 N_Shore Body 141489114 Intragenic 

cg07304175 1.08E-09 7.64E-08 -1.31576 -3.07829 0.307445 0.117059 SOX2-OT 3 S_Shore Body 181414139 Intragenic 

cg25074751 1.08E-09 7.64E-08 -0.25327 -2.2792 0.464911 0.187473 NA 2 S_Shore Body, TSS200 173601133 Intragenic 

cg04156464 1.09E-09 7.66E-08 0.8319 -2.16757 0.62137 0.226389 NA 16 N_Shore TSS1500, Body 56224504 Intragenic 

cg19657198 1.09E-09 7.66E-08 0.701005 -1.76465 0.602405 0.254537 FLJ45983 10 Island Body 8095121 Intragenic 

cg10468961 1.10E-09 7.70E-08 -1.5392 -3.13293 0.26417 0.114483 NRG2 5 Island Body 139227979 Intragenic 

cg01269597 1.10E-09 7.72E-08 -1.19915 -3.99544 0.372029 0.070938 SP9 2 Island Body 175200286 Intragenic 

cg02099233 1.10E-09 7.74E-08 -1.82674 -3.58228 0.24637 0.085727 DPYSL3 5 N_Shore Body 146832387 Intragenic 

cg15011409 1.10E-09 7.74E-08 1.2062 -1.01818 0.677943 0.345874 ICAM5 19 Island Body 10405226 Intragenic 

cg24787238 1.11E-09 7.78E-08 0.726093 2.629108 0.60418 0.848305 MAD1L1 7 NA Body 2149674 Intragenic 

cg24878071 1.11E-09 7.80E-08 0.774119 -2.31314 0.619234 0.216274 SEMA7A 15 Island Body, 5'UTR 74725662 Intragenic 

cg16585911 1.12E-09 7.84E-08 -0.0146 -2.90958 0.501081 0.156327 SYT11 1 Island Body 155830264 Intragenic 

cg04222582 1.12E-09 7.85E-08 0.440943 -3.33929 0.582416 0.135432 NA 15 Island Body, TSS1500 45405103 Intragenic 

cg00062245 1.12E-09 7.85E-08 1.254488 -0.48779 0.696448 0.422419 ITGA2B 17 Island Body 42462260 Intragenic 

cg16306115 1.12E-09 7.85E-08 -1.58597 -3.99022 0.319021 0.06673 NA 6 Island 1stExon, 3'UTR, TSS200 24358306 Intragenic 

cg09126273 1.13E-09 7.89E-08 0.962843 -2.09094 0.6471 0.237348 PTPRO 12 Island Body 15475767 Intragenic 
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cg13512977 1.14E-09 7.98E-08 -0.56195 -2.94198 0.414571 0.139767 PAPPA 9 S_Shore Body 118918160 Intragenic 

cg04938549 1.15E-09 7.99E-08 -0.21461 -2.724 0.470044 0.16116 PAX6 11 N_Shore Body 31825214 Intragenic 

cg04608330 1.15E-09 8.01E-08 0.378712 -2.63805 0.55643 0.18286 NELL2 12 N_Shore Body, 1stExon 45269318 Intragenic 

cg13304297 1.15E-09 8.03E-08 0.542949 -2.67441 0.581344 0.185248 EGFEM1P 3 S_Shore Body 167968368 Intragenic 

cg24301192 1.16E-09 8.10E-08 -0.29102 -3.065 0.461025 0.138906 HRK 12 N_Shore 3'UTR 117318416 Intragenic 

cg20189467 1.16E-09 8.10E-08 1.167306 0.280672 0.684728 0.54781 CCDC144A 17 NA Body 16649246 Intragenic 

cg10713773 1.17E-09 8.11E-08 -3.0128 -6.74267 0.225312 0.013769 FAM124A 13 Island Body 51796714 Intragenic 

cg17464383 1.17E-09 8.11E-08 0.848678 -2.33251 0.634443 0.219572 PRDM6 5 N_Shore Body 122426096 Intragenic 

cg07327325 1.18E-09 8.18E-08 0.517677 -2.28417 0.583966 0.209603 PAX2 10 Island Body 102507684 Intragenic 

cg02266348 1.19E-09 8.23E-08 -1.6321 -4.68845 0.327794 0.053917 GRID2IP 7 Island Body 6566324 Intragenic 

cg05495879 1.19E-09 8.23E-08 0.932282 3.36491 0.631375 0.891026 ZNF470 19 S_Shelf Body 57082536 Intragenic 

cg18064714 1.20E-09 8.32E-08 -0.31286 -2.19418 0.456082 0.189709 SP8 7 Island Body 20824556 Intragenic 

cg05904716 1.20E-09 8.32E-08 1.0153 -1.5699 0.660316 0.283554 GFPT2 5 Island Body 179779205 Intragenic 

cg20080664 1.21E-09 8.36E-08 -0.36294 -2.095 0.443918 0.203746 CPZ 4 S_Shore 5'UTR, Body 8594857 Intragenic 

cg04547588 1.22E-09 8.44E-08 -1.62286 -5.63273 0.336907 0.045603 TMEM170B 6 Island Body 11538767 Intragenic 

cg26410483 1.22E-09 8.44E-08 -1.31572 -5.12056 0.347932 0.052497 LHX4 1 Island Body 180203143 Intragenic 

cg08327532 1.22E-09 8.46E-08 -0.42152 -3.007 0.433852 0.141619 CHAT 10 Island Body, 5'UTR 50822606 Intragenic 

cg16967640 1.22E-09 8.46E-08 -1.18128 -3.60143 0.337171 0.09365 LMX1A 1 Island Body 165205453 Intragenic 

cg14215702 1.23E-09 8.51E-08 0.464197 -2.17634 0.574921 0.220442 EN2 7 S_Shore Body 155252317 Intragenic 

cg08683938 1.25E-09 8.60E-08 0.381354 -2.26388 0.561193 0.207391 OPCML 11 NA Body 133098424 Intragenic 

cg16658099 1.25E-09 8.60E-08 -1.91226 -6.39717 0.371622 0.026392 RHBDL3 17 Island Body 30593805 Intragenic 

cg12832857 1.25E-09 8.62E-08 -2.54273 -4.71812 0.196639 0.040646 SLC12A5 20 Island Body 44651204 Intragenic 

cg25152136 1.26E-09 8.71E-08 0.704514 -2.89163 0.602742 0.179154 CLSTN2 3 Island Body 139655077 Intragenic 

cg04367351 1.27E-09 8.76E-08 -3.33935 -6.05315 0.125443 0.019447 PLA2R1 2 Island Body 160918675 Intragenic 

cg10677909 1.29E-09 8.87E-08 -0.58182 -3.52105 0.428576 0.110964 LMO2 11 Island Body 33890601 Intragenic 

cg14231871 1.31E-09 8.97E-08 -0.56549 -3.70817 0.451639 0.103146 MARK1 1 Island Body 220702321 Intragenic 

cg10164592 1.31E-09 8.99E-08 -1.01752 -5.19249 0.394249 0.059584 BTBD11 12 S_Shore Body 107715146 Intragenic 

cg18960642 1.32E-09 9.03E-08 -0.60103 -5.38094 0.423396 0.076404 KCNK17 6 Island Body 39281694 Intragenic 

cg23287547 1.32E-09 9.08E-08 -0.14115 -2.76183 0.478617 0.164067 MYO5A 15 Island Body 52820479 Intragenic 

cg15552158 1.33E-09 9.15E-08 -0.39495 -2.97631 0.457695 0.136634 DLX1 2 S_Shore 3'UTR 172953270 Intragenic 

cg18278247 1.36E-09 9.30E-08 -0.65685 -3.71058 0.451917 0.092107 KIF26B 1 Island Body 245319261 Intragenic 
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cg01579950 1.37E-09 9.35E-08 -0.49165 -5.07935 0.41766 0.08923 NRXN2 11 Island Body 64481018 Intragenic 

cg16250461 1.37E-09 9.36E-08 -0.04667 -4.83063 0.521195 0.093404 HLA-L 6 Island Body 30227360 Intragenic 

cg25857710 1.37E-09 9.39E-08 -1.58172 -3.39726 0.277067 0.096808 CLSTN2 3 Island Body 139654740 Intragenic 

cg10324630 1.38E-09 9.42E-08 -2.5821 -4.82521 0.201354 0.038891 CLCNKB 1 NA Body, 1stExon, 5'UTR 16375404 Intragenic 

cg17276590 1.38E-09 9.44E-08 1.37621 -2.41753 0.708017 0.22947 NA 10 Island Body 119304487 Intragenic 

cg08334899 1.41E-09 9.63E-08 0.54401 -1.86313 0.581528 0.242981 LOC401463 8 Island Body 65488915 Intragenic 

cg10043753 1.43E-09 9.78E-08 0.281473 -3.27094 0.545619 0.128106 CADM1 11 Island Body 115374739 Intragenic 

cg15313332 1.44E-09 9.84E-08 -0.15352 -3.49031 0.49649 0.119164 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721270 Intragenic 

cg05390530 1.45E-09 9.87E-08 -1.78618 -3.96197 0.291059 0.061507 NA 18 Island TSS200, Body 5238183 Intragenic 

cg22764436 1.48E-09 1.01E-07 -0.32898 -2.61189 0.453214 0.165485 CCDC140 2 Island Body 223168727 Intragenic 

cg10455938 1.50E-09 1.02E-07 0.048748 -3.80689 0.506496 0.132656 CACNA1I 22 Island Body 40058150 Intragenic 

cg18672986 1.50E-09 1.02E-07 -0.23366 -3.79489 0.520679 0.096279 SCN1B 19 Island Body 35521772 Intragenic 

cg14031683 1.51E-09 1.03E-07 -2.07081 -3.65482 0.233425 0.075474 PAQR6 1 Island Body 156215507 Intragenic 

cg07580038 1.52E-09 1.04E-07 0.289882 -2.99588 0.548774 0.164586 KIF5C 2 S_Shore Body 149634631 Intragenic 

cg22063247 1.53E-09 1.04E-07 0.508027 -1.32153 0.582507 0.302277 JAM3 11 N_Shore Body 133994642 Intragenic 

cg21806022 1.56E-09 1.06E-07 -1.55929 -4.78564 0.342092 0.050913 ADAMTS19 5 Island Body 128796595 Intragenic 

cg10775278 1.57E-09 1.07E-07 0.386752 -2.54278 0.563799 0.183462 SIAH3 13 NA Body 46424943 Intragenic 

cg19142319 1.58E-09 1.07E-07 -0.17233 -2.6082 0.492618 0.161696 ZNF141 4 S_Shore Body 332198 Intragenic 

cg04175739 1.58E-09 1.07E-07 -0.88034 -3.392 0.370367 0.113308 KCNK12 2 Island 3'UTR 47748042 Intragenic 

cg15194935 1.60E-09 1.08E-07 0.579547 -0.90751 0.596259 0.357154 ICAM5 19 Island Body 10405955 Intragenic 

cg17181022 1.60E-09 1.09E-07 0.375355 -1.32033 0.558674 0.297945 CYP26C1 10 S_Shore Body 94823302 Intragenic 

cg01504555 1.61E-09 1.09E-07 -0.59386 -4.00995 0.452927 0.091987 SYCE1L 16 Island 3'UTR 77246968 Intragenic 

cg00341980 1.63E-09 1.10E-07 -1.17251 -3.23057 0.341478 0.109489 PRKACB 1 Island Body 84544220 Intragenic 

cg20167126 1.64E-09 1.11E-07 -0.48332 -2.55495 0.423984 0.169002 NA 11 S_Shore Body 19735798 Intragenic 

cg19084726 1.64E-09 1.11E-07 0.281085 -2.5442 0.547692 0.19238 PDE4DIP 1 Island Body 145075538 Intragenic 

cg16786703 1.66E-09 1.12E-07 -0.1559 -3.47341 0.499311 0.11981 ADAM8 10 Island Body 135090255 Intragenic 

cg12278467 1.66E-09 1.12E-07 0.518682 -3.64434 0.577551 0.140993 LINC00461 5 Island Body 87971573 Intragenic 

cg25248750 1.68E-09 1.13E-07 -1.46589 -2.96302 0.298664 0.116785 C8orf47 8 Island Body 99077132 Intragenic 

cg06584566 1.69E-09 1.14E-07 -1.06626 -2.84842 0.332176 0.13736 GABBR2 9 N_Shore Body 101469285 Intragenic 

cg05808225 1.70E-09 1.14E-07 1.028667 -1.06929 0.656239 0.336433 HSPA12A 10 Island Body 118500869 Intragenic 

cg21563078 1.70E-09 1.15E-07 -1.86069 -4.11034 0.250026 0.068338 MAGI2 7 N_Shore Body 79081455 Intragenic 
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cg09921610 1.72E-09 1.16E-07 -0.52933 -2.65104 0.442187 0.146838 UCHL1 4 Island Body 41259866 Intragenic 

cg10851281 1.73E-09 1.16E-07 -0.74321 -4.5029 0.391959 0.084072 FLJ42709 5 Island Body 92915286 Intragenic 

cg24470447 1.73E-09 1.16E-07 -0.26854 -2.54347 0.457717 0.172573 RSPO3 6 S_Shore Body 127441993 Intragenic 

cg14688962 1.75E-09 1.17E-07 0.033847 -2.64009 0.502475 0.174485 FAM20A 17 Island Body 66596275 Intragenic 

cg12164472 1.76E-09 1.18E-07 0.11255 -3.76125 0.518767 0.133658 RGS20 8 Island Body 54794628 Intragenic 

cg03746823 1.77E-09 1.19E-07 -0.90707 -2.6324 0.371885 0.14902 FAM13C 10 N_Shore Body, 5'UTR 61122100 Intragenic 

cg24668990 1.77E-09 1.19E-07 0.4102 -2.45297 0.559801 0.1983 XKR5 8 Island Body 6692949 Intragenic 

cg00088007 1.79E-09 1.20E-07 0.614652 -1.49884 0.599875 0.280926 NKX6-3 8 S_Shore Body 41504566 Intragenic 

cg13357393 1.79E-09 1.20E-07 0.211814 -2.02186 0.531687 0.223033 HOXC9 12 Island Body 54394540 Intragenic 

cg21048930 1.79E-09 1.20E-07 -0.98702 -2.87143 0.35351 0.135699 GBX2 2 Island Body 237074742 Intragenic 

cg09112687 1.80E-09 1.20E-07 0.450406 -3.02919 0.56831 0.170485 RORA 15 Island Body 61521000 Intragenic 

cg27264993 1.81E-09 1.21E-07 -0.4531 -2.71947 0.425214 0.158109 HLA-DPB2 6 N_Shore Body 33084608 Intragenic 

cg23689712 1.81E-09 1.21E-07 -0.22876 -2.60493 0.465469 0.172658 LMX1A 1 Island Body 165205314 Intragenic 

cg17872261 1.82E-09 1.21E-07 0.226042 -1.55741 0.538545 0.267204 GUSBP5 4 Island Body 144480946 Intragenic 

cg08249424 1.82E-09 1.21E-07 0.546887 -2.63357 0.597166 0.174999 CDYL 6 Island TSS1500, Body 4775222 Intragenic 

cg04549333 1.84E-09 1.23E-07 -0.79429 -3.74453 0.382047 0.10314 ALX4 11 Island Body 44325823 Intragenic 

cg09397868 1.84E-09 1.23E-07 -1.58145 -5.66074 0.32379 0.044222 PLAC2 19 Island Body 5567639 Intragenic 

cg17484445 1.87E-09 1.24E-07 -0.24372 -3.40304 0.482137 0.124445 PRTG 15 Island Body 56034817 Intragenic 

cg09696653 1.89E-09 1.26E-07 -2.85571 -6.04019 0.214567 0.019432 CAMTA1 1 Island Body 7765353 Intragenic 

cg11664251 1.89E-09 1.26E-07 -0.83918 -4.4039 0.391775 0.077739 KIF5C 2 S_Shore Body 149634581 Intragenic 

cg13353679 1.90E-09 1.26E-07 1.194255 -0.84082 0.688226 0.374665 AFF3 2 N_Shore Body 100720179 Intragenic 

cg07777694 1.93E-09 1.28E-07 -1.06137 -4.21104 0.400252 0.074799 NTM 11 S_Shelf Body 131564802 Intragenic 

cg23676551 1.95E-09 1.29E-07 1.025181 -1.3037 0.658071 0.314023 NA 11 Island Body, TSS1500, 5'UTR 2161374 Intragenic 

cg13149116 1.96E-09 1.30E-07 -1.476 -3.44508 0.280816 0.098483 POU3F1 1 N_Shore 3'UTR, 1stExon 38510074 Intragenic 

cg02699167 1.96E-09 1.30E-07 -2.72115 -6.42834 0.274857 0.016563 FBXL2 3 Island Body 33319024 Intragenic 

cg03486010 1.97E-09 1.30E-07 -0.1039 -2.49294 0.483221 0.182186 TUB 11 N_Shore TSS1500, Body 8102311 Intragenic 

cg24124029 1.97E-09 1.31E-07 0.86701 -2.35045 0.637649 0.214651 LAMP5 20 Island Body 9495572 Intragenic 

cg02452966 1.98E-09 1.31E-07 0.621536 -2.80546 0.598428 0.185949 RYR1 19 Island Body 39056216 Intragenic 

cg09597470 1.99E-09 1.32E-07 -0.67498 -2.84555 0.391265 0.147219 NCKAP5 2 S_Shore Body 134024618 Intragenic 

cg02961557 2.00E-09 1.32E-07 -1.34103 -4.10249 0.311379 0.079705 C16orf45 16 Island Body 15529014 Intragenic 

cg20125569 2.01E-09 1.32E-07 -1.27315 -3.9531 0.334175 0.082436 MEX3B 15 Island Body 82337202 Intragenic 
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cg24493940 2.01E-09 1.33E-07 0.358576 -1.34034 0.557318 0.291538 MMP17 12 Island Body 132313678 Intragenic 

cg09728102 2.04E-09 1.35E-07 -1.39122 -4.01872 0.32646 0.076046 MAST4 5 NA TSS200, Body 66124492 Intragenic 

cg16218980 2.04E-09 1.35E-07 0.612633 -2.74962 0.593481 0.187698 RGMA 15 Island Body, TSS1500 93631991 Intragenic 

cg17073733 2.06E-09 1.36E-07 -1.77552 -3.29446 0.262425 0.095201 WNT1 12 Island Body 49374657 Intragenic 

cg19700260 2.08E-09 1.37E-07 -2.64681 -4.4436 0.156509 0.052459 COL4A2 13 S_Shore Body 110961163 Intragenic 

cg18671997 2.09E-09 1.37E-07 -1.43485 -3.51473 0.31337 0.089732 OLFM2 19 Island Body 10046864 Intragenic 

cg13460409 2.09E-09 1.38E-07 0.868915 -0.87905 0.636726 0.35983 DSCR6 21 S_Shore Body 38379570 Intragenic 

cg12165022 2.09E-09 1.38E-07 0.897382 -1.79698 0.636902 0.263047 MATK 19 Island 5'UTR, Body 3785573 Intragenic 

cg10292154 2.10E-09 1.38E-07 -0.86858 -4.80497 0.39488 0.06887 IL21R 16 NA 3'UTR 27461445 Intragenic 

cg00846021 2.11E-09 1.38E-07 0.017039 -2.86505 0.494665 0.158826 SFTA3 14 Island Body 36977901 Intragenic 

cg20550118 2.12E-09 1.39E-07 -0.99922 -2.62444 0.358107 0.147411 CRABP1 15 Island Body 78633662 Intragenic 

cg13926279 2.13E-09 1.40E-07 -1.06143 -3.49366 0.377662 0.092594 ADAM19 5 Island Body 157002175 Intragenic 

cg22655696 2.14E-09 1.40E-07 1.080392 -1.00842 0.662409 0.345035 EBF3 10 Island Body 131757191 Intragenic 

cg14984246 2.15E-09 1.41E-07 -1.46124 -3.1754 0.297059 0.106353 POU6F2 7 Island Body 39453855 Intragenic 

cg10737663 2.15E-09 1.41E-07 -0.76971 -2.57643 0.375477 0.161659 NA 15 Island Body 30865191 Intragenic 

cg04662983 2.16E-09 1.41E-07 0.489764 -2.27303 0.581163 0.214665 PPM1E 17 S_Shore Body 56834321 Intragenic 

cg24255371 2.16E-09 1.41E-07 0.778519 -1.7987 0.621184 0.257329 LOC401463 8 N_Shore Body 65488069 Intragenic 

cg10823473 2.17E-09 1.42E-07 -0.23231 -2.82123 0.473691 0.157478 ISL2 15 Island Body 76630514 Intragenic 

cg06851941 2.20E-09 1.43E-07 -2.47337 -5.71665 0.263997 0.026112 FBXL2 3 Island Body 33319219 Intragenic 

cg11122256 2.20E-09 1.44E-07 0.790032 1.95799 0.626936 0.789784 NA 12 NA Body 57588350 Intragenic 

cg07936950 2.22E-09 1.45E-07 0.757489 -2.40799 0.631197 0.201899 DLX1 2 Island 3'UTR 172953134 Intragenic 

cg07984286 2.23E-09 1.45E-07 0.909952 -0.88727 0.644845 0.361428 IRX3 16 N_Shore Body 54317760 Intragenic 

cg16117472 2.23E-09 1.46E-07 -1.27102 -3.73962 0.346788 0.084324 SLC2A10 20 Island Body 45338396 Intragenic 

cg13104128 2.25E-09 1.46E-07 -1.18568 -3.48751 0.330754 0.10387 CPZ 4 Island 5'UTR, Body 8594776 Intragenic 

cg21435336 2.25E-09 1.46E-07 0.905132 -2.32626 0.641548 0.222283 ANKLE1 19 Island Body 17392852 Intragenic 

cg14612915 2.28E-09 1.49E-07 -1.46882 -3.62451 0.320221 0.079557 C1orf95 1 S_Shore Body 226737805 Intragenic 

cg11677857 2.29E-09 1.49E-07 1.522455 -1.68657 0.728084 0.289568 MMEL1 1 Island Body 2560350 Intragenic 

cg26824423 2.31E-09 1.50E-07 0.168254 -1.9648 0.525328 0.228816 NDRG4 16 S_Shore 5'UTR, Body, 1stExon 58498818 Intragenic 

cg11282936 2.32E-09 1.50E-07 -1.66312 -4.68726 0.312849 0.055148 CPAMD8 19 Island Body 17007648 Intragenic 

cg16105676 2.32E-09 1.51E-07 -1.09988 -3.19407 0.353373 0.113169 NR2E1 6 N_Shore Body 108497424 Intragenic 

cg23886747 2.33E-09 1.51E-07 0.585948 -1.94061 0.591789 0.240146 ADAMTS8 11 N_Shore Body 130297197 Intragenic 
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cg03189990 2.33E-09 1.51E-07 -3.21377 -5.25961 0.135357 0.029732 NTM 11 S_Shelf Body 131564914 Intragenic 

cg14089692 2.34E-09 1.52E-07 0.703391 -1.87704 0.611816 0.249256 ADAM33 20 Island Body 3662546 Intragenic 

cg20060396 2.36E-09 1.53E-07 -0.56293 -3.32258 0.456694 0.109518 SCGN 6 S_Shore Body 25652815 Intragenic 

cg08797606 2.36E-09 1.53E-07 -1.01566 -4.49679 0.339868 0.08738 LINC00461 5 Island Body 87956769 Intragenic 

cg16666964 2.36E-09 1.53E-07 -1.56259 -3.2764 0.270162 0.104975 ARHGAP40 20 Island Body 37274692 Intragenic 

cg04154903 2.37E-09 1.53E-07 -2.56292 -5.28652 0.23004 0.03105 WNT1 12 Island Body 49374320 Intragenic 

cg26057780 2.38E-09 1.54E-07 -0.17917 -3.49882 0.496163 0.120912 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721277 Intragenic 

cg05212460 2.38E-09 1.54E-07 -0.43334 1.0632 0.433342 0.668271 MAD1L1 7 NA Body 2149814 Intragenic 

cg08791234 2.40E-09 1.55E-07 -3.65913 -5.04203 0.084204 0.031276 NA 6 S_Shore 3'UTR, TSS1500 33267781 Intragenic 

cg27426707 2.43E-09 1.57E-07 -0.54818 -2.53802 0.41664 0.165663 CACNA1G 17 S_Shore Body 48639585 Intragenic 

cg00845765 2.44E-09 1.57E-07 -2.45065 -3.86886 0.175057 0.067862 FOXH1 8 Island Body 145700821 Intragenic 

cg11224603 2.44E-09 1.57E-07 -3.36115 -6.88464 0.218662 0.011246 NA 3 Island 1stExon, 5'UTR, TSS1500, Body 37035282 Intragenic 

cg01920578 2.44E-09 1.57E-07 0.100333 -2.12362 0.516289 0.215355 NELL2 12 Island Body, TSS1500, 1stExon, 5'UTR 45270573 Intragenic 

cg24324871 2.45E-09 1.58E-07 0.582744 -1.95838 0.592204 0.240909 ZNF43 19 Island Body 22018791 Intragenic 

cg00174428 2.46E-09 1.58E-07 0.242188 -2.08676 0.553028 0.213242 LMX1A 1 Island Body 165204791 Intragenic 

cg19264651 2.49E-09 1.60E-07 -1.22859 -2.95707 0.3115 0.127532 LHX2 9 Island Body 126780399 Intragenic 

cg01702744 2.49E-09 1.60E-07 -0.5421 -3.2027 0.425867 0.128511 NECAB2 16 Island Body 84002727 Intragenic 

cg21614339 2.50E-09 1.61E-07 0.067644 -4.10602 0.519995 0.118057 RGMA 15 Island Body 93615629 Intragenic 

cg01666040 2.54E-09 1.63E-07 -2.11905 -4.98761 0.255181 0.045282 NA 1 Island Body, 5'UTR 9712687 Intragenic 

cg26679289 2.54E-09 1.63E-07 -0.87737 -3.46898 0.412382 0.096012 TRPC3 4 N_Shore Body 122871317 Intragenic 

cg14270348 2.54E-09 1.63E-07 0.669529 -4.40726 0.603324 0.133361 NA 11 Island Body, 1stExon 19735276 Intragenic 

cg06791719 2.55E-09 1.63E-07 -1.12022 -3.008 0.338311 0.121578 LINC00461 5 N_Shore Body 87979441 Intragenic 

cg03320372 2.56E-09 1.64E-07 -1.03538 -4.17944 0.379307 0.078719 LOC100192378 8 N_Shore Body 77590040 Intragenic 

cg16194319 2.56E-09 1.64E-07 -2.57812 -5.8347 0.235007 0.023821 SLC26A10 12 Island Body 58015401 Intragenic 

cg06266514 2.57E-09 1.64E-07 -0.91916 -3.13273 0.37432 0.121327 NTM 11 N_Shelf Body 131558025 Intragenic 

cg21826815 2.57E-09 1.64E-07 -3.49984 -7.09981 0.17708 0.011153 HRK 12 Island 1stExon, 3'UTR 117318832 Intragenic 

cg00286125 2.59E-09 1.65E-07 -0.19861 -2.22669 0.474222 0.192373 HSPB6 19 Island Body 36246906 Intragenic 

cg05539217 2.59E-09 1.65E-07 0.412807 -1.84753 0.564501 0.242878 NA 10 Island Body 119304379 Intragenic 

cg24712249 2.59E-09 1.65E-07 0.026992 -2.73434 0.513509 0.169267 SYT11 1 Island Body 155830294 Intragenic 

cg00494883 2.61E-09 1.66E-07 -2.79183 -5.06885 0.206349 0.030766 DLL1 6 Island Body 170598912 Intragenic 

cg13759328 2.75E-09 1.75E-07 -0.02734 -2.19669 0.502079 0.2055 CDH13 16 Island Body 82661521 Intragenic 
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cg03380773 2.76E-09 1.76E-07 -2.58874 -4.88923 0.181574 0.039752 NKX6-3 8 S_Shore Body 41504331 Intragenic 

cg27363741 2.77E-09 1.76E-07 -0.64458 -4.06026 0.4009 0.099812 NRN1 6 N_Shore Body 6005349 Intragenic 

cg09453870 2.77E-09 1.76E-07 -2.80027 -4.71814 0.166262 0.040498 NA 15 Island Body 69324156 Intragenic 

cg21213617 2.78E-09 1.77E-07 1.6926 0.243835 0.75564 0.53931 LHX6 9 Island Body 124989241 Intragenic 

cg14719951 2.82E-09 1.79E-07 -0.74085 -3.89382 0.430993 0.093654 DSC3 18 Island Body 28622474 Intragenic 

cg03906033 2.84E-09 1.81E-07 -0.58338 -4.14359 0.455195 0.082715 SPEG 2 S_Shore Body 220307207 Intragenic 

cg27602263 2.86E-09 1.81E-07 0.770073 -3.40098 0.622059 0.168352 RAX 18 Island Body 56936434 Intragenic 

cg24740531 2.87E-09 1.82E-07 -1.5539 -6.23427 0.375927 0.045168 BCL2 18 Island Body 60985732 Intragenic 

cg17268276 2.89E-09 1.83E-07 -0.8146 -4.3356 0.394209 0.088191 ST8SIA4 5 N_Shore Body 100236199 Intragenic 

cg17349389 2.89E-09 1.83E-07 0.296107 -2.89784 0.546452 0.17238 NA 2 Island Body 80530770 Intragenic 

cg08441029 2.89E-09 1.83E-07 0.190248 2.051304 0.530844 0.788671 CELF2 10 NA Body 11148711 Intragenic 

cg00247489 2.90E-09 1.84E-07 -2.23613 -5.91481 0.287223 0.029468 CR2 1 Island Body 207628182 Intragenic 

cg11993230 2.90E-09 1.84E-07 -0.02022 -2.96054 0.500382 0.157483 FAM69C 18 Island Body 72123607 Intragenic 

cg12404216 2.92E-09 1.85E-07 -0.10655 -1.49622 0.483564 0.270275 TMIE 3 S_Shore Body 46743199 Intragenic 

cg22042833 2.92E-09 1.85E-07 -2.10887 -3.5882 0.218015 0.079939 LINC00340 6 NA Body 21987848 Intragenic 

cg17321883 2.95E-09 1.86E-07 -1.22872 -4.85987 0.323074 0.070911 NA 3 Island 1stExon, Body 49756736 Intragenic 

cg12675583 2.98E-09 1.88E-07 0.89918 -0.94988 0.643197 0.351974 CACNA2D4 12 Island Body 2017510 Intragenic 

cg08114180 2.99E-09 1.88E-07 -1.89029 -4.50877 0.295572 0.052269 IRX3 16 Island Body 54319624 Intragenic 

cg01951477 3.01E-09 1.89E-07 -0.67566 1.265039 0.392041 0.691328 NA 8 NA Body, TSS1500 134116754 Intragenic 

cg23520948 3.02E-09 1.90E-07 -0.89503 -3.48627 0.374626 0.110387 PVALB 22 Island Body 37212787 Intragenic 

cg05003666 3.05E-09 1.92E-07 0.579806 -1.68445 0.592438 0.266065 TUB 11 Island TSS200, Body 8102717 Intragenic 

cg01081636 3.05E-09 1.92E-07 -0.52028 0.999167 0.415488 0.658434 GRM4 6 N_Shore Body 33994263 Intragenic 

cg19208331 3.09E-09 1.94E-07 -2.30981 -4.44202 0.245077 0.045947 NA 3 Island 1stExon, 5'UTR, TSS1500, Body 37035345 Intragenic 

cg26839871 3.09E-09 1.94E-07 0.787979 -2.70117 0.624544 0.200473 DNM3 1 Island Body 171811299 Intragenic 

cg09284708 3.09E-09 1.94E-07 0.064491 -2.272 0.516119 0.200679 MOCS1 6 Island Body 39901897 Intragenic 

cg05234760 3.09E-09 1.94E-07 0.840724 -2.80382 0.624852 0.195592 XKR5 8 Island Body 6692470 Intragenic 

cg07721458 3.10E-09 1.94E-07 -2.35111 -5.48244 0.273154 0.030298 SYT5 19 Island Body 55685292 Intragenic 

cg18232347 3.10E-09 1.94E-07 -1.61646 -3.53874 0.27473 0.08988 NKAIN1 1 S_Shore Body 31655009 Intragenic 

cg02662362 3.11E-09 1.95E-07 0.469279 -3.06931 0.571752 0.165241 HLA-DPB2 6 Island Body 33084814 Intragenic 

cg22671421 3.12E-09 1.95E-07 -0.30093 -2.16434 0.453756 0.200991 PAX2 10 Island Body 102507979 Intragenic 

cg09944213 3.14E-09 1.96E-07 0.114761 -2.96788 0.52076 0.162057 SEC14L5 16 Island Body 5037570 Intragenic 
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cg17880622 3.14E-09 1.96E-07 -2.84378 -5.65632 0.187283 0.025906 ASXL3 18 NA Body 31158831 Intragenic 

cg22773093 3.16E-09 1.98E-07 0.44427 -2.86172 0.581927 0.16977 NELL2 12 N_Shore Body, TSS200 45269519 Intragenic 

cg24686358 3.18E-09 1.99E-07 0.35336 -1.96846 0.563838 0.22542 COL9A2 1 Island Body 40782785 Intragenic 

cg11175192 3.19E-09 1.99E-07 0.469353 -1.7042 0.577461 0.258664 WNT6 2 Island Body 219724918 Intragenic 

cg03042971 3.21E-09 2.00E-07 0.540673 -0.88933 0.583907 0.354501 PHOSPHO1 17 N_Shore 3'UTR 47301348 Intragenic 

cg19385321 3.21E-09 2.00E-07 -1.50776 -2.7987 0.281174 0.128392 MMP17 12 Island Body 132314041 Intragenic 

cg18319921 3.22E-09 2.01E-07 -0.92033 -3.83699 0.394968 0.089216 ADAMTS19 5 Island Body 128796754 Intragenic 

cg01593609 3.23E-09 2.01E-07 -0.07576 -2.27049 0.486496 0.199729 ASTN2 9 Island Body 120175421 Intragenic 

cg01915019 3.23E-09 2.01E-07 -0.09103 -2.79256 0.482667 0.164272 MCC 5 Island Body 112823370 Intragenic 

cg06590608 3.23E-09 2.01E-07 -2.87209 -6.80073 0.274824 0.013502 NA 3 Island TSS200, Body, TSS1500 37035228 Intragenic 

cg07641497 3.24E-09 2.02E-07 -0.30546 2.389751 0.442655 0.80669 NA 22 N_Shelf Body, TSS1500 33195343 Intragenic 

cg00650856 3.25E-09 2.02E-07 -0.82032 -4.44725 0.380107 0.090844 D4S234E 4 Island Body 4389720 Intragenic 

cg27070951 3.29E-09 2.04E-07 -0.08629 1.784671 0.491036 0.758748 SLCO3A1 15 NA Body 92532867 Intragenic 

cg04588550 3.30E-09 2.05E-07 -1.7748 -4.852 0.278736 0.056562 MEX3B 15 Island Body 82337218 Intragenic 

cg10242160 3.31E-09 2.06E-07 -0.15027 -1.82138 0.487417 0.231627 ZAR1 4 Island Body 48493350 Intragenic 

cg11137578 3.35E-09 2.08E-07 1.23815 -0.77985 0.692485 0.376492 NA 5 S_Shore Body, TSS1500 80690458 Intragenic 

cg01646109 3.37E-09 2.09E-07 -2.39241 -4.50922 0.224808 0.045826 MGC45800 4 Island Body 183064633 Intragenic 

cg04057288 3.43E-09 2.13E-07 2.237797 0.444208 0.816175 0.567071 SH2D3C 9 Island Body 130504189 Intragenic 

cg16729832 3.43E-09 2.13E-07 0.129544 -3.09088 0.514708 0.157313 GFRA2 8 Island Body 21645078 Intragenic 

cg14904464 3.44E-09 2.13E-07 -0.22323 -3.63152 0.479731 0.115689 NELL2 12 N_Shore Body, 5'UTR, 1stExon, TSS1500 45269790 Intragenic 

cg04385236 3.44E-09 2.13E-07 -1.09288 -2.95115 0.347374 0.126234 C3orf55 3 S_Shore 5'UTR, 1stExon, Body 157261273 Intragenic 

cg01334632 3.44E-09 2.13E-07 -1.1914 -3.47678 0.344962 0.09852 SPTBN4 19 S_Shore 5'UTR, Body 41036807 Intragenic 

cg19094243 3.48E-09 2.15E-07 0.798481 -1.06616 0.6264 0.335562 TMEFF2 2 N_Shore Body 193058628 Intragenic 

cg03352287 3.48E-09 2.15E-07 0.118076 -3.03207 0.53619 0.153301 CRCT1 1 Island 3'UTR 152488262 Intragenic 

cg13756879 3.48E-09 2.15E-07 1.486834 -1.86728 0.7248 0.274601 NA 11 Island Body, TSS1500, 5'UTR 2161473 Intragenic 

cg10059942 3.49E-09 2.15E-07 -0.72689 -3.31361 0.385128 0.125919 HMX2 10 Island Body 124908488 Intragenic 

cg16749235 3.50E-09 2.16E-07 0.385454 -3.38738 0.559526 0.149277 EBF2 8 Island Body 25901422 Intragenic 

cg12790324 3.52E-09 2.17E-07 1.056732 -2.47716 0.66245 0.218377 BAI3 6 NA Body 69943140 Intragenic 

cg02162886 3.54E-09 2.18E-07 0.234228 -3.28543 0.535721 0.147882 SIX1 14 Island Body 61114145 Intragenic 

cg10738239 3.55E-09 2.19E-07 0.577118 -2.28643 0.586589 0.214475 SOX21 13 Island 1stExon, 3'UTR 95363371 Intragenic 

cg15401523 3.55E-09 2.19E-07 -1.15963 -2.67694 0.317537 0.147168 DPY19L2P2 7 Island Body 102920641 Intragenic 
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cg14836450 3.56E-09 2.19E-07 -0.64677 -3.03108 0.411551 0.131988 NA 2 S_Shore Body, TSS200 173601103 Intragenic 

cg11228876 3.58E-09 2.20E-07 -0.46454 -3.57009 0.426795 0.121837 NID1 1 N_Shore Body 236227653 Intragenic 

cg14093886 3.61E-09 2.22E-07 -2.0373 -4.74602 0.27904 0.046011 LOC285954 7 Island Body 41745179 Intragenic 

cg09087110 3.62E-09 2.22E-07 -0.19515 -4.14011 0.478664 0.112575 CACNA2D2 3 Island Body 50540261 Intragenic 

cg14162120 3.62E-09 2.22E-07 -1.68771 -4.40072 0.300449 0.062944 VSX2 14 Island Body 74724910 Intragenic 

cg21924803 3.65E-09 2.24E-07 -2.21242 -3.69864 0.197694 0.077827 3-Sep 22 Island Body 42373201 Intragenic 

cg06010459 3.66E-09 2.24E-07 0.668136 -1.08203 0.61154 0.337041 KIF5C 2 S_Shore Body 149634726 Intragenic 

cg27618240 3.69E-09 2.26E-07 -0.57925 -3.43808 0.440369 0.111517 SP8 7 Island Body 20824770 Intragenic 

cg12340454 3.71E-09 2.27E-07 0.427327 -2.07699 0.565204 0.226136 RORA 15 N_Shore Body 61519486 Intragenic 

cg05361559 3.76E-09 2.30E-07 -1.10953 -3.85169 0.386958 0.077468 EGR3 8 Island Body 22549103 Intragenic 

cg16643151 3.76E-09 2.30E-07 -0.12751 -1.89868 0.480184 0.227468 GRID1 10 Island Body 88124063 Intragenic 

cg04290346 3.77E-09 2.30E-07 0.843312 -1.96666 0.633076 0.246876 DBX1 11 Island Body 20177852 Intragenic 

cg06466917 3.77E-09 2.31E-07 -2.26069 -3.81186 0.194106 0.072954 NA 5 N_Shore Body, TSS1500 17216259 Intragenic 

cg16987524 3.78E-09 2.31E-07 0.493652 -1.55772 0.584696 0.277223 FBLN7 2 Island Body 112939425 Intragenic 

cg16117910 3.82E-09 2.33E-07 -2.00935 -4.9065 0.310512 0.039037 NA 2 Island TSS1500, Body 109745648 Intragenic 

cg26569295 3.86E-09 2.36E-07 0.325744 -1.66766 0.551273 0.261817 LRRFIP1 2 S_Shore Body 238536869 Intragenic 

cg19391276 3.88E-09 2.37E-07 0.249908 -3.47354 0.54828 0.141984 PRDM13 6 Island Body 100055785 Intragenic 

cg13817410 3.89E-09 2.37E-07 -0.8116 -2.02726 0.365639 0.205828 PTENP1 9 NA Body 33677195 Intragenic 

cg10518439 3.90E-09 2.37E-07 -2.23364 -3.41601 0.202412 0.086216 OPCML 11 N_Shelf Body 132948586 Intragenic 

cg27533288 3.90E-09 2.38E-07 0.234126 -2.97163 0.555465 0.165712 VAX1 10 Island Body 118896776 Intragenic 

cg23461870 3.92E-09 2.38E-07 -1.25725 -2.77363 0.317613 0.135073 DLX2 2 Island Body 172966642 Intragenic 

cg10558494 3.94E-09 2.40E-07 0.071908 -2.69815 0.524442 0.164361 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721280 Intragenic 

cg16322478 3.95E-09 2.40E-07 0.270136 2.520652 0.545839 0.827368 GPR126 6 NA Body 142698737 Intragenic 

cg21309100 3.96E-09 2.40E-07 0.046485 -3.35528 0.508317 0.148876 NGFR 17 Island Body 47575150 Intragenic 

cg15713630 3.97E-09 2.41E-07 -1.22441 -3.85638 0.351351 0.080959 LMX1A 1 Island Body 165205003 Intragenic 

cg18066271 4.04E-09 2.45E-07 0.3742 -3.65776 0.558331 0.146313 ST8SIA4 5 Island Body 100236783 Intragenic 

cg02911875 4.08E-09 2.47E-07 -0.7476 -3.48207 0.394965 0.114657 CBLN1 16 Island Body 49314038 Intragenic 

cg04450857 4.10E-09 2.49E-07 1.632939 0.496817 0.747179 0.582085 EMX2OS 10 Island Body 119296756 Intragenic 

cg02279670 4.16E-09 2.52E-07 0.100361 -4.98352 0.519342 0.108453 POU4F1 13 Island Body 79177195 Intragenic 

cg12242086 4.18E-09 2.53E-07 -0.84691 -2.44025 0.375148 0.16366 EN2 7 S_Shore Body 155252796 Intragenic 

cg06675375 4.19E-09 2.54E-07 0.05872 -1.90191 0.51 0.229312 POU4F1 13 N_Shore 3'UTR 79174811 Intragenic 
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cg25762078 4.20E-09 2.54E-07 0.27705 2.399141 0.54159 0.820193 SLC1A7 1 N_Shelf Body 53554504 Intragenic 

cg03592345 4.21E-09 2.54E-07 -2.6848 -4.6603 0.183996 0.042679 IMPG1 6 NA Body 76645123 Intragenic 

cg03814063 4.22E-09 2.55E-07 1.359047 -0.5186 0.697801 0.415525 C22orf34 22 Island Body 50025915 Intragenic 

cg14452706 4.30E-09 2.60E-07 -1.71984 -4.37647 0.281118 0.065445 EXOC3L4 14 Island Body 103570781 Intragenic 

cg18065409 4.34E-09 2.62E-07 -0.93931 -2.85444 0.362003 0.137419 SOGA3 6 N_Shore Body 127836597 Intragenic 

cg14409023 4.35E-09 2.62E-07 0.820176 -2.11152 0.624778 0.234499 OTX2OS1 14 N_Shore Body 57283436 Intragenic 

cg16489975 4.37E-09 2.63E-07 2.149547 -0.08882 0.798839 0.484867 KCNN3 1 Island Body 154733435 Intragenic 

cg17606003 4.38E-09 2.64E-07 -0.68505 -2.41178 0.396449 0.172036 NA 10 Island Body, TSS1500 102989376 Intragenic 

cg18247436 4.39E-09 2.64E-07 -0.43917 -1.39499 0.427752 0.278644 GRIK4 11 N_Shore Body 120856646 Intragenic 

cg04751811 4.41E-09 2.65E-07 0.170474 -3.13557 0.529721 0.158163 ATP6V1B1 2 Island 3'UTR 71192445 Intragenic 

cg09634134 4.43E-09 2.66E-07 -2.33512 -4.1441 0.214667 0.056231 AHRR 5 Island Body 321681 Intragenic 

cg19967492 4.43E-09 2.66E-07 -1.12515 -3.44773 0.354273 0.103277 DSC3 18 Island Body 28622200 Intragenic 

cg26225694 4.45E-09 2.68E-07 -0.50072 -3.7711 0.420293 0.112929 LHX4 1 S_Shore Body 180205253 Intragenic 

cg03867475 4.49E-09 2.69E-07 0.020831 -3.85063 0.502106 0.123691 OLIG1 21 Island 1stExon, 3'UTR 34444382 Intragenic 

cg15155463 4.50E-09 2.70E-07 -1.3619 -2.85502 0.311861 0.124889 DYSF 2 Island TSS200, Body 71693793 Intragenic 

cg06018401 4.50E-09 2.70E-07 0.208963 -3.54684 0.5308 0.136739 MAP1B 5 S_Shore Body 71404897 Intragenic 

cg01035261 4.51E-09 2.71E-07 -0.65671 -2.92287 0.422346 0.132439 CNGB1 16 Island Body 57918095 Intragenic 

cg07638479 4.57E-09 2.74E-07 0.110253 -2.25739 0.518591 0.205088 SHISA3 4 Island Body 42400464 Intragenic 

cg20885078 4.58E-09 2.75E-07 -1.05149 -4.5614 0.379352 0.07884 MIR548N 2 Island Body 179278530 Intragenic 

cg15590989 4.61E-09 2.76E-07 -0.5824 -3.28215 0.406876 0.129059 MGC45800 4 Island Body 183062460 Intragenic 

cg07959070 4.64E-09 2.78E-07 1.061799 -0.98968 0.666082 0.347905 C22orf34 22 Island Body 50026188 Intragenic 

cg11242791 4.65E-09 2.78E-07 -0.78805 -3.90977 0.421894 0.088301 ICAM5 19 Island Body 10406958 Intragenic 

cg10178263 4.69E-09 2.80E-07 -0.34663 -4.40742 0.450334 0.104356 ANKRD34A 1 Island Body 145473631 Intragenic 

cg21032150 4.71E-09 2.81E-07 -2.32196 -3.62545 0.185284 0.078936 COMMD7 20 N_Shore Body 31330843 Intragenic 

cg20993114 4.72E-09 2.82E-07 -0.31771 -4.21112 0.447901 0.106666 LRRFIP1 2 Island Body 238536413 Intragenic 

cg14409032 4.72E-09 2.82E-07 0.378586 -1.44097 0.554863 0.284324 LMX1B 9 N_Shore Body 129445219 Intragenic 

cg06971418 4.75E-09 2.83E-07 -0.94252 -4.39451 0.38481 0.085216 FAM215A 17 NA Body 41995241 Intragenic 

cg17732877 4.76E-09 2.84E-07 0.978941 3.195223 0.641997 0.879997 C10orf11 10 NA Body 77938129 Intragenic 

cg20817824 4.77E-09 2.84E-07 -1.42264 -3.37783 0.30577 0.100469 D4S234E 4 Island Body 4389918 Intragenic 

cg14671526 4.78E-09 2.85E-07 -3.00124 -6.11124 0.244537 0.01674 NA 3 Island TSS200, Body, TSS1500 37035200 Intragenic 

cg01433610 4.81E-09 2.86E-07 0.913438 -2.21842 0.644115 0.232113 LOC728392 17 Island 1stExon, 3'UTR 5403879 Intragenic 
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cg26959235 4.81E-09 2.86E-07 -0.37121 -2.41808 0.449725 0.179046 SLC47A1 17 S_Shore Body 19437889 Intragenic 

cg25837710 4.86E-09 2.89E-07 -3.64864 -7.14051 0.18527 0.009959 NA 3 Island TSS200, Body, TSS1500 37035220 Intragenic 

cg19027571 4.88E-09 2.90E-07 -0.09281 -3.83697 0.482883 0.127335 CHFR 12 Island Body 133463885 Intragenic 

cg11881934 4.88E-09 2.90E-07 -1.89732 -4.62326 0.309911 0.046186 SYT5 19 S_Shore Body 55685374 Intragenic 

cg23997405 4.89E-09 2.90E-07 0.279131 -2.96534 0.545694 0.164645 BEGAIN 14 N_Shore Body 101033689 Intragenic 

cg00866399 4.91E-09 2.92E-07 0.596703 -1.97046 0.595498 0.24295 EMX1 2 Island Body 73148052 Intragenic 

cg13503413 4.95E-09 2.93E-07 0.729646 -1.26167 0.614505 0.308288 PHYHIPL 10 S_Shore 5'UTR, Body, 1stExon 60937257 Intragenic 

cg14889643 4.96E-09 2.94E-07 -1.37942 -4.38033 0.354233 0.068047 BCL2 18 Island Body 60985636 Intragenic 

cg10037494 4.96E-09 2.94E-07 0.901761 -2.67846 0.640633 0.199542 NA 11 Island Body, TSS1500, 5'UTR 2161135 Intragenic 

cg24553364 4.96E-09 2.94E-07 -0.15553 -3.69139 0.474494 0.127002 EDIL3 5 N_Shore Body 83678903 Intragenic 

cg03759454 5.03E-09 2.98E-07 0.38386 -2.074 0.562819 0.224111 NRN1 6 S_Shore Body 5999888 Intragenic 

cg16349876 5.10E-09 3.01E-07 -1.05765 -3.45236 0.348793 0.107345 FLJ26850 19 Island Body 50554013 Intragenic 

cg25460166 5.19E-09 3.07E-07 -1.03529 -2.78489 0.352061 0.138792 CD8B 2 Island Body 87088817 Intragenic 

cg17760391 5.19E-09 3.07E-07 -1.26474 -3.39107 0.333741 0.102056 MAST4 5 NA TSS200, Body 66124501 Intragenic 

cg07328209 5.25E-09 3.10E-07 -3.46693 -5.17128 0.109516 0.029495 MCC 5 S_Shore TSS200, Body 112630811 Intragenic 

cg06260077 5.29E-09 3.12E-07 -2.34079 -3.29094 0.173597 0.095237 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721350 Intragenic 

cg17330305 5.30E-09 3.12E-07 0.662117 -1.6683 0.607526 0.269126 PPM1E 17 S_Shore Body 56834361 Intragenic 

cg22959667 5.30E-09 3.13E-07 -2.07626 -5.48113 0.31392 0.034326 NA 2 Island TSS1500, Body 109745614 Intragenic 

cg01864564 5.49E-09 3.24E-07 0.424411 -2.54067 0.577371 0.187337 CRCT1 1 Island 3'UTR 152488269 Intragenic 

cg08440556 5.53E-09 3.26E-07 0.482092 -2.17937 0.57529 0.222247 SCD5 4 N_Shore Body 83718952 Intragenic 

cg22491461 5.53E-09 3.26E-07 -1.67906 -3.42035 0.25907 0.097517 RFX4 12 Island Body 106980546 Intragenic 

cg00047694 5.55E-09 3.27E-07 -0.00377 -1.67319 0.501069 0.252275 LOC732275 16 NA Body 86377053 Intragenic 

cg20313969 5.56E-09 3.27E-07 1.579615 -0.01418 0.739176 0.49626 FBLN7 2 Island Body 112939562 Intragenic 

cg23015949 5.57E-09 3.28E-07 -1.79656 -5.87968 0.289132 0.048931 ZNF419 19 Island Body 57999447 Intragenic 

cg24336089 5.60E-09 3.29E-07 -0.3828 -2.21485 0.436636 0.197715 PRDM13 6 S_Shore Body 100056739 Intragenic 

cg09677638 5.62E-09 3.30E-07 -0.92303 -3.72992 0.381937 0.101773 NA 11 Island TSS200, Body 61582810 Intragenic 

cg00539386 5.64E-09 3.31E-07 0.261496 -2.74028 0.5408 0.18078 ADAM33 20 Island Body 3662512 Intragenic 

cg05069909 5.65E-09 3.31E-07 -0.67687 -2.58187 0.396291 0.162699 BMP3 4 S_Shore Body 81953202 Intragenic 

cg01639562 5.66E-09 3.32E-07 -0.976 -3.23288 0.347767 0.121259 GAPDHS 19 S_Shore Body 36024876 Intragenic 

cg14737286 5.71E-09 3.35E-07 0.569652 -1.59441 0.586453 0.271161 EBF3 10 Island Body 131761206 Intragenic 

cg27136740 5.73E-09 3.35E-07 -1.43114 -3.12656 0.293205 0.112468 DLX2 2 Island Body 172965837 Intragenic 
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cg21201099 5.73E-09 3.36E-07 0.56341 -1.49037 0.587245 0.280662 TBX2 17 Island Body 59482446 Intragenic 

cg14943749 5.74E-09 3.36E-07 -0.59683 -2.72361 0.418019 0.152976 GPC1 2 Island Body 241376025 Intragenic 

cg12322132 5.75E-09 3.36E-07 1.181249 -1.78887 0.686153 0.274255 NA 11 Island Body, 5'UTR 2165656 Intragenic 

cg27434245 5.76E-09 3.37E-07 -0.38711 -3.54984 0.481618 0.114733 CBFA2T3 16 Island 1stExon, 5'UTR, Body 89007493 Intragenic 

cg04043816 5.77E-09 3.37E-07 -0.71206 -2.77273 0.417257 0.136035 ARHGAP9 12 Island Body 57870181 Intragenic 

cg05515792 5.78E-09 3.37E-07 -1.58371 -4.5107 0.305649 0.058924 PROK2 3 N_Shore Body 71833689 Intragenic 

cg06967120 5.80E-09 3.38E-07 -1.21232 -3.83722 0.33631 0.08994 NA 10 Island Body, TSS200 25464259 Intragenic 

cg00358880 5.80E-09 3.38E-07 -2.36434 -4.21976 0.221484 0.053379 LHX9 1 Island TSS1500, Body 197885105 Intragenic 

cg12614687 5.80E-09 3.38E-07 -0.01124 -2.29306 0.505989 0.197319 OTP 5 Island Body 76926752 Intragenic 

cg12373208 5.85E-09 3.41E-07 -1.80781 -4.12214 0.27091 0.070218 TMEM101 17 Island Body 42091713 Intragenic 

cg21139392 5.87E-09 3.42E-07 1.027371 -2.04394 0.659501 0.245027 NGFR 17 Island Body 47573016 Intragenic 

cg07246225 5.90E-09 3.43E-07 -0.44509 -3.54878 0.44559 0.121883 ZEB2 2 S_Shelf Body, 5'UTR, 1stExon 145277659 Intragenic 

cg22539069 5.91E-09 3.44E-07 0.008542 -2.55091 0.500376 0.183087 ONECUT1 15 N_Shore Body 53075877 Intragenic 

cg02344895 5.93E-09 3.45E-07 0.036594 -2.26663 0.503227 0.204366 NOTO 2 Island Body 73430247 Intragenic 

cg24342409 5.93E-09 3.45E-07 0.870165 -2.67278 0.634931 0.204579 ST8SIA2 15 Island Body 92937992 Intragenic 

cg06220235 5.96E-09 3.46E-07 -1.48901 -4.971 0.36613 0.056544 SOCS1 16 Island Body 11349023 Intragenic 

cg16654801 5.98E-09 3.47E-07 0.200048 -2.33454 0.530232 0.20247 NA 10 Island TSS200, Body 119301763 Intragenic 

cg10557253 6.03E-09 3.50E-07 0.043803 -2.76556 0.505891 0.173902 PLXNC1 12 Island Body 94543947 Intragenic 

cg04797323 6.04E-09 3.50E-07 -0.80466 -3.21019 0.400816 0.114772 SOCS2 12 Island Body 93966978 Intragenic 

cg04128045 6.06E-09 3.51E-07 0.024512 -2.54104 0.501569 0.186395 IGSF21 1 Island Body 18435700 Intragenic 

cg21175976 6.08E-09 3.53E-07 0.74115 -1.40528 0.620745 0.291206 BLK 8 Island Body 11421337 Intragenic 

cg22784386 6.12E-09 3.54E-07 0.484581 -1.81831 0.580696 0.244399 SIM1 6 N_Shore Body 100903817 Intragenic 

cg26678609 6.15E-09 3.56E-07 -0.49967 -2.93937 0.444852 0.138561 LOC100130015 16 NA Body 90113893 Intragenic 

cg13167052 6.15E-09 3.56E-07 -0.0937 -2.86987 0.495248 0.156875 RPRM 2 N_Shore 3'UTR, 1stExon 154334077 Intragenic 

cg19166347 6.22E-09 3.60E-07 -1.08246 -2.27927 0.332783 0.176153 SFRP4 7 N_Shore Body 37955598 Intragenic 

cg07706463 6.25E-09 3.61E-07 -0.17394 -2.79409 0.46986 0.167405 GPR88 1 Island Body 101005451 Intragenic 

cg11213383 6.28E-09 3.63E-07 1.238265 -1.77877 0.687151 0.272879 SH3GL2 9 Island Body 17579734 Intragenic 

cg00888479 6.30E-09 3.63E-07 -0.46105 -2.82536 0.458498 0.143947 SLC24A3 20 Island Body 19193824 Intragenic 

cg04139465 6.49E-09 3.74E-07 2.279188 -0.24255 0.80637 0.468793 LRRC4B 19 Island 3'UTR 51020297 Intragenic 

cg04297868 6.51E-09 3.75E-07 -1.18547 -3.53467 0.326029 0.10549 FIGLA 2 N_Shore Body 71016885 Intragenic 

cg19265970 6.55E-09 3.78E-07 0.080223 -2.4804 0.509548 0.192011 PRDM6 5 Island Body 122426216 Intragenic 
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cg03498895 6.57E-09 3.78E-07 -0.94161 -2.275 0.353568 0.179848 MYC 8 Island Body 128749851 Intragenic 

cg16374663 6.62E-09 3.81E-07 0.248004 -2.32482 0.540657 0.205982 LTK 15 Island Body 41805031 Intragenic 

cg02192228 6.62E-09 3.81E-07 0.370825 -1.98246 0.563945 0.234071 OXTR 3 Island Body 8809536 Intragenic 

cg23122409 6.66E-09 3.83E-07 -3.04158 -4.1964 0.128849 0.052762 TMEM132E 17 Island 3'UTR 32965387 Intragenic 

cg06758329 6.67E-09 3.83E-07 -1.62369 -4.36014 0.285328 0.071181 COLEC12 18 Island Body 499760 Intragenic 

cg26522592 6.72E-09 3.86E-07 -1.24266 -2.92815 0.310845 0.130521 LMX1A 1 N_Shore Body 165323232 Intragenic 

cg02919799 6.77E-09 3.89E-07 0.193735 -1.76641 0.531183 0.250903 DLX3 17 Island Body 48070788 Intragenic 

cg08094291 6.87E-09 3.94E-07 0.07179 -1.9917 0.512385 0.227726 RNF220 1 Island Body 44883137 Intragenic 

cg04407470 6.87E-09 3.94E-07 0.771118 -4.54068 0.622155 0.145761 NR2E1 6 Island Body 108489977 Intragenic 

cg04318855 6.88E-09 3.95E-07 -0.72249 -3.83249 0.432705 0.097176 DOCK10 2 N_Shore Body 225906085 Intragenic 

cg26828839 6.91E-09 3.96E-07 1.206938 -1.49933 0.686227 0.297959 ANO2 12 NA Body 6054749 Intragenic 

cg19538614 6.91E-09 3.96E-07 -0.89819 -3.41045 0.381983 0.113158 NA 19 Island TSS1500, 3'UTR, TSS200 50194205 Intragenic 

cg15658978 6.98E-09 4.00E-07 1.263036 2.82994 0.682135 0.869727 FRMD4A 10 NA Body 13736020 Intragenic 

cg06377635 7.02E-09 4.02E-07 -0.43051 -2.19768 0.433651 0.192907 GAS7 17 NA Body, TSS200 9862924 Intragenic 

cg25341338 7.03E-09 4.02E-07 0.057717 -0.5589 0.509766 0.404729 NHLH2 1 Island 3'UTR 116380575 Intragenic 

cg23288335 7.07E-09 4.04E-07 -0.43231 -2.69432 0.439304 0.159646 DLX2 2 Island 3'UTR 172965046 Intragenic 

cg11142981 7.07E-09 4.04E-07 -0.57419 -3.48487 0.404488 0.12662 BICC1 10 Island Body 60273225 Intragenic 

cg23932491 7.07E-09 4.04E-07 0.513065 -2.88832 0.584615 0.186751 EMX2OS 10 Island Body 119295056 Intragenic 

cg14210287 7.11E-09 4.06E-07 0.991213 -2.06231 0.644531 0.237764 FCRLB 1 Island Body 161695659 Intragenic 

cg01160882 7.15E-09 4.08E-07 0.051 -2.24226 0.51627 0.198465 DKK1 10 S_Shore Body 54075082 Intragenic 

cg21001198 7.15E-09 4.08E-07 -0.64094 -4.00378 0.445856 0.088397 LRRN4 20 Island Body 6033205 Intragenic 

cg05621157 7.19E-09 4.10E-07 -1.04189 -2.84678 0.357449 0.133701 SLC15A1 13 N_Shore Body 99404279 Intragenic 

cg26158950 7.19E-09 4.10E-07 -0.94903 -2.97398 0.364567 0.130762 LINC00340 6 S_Shore Body 21667166 Intragenic 

cg04038932 7.26E-09 4.13E-07 -1.41503 -2.88847 0.294117 0.126637 C9orf171 9 S_Shore Body 135286214 Intragenic 

cg23554932 7.29E-09 4.15E-07 -0.71397 1.084623 0.391236 0.667745 FAM66B 8 N_Shore Body 7210524 Intragenic 

cg12751948 7.31E-09 4.16E-07 0.696254 -1.11486 0.614844 0.332683 BNIP3 10 Island Body 133794454 Intragenic 

cg13207345 7.32E-09 4.16E-07 0.714238 -1.46822 0.616804 0.290915 PAX7 1 N_Shore Body 18963670 Intragenic 

cg27351813 7.42E-09 4.22E-07 -3.36096 -4.6859 0.099562 0.040518 SHANK1 19 N_Shore Body 51197056 Intragenic 

cg24760848 7.45E-09 4.23E-07 -2.27677 -5.0069 0.271182 0.033469 NA 16 NA TSS1500, Body 67360869 Intragenic 

cg14217558 7.56E-09 4.29E-07 -2.63786 -5.14648 0.222554 0.0338 PRDM16 1 NA Body 3087734 Intragenic 

cg08233811 7.68E-09 4.36E-07 -0.17215 -2.25133 0.485003 0.193047 LINC00340 6 S_Shore Body 21667333 Intragenic 
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cg25465938 7.70E-09 4.37E-07 -0.60574 -2.8909 0.403782 0.149667 CACNA1E 1 Island Body 181455006 Intragenic 

cg06520675 7.74E-09 4.39E-07 0.497337 -1.89164 0.578777 0.246595 FLJ41350 10 Island Body 102996310 Intragenic 

cg05638929 7.74E-09 4.39E-07 -2.03675 -4.95401 0.272296 0.04769 PAX2 10 Island Body 102508633 Intragenic 

cg21006600 7.77E-09 4.40E-07 0.748231 2.934286 0.615425 0.863236 CACNA1C 12 S_Shelf Body 2342206 Intragenic 

cg01462545 7.77E-09 4.40E-07 -0.98568 -2.82961 0.361965 0.136965 SHISA3 4 S_Shore Body 42401242 Intragenic 

cg08134754 7.78E-09 4.40E-07 -0.8796 -2.76306 0.378455 0.141628 BHLHE22 8 S_Shore 1stExon, 3'UTR 65494785 Intragenic 

cg04245057 7.79E-09 4.40E-07 0.613233 -2.06275 0.599178 0.234331 TBX2 17 Island Body 59478450 Intragenic 

cg24482234 7.79E-09 4.40E-07 0.500689 -2.42851 0.571168 0.20562 NA 19 Island 5'UTR, Body 19006439 Intragenic 

cg19062489 7.83E-09 4.42E-07 0.326302 -2.02086 0.548366 0.230381 CYP4F22 19 Island Body 15662114 Intragenic 

cg19648612 7.83E-09 4.42E-07 -1.32176 -3.37066 0.325113 0.101141 MEGF11 15 S_Shore Body 66274894 Intragenic 

cg00281842 7.85E-09 4.43E-07 0.091512 -3.23573 0.523755 0.155276 NA 5 Island Body, TSS200 140855562 Intragenic 

cg21057907 7.88E-09 4.44E-07 -1.32396 -3.89529 0.306347 0.086734 SFTA3 14 Island Body 36977519 Intragenic 

cg13817859 7.91E-09 4.45E-07 0.03032 -0.6951 0.50511 0.382772 HHIPL1 14 Island Body 100111871 Intragenic 

cg27026360 7.91E-09 4.45E-07 -2.87472 -4.39197 0.158246 0.047139 TMEM132E 17 Island 3'UTR 32965324 Intragenic 

cg16145703 7.92E-09 4.46E-07 -3.08961 -6.16303 0.194598 0.021443 XKR6 8 Island Body 10917024 Intragenic 

cg01135754 7.94E-09 4.47E-07 0.976342 -1.29072 0.65466 0.313966 IRX3 16 Island Body 54318044 Intragenic 

cg07132633 7.95E-09 4.47E-07 -3.06453 -6.79646 0.227948 0.01661 LMO2 11 Island 1stExon, 5'UTR, Body 33891203 Intragenic 

cg04661674 7.99E-09 4.49E-07 -0.72738 -3.53443 0.41675 0.107859 GABBR1 6 S_Shore TSS1500, Body 29596874 Intragenic 

cg22382805 8.00E-09 4.49E-07 0.25526 -1.8485 0.540799 0.236102 COL4A2 13 S_Shore Body 110961594 Intragenic 

cg25775494 8.05E-09 4.52E-07 0.456455 -2.09196 0.573096 0.230478 NR2E1 6 N_Shore Body 108490895 Intragenic 

cg07448795 8.08E-09 4.53E-07 -1.01781 -3.77342 0.375444 0.095442 NA 22 Island TSS1500, Body 21368419 Intragenic 

cg27175634 8.10E-09 4.54E-07 0.511592 -2.29482 0.581331 0.217182 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748728 Intragenic 

cg10454937 8.19E-09 4.59E-07 -0.93746 -3.36449 0.354835 0.118275 BARX1 9 Island Body 96715047 Intragenic 

cg14249528 8.20E-09 4.59E-07 -0.65116 -2.988 0.409876 0.136458 RTN4RL1 17 Island Body 1927796 Intragenic 

cg10888337 8.20E-09 4.59E-07 -0.84122 -4.61759 0.399824 0.086388 WNT7B 22 Island Body 46366859 Intragenic 

cg10204807 8.20E-09 4.59E-07 -0.89418 -2.89333 0.354965 0.142588 SLC35F3 1 S_Shore Body 234350515 Intragenic 

cg09470640 8.26E-09 4.62E-07 -0.21957 -3.51214 0.466475 0.133097 PTPRO 12 S_Shore Body 15476028 Intragenic 

cg11892836 8.31E-09 4.65E-07 -0.1848 -2.38675 0.471657 0.18816 NRXN2 11 Island 1stExon, Body, 5'UTR 64410564 Intragenic 

cg09002922 8.31E-09 4.65E-07 0.235419 -1.8258 0.532375 0.242827 LINC00461 5 N_Shore Body 87956389 Intragenic 

cg22371972 8.34E-09 4.66E-07 0.104871 -2.70642 0.521658 0.177052 SLC17A6 11 S_Shore Body 22364961 Intragenic 

cg14578879 8.37E-09 4.67E-07 -0.48837 -2.70195 0.442777 0.149746 SIM1 6 N_Shore Body 100904055 Intragenic 
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cg13895343 8.38E-09 4.68E-07 0.973172 -0.24304 0.658283 0.460449 SARM1 17 Island Body 26708773 Intragenic 

cg07699454 8.41E-09 4.69E-07 -0.71111 0.864119 0.388402 0.638147 KCNK17 6 S_Shelf Body 39274353 Intragenic 

cg04620015 8.51E-09 4.75E-07 -0.49697 -3.10885 0.432456 0.133034 NA 5 N_Shore Body, TSS1500 111754296 Intragenic 

cg14958017 8.53E-09 4.76E-07 -0.49524 -2.70809 0.420537 0.160955 DYSF 2 Island Body 71681275 Intragenic 

cg20380069 8.55E-09 4.77E-07 -2.0206 -3.47957 0.233962 0.085525 MSI1 12 Island Body 120806617 Intragenic 

cg07639489 8.57E-09 4.77E-07 -0.25427 -2.0162 0.458015 0.217965 NBLA00301 4 Island Body 174459743 Intragenic 

cg17905084 8.59E-09 4.78E-07 -1.91676 -5.10415 0.286882 0.049662 FCRLB 1 Island Body 161697281 Intragenic 

cg06289844 8.63E-09 4.80E-07 -1.7924 -3.96046 0.272047 0.07089 HEY2 6 S_Shore Body 126071538 Intragenic 

cg10228307 8.68E-09 4.83E-07 -1.68601 -2.97743 0.256738 0.118042 NEGR1 1 N_Shore Body 72747802 Intragenic 

cg17953520 8.70E-09 4.84E-07 -2.32872 -5.4131 0.223728 0.040998 STMN3 20 Island Body 62283703 Intragenic 

cg11992351 8.74E-09 4.85E-07 -1.66182 -5.4496 0.333794 0.050601 TRPV3 17 Island Body 3439042 Intragenic 

cg10112407 8.89E-09 4.94E-07 -1.07111 -3.56754 0.346226 0.104306 AGAP1 2 Island Body 236578808 Intragenic 

cg11428482 8.91E-09 4.94E-07 0.290513 -3.5938 0.540561 0.14323 PHF21B 22 Island Body 45405333 Intragenic 

cg16007619 8.91E-09 4.94E-07 0.03453 -2.66889 0.505486 0.180646 IMPG1 6 NA Body 76645016 Intragenic 

cg11206312 8.92E-09 4.94E-07 -0.04005 -1.30047 0.491436 0.296437 FGF8 10 N_Shore Body 103535398 Intragenic 

cg25751172 8.94E-09 4.95E-07 -0.08669 -1.91983 0.49195 0.225581 DKK1 10 S_Shore Body 54074967 Intragenic 

cg12029244 9.00E-09 4.98E-07 -1.44653 -4.41182 0.336682 0.070213 ZNF599 19 N_Shore Body 35263602 Intragenic 

cg05577902 9.00E-09 4.98E-07 0.87042 -2.88224 0.636803 0.195262 GRID2IP 7 Island Body 6576152 Intragenic 

cg24466873 9.02E-09 4.99E-07 -0.06919 -2.49404 0.487621 0.185718 NBLA00301 4 Island Body 174460053 Intragenic 

cg17621259 9.14E-09 5.06E-07 -2.8585 -6.146 0.246186 0.018884 NA 3 Island TSS200, Body, TSS1500 37035168 Intragenic 

cg26548653 9.19E-09 5.08E-07 -0.25686 -2.95993 0.493147 0.141039 NA 19 Island TSS1500, 3'UTR 42829042 Intragenic 

cg14796127 9.20E-09 5.08E-07 -0.97731 -3.77044 0.396628 0.087214 NA 2 Island Body, TSS200 173600385 Intragenic 

cg09826550 9.23E-09 5.10E-07 -2.72732 -4.94163 0.211321 0.033739 CORIN 4 Island Body 47839283 Intragenic 

cg03650189 9.25E-09 5.11E-07 0.66709 -1.12895 0.609384 0.328254 ICAM5 19 Island Body 10405083 Intragenic 

cg01025398 9.31E-09 5.14E-07 -0.97989 -3.91145 0.376605 0.095603 PROK2 3 N_Shore Body 71833878 Intragenic 

cg25052970 9.35E-09 5.15E-07 0.536638 -2.88911 0.585542 0.183218 CSMD3 8 S_Shelf Body 114447346 Intragenic 

cg15270150 9.41E-09 5.18E-07 0.474726 -2.173 0.576729 0.226328 EMX1 2 Island Body 73151966 Intragenic 

cg02278073 9.48E-09 5.22E-07 -0.29895 -2.29646 0.455583 0.190811 RASL10B 17 Island 3'UTR 34068571 Intragenic 

cg12112221 9.50E-09 5.23E-07 -2.14534 -4.48167 0.206739 0.063119 NELL2 12 N_Shore Body, 1stExon 45269333 Intragenic 

cg04972341 9.51E-09 5.23E-07 -2.05101 -3.8375 0.2533 0.066435 PDE2A 11 Island TSS1500, Body 72354329 Intragenic 

cg16604243 9.54E-09 5.25E-07 -2.43163 -4.95473 0.268628 0.033736 TRIM36 5 Island Body 114515626 Intragenic 
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cg06522288 9.55E-09 5.25E-07 -0.68709 -2.67852 0.386495 0.158886 LOC100192378 8 N_Shelf Body 77586439 Intragenic 

cg05301866 9.59E-09 5.27E-07 0.053084 -1.67423 0.508061 0.253989 TBR1 2 Island Body 162279964 Intragenic 

cg04801974 9.60E-09 5.27E-07 -0.81308 -2.0999 0.369924 0.198527 ESPNP 1 Island Body 17033939 Intragenic 

cg09191485 9.65E-09 5.30E-07 -2.01434 -4.22243 0.260917 0.059605 NA 20 Island Body, TSS1500 61734520 Intragenic 

cg22729726 9.66E-09 5.30E-07 -0.17127 -1.62159 0.476283 0.253394 PRDM16 1 NA Body 3123854 Intragenic 

cg24886770 9.71E-09 5.33E-07 -0.31132 -3.00234 0.452792 0.152315 ZNF43 19 N_Shore Body 22018538 Intragenic 

cg18958126 9.74E-09 5.34E-07 -0.75651 -2.62557 0.396135 0.153912 CLYBL 13 Island 3'UTR 100547367 Intragenic 

cg01656221 9.77E-09 5.35E-07 -0.92371 -3.25968 0.379061 0.118938 MIR548N 2 Island Body 179278558 Intragenic 

cg25470077 9.77E-09 5.35E-07 -3.76746 -5.80652 0.111802 0.019342 ICAM5 19 Island Body 10406364 Intragenic 

cg24125901 9.79E-09 5.36E-07 -3.35209 -5.05492 0.111517 0.033019 CRLF1 19 Island Body 18716439 Intragenic 

cg11777390 9.82E-09 5.37E-07 -2.99352 -5.2167 0.164803 0.030973 UBE2Q2P1 15 Island Body 85113590 Intragenic 

cg20459111 9.84E-09 5.38E-07 0.668649 -3.19145 0.597292 0.174535 NELL2 12 Island Body, TSS1500, TSS200 45270374 Intragenic 

cg06552356 9.84E-09 5.38E-07 0.164624 -3.14115 0.526352 0.162458 ALX1 12 Island Body 85674531 Intragenic 

cg01572333 9.85E-09 5.38E-07 -0.18437 -2.15233 0.470323 0.205088 EGR2 10 Island Body 64574661 Intragenic 

cg13051071 9.89E-09 5.40E-07 -0.51233 -4.3596 0.441405 0.098005 ANKRD34A 1 Island Body 145473392 Intragenic 

cg15258847 1.01E-08 5.52E-07 -2.28144 -4.95694 0.28778 0.032845 NA 18 Island TSS200, Body 5238219 Intragenic 

cg23930856 1.01E-08 5.52E-07 -1.67109 -4.59351 0.318194 0.054128 TFAP2B 6 N_Shore 3'UTR 50811724 Intragenic 

cg14081465 1.01E-08 5.53E-07 -0.33349 -2.66454 0.447146 0.170428 ASTN2 9 NA Body 119722239 Intragenic 

cg03911502 1.02E-08 5.56E-07 0.17774 -3.01379 0.527094 0.168301 CRMP1 4 Island Body, TSS200 5890402 Intragenic 

cg08443038 1.02E-08 5.56E-07 -0.68356 -2.74548 0.415666 0.144436 CBFA2T3 16 Island 5'UTR, Body 89006877 Intragenic 

cg15433164 1.02E-08 5.56E-07 -1.98407 -2.49855 0.203021 0.151461 NGLY1 3 Island 5'UTR, 1stExon, Body 25824899 Intragenic 

cg21071896 1.03E-08 5.59E-07 -0.59069 -2.62539 0.40768 0.163457 AP3B2 15 N_Shore Body 83377929 Intragenic 

cg09508496 1.03E-08 5.59E-07 0.290869 -2.47681 0.548854 0.203916 RYR1 19 Island Body 39056084 Intragenic 

cg05452899 1.03E-08 5.61E-07 1.569976 -1.35452 0.731013 0.324458 NA 11 Island Body, TSS1500, 5'UTR 2161133 Intragenic 

cg04329125 1.03E-08 5.63E-07 0.662743 -1.37513 0.591475 0.294434 CRIP2 14 Island Body 105945022 Intragenic 

cg08529260 1.04E-08 5.63E-07 -0.51103 -2.96215 0.41882 0.146932 HPSE2 10 S_Shore Body 100994381 Intragenic 

cg07701191 1.05E-08 5.70E-07 -2.13602 -4.6071 0.210236 0.057916 RORA 15 Island Body 61520424 Intragenic 

cg09682913 1.05E-08 5.70E-07 -1.72657 -4.70108 0.281082 0.060196 LBH 2 Island Body 30455589 Intragenic 

cg06931615 1.05E-08 5.70E-07 -0.93732 -3.82394 0.409877 0.091509 ZNF737 19 NA Body 20748176 Intragenic 

cg06250693 1.05E-08 5.71E-07 0.405871 -1.32396 0.561467 0.299092 JAM3 11 Island Body 133994759 Intragenic 

cg07451886 1.05E-08 5.71E-07 -0.30644 -1.73826 0.450806 0.240078 MMP25 16 S_Shore Body 3097405 Intragenic 
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cg02038273 1.06E-08 5.72E-07 0.357659 -1.5159 0.560037 0.278764 BNIP3 10 Island Body 133794593 Intragenic 

cg02110141 1.06E-08 5.73E-07 -2.62515 -5.22066 0.194314 0.035547 SFRP5 10 N_Shore Body 99530944 Intragenic 

cg15310873 1.06E-08 5.73E-07 1.410485 -0.18399 0.708509 0.468115 C20orf85 20 Island Body 56726093 Intragenic 

cg25922637 1.07E-08 5.77E-07 -0.09378 -2.79857 0.484083 0.167207 ADAM12 10 Island Body 128076308 Intragenic 

cg13571460 1.07E-08 5.79E-07 0.936481 -0.82409 0.650909 0.374732 LHX6 9 Island Body 124989337 Intragenic 

cg17307442 1.07E-08 5.80E-07 0.3359 -3.43551 0.553874 0.155068 NA 10 Island 1stExon, 5'UTR, Body 119302053 Intragenic 

cg14291066 1.07E-08 5.80E-07 -2.30286 -4.60218 0.262287 0.041601 NA 18 Island TSS200, Body 5238200 Intragenic 

cg10139651 1.08E-08 5.81E-07 0.158894 -2.75151 0.52202 0.177899 OSBP2 22 Island Body 31218709 Intragenic 

cg06942701 1.08E-08 5.84E-07 0.067342 -2.17322 0.51788 0.212033 TBR1 2 Island Body 162280009 Intragenic 

cg20792376 1.08E-08 5.84E-07 -0.04264 -2.25618 0.49385 0.203392 EMX2OS 10 Island Body 119296297 Intragenic 

cg02279719 1.08E-08 5.85E-07 0.459462 -2.2454 0.572099 0.219319 HBZ 16 Island 3'UTR 204474 Intragenic 

cg08388507 1.09E-08 5.86E-07 -0.77882 1.199669 0.377824 0.682808 TG 8 NA Body 133976835 Intragenic 

cg23618344 1.09E-08 5.87E-07 -0.25781 -2.21367 0.46242 0.196861 NA 12 Island 5'UTR, Body 54423428 Intragenic 

cg12020549 1.10E-08 5.93E-07 -0.34659 -4.5696 0.448735 0.101421 COMP 19 Island Body 18900772 Intragenic 

cg21242918 1.10E-08 5.93E-07 1.889474 -0.74785 0.773729 0.389426 VAX1 10 Island Body 118897194 Intragenic 

cg00044107 1.11E-08 5.94E-07 0.464351 -1.9054 0.571644 0.241538 COL12A1 6 Island 3'UTR 75795067 Intragenic 

cg10535922 1.13E-08 6.10E-07 0.395983 -2.11677 0.561373 0.227959 PRDM6 5 Island Body 122426269 Intragenic 

cg23905216 1.15E-08 6.17E-07 1.197416 -0.95408 0.676878 0.358973 NA 11 Island Body, TSS1500, 5'UTR 2161390 Intragenic 

cg04610718 1.15E-08 6.19E-07 0.298532 -1.78214 0.547418 0.248796 ASCL1 12 S_Shore 3'UTR 103353362 Intragenic 

cg02518691 1.16E-08 6.20E-07 0.583498 -1.47663 0.5887 0.286329 ADAMTS8 11 N_Shore Body 130297149 Intragenic 

cg24419198 1.16E-08 6.21E-07 -0.35845 -2.41398 0.443503 0.18242 IGSF22 11 Island Body 18727321 Intragenic 

cg27234864 1.16E-08 6.24E-07 -1.03565 -4.63302 0.411934 0.067413 IL17D 13 Island Body 21295941 Intragenic 

cg09595163 1.17E-08 6.25E-07 -1.53133 -4.65883 0.318512 0.059423 WNT5A 3 Island Body 55515541 Intragenic 

cg21869609 1.19E-08 6.40E-07 1.301959 -0.68115 0.698997 0.395814 LINGO3 19 Island Body 2291613 Intragenic 

cg22149359 1.21E-08 6.47E-07 -1.34927 -3.11539 0.311803 0.114794 MCC 5 S_Shore TSS1500, Body 112630990 Intragenic 

cg24863536 1.21E-08 6.47E-07 0.278505 -2.05285 0.544192 0.22941 SRRM3 7 Island Body 75889570 Intragenic 

cg20700460 1.21E-08 6.48E-07 -1.18378 -3.0745 0.336308 0.119857 CAMTA1 1 NA Body 7130299 Intragenic 

cg20497212 1.22E-08 6.52E-07 0.681732 2.262315 0.599353 0.817226 AOAH 7 NA Body 36672687 Intragenic 

cg10997718 1.23E-08 6.55E-07 0.040698 -2.34332 0.527623 0.189061 TBR1 2 S_Shore Body 162275690 Intragenic 

cg10585208 1.23E-08 6.55E-07 -2.01736 -3.70704 0.227652 0.080088 CLEC4GP1 19 Island Body 7854021 Intragenic 

cg24149904 1.23E-08 6.57E-07 0.865197 -0.6712 0.638586 0.390192 XKR5 8 N_Shore Body 6691719 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg15746583 1.23E-08 6.58E-07 -1.15037 -2.95086 0.335884 0.129207 CD8B 2 Island Body 87088834 Intragenic 

cg17411190 1.23E-08 6.58E-07 -0.12082 -2.40739 0.47901 0.18652 CLDN5 22 Island 1stExon, 3'UTR 19510877 Intragenic 

cg20979233 1.23E-08 6.58E-07 -1.71956 -4.06837 0.247268 0.07752 RGS20 8 N_Shore Body 54790841 Intragenic 

cg00260634 1.24E-08 6.59E-07 -1.46535 -3.57808 0.278156 0.100497 FEV 2 N_Shore Body 219847233 Intragenic 

cg24688826 1.24E-08 6.61E-07 0.194594 -2.12389 0.529848 0.220473 PRDM13 6 N_Shore Body 100055173 Intragenic 

cg00967552 1.24E-08 6.62E-07 0.333321 -1.48872 0.552827 0.282241 SLC10A4 4 Island Body 48486316 Intragenic 

cg15449956 1.24E-08 6.62E-07 0.557911 -2.37209 0.585688 0.215894 ZFPM2 8 Island Body 106331995 Intragenic 

cg18031850 1.25E-08 6.63E-07 0.14769 -2.04215 0.53398 0.222801 SLC7A10 19 Island Body 33716452 Intragenic 

cg07037112 1.25E-08 6.63E-07 -0.90159 -2.80105 0.374484 0.140739 FGF8 10 N_Shore Body 103534934 Intragenic 

cg19188881 1.25E-08 6.66E-07 0.089136 -2.72596 0.531301 0.174963 NA 17 Island Body, TSS1500 40912968 Intragenic 

cg06451739 1.26E-08 6.69E-07 -0.6639 -3.74979 0.407577 0.113834 KCNIP1 5 NA Body 170108303 Intragenic 

cg13695535 1.27E-08 6.72E-07 -1.7814 -3.66076 0.270452 0.082645 MAST4 5 NA 1stExon, Body, 5'UTR 66124603 Intragenic 

cg19123296 1.27E-08 6.72E-07 0.661094 -2.21665 0.603071 0.227984 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277741 Intragenic 

cg20542592 1.28E-08 6.80E-07 -1.20755 -3.3115 0.336294 0.108966 FAM66D 8 Island Body 11973495 Intragenic 

cg09431318 1.28E-08 6.80E-07 -0.63884 0.74828 0.39559 0.620388 NA 11 NA Body, 3'UTR, 1stExon 1652082 Intragenic 

cg18541421 1.29E-08 6.86E-07 -1.84801 -3.19281 0.248543 0.100635 ARHGEF7 13 NA Body 111768813 Intragenic 

cg19363604 1.30E-08 6.87E-07 -2.83306 -4.71576 0.1847 0.038489 LHX9 1 N_Shore TSS1500, Body 197885599 Intragenic 

cg12359809 1.30E-08 6.88E-07 1.523999 -0.21038 0.728362 0.466447 WNT3A 1 Island Body 228246632 Intragenic 

cg26272270 1.31E-08 6.91E-07 -1.874 -5.24908 0.321975 0.0413 CACNB2 10 Island Body 18430144 Intragenic 

cg22203776 1.31E-08 6.93E-07 -0.08412 -1.99047 0.486233 0.22269 ZIC4 3 N_Shore Body 147112316 Intragenic 

cg03511806 1.31E-08 6.94E-07 -3.23337 -4.94995 0.13061 0.034417 MAST4 5 NA Body 66124801 Intragenic 

cg08316417 1.31E-08 6.94E-07 0.372283 -3.00223 0.555016 0.174557 CRMP1 4 Island Body, TSS200 5890430 Intragenic 

cg15963535 1.31E-08 6.94E-07 -0.7294 -2.94112 0.390302 0.141934 NID1 1 N_Shore Body 236227521 Intragenic 

cg08196553 1.32E-08 6.96E-07 1.373407 -1.19516 0.712629 0.332767 SOX2-OT 3 Island Body 181413133 Intragenic 

cg22256631 1.32E-08 6.97E-07 0.601979 -1.80849 0.591746 0.250157 SOX2-OT 3 N_Shore Body 181443971 Intragenic 

cg12317601 1.32E-08 6.98E-07 0.658339 -2.0642 0.602141 0.234805 NA 10 Island TSS200, Body 119301760 Intragenic 

cg27137983 1.33E-08 6.98E-07 0.761067 -1.39775 0.615449 0.300044 HMX2 10 Island 3'UTR 124909711 Intragenic 

cg27018380 1.33E-08 6.98E-07 -0.48596 -4.22313 0.46603 0.098705 CHGA 14 Island Body 93389876 Intragenic 

cg01306410 1.33E-08 6.98E-07 0.755877 -0.41375 0.623166 0.43089 PGM5P2 9 Island Body 69147338 Intragenic 

cg16533373 1.33E-08 7.00E-07 -2.52951 -3.85296 0.175558 0.067118 NA 20 N_Shore TSS200, TSS1500, 1stExon, 5'UTR, Body 30457889 Intragenic 

cg03462055 1.34E-08 7.08E-07 -0.71355 -3.61118 0.405985 0.11601 TUBB2B 6 Island Body 3227556 Intragenic 
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cg18147215 1.36E-08 7.13E-07 -1.92151 -4.37784 0.303205 0.052279 DLX1 2 Island Body 172951553 Intragenic 

cg07313597 1.36E-08 7.14E-07 0.036422 -3.35876 0.503642 0.147039 PPM1E 17 Island Body 56833855 Intragenic 

cg16761549 1.37E-08 7.22E-07 -2.51873 -6.45907 0.282396 0.02401 TMEM170B 6 Island Body 11538646 Intragenic 

cg08856946 1.38E-08 7.23E-07 -0.26436 -3.19251 0.461857 0.147979 CDH13 16 Island Body 82661421 Intragenic 

cg23818888 1.38E-08 7.25E-07 -0.12865 -1.6457 0.477363 0.255718 NA 10 S_Shore Body, TSS1500 79687200 Intragenic 

cg00854166 1.38E-08 7.26E-07 0.426468 -2.39507 0.567553 0.207001 EPO 7 S_Shore Body 100318718 Intragenic 

cg13880779 1.38E-08 7.26E-07 -0.37467 -3.74887 0.443974 0.113491 NKX2-4 20 N_Shore 3'UTR 21376337 Intragenic 

cg13870510 1.39E-08 7.28E-07 -1.09531 -2.47797 0.329286 0.161844 INTS4L1 7 Island Body 64601662 Intragenic 

cg18089019 1.39E-08 7.28E-07 -1.79932 -2.60644 0.227878 0.144146 PDE4DIP 1 N_Shore Body 145075349 Intragenic 

cg15884510 1.39E-08 7.30E-07 -1.09792 -2.94984 0.346826 0.128007 COL6A1 21 S_Shore Body 47401911 Intragenic 

cg14583871 1.40E-08 7.31E-07 0.500535 -1.30542 0.575494 0.302259 CLIC6 21 Island Body 36043191 Intragenic 

cg10754670 1.41E-08 7.35E-07 -1.03356 -2.54109 0.336071 0.160466 DPY19L2P4 7 Island Body 89748810 Intragenic 

cg01618829 1.41E-08 7.38E-07 -1.97804 -3.47034 0.221594 0.090971 GPM6A 4 N_Shore 5'UTR, Body 176922896 Intragenic 

cg26572548 1.42E-08 7.44E-07 -2.05325 -4.90162 0.295771 0.042316 CREG2 2 Island Body 102003380 Intragenic 

cg01283834 1.43E-08 7.45E-07 0.034272 -2.88036 0.507296 0.170699 UCP1 4 N_Shore Body 141488964 Intragenic 

cg15373239 1.44E-08 7.50E-07 0.866009 -1.61331 0.630649 0.280447 NA 10 Island Body 119303225 Intragenic 

cg21506800 1.44E-08 7.50E-07 0.745541 -1.76276 0.620702 0.259321 CCDC151 19 Island Body 11531519 Intragenic 

cg25513535 1.44E-08 7.54E-07 1.976417 -0.09357 0.776874 0.484781 RBM11 21 S_Shore Body 15589441 Intragenic 

cg06022664 1.45E-08 7.55E-07 -0.2314 -3.94186 0.496243 0.119773 MIR548H4 15 NA Body 69136313 Intragenic 

cg13607709 1.46E-08 7.60E-07 1.097393 -1.76756 0.67162 0.258708 PTH1R 3 Island Body 46940153 Intragenic 

cg10437245 1.46E-08 7.63E-07 0.926975 -0.73013 0.647862 0.38441 VAX1 10 Island Body 118896516 Intragenic 

cg04988098 1.48E-08 7.70E-07 0.540986 -2.31787 0.587188 0.221669 GRID1 10 Island Body 88124965 Intragenic 

cg24488602 1.48E-08 7.70E-07 0.137795 -2.90121 0.518315 0.169506 NPTX1 17 Island Body 78449508 Intragenic 

cg17602451 1.48E-08 7.70E-07 -0.9365 -3.70737 0.400341 0.098636 BCL2 18 Island Body 60985645 Intragenic 

cg02553284 1.50E-08 7.79E-07 -2.24452 -4.43655 0.255512 0.048932 COL2A1 12 N_Shore Body 48396670 Intragenic 

cg01857802 1.51E-08 7.85E-07 -2.24772 -4.10579 0.220145 0.062303 LAPTM4B 8 Island Body 98788476 Intragenic 

cg06374307 1.51E-08 7.87E-07 -0.40672 -2.44139 0.437218 0.18101 LRRC71 1 Island Body 156893873 Intragenic 

cg02219071 1.52E-08 7.88E-07 -2.77971 -4.97316 0.192462 0.03696 GABBR1 6 S_Shore TSS1500, Body 29596540 Intragenic 

cg25112291 1.52E-08 7.90E-07 0.081945 -2.27717 0.511492 0.20606 RAX 18 Island Body 56936699 Intragenic 

cg09642670 1.52E-08 7.91E-07 -3.08714 -5.71919 0.165302 0.0239 ZNF831 20 Island Body 57797377 Intragenic 

cg12999453 1.53E-08 7.96E-07 0.866132 -1.21208 0.638386 0.324359 TBX2 17 Island Body 59482319 Intragenic 
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cg07936109 1.54E-08 7.97E-07 0.373976 -1.34405 0.562024 0.30044 NXNL1 19 Island Body 17566626 Intragenic 

cg04980832 1.54E-08 7.97E-07 -2.98443 -5.63905 0.213178 0.022624 CORIN 4 Island Body 47838670 Intragenic 

cg13709618 1.54E-08 7.99E-07 0.671036 -1.36269 0.607751 0.301511 DLGAP3 1 Island Body 35350879 Intragenic 

cg22808633 1.55E-08 8.00E-07 1.928222 -0.12555 0.774769 0.474889 RASAL3 19 Island Body 15563870 Intragenic 

cg24197091 1.55E-08 8.02E-07 -0.37548 -2.76265 0.441944 0.1603 VSX2 14 S_Shore Body 74708960 Intragenic 

cg12228123 1.56E-08 8.06E-07 0.935739 2.652728 0.636731 0.850618 NA 4 NA 3'UTR, Body 7761009 Intragenic 

cg22517735 1.57E-08 8.11E-07 -0.09057 -3.84256 0.49838 0.129501 NA 4 Island Body, TSS1500 174451954 Intragenic 

cg17263892 1.57E-08 8.14E-07 -2.23568 -4.03912 0.232436 0.060346 PDE9A 21 Island Body, 5'UTR 44074453 Intragenic 

cg10806318 1.59E-08 8.20E-07 1.395919 2.671221 0.707287 0.858081 SHANK2 11 NA Body 70374297 Intragenic 

cg12390344 1.59E-08 8.20E-07 0.076728 -1.82531 0.518184 0.23233 LAMA3 18 Island Body 21270348 Intragenic 

cg05291069 1.59E-08 8.22E-07 -1.5272 -5.00429 0.264486 0.066945 NKX1-2 10 Island Body 126136435 Intragenic 

cg13749815 1.60E-08 8.24E-07 -0.45923 -2.63757 0.437209 0.162486 ISL2 15 Island Body 76632420 Intragenic 

cg11531021 1.61E-08 8.28E-07 -0.17795 -4.66014 0.504363 0.106299 OBSL1 2 Island Body 220417249 Intragenic 

cg22390633 1.62E-08 8.33E-07 -1.8719 -3.52523 0.257542 0.085844 RORA 15 Island Body, TSS1500 60885233 Intragenic 

cg20820767 1.62E-08 8.35E-07 0.841986 -1.38268 0.618811 0.300149 RNF220 1 Island Body 45082840 Intragenic 

cg08332990 1.63E-08 8.37E-07 1.472474 -0.25527 0.72564 0.458283 IDUA 4 Island Body 997351 Intragenic 

cg27408540 1.63E-08 8.37E-07 0.040082 -2.10701 0.506982 0.22124 NA 10 Island Body, 1stExon 25465171 Intragenic 

cg11260848 1.63E-08 8.37E-07 0.342484 -1.78831 0.553821 0.252287 ALX4 11 Island Body 44326260 Intragenic 

cg04113075 1.63E-08 8.39E-07 -1.39982 -3.80621 0.334945 0.081977 RAB32 6 S_Shore Body 146865487 Intragenic 

cg27087622 1.64E-08 8.41E-07 0.165057 -3.91992 0.54186 0.133801 LINC00461 5 Island Body, TSS1500 87970114 Intragenic 

cg24500441 1.65E-08 8.45E-07 -3.34154 -6.66102 0.218046 0.014738 MEGF11 15 Island Body 66274709 Intragenic 

cg04403917 1.67E-08 8.59E-07 -0.9484 -3.70749 0.404707 0.097779 EPDR1 7 Island Body 37960974 Intragenic 

cg15124968 1.69E-08 8.67E-07 -0.2034 -2.97277 0.484205 0.150184 NA 5 Island Body, TSS200 140855469 Intragenic 

cg01127249 1.69E-08 8.68E-07 1.00337 2.94894 0.640619 0.870209 NA 10 NA 1stExon, 3'UTR, Body 99350484 Intragenic 

cg27100022 1.69E-08 8.69E-07 0.733237 -1.68138 0.613103 0.272314 RAB39A 11 S_Shore Body 107800031 Intragenic 

cg01289965 1.72E-08 8.82E-07 -3.28763 -6.54331 0.193182 0.015617 ABCG1 21 Island Body, 5'UTR, TSS200 43639928 Intragenic 

cg06035247 1.72E-08 8.82E-07 -0.81944 -4.14442 0.394924 0.093121 FRMD4A 10 NA Body 14215708 Intragenic 

cg27428578 1.72E-08 8.82E-07 -1.0275 -2.97977 0.340856 0.133834 WHAMMP2 15 S_Shore Body 28983731 Intragenic 

cg10832304 1.73E-08 8.84E-07 -0.01896 -3.76244 0.497258 0.137241 DLL3 19 Island Body 39998018 Intragenic 

cg06232266 1.74E-08 8.88E-07 -3.10321 -5.93638 0.167603 0.02467 PEBP4 8 Island Body 22722736 Intragenic 

cg17689799 1.74E-08 8.91E-07 -0.44852 -3.04843 0.4402 0.146053 TRIM54 2 Island 3'UTR 27529540 Intragenic 
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cg06858294 1.75E-08 8.92E-07 -2.57037 -4.1749 0.194637 0.054134 ALOX12B 17 Island Body 7983203 Intragenic 

cg21248274 1.75E-08 8.93E-07 -0.56379 -2.5445 0.430121 0.16291 NKAIN3 8 S_Shore Body 63162277 Intragenic 

cg13000912 1.75E-08 8.95E-07 0.755679 -1.86345 0.616504 0.257193 PRDM13 6 S_Shore Body 100056060 Intragenic 

cg04865716 1.77E-08 9.02E-07 0.083465 -1.96425 0.511844 0.230035 LINGO3 19 Island Body 2290843 Intragenic 

cg23440004 1.79E-08 9.12E-07 0.990371 -1.10304 0.652017 0.338716 POU4F1 13 Island Body 79175611 Intragenic 

cg02613418 1.80E-08 9.15E-07 0.284352 -2.25375 0.546381 0.217162 ITGA11 15 Island Body 68723914 Intragenic 

cg03656099 1.80E-08 9.18E-07 0.607896 -1.83673 0.59478 0.257564 TBX2 17 Island Body 59481954 Intragenic 

cg17318529 1.81E-08 9.22E-07 0.131614 -2.09099 0.521643 0.225103 WNT3A 1 Island Body 228196198 Intragenic 

cg06825039 1.81E-08 9.22E-07 -0.68936 -2.84241 0.418038 0.135797 SP8 7 Island Body 20824905 Intragenic 

cg20691722 1.82E-08 9.27E-07 -0.51911 -3.30853 0.41726 0.13097 SOX2-OT 3 NA Body 181421427 Intragenic 

cg15835232 1.82E-08 9.27E-07 0.524713 -2.4433 0.580004 0.209489 HLF 17 S_Shore Body 53343075 Intragenic 

cg11747462 1.83E-08 9.33E-07 2.175842 0.254053 0.807475 0.537837 OPCML 11 NA Body 132869600 Intragenic 

cg21667878 1.84E-08 9.33E-07 1.286361 -1.93504 0.694022 0.270828 NA 11 Island Body, TSS1500, 5'UTR 2160980 Intragenic 

cg18026227 1.87E-08 9.52E-07 0.732702 -2.21194 0.606558 0.225921 NA 8 N_Shore Body, TSS200 77593471 Intragenic 

cg09159050 1.88E-08 9.56E-07 0.66717 3.8375 0.584442 0.894643 MIB2 1 N_Shore Body 1563500 Intragenic 

cg23030863 1.89E-08 9.60E-07 1.053486 -1.95166 0.662648 0.263444 JAM3 11 Island Body 133995070 Intragenic 

cg08766149 1.90E-08 9.63E-07 1.662413 3.138841 0.727485 0.894081 GZMB 14 NA Body 25103301 Intragenic 

cg11446774 1.90E-08 9.65E-07 -0.55207 -3.27309 0.420673 0.132958 MCC 5 N_Shore Body 112823171 Intragenic 

cg21532432 1.90E-08 9.65E-07 0.742699 -2.03957 0.617208 0.247835 NA 11 Island Body, 5'UTR 2165434 Intragenic 

cg08509172 1.90E-08 9.65E-07 -0.3534 -2.75306 0.456521 0.162832 TM6SF2 19 Island Body 19383838 Intragenic 

cg18074726 1.91E-08 9.68E-07 -2.00211 -4.29305 0.245079 0.06373 BTBD11 12 S_Shore Body 107715081 Intragenic 

cg14460403 1.92E-08 9.71E-07 -0.40054 -3.04359 0.434617 0.148229 NA 10 Island TSS200, Body 119301766 Intragenic 

cg23412850 1.93E-08 9.75E-07 -1.34055 -3.09767 0.323943 0.110701 SOCS2 12 Island Body 93967387 Intragenic 

cg18348337 1.93E-08 9.75E-07 0.014945 -2.68508 0.497294 0.179114 MCC 5 N_Shore 1stExon, Body 112630041 Intragenic 

cg04283938 1.93E-08 9.75E-07 -0.53903 -2.32173 0.413136 0.186395 3-Sep 22 Island Body 42373298 Intragenic 

cg01740424 1.93E-08 9.75E-07 -3.12022 -4.62603 0.13923 0.041103 SPEF1 20 Island 3'UTR 3758584 Intragenic 

cg00078334 1.93E-08 9.75E-07 -0.94768 -2.73383 0.352002 0.149283 MMP2 16 S_Shore Body 55513961 Intragenic 

cg03302008 1.94E-08 9.78E-07 -1.80407 -3.12321 0.252443 0.105106 KCNIP3 2 Island TSS200, Body 96012735 Intragenic 

cg07023704 1.94E-08 9.78E-07 -1.05628 -2.58869 0.344576 0.150956 DLX2 2 Island Body 172965890 Intragenic 

cg02087931 1.94E-08 9.78E-07 -0.77492 -3.13187 0.378744 0.134406 CALD1 7 NA Body, 1stExon, 5'UTR 134576290 Intragenic 

cg02583938 1.94E-08 9.80E-07 0.039912 -2.38367 0.509812 0.200169 TBX1 22 Island Body 19748777 Intragenic 
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cg13996426 1.94E-08 9.80E-07 -2.0277 -3.98941 0.239036 0.070356 NA 3 Island 5'UTR, 1stExon, Body 49756904 Intragenic 

cg20410810 1.95E-08 9.84E-07 -2.22516 -4.99242 0.274345 0.037631 CACNG4 17 S_Shore Body 64962417 Intragenic 

cg01259329 1.96E-08 9.89E-07 -0.12788 2.586828 0.477391 0.816574 RPS6KA2 6 NA Body 166944191 Intragenic 

cg03206741 1.98E-08 9.98E-07 -0.32098 -2.70844 0.460681 0.163968 RIMS2 8 Island Body 105235385 Intragenic 

cg16944093 1.99E-08 1.00E-06 0.157835 -1.34345 0.529333 0.294887 LIMS2 2 Island Body, 1stExon, 5'UTR 128422120 Intragenic 

cg02387843 1.99E-08 1.00E-06 -1.08768 0.758537 0.329743 0.615901 SLC2A9 4 NA Body 9892887 Intragenic 

cg00743094 2.00E-08 1.01E-06 -1.3626 -4.03576 0.336945 0.072001 CLYBL 13 Island 3'UTR 100547968 Intragenic 

cg04965934 2.01E-08 1.01E-06 1.696948 -0.41259 0.751908 0.437985 EMX1 2 Island Body 73151201 Intragenic 

cg19748424 2.01E-08 1.01E-06 -0.091 -3.12049 0.484588 0.159507 LOC255167 5 Island Body 6583601 Intragenic 

cg03524572 2.02E-08 1.01E-06 -0.58392 -4.99521 0.491364 0.066464 STMN3 20 Island Body 62284488 Intragenic 

cg10364942 2.02E-08 1.01E-06 0.680973 -1.62093 0.612333 0.277157 OLIG2 21 S_Shore 3'UTR 34401201 Intragenic 

cg04421971 2.03E-08 1.02E-06 -0.27959 -2.69769 0.453789 0.170453 EMX2OS 10 N_Shore Body 119293341 Intragenic 

cg13099839 2.05E-08 1.03E-06 -0.59002 -1.91918 0.4073 0.219607 LIMS2 2 Island Body, 1stExon, 5'UTR 128422113 Intragenic 

cg06263843 2.06E-08 1.03E-06 -1.09334 -2.80806 0.343547 0.137074 CPEB1 15 NA 5'UTR, 1stExon, Body 83240550 Intragenic 

cg24267283 2.07E-08 1.04E-06 -0.11502 -3.10389 0.48135 0.155335 SOX2-OT 3 Island Body 181414021 Intragenic 

cg06379095 2.07E-08 1.04E-06 -1.86212 -5.37783 0.238617 0.053742 RETN 19 Island 3'UTR 7735239 Intragenic 

cg12009759 2.08E-08 1.04E-06 -0.82746 -4.06306 0.389415 0.09577 HHIPL1 14 Island Body 100111896 Intragenic 

cg07460919 2.08E-08 1.04E-06 0.027692 -1.50854 0.504674 0.27594 NA 3 Island Body, TSS1500 183980626 Intragenic 

cg03755177 2.09E-08 1.04E-06 0.704414 -2.12024 0.613395 0.240442 CAMK2B 7 Island Body 44349389 Intragenic 

cg01194901 2.09E-08 1.04E-06 -1.61115 -4.0355 0.293262 0.077467 FCRLB 1 Island Body 161697083 Intragenic 

cg19229344 2.10E-08 1.05E-06 -0.15878 -3.33147 0.472912 0.145261 NKX2-3 10 Island Body 101294643 Intragenic 

cg25988034 2.11E-08 1.05E-06 1.043355 -1.53328 0.659615 0.292722 FLJ45983 10 Island Body 8093239 Intragenic 

cg00029521 2.11E-08 1.06E-06 -0.00609 1.367347 0.497776 0.71305 KCNK17 6 S_Shore Body 39272634 Intragenic 

cg04487600 2.12E-08 1.06E-06 0.666815 2.497054 0.602143 0.831542 KAZN 1 N_Shelf Body 15246799 Intragenic 

cg10544251 2.12E-08 1.06E-06 -1.50547 -3.58236 0.314927 0.089691 PAQR6 1 Island 5'UTR, Body 156215727 Intragenic 

cg06504526 2.15E-08 1.07E-06 -0.10039 -3.22362 0.509836 0.137381 SIM1 6 N_Shore Body 100894629 Intragenic 

cg07959338 2.15E-08 1.07E-06 -1.38642 -3.30256 0.289163 0.113159 ARHGEF7 13 NA Body 111768474 Intragenic 

cg02656049 2.16E-08 1.07E-06 2.101334 3.458576 0.782062 0.913389 FBRSL1 12 N_Shelf Body 133100051 Intragenic 

cg06082745 2.17E-08 1.08E-06 0.400601 -2.81535 0.563718 0.191394 BNIP3 10 Island Body 133795139 Intragenic 

cg27586487 2.17E-08 1.08E-06 -0.15437 -2.29863 0.47537 0.198978 NA 10 S_Shore Body, TSS1500 79687289 Intragenic 

cg16861076 2.17E-08 1.08E-06 -0.33698 -2.89648 0.448906 0.156205 BLK 8 Island Body 11421594 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg01144286 2.17E-08 1.08E-06 0.015543 -2.30766 0.502893 0.201981 LAMP5 20 Island Body 9495596 Intragenic 

cg01043997 2.17E-08 1.08E-06 -2.57212 -3.25012 0.146579 0.096924 TUBB 6 Island Body 30689219 Intragenic 

cg11115702 2.17E-08 1.08E-06 -1.0216 -2.81704 0.35514 0.138458 SPNS1 16 S_Shore Body, 1stExon 28986698 Intragenic 

cg19001021 2.17E-08 1.08E-06 -2.56831 -5.00461 0.20125 0.044694 C10orf140 10 Island Body 21805402 Intragenic 

cg24714313 2.19E-08 1.09E-06 0.190813 -2.29557 0.531353 0.210303 IMPG1 6 NA Body 76645008 Intragenic 

cg09745087 2.20E-08 1.09E-06 -0.34762 -3.03745 0.477739 0.142274 MERTK 2 Island Body 112656917 Intragenic 

cg19913582 2.21E-08 1.10E-06 0.820983 2.269024 0.626222 0.816856 ODZ2 5 NA Body 167567540 Intragenic 

cg02650017 2.22E-08 1.10E-06 -2.48929 -4.6013 0.206178 0.046877 PHOSPHO1 17 Island Body 47301614 Intragenic 

cg11352418 2.22E-08 1.10E-06 -0.58169 -2.76806 0.408047 0.154823 FAM19A5 22 Island Body 48886654 Intragenic 

cg07008213 2.22E-08 1.10E-06 -1.00512 -3.21735 0.381444 0.112217 NA 4 Island Body, TSS1500 184021032 Intragenic 

cg04820634 2.24E-08 1.11E-06 0.26651 -2.4979 0.5384 0.200905 HMX2 10 Island Body 124909415 Intragenic 

cg16332610 2.24E-08 1.11E-06 1.263381 -1.77366 0.698818 0.279787 CYP11A1 15 Island 1stExon, Body, 5'UTR 74658547 Intragenic 

cg26532253 2.24E-08 1.11E-06 -2.01779 -3.94937 0.261066 0.066025 NA 20 Island Body, TSS1500 61734508 Intragenic 

cg24847628 2.24E-08 1.11E-06 2.316524 3.242448 0.817532 0.903057 FBRSL1 12 N_Shore Body 133100355 Intragenic 

cg13448814 2.25E-08 1.11E-06 -0.15515 -4.41846 0.475741 0.113272 CSMD3 8 S_Shore Body 114447055 Intragenic 

cg25830182 2.25E-08 1.11E-06 0.820077 -2.24457 0.623942 0.230136 NKX6-1 4 N_Shore Body 85417077 Intragenic 

cg22473973 2.26E-08 1.12E-06 0.352597 -3.11546 0.558401 0.176334 BNIP3 10 Island Body 133794911 Intragenic 

cg24109679 2.27E-08 1.12E-06 -0.47491 -3.06035 0.440924 0.14053 NA 5 N_Shore Body, TSS1500 111754365 Intragenic 

cg07303912 2.28E-08 1.12E-06 -0.40727 -3.17296 0.453237 0.139882 LRRN4 20 Island Body 6032782 Intragenic 

cg25363445 2.29E-08 1.13E-06 0.918352 -1.78172 0.643947 0.266966 ALX4 11 Island Body 44326516 Intragenic 

cg03563100 2.31E-08 1.14E-06 -1.83146 -3.95388 0.295013 0.065548 CACNB4 2 N_Shore Body 152954239 Intragenic 

cg23956119 2.31E-08 1.14E-06 -2.55716 -4.07236 0.174224 0.061259 WNT9A 1 Island Body 228135123 Intragenic 

cg10583322 2.31E-08 1.14E-06 -0.25597 1.473072 0.460391 0.718293 MEGF11 15 NA Body 66350184 Intragenic 

cg01418291 2.33E-08 1.14E-06 -1.27646 -2.67423 0.313101 0.142266 KCNQ3 8 N_Shore Body 133491512 Intragenic 

cg21610836 2.33E-08 1.14E-06 0.649868 -2.06861 0.600424 0.239842 LY86-AS1 6 Island Body 6547015 Intragenic 

cg20566450 2.34E-08 1.15E-06 0.925949 -2.49624 0.637458 0.222783 PDZD2 5 N_Shore Body 31854651 Intragenic 

cg19099281 2.34E-08 1.15E-06 0.403749 -1.45374 0.566537 0.28225 HOMER2 15 Island Body 83621006 Intragenic 

cg11987819 2.35E-08 1.15E-06 -3.62673 -6.24688 0.131563 0.020169 ADARB1 21 Island 5'UTR, Body 46495389 Intragenic 

cg12460433 2.35E-08 1.15E-06 0.617663 -3.41093 0.596745 0.166487 EDIL3 5 Island Body 83678141 Intragenic 

cg01821088 2.36E-08 1.16E-06 0.921824 2.555427 0.633741 0.845244 KLHL29 2 NA Body 23832010 Intragenic 

cg11731737 2.36E-08 1.16E-06 0.080169 -3.95748 0.512761 0.142656 CRHR1 17 Island Body 43862617 Intragenic 
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cg22225105 2.38E-08 1.17E-06 -0.38994 -2.8382 0.447292 0.149976 FBXO27 19 Island Body 39522747 Intragenic 

cg10858746 2.40E-08 1.17E-06 0.708299 -2.98222 0.610323 0.193873 NA 5 Island Body, 5'UTR, 1stExon 140855582 Intragenic 

cg02282626 2.41E-08 1.18E-06 0.00823 -4.59666 0.555263 0.10661 HLA-L 6 Island Body 30227363 Intragenic 

cg02094232 2.42E-08 1.18E-06 -0.15522 -2.82189 0.475544 0.166159 ST8SIA2 15 Island Body 92938015 Intragenic 

cg02881274 2.42E-08 1.18E-06 0.8807 -0.95639 0.637735 0.351206 SLC17A7 19 Island Body 49935948 Intragenic 

cg22891619 2.43E-08 1.19E-06 -2.51732 -5.52312 0.265545 0.026196 GRIN2C 17 Island Body 72839038 Intragenic 

cg13862711 2.43E-08 1.19E-06 0.920912 -1.09823 0.639199 0.337478 LHX6 9 Island Body 124989915 Intragenic 

cg05660179 2.43E-08 1.19E-06 0.612972 -3.20024 0.60035 0.179688 LRP2 2 Island Body 170218690 Intragenic 

cg23697546 2.43E-08 1.19E-06 -0.49942 -3.07302 0.45467 0.132692 NA 12 N_Shore 5'UTR, Body, 3'UTR 54424085 Intragenic 

cg10240853 2.47E-08 1.20E-06 -0.37434 -2.32117 0.44379 0.189463 MOSPD3 7 Island Body, 1stExon 100210548 Intragenic 

cg08335854 2.48E-08 1.21E-06 -2.87022 -4.4771 0.172671 0.043661 NA 5 N_Shore Body, TSS1500 17216368 Intragenic 

cg22666438 2.50E-08 1.22E-06 -1.7932 -3.22116 0.255944 0.101862 KISS1R 19 Island Body 919596 Intragenic 

cg07773272 2.50E-08 1.22E-06 -1.3946 -3.53151 0.2981 0.101277 PSTPIP2 18 N_Shore Body 43608105 Intragenic 

cg04280647 2.50E-08 1.22E-06 -1.64292 -3.61893 0.292104 0.086625 FAM110D 1 Island Body 26488129 Intragenic 

cg19047942 2.52E-08 1.23E-06 -2.92303 -6.10835 0.203487 0.023564 FAM66C 12 Island Body 8332810 Intragenic 

cg09053366 2.54E-08 1.24E-06 -0.32295 -2.78707 0.45351 0.163907 LPO 17 Island Body 56327168 Intragenic 

cg26770917 2.54E-08 1.24E-06 -0.69177 -5.22598 0.392238 0.076138 OLIG1 21 Island 1stExon, 3'UTR 34444339 Intragenic 

cg14750751 2.56E-08 1.24E-06 0.031397 -2.16928 0.501266 0.207823 CUX2 12 Island Body 111472914 Intragenic 

cg03004350 2.57E-08 1.25E-06 0.16606 -0.98939 0.527998 0.339534 PRTN3 19 Island Body 847943 Intragenic 

cg12131414 2.57E-08 1.25E-06 -1.51364 -4.80221 0.273818 0.070595 BTBD17 17 Island Body 72352968 Intragenic 

cg08239375 2.59E-08 1.26E-06 3.166654 1.326447 0.887338 0.696119 NA 2 S_Shore Body, TSS1500 27887547 Intragenic 

cg18297736 2.60E-08 1.26E-06 -0.43884 -2.48774 0.428988 0.178587 NKX6-1 4 N_Shore Body 85416865 Intragenic 

cg16513416 2.61E-08 1.27E-06 1.299297 -1.10614 0.687193 0.345632 CLSTN2 3 S_Shore Body 139655283 Intragenic 

cg04850731 2.62E-08 1.27E-06 -0.49151 -3.5698 0.457943 0.112847 NXPH4 12 Island Body 57618943 Intragenic 

cg08178940 2.62E-08 1.27E-06 -0.79449 -3.94401 0.405809 0.093798 TFAP2B 6 N_Shelf Body 50808627 Intragenic 

cg13739410 2.62E-08 1.27E-06 1.364634 3.279561 0.693824 0.891408 ADAMTSL1 9 NA Body 18793879 Intragenic 

cg15150064 2.64E-08 1.28E-06 -0.05887 1.195009 0.490711 0.68905 KIF3C 2 N_Shelf Body 26201094 Intragenic 

cg24480695 2.64E-08 1.28E-06 0.409797 -3.5264 0.562135 0.156519 IGSF22 11 Island Body 18727628 Intragenic 

cg05452524 2.64E-08 1.28E-06 0.627264 -3.46073 0.598765 0.171985 HLF 17 Island Body 53343029 Intragenic 

cg25035485 2.65E-08 1.28E-06 1.713728 0.013466 0.750131 0.501908 APOB 2 N_Shore Body 21266500 Intragenic 

cg16206138 2.66E-08 1.29E-06 -3.08935 -5.10423 0.160625 0.031808 B4GALNT2 17 Island TSS200, Body, 5'UTR 47210270 Intragenic 
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cg01962146 2.66E-08 1.29E-06 0.198674 -1.88984 0.532962 0.239608 IDUA 4 Island Body 995931 Intragenic 

cg05963821 2.67E-08 1.29E-06 -1.08291 -3.61958 0.347487 0.106279 GAP43 3 S_Shore Body, 5'UTR 115377939 Intragenic 

cg00030774 2.67E-08 1.29E-06 -0.8874 -2.1033 0.3664 0.194143 FAM189A1 15 NA Body 29432143 Intragenic 

cg03129964 2.69E-08 1.30E-06 0.342281 -1.95072 0.553112 0.238247 BARX1 9 Island Body 96714665 Intragenic 

cg18761058 2.70E-08 1.30E-06 0.163789 -2.4387 0.527809 0.19348 MACROD1 11 N_Shore Body 63802973 Intragenic 

cg16193295 2.70E-08 1.30E-06 -1.06899 0.435194 0.336805 0.571077 FHOD3 18 N_Shore Body 34338686 Intragenic 

cg10635122 2.71E-08 1.31E-06 0.355701 -1.99569 0.55018 0.232098 ZNF577 19 Island Body, 5'UTR, 1stExon 52391090 Intragenic 

cg14771810 2.71E-08 1.31E-06 -2.54965 -5.90086 0.21288 0.032233 MYOZ3 5 Island Body 150052014 Intragenic 

cg13021333 2.71E-08 1.31E-06 0.576014 -2.44371 0.588856 0.205243 NRN1 6 Island Body 6004207 Intragenic 

cg05036106 2.72E-08 1.31E-06 0.813341 -1.48571 0.629953 0.29301 EMX2OS 10 N_Shore Body 119292587 Intragenic 

cg16643851 2.73E-08 1.31E-06 1.267703 -1.30523 0.697345 0.329273 LOC389634 12 Island Body 8542839 Intragenic 

cg08406102 2.76E-08 1.33E-06 -1.52208 -4.11157 0.301554 0.079452 EMX2OS 10 N_Shore Body 119292130 Intragenic 

cg23721712 2.77E-08 1.33E-06 0.675836 -2.38524 0.61691 0.2115 HLA-L 6 Island Body 30227967 Intragenic 

cg08381274 2.78E-08 1.34E-06 1.155968 -0.92094 0.672905 0.361279 GDF6 8 N_Shore Body 97169621 Intragenic 

cg10205753 2.80E-08 1.35E-06 0.896219 -2.29582 0.632861 0.231914 RGS20 8 Island Body, TSS1500 54792627 Intragenic 

cg14179389 2.81E-08 1.35E-06 0.15118 -2.8411 0.532894 0.169201 GFI1 1 Island Body 92947961 Intragenic 

cg12348588 2.82E-08 1.35E-06 0.849191 -2.74614 0.629901 0.21157 BTBD17 17 Island Body 72352897 Intragenic 

cg07416237 2.84E-08 1.36E-06 -0.70678 -2.54303 0.405034 0.162372 CLYBL 13 Island 3'UTR 100548078 Intragenic 

cg23046629 2.85E-08 1.37E-06 -0.50817 -2.8855 0.447917 0.141563 NA 2 Island Body, TSS200 109745841 Intragenic 

cg08058894 2.85E-08 1.37E-06 -0.67477 -2.91496 0.419604 0.137952 TOX2 20 Island TSS1500, Body 42544178 Intragenic 

cg06981439 2.85E-08 1.37E-06 -0.32327 -2.9534 0.467795 0.150625 LOC100130015 16 NA TSS200, Body 90114123 Intragenic 

cg25874034 2.85E-08 1.37E-06 -2.42847 -4.78126 0.258648 0.038306 ALOX12B 17 Island Body 7982898 Intragenic 

cg01427458 2.85E-08 1.37E-06 0.240321 -1.90996 0.538238 0.241051 OPCML 11 NA Body 133098457 Intragenic 

cg21289669 2.86E-08 1.37E-06 1.198765 -0.67252 0.685941 0.397226 TNXB 6 Island Body 32064764 Intragenic 

cg07394719 2.86E-08 1.37E-06 -0.2733 -1.78312 0.459353 0.237035 C10orf90 10 N_Shore Body 128192896 Intragenic 

cg10245915 2.89E-08 1.39E-06 0.92476 -1.90896 0.640217 0.255939 SLC18A2 10 Island Body 119001478 Intragenic 

cg17377467 2.91E-08 1.39E-06 0.564654 -3.18654 0.590959 0.173537 KNDC1 10 Island Body 134974192 Intragenic 

cg05248581 2.93E-08 1.40E-06 -0.16934 -2.34246 0.482336 0.192458 PTH2 19 Island Body 49925731 Intragenic 

cg25051341 2.93E-08 1.40E-06 0.76484 -2.35602 0.622373 0.229888 PRDM13 6 Island Body 100061307 Intragenic 

cg06686029 2.93E-08 1.40E-06 -1.79474 -4.07595 0.276203 0.073613 TSPY26P 20 Island Body 30778039 Intragenic 

cg25923450 2.94E-08 1.41E-06 0.120169 -2.64008 0.518935 0.18425 C3orf80 3 S_Shore 3'UTR, 1stExon 159944518 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg26522240 2.94E-08 1.41E-06 -0.21771 -2.28788 0.463734 0.199407 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277843 Intragenic 

cg16585682 2.95E-08 1.41E-06 0.279548 -2.56897 0.544732 0.199435 SCGB3A1 5 Island Body 180017623 Intragenic 

cg17330672 2.96E-08 1.41E-06 0.282294 -3.34453 0.545047 0.162085 OSBP2 22 Island Body 31218629 Intragenic 

cg06728579 2.96E-08 1.41E-06 1.233889 -3.74775 0.688008 0.188592 NA 16 Island TSS1500, Body 56224901 Intragenic 

cg15286044 3.00E-08 1.43E-06 0.644714 -1.85716 0.597767 0.25434 CRTAC1 10 Island Body 99789971 Intragenic 

cg26624398 3.01E-08 1.43E-06 -0.00189 -2.0692 0.50625 0.215729 SLIT3 5 N_Shore Body 168726889 Intragenic 

cg19617377 3.02E-08 1.44E-06 -0.15056 -2.7742 0.475342 0.173207 SLC18A2 10 Island Body 119001427 Intragenic 

cg06726602 3.02E-08 1.44E-06 -2.67806 -5.39265 0.211299 0.034731 APLP1 19 Island Body 36360396 Intragenic 

cg25497529 3.02E-08 1.44E-06 -0.0894 -3.68427 0.489881 0.135712 COMP 19 Island Body 18901364 Intragenic 

cg02126051 3.03E-08 1.44E-06 0.766166 -1.26266 0.618826 0.315235 ZIC4 3 N_Shore Body 147112438 Intragenic 

cg03373393 3.03E-08 1.44E-06 0.116451 -1.85712 0.517449 0.243269 HAP1 17 Island Body 39890193 Intragenic 

cg11569979 3.04E-08 1.44E-06 -0.64348 -3.31745 0.399933 0.13038 EPHA7 6 Island Body 94127222 Intragenic 

cg19888869 3.06E-08 1.45E-06 -0.1538 -2.28237 0.474686 0.200753 GSX2 4 Island Body 54967674 Intragenic 

cg15427906 3.08E-08 1.46E-06 -2.25886 -5.36436 0.281109 0.033461 SP8 7 Island Body 20825216 Intragenic 

cg01291404 3.09E-08 1.47E-06 0.51317 -2.51629 0.577364 0.206394 COL2A1 12 N_Shore Body 48397872 Intragenic 

cg12423311 3.10E-08 1.47E-06 -1.92135 -3.86242 0.235725 0.078766 DPP6 7 S_Shelf Body 153752727 Intragenic 

cg26539941 3.13E-08 1.48E-06 -1.77534 -5.21941 0.338449 0.049706 SPEG 2 N_Shore Body 220306470 Intragenic 

cg06495131 3.13E-08 1.48E-06 0.341722 -2.01729 0.55743 0.230629 NRN1 6 Island Body 6003746 Intragenic 

cg16523137 3.15E-08 1.49E-06 -3.06746 -6.01923 0.235311 0.01725 NA 18 N_Shore TSS1500, Body 5237527 Intragenic 

cg05260966 3.17E-08 1.50E-06 0.233448 -1.49591 0.546632 0.27521 NA 22 Island Body, 1stExon, 5'UTR 33197394 Intragenic 

cg01652190 3.18E-08 1.51E-06 1.202292 -0.70973 0.679719 0.388256 C22orf34 22 Island Body 50026171 Intragenic 

cg01860763 3.18E-08 1.51E-06 0.405399 2.002191 0.567784 0.786366 LINC00340 6 NA Body 21781118 Intragenic 

cg01708552 3.19E-08 1.51E-06 -2.60797 -3.89093 0.179394 0.06351 NAT16 7 Island Body 100815485 Intragenic 

cg23026675 3.19E-08 1.51E-06 0.002816 -2.55066 0.510086 0.188512 LOC100192378 8 Island Body 77590168 Intragenic 

cg19959055 3.20E-08 1.51E-06 -0.94627 -2.60102 0.3588 0.156094 3-Sep 22 S_Shore Body 42373373 Intragenic 

cg13448753 3.20E-08 1.51E-06 -1.75412 -3.8438 0.263401 0.080837 NA 10 Island Body, TSS1500 25464059 Intragenic 

cg14262439 3.21E-08 1.51E-06 -2.40299 -5.75925 0.240533 0.037365 TMEM132B 12 Island Body 126018155 Intragenic 

cg25566352 3.23E-08 1.52E-06 0.120571 -3.12423 0.534135 0.162507 RFX4 12 Island Body 106977562 Intragenic 

cg09263118 3.24E-08 1.53E-06 0.351727 -2.9334 0.569332 0.148453 NA 19 Island TSS1500, 3'UTR 11531294 Intragenic 

cg17237506 3.25E-08 1.53E-06 -0.77787 -3.89524 0.391877 0.102705 ZPBP 7 Island Body 50132573 Intragenic 

cg02780295 3.26E-08 1.54E-06 -0.12006 -3.43229 0.502798 0.135709 NA 5 Island Body, TSS200 140855463 Intragenic 
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cg20695433 3.27E-08 1.54E-06 0.846354 -1.25682 0.627116 0.317826 VSTM2B 19 Island Body 30019102 Intragenic 

cg05476483 3.27E-08 1.54E-06 -0.28136 -3.22927 0.481158 0.135797 B3GNT6 11 Island Body 76750693 Intragenic 

cg03840647 3.29E-08 1.55E-06 0.20511 -2.02457 0.530856 0.230503 SFTA3 14 Island Body 36974968 Intragenic 

cg16943529 3.29E-08 1.55E-06 -0.32117 -3.9442 0.446248 0.128127 EOMES 3 Island Body 27762805 Intragenic 

cg01802453 3.29E-08 1.55E-06 0.370639 -2.52228 0.564525 0.198873 ODZ3 4 Island Body 183370148 Intragenic 

cg16567175 3.30E-08 1.55E-06 -0.45024 -3.52444 0.434412 0.130073 PSTPIP2 18 Island Body 43608493 Intragenic 

cg10842804 3.30E-08 1.55E-06 0.718985 -1.85494 0.614764 0.260432 ROBO3 11 Island Body 124736135 Intragenic 

cg12833931 3.31E-08 1.55E-06 -1.42253 -3.53939 0.304521 0.094561 GAS7 17 NA Body, TSS200 9862893 Intragenic 

cg24994504 3.32E-08 1.56E-06 0.487915 -1.97449 0.578694 0.242009 RAB3C 5 S_Shore Body 57879417 Intragenic 

cg07801516 3.32E-08 1.56E-06 0.401428 1.6663 0.56374 0.752736 ZNF461 19 N_Shelf Body 37154552 Intragenic 

cg12970542 3.34E-08 1.57E-06 0.653983 -2.88716 0.605211 0.195766 CHST11 12 Island Body 104851909 Intragenic 

cg25962210 3.34E-08 1.57E-06 -0.28956 -2.3104 0.462771 0.189432 BDNF 11 N_Shore Body, 5'UTR, TSS200 27721222 Intragenic 

cg03167683 3.35E-08 1.57E-06 -1.44641 -3.46506 0.322935 0.092869 B4GALNT2 17 Island 1stExon, Body, 5'UTR 47210368 Intragenic 

cg07297068 3.36E-08 1.57E-06 2.53338 0.800006 0.840434 0.621994 XKR5 8 N_Shore Body 6691691 Intragenic 

cg17480467 3.36E-08 1.57E-06 -2.87644 -5.38791 0.205933 0.029022 PAX2 10 N_Shore 3'UTR 102588959 Intragenic 

cg13823553 3.38E-08 1.58E-06 -1.87552 -5.32966 0.255565 0.055647 PRTG 15 Island Body 56034801 Intragenic 

cg18245660 3.38E-08 1.58E-06 0.134472 -5.00296 0.520416 0.114022 RGS20 8 Island Body, 5'UTR, 1stExon 54793541 Intragenic 

cg07710560 3.39E-08 1.58E-06 0.249618 -2.32369 0.538583 0.20915 PRMT8 12 Island Body 3602069 Intragenic 

cg08955995 3.39E-08 1.58E-06 -0.65428 -2.54218 0.396925 0.169225 GRIK5 19 Island Body 42503412 Intragenic 

cg03527683 3.39E-08 1.58E-06 0.237955 1.859024 0.542912 0.772174 GRM8 7 NA Body 126752816 Intragenic 

cg07103093 3.39E-08 1.58E-06 -0.58668 -2.40733 0.4075 0.18018 LHX1 17 Island Body 35297752 Intragenic 

cg02970551 3.39E-08 1.58E-06 -1.39079 -4.1452 0.331773 0.081194 RUNX3 1 Island TSS1500, Body 25257191 Intragenic 

cg00170564 3.42E-08 1.60E-06 -1.91412 -2.97597 0.234185 0.113894 BTBD11 12 Island Body 107714106 Intragenic 

cg23933381 3.45E-08 1.61E-06 -2.81251 -4.49762 0.182343 0.043339 KCNJ6 21 Island Body 39047670 Intragenic 

cg11101117 3.46E-08 1.61E-06 0.26194 -1.90145 0.542478 0.243779 FLJ41350 10 S_Shore Body 102997865 Intragenic 

cg06226630 3.47E-08 1.62E-06 0.634007 -1.37736 0.606886 0.294274 ZAR1 4 Island Body 48493420 Intragenic 

cg26349606 3.48E-08 1.62E-06 -2.25708 -4.07954 0.241331 0.057983 SHISA4 1 NA 5'UTR, Body, 1stExon 201857840 Intragenic 

cg25395413 3.49E-08 1.62E-06 0.479217 -3.20782 0.579721 0.173919 NELL2 12 N_Shore Body 45269045 Intragenic 

cg13462843 3.49E-08 1.63E-06 -0.46459 -2.89738 0.424903 0.156469 PAX5 9 Island Body 37025769 Intragenic 

cg11794877 3.51E-08 1.63E-06 0.853587 -4.36938 0.63931 0.156271 WHAMMP2 15 Island Body 28983117 Intragenic 

cg14425564 3.51E-08 1.63E-06 -0.18531 -2.48458 0.486957 0.177873 LHX2 9 NA Body 126794772 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg26137940 3.53E-08 1.64E-06 0.134835 -2.20312 0.523007 0.214786 EBF3 10 Island Body 131761302 Intragenic 

cg20804555 3.54E-08 1.65E-06 0.945041 -1.75944 0.637548 0.267909 GSC 14 Island Body 95235869 Intragenic 

cg19497031 3.55E-08 1.65E-06 0.023024 -2.92187 0.500041 0.171576 POU4F1 13 Island Body 79176272 Intragenic 

cg23057485 3.55E-08 1.65E-06 -0.29669 1.582753 0.448707 0.729173 NA 8 NA Body 134052341 Intragenic 

cg03479694 3.58E-08 1.66E-06 0.593894 -1.56496 0.597903 0.277312 DLX1 2 Island 3'UTR 172953032 Intragenic 

cg13846866 3.59E-08 1.67E-06 -2.32189 -5.57207 0.331868 0.025134 NA 3 S_Shore 5'UTR, Body, TSS1500 37035399 Intragenic 

cg07032164 3.60E-08 1.67E-06 0.733834 -0.82071 0.620133 0.371603 CSPG5 3 Island Body 47619113 Intragenic 

cg00150520 3.65E-08 1.69E-06 1.743499 0.338943 0.749542 0.554983 RNF220 1 Island Body 45082905 Intragenic 

cg18557145 3.66E-08 1.69E-06 1.636477 2.888164 0.73851 0.874654 CD72 9 S_Shore Body 35618083 Intragenic 

cg14099990 3.67E-08 1.70E-06 0.535692 -2.02905 0.582777 0.239468 NBEA 13 NA Body 35517154 Intragenic 

cg20675389 3.69E-08 1.71E-06 -0.13028 -1.8811 0.478915 0.233938 SOX2-OT 3 NA Body 181421951 Intragenic 

cg15047026 3.69E-08 1.71E-06 0.367527 -0.89084 0.55734 0.356003 C19orf51 19 Island Body 55673544 Intragenic 

cg11100798 3.69E-08 1.71E-06 -2.7476 -4.82218 0.183875 0.040352 NA 4 Island TSS1500, Body 109088317 Intragenic 

cg18466859 3.71E-08 1.72E-06 -0.19368 -3.11312 0.475065 0.152196 TTC7B 14 Island Body 91282281 Intragenic 

cg21952901 3.72E-08 1.72E-06 0.608835 -4.34841 0.59842 0.154865 MAP1B 5 Island Body 71404443 Intragenic 

cg22640209 3.72E-08 1.72E-06 -2.57158 -4.75106 0.199183 0.044241 DOCK10 2 N_Shore Body 225905741 Intragenic 

cg00009364 3.73E-08 1.72E-06 -3.58994 -6.81713 0.178817 0.012519 PELI2 14 Island Body 56586028 Intragenic 

cg15726714 3.73E-08 1.72E-06 -2.1831 -4.18969 0.231447 0.061928 PPIE 1 S_Shore 5'UTR, Body 40204847 Intragenic 

cg25821794 3.74E-08 1.73E-06 0.214277 -2.47268 0.535127 0.198518 VGLL2 6 Island Body 117591534 Intragenic 

cg23061046 3.74E-08 1.73E-06 -0.15312 -1.91196 0.478253 0.223633 LINC00085 19 N_Shore Body 52206224 Intragenic 

cg07362341 3.75E-08 1.73E-06 0.218079 -2.2903 0.530156 0.208108 EPHA7 6 Island Body 94127983 Intragenic 

cg20501518 3.76E-08 1.73E-06 0.156856 -2.16949 0.527315 0.215218 SHOX2 3 N_Shore Body 157821919 Intragenic 

cg08263071 3.78E-08 1.74E-06 0.576309 -1.91629 0.589725 0.247389 EPHA7 6 Island Body 94126643 Intragenic 

cg27044506 3.79E-08 1.75E-06 0.039064 -2.69741 0.508707 0.177629 SHC3 9 Island Body 91792821 Intragenic 

cg16165797 3.81E-08 1.75E-06 -0.16973 -1.8986 0.473992 0.230773 SCRT2 20 Island 3'UTR 642894 Intragenic 

cg02003041 3.81E-08 1.75E-06 -2.70592 -4.98048 0.217389 0.036166 CBFA2T3 16 Island TSS1500, Body 89008134 Intragenic 

cg08810007 3.82E-08 1.76E-06 0.440062 -1.47845 0.579452 0.280085 MEIS3 19 N_Shore Body 47921399 Intragenic 

cg10993336 3.83E-08 1.76E-06 -0.79434 -3.85828 0.439899 0.096646 CR2 1 Island Body 207627941 Intragenic 

cg20162652 3.83E-08 1.76E-06 -1.65482 -4.17588 0.329823 0.063092 IRAK3 12 NA Body 66629018 Intragenic 

cg12234287 3.83E-08 1.76E-06 -1.78129 -4.94684 0.303818 0.057136 LTB 6 Island Body, 3'UTR 31549229 Intragenic 

cg06622953 3.85E-08 1.77E-06 -1.1273 -2.89382 0.324163 0.138919 HOTAIR 12 N_Shore Body 54357752 Intragenic 
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cg11630206 3.86E-08 1.77E-06 -0.23446 -1.56389 0.465339 0.262499 MAP6 11 N_Shore Body 75378272 Intragenic 

cg24548682 3.86E-08 1.77E-06 -2.3014 -4.37786 0.26099 0.047233 SPINK2 4 Island Body 57687768 Intragenic 

cg15320854 3.87E-08 1.78E-06 -0.5464 -2.5189 0.434232 0.165197 NA 7 N_Shore TSS200, Body 107300939 Intragenic 

cg15285764 3.87E-08 1.78E-06 0.83237 -0.92762 0.632149 0.355794 SRRM3 7 Island Body 75912462 Intragenic 

cg03257341 3.87E-08 1.78E-06 -0.06118 -3.63714 0.506347 0.130028 WNT1 12 Island 3'UTR 49375499 Intragenic 

cg13660664 3.88E-08 1.78E-06 -2.12032 -5.5104 0.275531 0.042894 PAX2 10 Island Body 102508607 Intragenic 

cg10553088 3.90E-08 1.79E-06 -0.08477 -2.49007 0.493423 0.177149 CADM1 11 N_Shore Body 115372912 Intragenic 

cg00160027 3.93E-08 1.80E-06 1.028844 2.273083 0.666944 0.817391 ZNF423 16 NA Body 49583602 Intragenic 

cg16477879 3.93E-08 1.80E-06 -0.16055 2.113974 0.465741 0.78686 ASB1 2 S_Shelf Body 239348171 Intragenic 

cg00114029 3.93E-08 1.80E-06 0.422833 -4.16785 0.568525 0.144466 DLGAP3 1 Island Body 35351407 Intragenic 

cg18036763 3.93E-08 1.80E-06 0.265646 -1.4766 0.542901 0.284618 PHF21B 22 Island Body 45404910 Intragenic 

cg11814235 3.95E-08 1.80E-06 -0.2029 -2.75911 0.499441 0.153007 DSC3 18 Island Body 28621490 Intragenic 

cg02342594 3.95E-08 1.80E-06 -0.62975 -2.01417 0.407451 0.20755 LHX6 9 Island Body 124976596 Intragenic 

cg25277187 3.96E-08 1.81E-06 -1.29617 -3.19402 0.334619 0.108163 NID2 14 Island Body 52535028 Intragenic 

cg15424739 3.98E-08 1.82E-06 1.009794 -3.26163 0.652549 0.194737 COMP 19 Island Body 18901666 Intragenic 

cg06734250 4.00E-08 1.82E-06 -0.46601 -3.14231 0.443466 0.139939 NOL4 18 N_Shore Body 31802071 Intragenic 

cg19317258 4.00E-08 1.83E-06 0.284126 1.962005 0.538404 0.781978 NAV1 1 NA Body 201662881 Intragenic 

cg11284196 4.04E-08 1.84E-06 -0.44136 -1.54303 0.42918 0.261108 SHANK1 19 Island Body 51190047 Intragenic 

cg01564268 4.06E-08 1.85E-06 -0.52265 -1.97094 0.429464 0.210616 ARHGAP23 17 Island Body 36666953 Intragenic 

cg22839587 4.07E-08 1.85E-06 1.794816 3.421696 0.744309 0.90532 DPYSL3 5 NA Body 146818610 Intragenic 

cg14795968 4.07E-08 1.86E-06 -0.75658 -3.07792 0.411977 0.124629 ACADL 2 Island Body 211089815 Intragenic 

cg08350288 4.10E-08 1.87E-06 0.140837 -1.90641 0.522664 0.240132 PAX7 1 Island Body 19043598 Intragenic 

cg15626350 4.10E-08 1.87E-06 2.049841 -0.0076 0.784279 0.49737 ESR1 6 S_Shore Body 152130207 Intragenic 

cg11245205 4.13E-08 1.88E-06 -0.79083 -2.40089 0.392885 0.168672 RASD1 17 Island 3'UTR 17398264 Intragenic 

cg04524173 4.15E-08 1.89E-06 -0.72051 -2.74468 0.394688 0.154047 LPO 17 Island Body 56327261 Intragenic 

cg23501962 4.18E-08 1.90E-06 0.135773 -1.95675 0.530304 0.224533 SLC1A2 11 N_Shore Body 35440252 Intragenic 

cg24147392 4.19E-08 1.91E-06 0.529295 -1.0391 0.586818 0.33955 LOC440461 17 Island Body 66195202 Intragenic 

cg02526790 4.20E-08 1.91E-06 -0.54551 1.4305 0.414059 0.710652 TG 8 NA Body 134044590 Intragenic 

cg00617305 4.22E-08 1.92E-06 -2.36494 -4.49577 0.244318 0.046456 SHISA4 1 NA 5'UTR, Body, 1stExon 201857940 Intragenic 

cg23865994 4.23E-08 1.92E-06 -1.94197 -4.16564 0.281512 0.060835 SPEF1 20 Island 3'UTR 3758499 Intragenic 

cg06643622 4.24E-08 1.92E-06 -0.72969 1.015836 0.387815 0.654733 CTTNBP2 7 NA Body 117437223 Intragenic 
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cg04756279 4.25E-08 1.93E-06 0.40942 -2.32478 0.562781 0.211612 VSTM2B 19 Island Body 30020162 Intragenic 

cg04551155 4.27E-08 1.93E-06 -0.61 -3.06423 0.420004 0.137134 ISLR2 15 Island 3'UTR 74428183 Intragenic 

cg01951637 4.30E-08 1.95E-06 -1.38745 -5.29395 0.37059 0.059067 CBFA2T3 16 Island 1stExon, 5'UTR, Body 89007466 Intragenic 

cg03157531 4.33E-08 1.96E-06 0.203133 -3.39628 0.531524 0.166206 BNIP3 10 Island Body 133795006 Intragenic 

cg17412248 4.38E-08 1.98E-06 -0.37015 -2.16747 0.441077 0.204686 CDH22 20 Island Body 44803411 Intragenic 

cg00560542 4.45E-08 2.01E-06 0.329618 -2.04027 0.555476 0.228484 SYNPO2L 10 Island Body 75407634 Intragenic 

cg20196129 4.48E-08 2.03E-06 0.236358 -3.09013 0.533649 0.172919 NA 10 Island TSS1500, Body 31609347 Intragenic 

cg24095353 4.49E-08 2.03E-06 -1.70788 -3.94049 0.307241 0.072455 VSX2 14 Island Body 74724703 Intragenic 

cg19897330 4.50E-08 2.04E-06 0.300539 -2.08276 0.550218 0.230247 SCGB3A1 5 Island Body 180018201 Intragenic 

cg06802630 4.52E-08 2.04E-06 1.255316 -0.59825 0.694759 0.407558 AHRR 5 Island Body 322735 Intragenic 

cg10701282 4.53E-08 2.05E-06 -0.83913 -4.7744 0.37124 0.081225 SLC35F3 1 Island Body 234350003 Intragenic 

cg25970832 4.54E-08 2.05E-06 -1.31937 -4.37036 0.336706 0.076167 DSC3 18 Island Body 28621651 Intragenic 

cg09655952 4.55E-08 2.05E-06 0.219075 -2.01958 0.547551 0.226364 PROK2 3 N_Shore Body 71833631 Intragenic 

cg04317977 4.57E-08 2.06E-06 -0.23177 -3.49206 0.474854 0.136437 XKR6 8 Island Body 10874016 Intragenic 

cg22389730 4.58E-08 2.07E-06 -1.05572 -5.36319 0.40633 0.070944 FCRLB 1 Island Body 161697241 Intragenic 

cg02649987 4.60E-08 2.07E-06 -0.62984 -3.73097 0.400258 0.123846 GUCY1A2 11 Island Body 106888392 Intragenic 

cg06816235 4.60E-08 2.07E-06 -0.54428 -2.4908 0.42205 0.17322 BDNF 11 Island Body, 5'UTR, TSS1500, 1stExon 27742219 Intragenic 

cg01477133 4.61E-08 2.07E-06 -0.68851 0.530726 0.387391 0.586685 FAM83C 20 N_Shore Body 33878142 Intragenic 

cg20152891 4.64E-08 2.09E-06 -0.12316 -2.58557 0.502903 0.176629 SLC17A7 19 Island Body 49944506 Intragenic 

cg15553408 4.66E-08 2.10E-06 -2.7703 -5.61782 0.227182 0.027222 LTB 6 Island Body, 3'UTR 31549010 Intragenic 

cg26202847 4.66E-08 2.10E-06 -2.14898 -5.13934 0.281711 0.040387 HAND1 5 Island 3'UTR 153855353 Intragenic 

cg11691429 4.69E-08 2.11E-06 0.856666 -0.74326 0.637354 0.384741 SNTG2 2 S_Shore Body 947634 Intragenic 

cg00709541 4.71E-08 2.12E-06 0.13395 3.12336 0.510429 0.852209 ZNF606 19 N_Shelf Body 58511273 Intragenic 

cg22200330 4.72E-08 2.12E-06 -0.19476 -2.20145 0.466292 0.208856 DNER 2 Island Body 230578063 Intragenic 

cg23875264 4.72E-08 2.12E-06 -0.2044 -2.95439 0.475202 0.161712 EDARADD 1 Island TSS200, Body 236558701 Intragenic 

cg08608193 4.73E-08 2.12E-06 -1.37995 -4.94975 0.382567 0.068471 EPDR1 7 Island Body 37960902 Intragenic 

cg04323979 4.73E-08 2.12E-06 -2.27876 -3.73536 0.216478 0.071781 SPEG 2 N_Shore Body 220306667 Intragenic 

cg13054224 4.74E-08 2.13E-06 -1.75182 -3.77733 0.283467 0.079821 IGDCC3 15 Island Body 65648254 Intragenic 

cg14846368 4.76E-08 2.14E-06 -0.43574 -2.30422 0.444173 0.18702 SFRP4 7 Island Body 37955623 Intragenic 

cg14821245 4.78E-08 2.14E-06 -0.3477 1.251556 0.451246 0.692086 CTNNA2 2 NA Body 80253010 Intragenic 

cg12422450 4.81E-08 2.15E-06 0.03416 -2.56401 0.525502 0.178982 CHGA 14 Island Body 93389891 Intragenic 
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cg04268670 4.81E-08 2.15E-06 0.004857 -2.59724 0.514923 0.187231 OTP 5 Island Body 76926341 Intragenic 

cg03564793 4.82E-08 2.16E-06 0.66406 -1.44773 0.605168 0.28739 COL12A1 6 Island 3'UTR 75794881 Intragenic 

cg16682721 4.83E-08 2.16E-06 2.608161 3.795405 0.840053 0.929149 FOLR2 11 N_Shelf Body 71931577 Intragenic 

cg12991050 4.85E-08 2.17E-06 -0.03973 -2.0925 0.497131 0.215261 LINC00461 5 N_Shore Body 87979504 Intragenic 

cg21495139 4.86E-08 2.17E-06 -0.58609 -3.28687 0.404424 0.135894 TMEM179 14 Island Body 105070749 Intragenic 

cg26563932 4.90E-08 2.19E-06 -0.00889 -1.74959 0.498116 0.249443 ZNF599 19 N_Shore Body 35263485 Intragenic 

cg05564438 4.91E-08 2.19E-06 2.232702 3.443853 0.80211 0.912012 CCDC88B 11 NA Body 64120286 Intragenic 

cg15793329 4.91E-08 2.19E-06 1.601665 -0.04197 0.740631 0.49247 TNXB 6 Island Body 32064749 Intragenic 

cg16234557 4.92E-08 2.20E-06 1.076065 -1.73836 0.664692 0.278748 EMX2OS 10 N_Shore Body 119292062 Intragenic 

cg11915650 4.92E-08 2.20E-06 0.482312 -1.82117 0.574902 0.256132 NA 11 Island Body, TSS1500, 5'UTR 2161009 Intragenic 

cg17827020 4.93E-08 2.20E-06 0.709604 -1.72444 0.614072 0.273903 LHX4 1 Island Body 180202784 Intragenic 

cg05179846 4.94E-08 2.20E-06 0.18938 -2.29548 0.526482 0.209406 EDIL3 5 Island Body 83678235 Intragenic 

cg01285706 4.94E-08 2.20E-06 0.553011 -1.82765 0.585806 0.254769 BMP3 4 S_Shore Body 81953041 Intragenic 

cg02948476 4.95E-08 2.20E-06 0.802795 -2.40699 0.627172 0.224572 GSC 14 Island Body 95235026 Intragenic 

cg11353250 4.96E-08 2.21E-06 0.498808 -0.97153 0.580989 0.347969 COL12A1 6 Island 3'UTR 75794995 Intragenic 

cg10796899 4.97E-08 2.21E-06 -1.73668 -2.88069 0.253237 0.122922 DIP2C 10 Island Body 735041 Intragenic 

cg23337754 4.97E-08 2.21E-06 0.503233 -4.28921 0.627377 0.111678 CRABP1 15 Island Body 78632859 Intragenic 

cg19590063 4.98E-08 2.21E-06 -2.05252 -4.03335 0.228157 0.073937 DLG2 11 NA Body 84431918 Intragenic 

cg11589139 4.98E-08 2.21E-06 -0.24386 -2.61916 0.45897 0.170624 ACTA1 1 N_Shore 3'UTR 229567139 Intragenic 

cg02835822 4.98E-08 2.21E-06 1.288757 -0.82092 0.695104 0.379719 NA 11 Island Body, TSS1500, 5'UTR 2161456 Intragenic 

cg12732998 4.98E-08 2.21E-06 -0.9497 -2.75674 0.358418 0.147424 ZIC1 3 S_Shore 3'UTR 147131860 Intragenic 

cg00002033 5.01E-08 2.23E-06 1.390331 -0.47491 0.711513 0.425561 LRFN1 19 Island Body 39798481 Intragenic 

cg07456503 5.02E-08 2.23E-06 -1.58946 -3.00342 0.269439 0.119794 UTF1 10 S_Shore 3'UTR 135045023 Intragenic 

cg24804179 5.02E-08 2.23E-06 -1.05581 -2.83427 0.361412 0.134164 PRPH 12 Island Body 49689685 Intragenic 

cg19104422 5.03E-08 2.23E-06 -2.18659 -5.34146 0.251708 0.037682 PRTG 15 N_Shore Body 56034245 Intragenic 

cg03783410 5.05E-08 2.24E-06 0.634949 -1.89719 0.602738 0.253867 SOX2-OT 3 N_Shore Body 181443800 Intragenic 

cg13392141 5.07E-08 2.25E-06 -0.52191 -2.34458 0.413875 0.189595 AK5 1 S_Shore Body, 5'UTR, 1stExon 77748391 Intragenic 

cg05403433 5.10E-08 2.26E-06 -1.1414 -3.13099 0.346198 0.121433 CD8B 2 Island Body 87088843 Intragenic 

cg22825230 5.13E-08 2.27E-06 0.067212 -1.27402 0.513596 0.301803 ZNF831 20 S_Shore Body 57798303 Intragenic 

cg09935282 5.13E-08 2.27E-06 0.588617 -2.87724 0.59188 0.197679 VAX1 10 Island Body 118897280 Intragenic 

cg17790852 5.13E-08 2.27E-06 0.322539 -2.96647 0.569247 0.176936 ODZ3 4 S_Shore Body 183370512 Intragenic 
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cg11325997 5.14E-08 2.27E-06 0.218976 -1.61005 0.535645 0.270334 AMH 19 Island Body 2251764 Intragenic 

cg18335233 5.14E-08 2.27E-06 1.35178 3.099883 0.692594 0.880765 TG 8 NA Body 133949499 Intragenic 

cg27347265 5.16E-08 2.28E-06 -3.16808 -5.02888 0.138445 0.033972 EBF1 5 N_Shore Body 158526108 Intragenic 

cg21890646 5.19E-08 2.29E-06 -0.37242 1.105609 0.443385 0.674673 CCDC88C 14 NA Body 91816120 Intragenic 

cg18924298 5.21E-08 2.30E-06 -0.24816 -2.708 0.464218 0.171758 NRN1 6 Island Body 6006917 Intragenic 

cg23902232 5.21E-08 2.30E-06 0.886747 2.777406 0.626527 0.854527 PDE9A 21 NA 3'UTR 44195410 Intragenic 

cg19861288 5.26E-08 2.32E-06 0.449935 -1.75439 0.571462 0.25769 IGFBP7 4 N_Shore Body 57975793 Intragenic 

cg00665971 5.30E-08 2.34E-06 0.080722 -1.95902 0.524944 0.226445 HRK 12 N_Shore 3'UTR 117317770 Intragenic 

cg18714498 5.32E-08 2.35E-06 -1.09571 -3.35111 0.330988 0.118391 DNER 2 Island Body 230578312 Intragenic 

cg24364535 5.33E-08 2.35E-06 -0.6017 -2.93368 0.415805 0.147432 OPCML 11 NA Body 133098499 Intragenic 

cg13680438 5.49E-08 2.42E-06 -0.31883 -2.82764 0.46356 0.158259 VGLL3 3 Island Body 87039620 Intragenic 

cg09639622 5.50E-08 2.42E-06 -0.82003 -3.25118 0.370813 0.131514 LOC440461 17 Island Body 66195307 Intragenic 

cg03495195 5.52E-08 2.43E-06 -1.77402 -3.32646 0.25981 0.098209 COL2A1 12 N_Shore Body 48396862 Intragenic 

cg12517394 5.56E-08 2.45E-06 -0.57569 -4.0645 0.453817 0.112307 NA 11 Island TSS200, Body 61582795 Intragenic 

cg24924091 5.59E-08 2.46E-06 0.174631 -3.94751 0.528765 0.146922 COMP 19 Island Body 18900900 Intragenic 

cg08126203 5.60E-08 2.46E-06 -0.73294 -3.37684 0.408053 0.123749 PAX7 1 Island Body 18963477 Intragenic 

cg23918580 5.61E-08 2.47E-06 0.553549 -3.3316 0.59206 0.176203 JPH4 14 Island Body 24046501 Intragenic 

cg09189772 5.64E-08 2.48E-06 0.311582 -1.93595 0.55277 0.239968 CDH13 16 Island Body 82661638 Intragenic 

cg24483247 5.64E-08 2.48E-06 0.26286 -2.43373 0.542341 0.20907 CRMP1 4 Island Body, TSS200 5890411 Intragenic 

cg21079003 5.65E-08 2.48E-06 1.173116 -0.8669 0.67951 0.370915 RGMA 15 N_Shore Body 93615146 Intragenic 

cg04655520 5.65E-08 2.48E-06 -1.26564 -3.18304 0.322412 0.116438 CALD1 7 NA Body, 1stExon, 5'UTR 134576239 Intragenic 

cg26292150 5.70E-08 2.50E-06 0.726794 -1.55007 0.624509 0.281782 ZDHHC19 3 Island Body 195934355 Intragenic 

cg24931737 5.71E-08 2.51E-06 -1.43401 -3.339 0.306243 0.106066 ANK1 8 S_Shore 3'UTR 41511709 Intragenic 

cg13085980 5.72E-08 2.51E-06 -1.59202 -3.41958 0.275222 0.099669 PLXNC1 12 S_Shore Body 94544425 Intragenic 

cg14052593 5.74E-08 2.51E-06 -3.19515 -5.04844 0.101886 0.037359 BMS1P4 10 Island Body 75490264 Intragenic 

cg10706100 5.74E-08 2.52E-06 -2.80929 -4.70944 0.186219 0.040533 NA 6 Island Body, TSS200 166401536 Intragenic 

cg26669806 5.75E-08 2.52E-06 -0.08232 -3.23224 0.48591 0.153193 COMP 19 Island Body 18899483 Intragenic 

cg15889391 5.75E-08 2.52E-06 0.677966 -1.97559 0.60267 0.250566 PAX3 2 N_Shore Body 223155306 Intragenic 

cg21791662 5.76E-08 2.52E-06 -0.84858 -2.76938 0.383646 0.147433 GLI2 2 Island Body 121625208 Intragenic 

cg07479670 5.76E-08 2.52E-06 0.880358 -2.38685 0.640172 0.234522 NID1 1 Island Body 236227686 Intragenic 

cg22279504 5.77E-08 2.52E-06 -1.78767 -3.71255 0.268858 0.082896 IRX3 16 Island Body 54319404 Intragenic 
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cg26964907 5.77E-08 2.52E-06 -0.49399 -2.58242 0.419526 0.171827 VGLL2 6 S_Shore Body 117592358 Intragenic 

cg23905542 5.83E-08 2.55E-06 -2.20811 -5.6604 0.277938 0.036533 KCNH4 17 Island Body 40332792 Intragenic 

cg10470489 5.84E-08 2.55E-06 -1.52291 -4.03127 0.290329 0.085193 ANK1 8 Island Body 41686324 Intragenic 

cg02776659 5.89E-08 2.57E-06 0.506947 -3.09977 0.588793 0.177661 YBEY 21 Island Body 47717406 Intragenic 

cg25830696 5.90E-08 2.57E-06 0.659331 -3.3683 0.59907 0.179178 PYY 17 Island Body 42030479 Intragenic 

cg20188212 5.90E-08 2.57E-06 0.100828 -2.21589 0.530902 0.207705 SLC6A12 12 Island Body 313104 Intragenic 

cg19518104 5.93E-08 2.59E-06 -1.08195 -3.27398 0.369638 0.11029 PRDM14 8 N_Shore Body 70981345 Intragenic 

cg24954210 5.96E-08 2.60E-06 0.892131 2.321874 0.641417 0.819636 CADPS 3 N_Shelf Body 62856521 Intragenic 

cg27300494 5.97E-08 2.60E-06 -1.87568 -4.64974 0.273436 0.059961 RBFOX3 17 Island Body 77093531 Intragenic 

cg17211582 5.98E-08 2.60E-06 0.927534 -1.67505 0.641594 0.27557 IGSF21 1 Island Body 18435858 Intragenic 

cg09701392 6.00E-08 2.61E-06 -2.34827 -4.34537 0.212561 0.056793 ITGA2B 17 Island Body 42463078 Intragenic 

cg20029745 6.01E-08 2.62E-06 0.566356 -1.56638 0.588467 0.271291 DSC3 18 Island Body 28621985 Intragenic 

cg16781647 6.04E-08 2.63E-06 0.787303 -3.41988 0.624869 0.18645 EMX1 2 Island Body 73151595 Intragenic 

cg04989913 6.04E-08 2.63E-06 0.26907 -2.3067 0.532926 0.207116 SIX1 14 Island Body 61115132 Intragenic 

cg24638326 6.05E-08 2.63E-06 0.085345 -4.08391 0.514886 0.131876 LRRC71 1 Island Body 156893792 Intragenic 

cg16114434 6.05E-08 2.63E-06 0.276641 -2.47337 0.544435 0.193738 NRP2 2 Island Body 206550819 Intragenic 

cg14136372 6.06E-08 2.63E-06 0.71569 1.922061 0.619013 0.780145 ENTPD2 9 N_Shore Body 139946201 Intragenic 

cg07800325 6.07E-08 2.64E-06 -0.07951 -2.603 0.507257 0.178485 BEST1 11 Island Body 61722937 Intragenic 

cg19237753 6.09E-08 2.64E-06 -0.58431 -3.30955 0.42593 0.128432 SIRPA 20 S_Shore Body 1876215 Intragenic 

cg04534926 6.15E-08 2.67E-06 -0.04134 -2.4653 0.492639 0.196685 CBLN1 16 Island Body 49314257 Intragenic 

cg05039004 6.17E-08 2.68E-06 -1.32303 -4.97047 0.370021 0.073731 PTPRU 1 Island Body 29586299 Intragenic 

cg09366342 6.19E-08 2.68E-06 0.496147 -2.306 0.581533 0.225465 PAX7 1 Island Body 18963194 Intragenic 

cg01557547 6.20E-08 2.69E-06 -1.30214 -4.10754 0.350008 0.083515 SHOX2 3 Island Body 157823089 Intragenic 

cg01985390 6.24E-08 2.70E-06 1.002683 -0.85599 0.651224 0.369124 TRIM54 2 Island 3'UTR 27529981 Intragenic 

cg14938431 6.25E-08 2.71E-06 -1.94238 -4.28677 0.248652 0.070319 PLEKHD1 14 Island Body 69951839 Intragenic 

cg25929731 6.26E-08 2.71E-06 -0.00077 1.332241 0.499749 0.707667 ABTB1 3 S_Shelf Body 127395387 Intragenic 

cg08384171 6.27E-08 2.71E-06 0.196322 -2.6323 0.527117 0.192133 NDRG4 16 Island TSS1500, 5'UTR, Body 58498534 Intragenic 

cg14860499 6.28E-08 2.72E-06 -1.99177 -3.92146 0.229232 0.077124 IGSF21 1 Island Body 18435897 Intragenic 

cg00028251 6.28E-08 2.72E-06 0.531829 2.096244 0.585631 0.796826 FAM184A 6 N_Shore 5'UTR, Body 119397402 Intragenic 

cg23218559 6.29E-08 2.72E-06 0.063049 -2.7499 0.509311 0.178166 AMH 19 Island Body 2250956 Intragenic 

cg00338702 6.30E-08 2.72E-06 1.024278 -1.78432 0.648014 0.274703 CHFR 12 N_Shore Body 133463694 Intragenic 
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cg20757519 6.33E-08 2.74E-06 -2.50717 -5.7697 0.302543 0.0262 NA 18 Island Body, TSS1500 5238310 Intragenic 

cg13334883 6.34E-08 2.74E-06 -0.17963 -3.30181 0.481802 0.150067 CSMD3 8 S_Shelf Body 114447532 Intragenic 

cg11229533 6.37E-08 2.75E-06 -0.08416 -3.05689 0.48443 0.165494 TMEM178 2 S_Shore Body, 5'UTR 39893520 Intragenic 

cg10611863 6.39E-08 2.76E-06 -1.38228 -4.59588 0.355303 0.075343 PEBP4 8 Island Body 22722817 Intragenic 

cg05861708 6.40E-08 2.76E-06 -1.26748 -4.26789 0.359751 0.076322 NA 6 N_Shore Body, TSS200 166400871 Intragenic 

cg05475667 6.45E-08 2.78E-06 -1.22687 -3.17081 0.33657 0.115623 EPHA3 3 Island Body 89164038 Intragenic 

cg17439757 6.46E-08 2.79E-06 -0.71155 -2.98796 0.418631 0.134911 ADAMTS19 5 Island Body 128797416 Intragenic 

cg05266781 6.48E-08 2.79E-06 -0.02421 -2.1138 0.497478 0.215987 IRX5 16 Island Body 54965492 Intragenic 

cg07518714 6.53E-08 2.81E-06 1.783722 0.417353 0.769121 0.56725 TNXB 6 Island Body 32064945 Intragenic 

cg24825966 6.57E-08 2.83E-06 0.126118 -2.19352 0.526179 0.216457 RFX4 12 Island Body 106977483 Intragenic 

cg05046721 6.59E-08 2.83E-06 -0.53086 1.385958 0.416972 0.702637 KAZN 1 NA Body 15208255 Intragenic 

cg10188897 6.61E-08 2.84E-06 -2.98387 -5.04381 0.165078 0.034582 RUNDC3A 17 Island Body 42392436 Intragenic 

cg25706060 6.62E-08 2.84E-06 -3.03344 -5.29941 0.188306 0.028938 C1orf95 1 S_Shore Body 226737819 Intragenic 

cg07824265 6.62E-08 2.84E-06 -0.15129 -3.1655 0.479917 0.15414 UNC5C 4 N_Shore Body 96469029 Intragenic 

cg24654525 6.69E-08 2.87E-06 1.456981 -1.14439 0.719588 0.346045 ARHGEF25 12 Island Body, TSS1500 58004992 Intragenic 

cg08351331 6.71E-08 2.88E-06 0.163676 1.520128 0.527544 0.731383 LBP 20 NA Body 36975083 Intragenic 

cg11139646 6.72E-08 2.88E-06 -0.5027 -2.27166 0.414866 0.193228 BMP8B 1 Island Body 40253815 Intragenic 

cg00075507 6.74E-08 2.89E-06 2.382349 0.438819 0.823022 0.568227 SARM1 17 Island Body 26708226 Intragenic 

cg24196693 6.74E-08 2.89E-06 -0.93114 -2.84459 0.377175 0.131109 CDHR1 10 Island Body 85954958 Intragenic 

cg06872705 6.76E-08 2.90E-06 -0.03235 -2.86277 0.509689 0.165878 LMX1A 1 Island Body 165205201 Intragenic 

cg21655915 6.79E-08 2.91E-06 -0.64285 -2.49428 0.420571 0.166309 MAGI1 3 Island Body 65535247 Intragenic 

cg00397575 6.80E-08 2.91E-06 -0.82718 -2.49259 0.381817 0.16519 RASL12 15 N_Shore Body 65359932 Intragenic 

cg20776240 6.83E-08 2.92E-06 -2.10753 -6.13008 0.287835 0.039688 ADAMTS19 5 Island Body 128797307 Intragenic 

cg27114640 6.84E-08 2.93E-06 0.099605 -2.05669 0.513033 0.225465 IGSF21 1 Island Body 18437320 Intragenic 

cg11958080 6.86E-08 2.93E-06 -1.80558 -3.34524 0.240146 0.101192 LHX4 1 Island Body 180201206 Intragenic 

cg26825751 6.86E-08 2.93E-06 0.047946 -5.20007 0.508271 0.119461 WHAMMP2 15 Island Body 28983120 Intragenic 

cg19107055 6.86E-08 2.93E-06 1.08104 3.296874 0.638496 0.888815 DDC 7 NA Body 50560686 Intragenic 

cg19007948 6.97E-08 2.98E-06 1.442095 3.087949 0.715759 0.878319 MYLK4 6 NA Body 2731676 Intragenic 

cg08640609 6.99E-08 2.99E-06 -2.94137 -6.83708 0.274672 0.021106 CAMTA1 1 Island Body 7764642 Intragenic 

cg23637494 7.05E-08 3.01E-06 0.843827 -1.01448 0.635527 0.349996 FOXL2 3 N_Shore 1stExon, 3'UTR 138663400 Intragenic 

cg05645002 7.07E-08 3.02E-06 2.491515 3.708688 0.824577 0.925816 SEMA5A 5 NA Body 9156800 Intragenic 
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cg03562414 7.08E-08 3.02E-06 0.585167 -1.68882 0.586166 0.269272 ZNF577 19 Island Body, 5'UTR 52391078 Intragenic 

cg26307359 7.10E-08 3.03E-06 1.039986 -2.32285 0.659215 0.24593 SEZ6 17 Island Body 27332646 Intragenic 

cg17846194 7.11E-08 3.03E-06 -2.56345 -3.87712 0.172281 0.067536 DHH 12 Island Body 49485900 Intragenic 

cg16896326 7.14E-08 3.04E-06 -0.55389 -3.05474 0.421079 0.147126 AHRR 5 Island Body 322134 Intragenic 

cg20676578 7.14E-08 3.04E-06 -2.53046 -4.16526 0.184035 0.059482 SCD5 4 Island Body 83719449 Intragenic 

cg09121415 7.15E-08 3.05E-06 1.255874 2.898194 0.688072 0.866593 RHEBL1 12 S_Shelf 3'UTR 49458537 Intragenic 

cg09026379 7.16E-08 3.05E-06 -2.40614 -3.74385 0.188582 0.073353 NA 11 Island TSS1500, 3'UTR 64067248 Intragenic 

cg24324815 7.30E-08 3.11E-06 1.231241 -1.10575 0.684673 0.344719 C10orf114 10 Island 3'UTR 21783445 Intragenic 

cg00158333 7.31E-08 3.11E-06 0.607058 -1.74086 0.593159 0.264713 IGF2BP1 17 Island Body 47075855 Intragenic 

cg15208689 7.33E-08 3.12E-06 1.076891 2.322692 0.662474 0.825948 NA 11 NA TSS200, Body 61525304 Intragenic 

cg10128164 7.36E-08 3.13E-06 -0.83289 -3.35946 0.380413 0.123732 COCH 14 Island Body 31344535 Intragenic 

cg17104425 7.36E-08 3.13E-06 0.456424 -1.80384 0.574318 0.259043 PODN 1 Island Body 53528224 Intragenic 

cg05345154 7.37E-08 3.13E-06 1.052133 -1.7983 0.664807 0.28125 AMH 19 Island Body 2250901 Intragenic 

cg06553114 7.38E-08 3.13E-06 1.442484 2.977234 0.702983 0.878977 MYPN 10 NA 3'UTR 69970751 Intragenic 

cg08695763 7.39E-08 3.14E-06 0.367462 -2.77149 0.558311 0.196317 RGMA 15 Island Body, TSS200 93631911 Intragenic 

cg21205139 7.40E-08 3.14E-06 1.293128 -0.82359 0.696964 0.375376 GUCY1B3 4 S_Shore Body 156681475 Intragenic 

cg16409650 7.43E-08 3.15E-06 0.876304 -1.21312 0.635833 0.327215 HS6ST3 13 Island Body 96744161 Intragenic 

cg14715696 7.44E-08 3.15E-06 -2.29724 -5.72094 0.251509 0.03993 EVX2 2 Island Body 176945122 Intragenic 

cg00678890 7.45E-08 3.16E-06 0.372034 -1.85558 0.563947 0.24751 SLC12A5 20 Island Body 44660599 Intragenic 

cg18183073 7.45E-08 3.16E-06 -1.12482 -2.98153 0.353218 0.126482 FLJ42709 5 Island Body 92916593 Intragenic 

cg05479582 7.55E-08 3.20E-06 -0.45829 -1.93179 0.426647 0.221551 KCNMA1 10 Island Body 79396624 Intragenic 

cg08918749 7.57E-08 3.20E-06 -0.20667 -2.79988 0.485634 0.159649 LPL 8 Island Body 19797445 Intragenic 

cg03981286 7.57E-08 3.20E-06 0.711797 2.636511 0.605048 0.841892 PDIA5 3 NA Body 122863126 Intragenic 

cg19499361 7.58E-08 3.21E-06 -1.42864 -3.45411 0.295496 0.101737 C12orf39 12 N_Shore Body 21680220 Intragenic 

cg09273641 7.58E-08 3.21E-06 0.451162 -3.53054 0.571495 0.166112 PHF21B 22 Island Body 45403493 Intragenic 

cg02611085 7.58E-08 3.21E-06 -0.18071 -1.81734 0.472366 0.237382 KCP 7 Island Body 128550410 Intragenic 

cg26367591 7.59E-08 3.21E-06 0.46236 -3.74657 0.571892 0.156384 BRSK2 11 Island Body 1412270 Intragenic 

cg14573897 7.65E-08 3.23E-06 0.234511 -1.51213 0.526429 0.268282 ZNF93 19 S_Shore Body 20012331 Intragenic 

cg03724628 7.69E-08 3.25E-06 0.967575 3.267222 0.642853 0.875285 RPS15 19 Island Body 1440260 Intragenic 

cg14678774 7.72E-08 3.26E-06 0.163296 -1.70616 0.531194 0.256589 MAST1 19 Island Body 12978360 Intragenic 

cg24066259 7.72E-08 3.26E-06 -0.76144 -1.45163 0.372422 0.270629 CCKBR 11 S_Shore Body 6281383 Intragenic 
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cg04428701 7.75E-08 3.27E-06 0.213114 -1.96281 0.531356 0.237906 PLAC9 10 Island Body 81892639 Intragenic 

cg05932005 7.77E-08 3.28E-06 0.750284 -0.30785 0.623287 0.447853 LOC440896 9 NA Body 69180819 Intragenic 

cg05343480 7.82E-08 3.30E-06 3.759813 1.636244 0.925423 0.722891 ZNF467 7 Island Body 149463219 Intragenic 

cg12315391 7.82E-08 3.30E-06 1.071982 -0.59927 0.667733 0.40816 SHOX2 3 N_Shore 3'UTR 157815145 Intragenic 

cg19222784 7.84E-08 3.30E-06 -1.09786 0.407554 0.3267 0.565829 NAV2 11 NA TSS1500, Body 20044428 Intragenic 

cg05869503 7.87E-08 3.31E-06 -2.33442 -5.35425 0.222501 0.04401 TEPP 16 Island Body 58018972 Intragenic 

cg09121695 7.89E-08 3.32E-06 0.619739 -1.55555 0.598326 0.286359 GPR124 8 Island Body 37655503 Intragenic 

cg17468773 7.89E-08 3.32E-06 0.324553 -2.44974 0.549552 0.205927 BAI1 8 Island Body 143591568 Intragenic 

cg25547361 7.92E-08 3.33E-06 0.351042 -2.3741 0.563987 0.211876 OTP 5 Island 3'UTR 76926079 Intragenic 

cg22256433 7.98E-08 3.35E-06 0.30027 -2.03986 0.55552 0.234641 ALOX15B 17 NA Body 7942743 Intragenic 

cg10956818 8.01E-08 3.37E-06 0.981027 3.339083 0.630043 0.886066 CACNA2D3 3 NA Body 54353131 Intragenic 

cg02554051 8.02E-08 3.37E-06 0.951215 2.949164 0.634595 0.868068 NA 12 N_Shore Body 81329566 Intragenic 

cg02776498 8.02E-08 3.37E-06 1.612778 0.279935 0.743337 0.544174 ARHGEF17 11 Island Body 73054185 Intragenic 

cg14608020 8.02E-08 3.37E-06 -1.53821 -2.88704 0.27584 0.128098 LHX2 9 S_Shore Body 126782556 Intragenic 

cg14417498 8.02E-08 3.37E-06 -1.53898 -3.9568 0.324999 0.077101 LMX1A 1 Island Body 165322199 Intragenic 

cg22725460 8.09E-08 3.39E-06 -2.51803 -5.46802 0.270354 0.032016 NA 2 Island TSS1500, Body 109745516 Intragenic 

cg00232445 8.10E-08 3.39E-06 1.442292 3.052079 0.699216 0.884157 WWOX 16 NA Body 78310016 Intragenic 

cg08932440 8.15E-08 3.41E-06 0.21499 -3.28751 0.535592 0.171113 NKX1-2 10 Island Body 126136607 Intragenic 

cg18777231 8.18E-08 3.43E-06 -1.79655 -4.44979 0.319575 0.057628 LINC00176 20 Island Body 62669807 Intragenic 

cg11414921 8.21E-08 3.44E-06 0.426726 -1.49811 0.568255 0.285751 NA 22 Island 3'UTR 19712034 Intragenic 

cg10317138 8.26E-08 3.46E-06 1.367861 -2.59785 0.698701 0.228566 ADAM12 10 N_Shore Body 128075923 Intragenic 

cg26869512 8.26E-08 3.46E-06 0.791921 2.517234 0.621203 0.832207 ACOX3 4 S_Shore Body 8389770 Intragenic 

cg22349506 8.26E-08 3.46E-06 0.626405 -1.90351 0.594689 0.253708 RGS20 8 Island Body 54790349 Intragenic 

cg24041541 8.26E-08 3.46E-06 -0.49795 -3.44462 0.416159 0.129532 LOC100192378 8 N_Shelf Body 77586395 Intragenic 

cg17301842 8.28E-08 3.46E-06 -1.67706 -2.66575 0.249765 0.140504 GUCY2D 17 Island Body 7919258 Intragenic 

cg07258998 8.31E-08 3.47E-06 -1.76815 -3.60081 0.255889 0.090674 RGS9BP 19 Island 3'UTR, 1stExon 33167980 Intragenic 

cg19668255 8.31E-08 3.47E-06 -3.33739 -4.72052 0.116078 0.039592 FAM117A 17 N_Shore Body 47840643 Intragenic 

cg12768640 8.33E-08 3.48E-06 -1.12586 -2.56157 0.330624 0.156562 CLEC4G 19 Island Body 7795428 Intragenic 

cg04272632 8.35E-08 3.49E-06 0.878703 -2.28028 0.631455 0.240848 CSMD2 1 Island Body 34629400 Intragenic 

cg11027058 8.36E-08 3.49E-06 -2.36467 -5.50305 0.264792 0.031351 DYSF 2 Island 5'UTR, Body, 1stExon 71693887 Intragenic 

cg21130588 8.37E-08 3.49E-06 -1.88129 -4.02098 0.222789 0.081022 RPRM 2 N_Shore 3'UTR, 1stExon 154333914 Intragenic 
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cg07590529 8.38E-08 3.49E-06 0.898904 -0.76261 0.640936 0.377867 TBX18 6 N_Shore Body 85471973 Intragenic 

cg18466340 8.45E-08 3.52E-06 -2.42267 -4.81191 0.246603 0.040897 SALL4 20 Island Body 50417476 Intragenic 

cg08290076 8.48E-08 3.53E-06 0.03189 -2.93094 0.527064 0.157489 ARHGAP20 11 N_Shore Body 110581434 Intragenic 

cg11599981 8.48E-08 3.53E-06 2.119398 0.106534 0.785583 0.514451 DENND1C 19 Island Body 6475902 Intragenic 

cg06431877 8.53E-08 3.55E-06 0.307983 -1.49892 0.550484 0.284505 IRX6 16 S_Shore Body 55360182 Intragenic 

cg08519216 8.55E-08 3.56E-06 -0.31136 -4.20077 0.451355 0.125169 NA 2 Island Body, 1stExon, 5'UTR 179345394 Intragenic 

cg22628281 8.64E-08 3.59E-06 -1.03197 -2.63677 0.340583 0.154289 TBX5 12 N_Shore Body 114839007 Intragenic 

cg05991743 8.65E-08 3.60E-06 0.39548 -2.57823 0.578591 0.195908 CCDC85A 2 Island Body 56412380 Intragenic 

cg20129210 8.68E-08 3.61E-06 -0.52725 -2.66952 0.442045 0.156677 CLYBL 13 Island 3'UTR 100547192 Intragenic 

cg25716623 8.70E-08 3.62E-06 -0.96892 -2.70801 0.362168 0.14934 LOC254559 15 Island Body 89921845 Intragenic 

cg10286969 8.71E-08 3.62E-06 1.323875 -1.05388 0.703547 0.352505 PRSS27 16 Island Body 2765843 Intragenic 

cg11738543 8.78E-08 3.65E-06 -1.45558 -3.0815 0.308506 0.112093 SOCS2 12 Island Body 93967225 Intragenic 

cg15207742 8.83E-08 3.66E-06 0.159235 -2.97263 0.525056 0.178147 RIMS4 20 Island Body 43438809 Intragenic 

cg23632529 8.85E-08 3.67E-06 0.28215 -2.37735 0.563923 0.204608 ARHGAP20 11 Island Body 110582910 Intragenic 

cg23145794 8.85E-08 3.67E-06 -4.59704 -1.4628 0.074251 0.315749 RALGAPA2 20 N_Shore Body 20433062 Intragenic 

cg10516975 8.91E-08 3.69E-06 -2.41791 -3.23704 0.168787 0.097569 NA 20 N_Shore TSS200, TSS1500, 5'UTR, Body 30457834 Intragenic 

cg00774375 8.93E-08 3.70E-06 1.013931 -0.08077 0.664547 0.485976 CTXN1 19 Island 3'UTR 7989720 Intragenic 

cg06527816 8.94E-08 3.70E-06 0.140037 -2.5104 0.539298 0.188933 ODZ3 4 S_Shore Body 183370703 Intragenic 

cg02300147 8.94E-08 3.70E-06 -1.36545 -2.77964 0.304675 0.134701 RBFOX3 17 Island Body 77093524 Intragenic 

cg19141448 8.96E-08 3.71E-06 0.158425 -1.4862 0.522787 0.281183 SEMA5B 3 Island Body 122641316 Intragenic 

cg01228355 8.98E-08 3.72E-06 -2.49919 -4.03091 0.203808 0.059195 CORIN 4 Island Body 47839876 Intragenic 

cg19555886 8.98E-08 3.72E-06 -1.51353 -3.26404 0.29124 0.107627 SPEF1 20 S_Shore Body 3759228 Intragenic 

cg14374861 9.11E-08 3.77E-06 0.05794 -2.49398 0.514911 0.193467 NA 10 Island Body, TSS1500 102988094 Intragenic 

cg06391577 9.16E-08 3.79E-06 0.085583 -1.88745 0.518751 0.232089 VGLL3 3 N_Shore Body 87039536 Intragenic 

cg15297724 9.23E-08 3.81E-06 -0.73986 -2.36097 0.393532 0.176668 SYNPO2L 10 Island Body 75407414 Intragenic 

cg22554488 9.26E-08 3.83E-06 -1.04659 -3.38788 0.34135 0.120249 ODZ2 5 NA Body 167000712 Intragenic 

cg07650504 9.26E-08 3.83E-06 0.156177 -1.80969 0.528349 0.244652 COL2A1 12 N_Shore Body 48397055 Intragenic 

cg17510278 9.29E-08 3.83E-06 -0.03299 -2.08259 0.49371 0.223583 PAX1 20 S_Shore 3'UTR 21696115 Intragenic 

cg17550582 9.29E-08 3.83E-06 -1.30988 -3.89728 0.366323 0.081648 SLC2A10 20 Island Body 45338652 Intragenic 

cg14849431 9.30E-08 3.84E-06 -4.35493 -5.81496 0.049027 0.021151 HLA-E 6 Island Body 30457724 Intragenic 

cg21511941 9.30E-08 3.84E-06 0.752728 -0.91987 0.624115 0.358589 GRAMD2 15 Island Body 72489609 Intragenic 
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cg09970348 9.34E-08 3.85E-06 -2.69062 -3.78141 0.159795 0.069115 NA 3 Island Body 183978600 Intragenic 

cg02465374 9.38E-08 3.86E-06 -2.94397 -5.8543 0.234009 0.025131 NA 6 Island Body, TSS200 166401700 Intragenic 

cg26228577 9.38E-08 3.86E-06 -0.36157 -1.80573 0.445452 0.236483 GLI2 2 Island Body 121624862 Intragenic 

cg15598662 9.46E-08 3.89E-06 -0.43692 -4.47242 0.488033 0.110901 NA 11 Island TSS200, Body 61582890 Intragenic 

cg23739335 9.49E-08 3.90E-06 -1.28627 -4.98909 0.36154 0.07248 CCDC85A 2 Island Body 56412361 Intragenic 

cg08929002 9.49E-08 3.90E-06 -0.92283 -2.5651 0.374532 0.157164 NR2E1 6 Island Body 108496991 Intragenic 

cg24160662 9.50E-08 3.91E-06 -2.28618 -5.27439 0.259816 0.040893 SALL2 14 NA Body 21994644 Intragenic 

cg16347858 9.50E-08 3.91E-06 -2.50309 -4.03398 0.192947 0.060851 DLX1 2 Island Body 172951501 Intragenic 

cg13434638 9.50E-08 3.91E-06 0.245361 -3.886 0.539221 0.14303 ITGA11 15 Island Body 68723690 Intragenic 

cg15744492 9.53E-08 3.92E-06 -1.4705 -3.25572 0.315141 0.102819 IL11 19 S_Shore Body 55880984 Intragenic 

cg19818722 9.56E-08 3.93E-06 -1.46283 -3.78232 0.325508 0.087726 LTB 6 Island Body, 3'UTR 31549262 Intragenic 

cg00631837 9.60E-08 3.94E-06 0.903347 -2.03662 0.640227 0.257786 PHF21B 22 Island Body 45404212 Intragenic 

cg18221021 9.62E-08 3.95E-06 0.448715 -1.75121 0.568684 0.257788 DLG2 11 NA Body 84432312 Intragenic 

cg18330047 9.63E-08 3.95E-06 1.408189 -0.3277 0.71407 0.449652 TNXB 6 Island Body 32064783 Intragenic 

cg13470341 9.63E-08 3.95E-06 -0.59057 -4.04942 0.403703 0.11191 DMRT3 9 Island Body 977490 Intragenic 

cg01043119 9.77E-08 4.00E-06 1.183909 -1.76248 0.675916 0.278498 SLC18A2 10 Island Body 119001529 Intragenic 

cg24548833 9.77E-08 4.00E-06 -1.56234 -4.27607 0.32639 0.072193 CPAMD8 19 Island Body 17007698 Intragenic 

cg10617171 9.79E-08 4.01E-06 -0.58447 -2.96515 0.438858 0.140698 SCN1B 19 Island Body 35521856 Intragenic 

cg04098270 9.82E-08 4.02E-06 -0.55533 -2.79483 0.411609 0.158589 GRAMD2 15 Island Body 72489686 Intragenic 

cg18292434 9.90E-08 4.05E-06 1.056761 -0.75577 0.66345 0.380294 ZIC4 3 N_Shore Body 147112541 Intragenic 

cg18959007 9.92E-08 4.06E-06 0.501805 -2.0314 0.583258 0.245303 EMILIN2 18 Island Body 2847623 Intragenic 

cg03735013 9.93E-08 4.06E-06 -1.01194 -4.12505 0.379643 0.102704 NA 11 Island TSS200, Body 61582769 Intragenic 

cg00910882 9.95E-08 4.07E-06 -1.59805 -3.4041 0.308812 0.091889 IGDCC3 15 Island Body 65648312 Intragenic 

cg26884027 9.99E-08 4.08E-06 -1.33249 -4.66673 0.368163 0.073593 PTPRU 1 Island Body 29586418 Intragenic 

cg17112089 1.00E-07 4.09E-06 -2.55769 -5.35882 0.220901 0.031865 CTTNBP2 7 Island Body 117513348 Intragenic 

cg01614883 1.01E-07 4.11E-06 -1.20119 -3.16905 0.320476 0.124549 PLCD1 3 Island Body 38070934 Intragenic 

cg22825780 1.01E-07 4.11E-06 -0.00911 -1.92661 0.514178 0.228675 C7orf57 7 S_Shore Body 48076004 Intragenic 

cg00690280 1.01E-07 4.13E-06 -0.02818 1.499134 0.49705 0.724152 NA 20 NA Body, 5'UTR 44332733 Intragenic 

cg09392940 1.01E-07 4.13E-06 -0.99393 -4.55246 0.437173 0.080588 NA 2 Island Body, TSS200 109745828 Intragenic 

cg25212090 1.01E-07 4.13E-06 -0.22321 -2.29498 0.47613 0.196175 LHX9 1 S_Shore Body 197882170 Intragenic 

cg16174680 1.02E-07 4.16E-06 -0.23994 -4.92249 0.45967 0.109215 NKX6-3 8 Island Body 41504078 Intragenic 
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cg14215586 1.02E-07 4.16E-06 -0.0775 -4.16869 0.532624 0.120394 HOXC9 12 Island Body 54394545 Intragenic 

cg17549100 1.02E-07 4.16E-06 -0.23618 -2.27722 0.476816 0.196124 EPHA3 3 Island Body 89163702 Intragenic 

cg14397813 1.02E-07 4.16E-06 0.545439 2.374098 0.578479 0.817749 GNAQ 9 NA Body 80522508 Intragenic 

cg03185593 1.02E-07 4.17E-06 0.625939 -1.90135 0.600154 0.257422 NID1 1 Island Body 236227683 Intragenic 

cg15618137 1.03E-07 4.18E-06 -1.07968 -3.13085 0.366021 0.121142 WNT7B 22 Island Body 46372501 Intragenic 

cg22675937 1.03E-07 4.19E-06 0.136749 -1.67032 0.519891 0.26091 TBX2 17 Island Body 59481571 Intragenic 

cg15873959 1.03E-07 4.19E-06 -3.26167 -5.52673 0.118709 0.033033 TCEA2 20 Island Body, 5'UTR 62694841 Intragenic 

cg13150632 1.03E-07 4.19E-06 -1.4709 -3.06973 0.298536 0.116231 LTB 6 Island Body, 3'UTR 31549222 Intragenic 

cg09140932 1.03E-07 4.19E-06 -3.17204 -5.14053 0.167194 0.030757 NA 20 Island TSS200, TSS1500, 1stExon, 5'UTR, Body 30457908 Intragenic 

cg10876076 1.03E-07 4.19E-06 -0.80939 -4.16219 0.454171 0.097591 EPDR1 7 Island Body 37960873 Intragenic 

cg13524302 1.03E-07 4.19E-06 0.746986 -2.48168 0.616876 0.216337 HLA-DPB2 6 Island Body 33084798 Intragenic 

cg06439005 1.04E-07 4.24E-06 -1.31726 -3.27468 0.313943 0.115183 STC2 5 Island Body 172754848 Intragenic 

cg14188232 1.04E-07 4.24E-06 -1.65613 -3.65848 0.25986 0.095611 ITGA11 15 Island Body 68724065 Intragenic 

cg17498773 1.05E-07 4.24E-06 0.546209 -3.08051 0.585772 0.18831 RAB39A 11 Island Body 107799532 Intragenic 

cg21092834 1.05E-07 4.26E-06 -0.15426 -2.43168 0.483108 0.189535 NA 11 S_Shore Body, 5'UTR 107462721 Intragenic 

cg10616411 1.06E-07 4.30E-06 0.317887 1.916619 0.547794 0.775238 NA 10 S_Shore TSS1500, 3'UTR 118430927 Intragenic 

cg26898087 1.06E-07 4.31E-06 0.069618 -2.10088 0.507435 0.223107 GUCY1A2 11 N_Shore Body 106888299 Intragenic 

cg03876618 1.06E-07 4.31E-06 -0.02154 -1.99398 0.494801 0.230512 IGFBP7 4 Island Body 57976034 Intragenic 

cg17035591 1.07E-07 4.34E-06 -1.47945 -0.84042 0.266669 0.360069 APOBEC3F 22 NA Body 39437295 Intragenic 

cg20211422 1.08E-07 4.36E-06 -3.41273 -4.84944 0.119961 0.03547 TMEM151A 11 Island Body 66059599 Intragenic 

cg20472643 1.09E-07 4.41E-06 0.073398 -1.80529 0.510738 0.248662 SYT10 12 Island Body 33591899 Intragenic 

cg19488093 1.09E-07 4.41E-06 -1.1879 -2.79912 0.324614 0.140755 CALD1 7 NA Body, 1stExon, 5'UTR 134576255 Intragenic 

cg05065686 1.10E-07 4.44E-06 -2.55771 -4.83471 0.191361 0.04744 RASL10B 17 Island 3'UTR 34068424 Intragenic 

cg09338645 1.10E-07 4.46E-06 -1.526 -3.60403 0.325606 0.086738 FAM124A 13 S_Shore Body 51797139 Intragenic 

cg12920180 1.11E-07 4.48E-06 -0.29046 -3.29831 0.451001 0.154638 COCH 14 Island Body 31344444 Intragenic 

cg00121640 1.11E-07 4.48E-06 -1.95069 -3.79566 0.223038 0.084606 ASTN2 9 Island Body 120176515 Intragenic 

cg00400183 1.11E-07 4.50E-06 -0.96325 -3.41186 0.384164 0.116718 NA 19 Island 3'UTR, TSS200 50194224 Intragenic 

cg16211684 1.12E-07 4.50E-06 -1.78215 -3.48903 0.283233 0.087033 CDHR1 10 Island Body 85954622 Intragenic 

cg07211474 1.12E-07 4.50E-06 -1.13287 -2.88168 0.34456 0.134941 TRIM36 5 Island Body 114515104 Intragenic 

cg17179826 1.12E-07 4.51E-06 0.771966 2.376142 0.616007 0.824041 NFASC 1 NA 3'UTR, Body 204946032 Intragenic 

cg03573945 1.12E-07 4.51E-06 -1.09221 -2.86254 0.337934 0.139577 EBF2 8 Island Body 25897342 Intragenic 
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cg14698646 1.12E-07 4.52E-06 0.315781 2.676283 0.546587 0.829145 HOXB7 17 N_Shore 3'UTR 46684750 Intragenic 

cg19781696 1.13E-07 4.54E-06 1.286371 3.441094 0.660387 0.898163 TBC1D16 17 NA Body 77975910 Intragenic 

cg05404309 1.13E-07 4.54E-06 -0.0523 -3.57553 0.492685 0.142221 GRID1 10 Island Body 88125377 Intragenic 

cg15701047 1.13E-07 4.55E-06 -0.76789 -2.9478 0.40958 0.134391 PLXDC2 10 Island Body 20106873 Intragenic 

cg07687548 1.13E-07 4.56E-06 -0.5298 -3.05565 0.416994 0.148707 DLX2 2 Island Body 172965280 Intragenic 

cg23895340 1.14E-07 4.57E-06 -0.39489 -2.51119 0.440731 0.17275 HOXD11 2 N_Shore Body 176973275 Intragenic 

cg07200490 1.14E-07 4.58E-06 -0.22496 1.488656 0.472133 0.721735 KIAA1244 6 NA Body 138550505 Intragenic 

cg10206440 1.14E-07 4.60E-06 -1.66378 -2.76815 0.255622 0.133555 CLCNKA 1 NA Body 16353594 Intragenic 

cg11325970 1.14E-07 4.60E-06 -0.06429 -2.36417 0.489107 0.205105 LINC00461 5 N_Shore Body 87979642 Intragenic 

cg03018478 1.15E-07 4.62E-06 -0.37051 -1.43851 0.437441 0.278283 TFAP2A 6 N_Shore Body 10419224 Intragenic 

cg02327465 1.15E-07 4.62E-06 -0.12723 -2.8379 0.485706 0.172824 EDARADD 1 Island Body 236559257 Intragenic 

cg14959260 1.15E-07 4.62E-06 -1.58808 0.264089 0.27575 0.54304 SLC2A9 4 NA Body 9917839 Intragenic 

cg00304388 1.16E-07 4.65E-06 0.090948 -2.6918 0.512479 0.186985 CACNA1E 1 N_Shore Body 181454744 Intragenic 

cg06366789 1.16E-07 4.65E-06 0.857622 2.380697 0.632617 0.82373 CLYBL 13 NA Body 100486596 Intragenic 

cg05235761 1.16E-07 4.66E-06 0.523703 -1.70085 0.583951 0.271723 MOXD1 6 N_Shore Body 132722045 Intragenic 

cg01986605 1.17E-07 4.70E-06 -4.4023 -6.48842 0.071667 0.01338 PODXL2 3 Island Body 127348155 Intragenic 

cg11235741 1.18E-07 4.74E-06 0.257045 -2.37799 0.541444 0.203912 MEX3B 15 Island Body 82336869 Intragenic 

cg15086113 1.19E-07 4.79E-06 -1.26197 -3.08797 0.319294 0.122996 ONECUT3 19 Island Body 1766358 Intragenic 

cg15720043 1.20E-07 4.80E-06 0.514364 -2.21038 0.587276 0.226159 LOC100192378 8 S_Shore Body 77590513 Intragenic 

cg14276323 1.20E-07 4.81E-06 -0.17497 -4.37418 0.469742 0.119587 NA 10 Island TSS1500, Body 31609351 Intragenic 

cg11594731 1.20E-07 4.81E-06 -0.6038 -3.85023 0.458053 0.111962 PTH1R 3 Island Body 46940212 Intragenic 

cg00803453 1.21E-07 4.83E-06 0.635924 -2.01699 0.60311 0.251598 SPEG 2 Island Body 220349615 Intragenic 

cg14488905 1.21E-07 4.85E-06 0.872524 -1.97777 0.633769 0.256192 NRG1 8 Island Body 32406789 Intragenic 

cg00579706 1.22E-07 4.87E-06 0.320951 1.603566 0.547776 0.744607 TFCP2L1 2 N_Shore 3'UTR 121981866 Intragenic 

cg12758636 1.23E-07 4.91E-06 0.492619 -3.6565 0.577394 0.171481 ZEB1 10 Island TSS200, Body 31609882 Intragenic 

cg04164190 1.23E-07 4.92E-06 -1.08042 -3.73172 0.358169 0.102353 HS3ST3B1 17 Island Body 14205456 Intragenic 

cg08567644 1.23E-07 4.93E-06 0.071678 -2.12373 0.517377 0.217818 PTH2 19 Island 3'UTR 49925720 Intragenic 

cg10242089 1.24E-07 4.94E-06 -1.87791 -4.89808 0.245986 0.0608 GUSBP5 4 Island Body 144480740 Intragenic 

cg11551740 1.24E-07 4.94E-06 -1.39298 -3.51687 0.297149 0.106352 DLX4 17 Island Body, TSS1500 48049090 Intragenic 

cg14510359 1.24E-07 4.94E-06 0.542919 -1.92076 0.588941 0.25837 MMEL1 1 Island Body 2559930 Intragenic 

cg22766014 1.24E-07 4.94E-06 -2.88496 -4.68035 0.129542 0.051332 ANTXR1 2 S_Shore Body 69241106 Intragenic 
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cg11176493 1.25E-07 4.97E-06 -0.85891 -3.83999 0.409686 0.099477 WNT3A 1 S_Shore 3'UTR 228248237 Intragenic 

cg11393185 1.25E-07 4.98E-06 -1.50158 -3.5115 0.318467 0.090846 TUSC5 17 NA 3'UTR 1202015 Intragenic 

cg02899772 1.25E-07 4.99E-06 0.274565 -2.07057 0.544069 0.230824 NECAB2 16 Island Body 84002599 Intragenic 

cg00295948 1.26E-07 5.01E-06 -1.77837 -3.43692 0.273548 0.091136 GGTA1P 9 Island Body 124261807 Intragenic 

cg06144718 1.26E-07 5.02E-06 1.66634 0.360561 0.754845 0.557495 TCERG1L 10 NA Body 133048392 Intragenic 

cg27372920 1.26E-07 5.02E-06 -1.10322 -4.03897 0.394468 0.091778 FST 5 S_Shore Body 52778745 Intragenic 

cg02788102 1.27E-07 5.04E-06 -0.19511 -3.29154 0.481656 0.134899 CADM1 11 Island Body 115374969 Intragenic 

cg07001963 1.27E-07 5.05E-06 0.431855 -1.67539 0.571641 0.264691 CXCL12 10 N_Shore Body 44879465 Intragenic 

cg00997611 1.27E-07 5.06E-06 0.24945 -2.49747 0.541292 0.20338 NA 2 Island Body, 1stExon, 5'UTR 173600676 Intragenic 

cg04013733 1.28E-07 5.07E-06 0.458421 2.213461 0.566245 0.804311 PPP2R3A 3 NA Body 135727318 Intragenic 

cg04890495 1.28E-07 5.10E-06 -3.15244 -5.42399 0.189471 0.02818 MCAM 11 Island Body 119187021 Intragenic 

cg14421180 1.28E-07 5.10E-06 -2.70934 -4.79408 0.200418 0.040211 FNBP1 9 Island Body 132804510 Intragenic 

cg23847701 1.29E-07 5.10E-06 -2.0952 -4.95225 0.280873 0.053809 MAML3 4 Island Body 140656096 Intragenic 

cg12355681 1.29E-07 5.11E-06 -0.82223 -2.6048 0.389685 0.156833 SLC15A1 13 N_Shore Body 99404153 Intragenic 

cg09580409 1.30E-07 5.14E-06 -1.71528 -3.38796 0.283862 0.09215 MGC45800 4 Island Body 183065519 Intragenic 

cg00927495 1.30E-07 5.15E-06 -0.04536 -2.02176 0.49025 0.226289 BARX1 9 Island Body 96715687 Intragenic 

cg05835276 1.30E-07 5.16E-06 -2.37652 -4.15269 0.205757 0.060587 NXPH4 12 Island Body 57619364 Intragenic 

cg24882875 1.31E-07 5.20E-06 -0.45208 -2.68423 0.428239 0.172774 HS6ST3 13 Island Body 96744126 Intragenic 

cg19063061 1.31E-07 5.20E-06 0.708307 -2.09804 0.618248 0.241602 SLC17A7 19 Island Body 49935893 Intragenic 

cg27181253 1.31E-07 5.21E-06 1.641467 0.588833 0.751893 0.596025 WNT2B 1 Island Body, 1stExon, 5'UTR 113051846 Intragenic 

cg12856760 1.32E-07 5.23E-06 1.001385 4.62952 0.579913 0.913708 TBC1D16 17 NA Body 77976092 Intragenic 

cg23222247 1.32E-07 5.23E-06 0.723133 0.119698 0.618176 0.520529 PHOSPHO1 17 Island Body 47302219 Intragenic 

cg20728696 1.33E-07 5.26E-06 -1.56631 -2.91293 0.275753 0.125404 NA 11 N_Shore Body, 5'UTR 2158702 Intragenic 

cg17451609 1.33E-07 5.26E-06 0.154073 -2.32329 0.524247 0.21612 EBF2 8 Island Body 25901869 Intragenic 

cg22231400 1.34E-07 5.30E-06 0.594971 -1.15328 0.59663 0.32545 SLC17A7 19 Island Body 49935823 Intragenic 

cg02099543 1.34E-07 5.31E-06 1.584839 -1.5609 0.72473 0.311355 FBLN1 22 Island Body 45899186 Intragenic 

cg05376505 1.35E-07 5.33E-06 0.259335 -1.94612 0.540255 0.241492 PRMT8 12 Island Body 3602286 Intragenic 

cg21762820 1.35E-07 5.35E-06 0.183914 -2.09206 0.526822 0.228977 FAM78B 1 Island Body 166135233 Intragenic 

cg04438525 1.36E-07 5.36E-06 -0.09877 -1.78985 0.482442 0.244004 CBLN1 16 N_Shore 3'UTR 49313307 Intragenic 

cg22284975 1.36E-07 5.36E-06 -0.36021 -2.26105 0.447816 0.197792 NA 7 Island Body, TSS1500 40174843 Intragenic 

cg00112685 1.36E-07 5.37E-06 1.422377 -0.64574 0.703581 0.403597 ELAVL3 19 Island Body 11591190 Intragenic 
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cg01554963 1.37E-07 5.40E-06 -0.20431 -1.86761 0.466106 0.237791 NXN 17 NA Body 773023 Intragenic 

cg10590857 1.37E-07 5.40E-06 0.749855 -1.75371 0.615667 0.273141 ADCY2 5 Island Body 7397021 Intragenic 

cg02118562 1.38E-07 5.42E-06 -1.25675 0.524475 0.318128 0.58295 KALRN 3 NA Body 124082907 Intragenic 

cg13554901 1.38E-07 5.42E-06 -2.95642 -5.05351 0.197471 0.032675 COL2A1 12 N_Shore Body 48396630 Intragenic 

cg02745847 1.39E-07 5.46E-06 1.556945 -0.70342 0.732375 0.397988 IGF2BP1 17 Island Body 47075880 Intragenic 

cg15168816 1.39E-07 5.47E-06 -0.88708 -2.60001 0.384401 0.146594 RBM24 6 S_Shore TSS1500, 5'UTR, Body 17282533 Intragenic 

cg23619332 1.39E-07 5.48E-06 -2.94448 -4.48799 0.163142 0.044515 BDNF 11 Island Body, 5'UTR, TSS200, TSS1500 27722060 Intragenic 

cg07957690 1.40E-07 5.49E-06 0.044104 -1.60792 0.506045 0.266478 NA 16 S_Shore Body, TSS1500 1402745 Intragenic 

cg01052636 1.40E-07 5.50E-06 1.306807 -0.28032 0.701307 0.450852 PDE6B 4 Island Body 645440 Intragenic 

cg12833465 1.40E-07 5.51E-06 -0.48231 -2.42006 0.42024 0.18425 SFTA3 14 Island Body 36977887 Intragenic 

cg17111837 1.40E-07 5.51E-06 -2.01288 -5.41547 0.343588 0.047113 LINC00176 20 Island Body 62669757 Intragenic 

cg12448003 1.40E-07 5.51E-06 -1.70268 -3.51224 0.265904 0.095748 BDNF 11 N_Shore Body, TSS1500, TSS200 27742365 Intragenic 

cg07780095 1.41E-07 5.52E-06 0.635125 -2.83224 0.604072 0.207376 ALX1 12 Island Body 85674296 Intragenic 

cg11014463 1.41E-07 5.52E-06 0.525867 -2.10827 0.581969 0.23689 NA 6 N_Shore TSS1500, Body 56818479 Intragenic 

cg19851029 1.41E-07 5.52E-06 -0.24856 -2.67932 0.457981 0.181385 C3orf72 3 Island Body 138669137 Intragenic 

cg19358442 1.41E-07 5.54E-06 0.640777 -1.2831 0.601625 0.312224 ALX4 11 Island Body 44325687 Intragenic 

cg09184853 1.41E-07 5.54E-06 1.147643 -1.4897 0.668684 0.30666 HRK 12 N_Shore 3'UTR 117318548 Intragenic 

cg10423607 1.41E-07 5.54E-06 -2.48569 -0.08842 0.195116 0.488622 CPA6 8 NA Body 68418480 Intragenic 

cg20966754 1.42E-07 5.55E-06 1.506208 -0.52359 0.725655 0.422398 IGF2BP1 17 Island Body 47091339 Intragenic 

cg13264399 1.42E-07 5.55E-06 0.627916 -1.07523 0.599711 0.330133 EVX2 2 Island Body 176944987 Intragenic 

cg12600018 1.42E-07 5.56E-06 0.55163 -1.9286 0.585469 0.25537 NA 11 N_Shore Body, TSS1500 32457878 Intragenic 

cg24074033 1.42E-07 5.57E-06 1.620575 -0.47291 0.741547 0.432002 DBX1 11 N_Shore Body 20180437 Intragenic 

cg04515001 1.42E-07 5.57E-06 -1.21274 -3.07842 0.347722 0.118323 NA 6 Island 1stExon, 3'UTR, 5'UTR 24358236 Intragenic 

cg21010475 1.43E-07 5.58E-06 -0.32428 -1.84126 0.448249 0.234195 SHISA3 4 S_Shore Body 42401610 Intragenic 

cg11398452 1.45E-07 5.66E-06 -0.0327 -3.48086 0.525445 0.152643 VAX1 10 Island Body 118896755 Intragenic 

cg26850754 1.45E-07 5.67E-06 0.658677 -0.23407 0.607949 0.458923 CD8B 2 N_Shore Body 87088796 Intragenic 

cg10047595 1.45E-07 5.67E-06 1.281487 -1.58637 0.693724 0.304984 FBXL7 5 Island Body 15500913 Intragenic 

cg02577108 1.45E-07 5.67E-06 0.367026 -2.57138 0.557056 0.205132 TBX2 17 Island Body 59478194 Intragenic 

cg05534444 1.45E-07 5.68E-06 -0.28331 -1.93942 0.452667 0.225568 NPAS1 19 Island Body 47525189 Intragenic 

cg19100138 1.47E-07 5.74E-06 0.17238 -2.25022 0.532756 0.214085 ECE2 3 Island Body 183993995 Intragenic 

cg03290400 1.47E-07 5.74E-06 -1.92975 -2.97019 0.228172 0.116247 SIM1 6 N_Shore Body 100903909 Intragenic 
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cg10070112 1.48E-07 5.76E-06 -0.95071 -2.85575 0.370545 0.139624 APLP1 19 Island Body 36360529 Intragenic 

cg18961230 1.48E-07 5.76E-06 -1.84108 -3.59685 0.279255 0.080228 CNIH2 11 S_Shore Body 66046083 Intragenic 

cg00790395 1.49E-07 5.79E-06 0.196474 -1.83917 0.538198 0.244363 CYP26C1 10 Island Body 94822172 Intragenic 

cg03304528 1.50E-07 5.83E-06 -0.31277 -2.96577 0.447359 0.166521 JAM3 11 Island Body 133994930 Intragenic 

cg08901157 1.50E-07 5.83E-06 -0.28074 -1.64755 0.454883 0.254929 PRTG 15 N_Shore Body 56033728 Intragenic 

cg26230516 1.50E-07 5.83E-06 -2.88266 -4.43422 0.173716 0.045646 SPIRE1 18 Island TSS1500, Body 12657166 Intragenic 

cg21185936 1.50E-07 5.83E-06 -1.18011 -2.65766 0.319128 0.151379 HLA-F-AS1 6 N_Shore Body 29716247 Intragenic 

cg20809470 1.50E-07 5.85E-06 0.402112 -1.59775 0.56373 0.272509 SLC17A6 11 S_Shore Body 22364837 Intragenic 

cg05285441 1.51E-07 5.86E-06 -1.55294 -3.12077 0.295502 0.111587 CAMTA1 1 Island Body 7765855 Intragenic 

cg08847173 1.51E-07 5.86E-06 0.413004 -2.09088 0.570925 0.226537 NKAIN1 1 Island Body 31654792 Intragenic 

cg19633231 1.51E-07 5.86E-06 1.028401 -2.19357 0.663577 0.257048 CALY 10 Island Body 135139570 Intragenic 

cg07696918 1.51E-07 5.86E-06 1.125183 2.202601 0.679616 0.813024 KLHL17 1 Island Body 897500 Intragenic 

cg05523056 1.52E-07 5.89E-06 -0.45644 -3.2476 0.423585 0.146264 ADAMTS18 16 Island Body 77468458 Intragenic 

cg19773855 1.52E-07 5.91E-06 -0.17655 -2.82933 0.484505 0.170642 STC2 5 Island Body 172754417 Intragenic 

cg08373187 1.54E-07 6.00E-06 -1.76315 -0.35017 0.243136 0.445491 CXCL14 5 N_Shelf Body 134912048 Intragenic 

cg03416562 1.56E-07 6.04E-06 0.088385 -1.93046 0.513796 0.238675 CADM2 3 S_Shore Body 85010677 Intragenic 

cg11086760 1.56E-07 6.05E-06 -1.20986 -3.3421 0.319225 0.117351 COMP 19 Island Body 18901446 Intragenic 

cg16750157 1.57E-07 6.08E-06 0.402015 -2.52949 0.553318 0.205191 NBLA00301 4 S_Shore Body 174460124 Intragenic 

cg14306734 1.57E-07 6.08E-06 0.561145 -2.19108 0.590216 0.238552 CELF4 18 Island Body 34833938 Intragenic 

cg03035661 1.57E-07 6.08E-06 -1.30334 -5.03199 0.383229 0.071353 NRXN2 11 Island Body 64409932 Intragenic 

cg23633010 1.57E-07 6.08E-06 -1.08287 -2.93373 0.352638 0.131503 WNT3A 1 S_Shore Body 228225886 Intragenic 

cg26332740 1.59E-07 6.14E-06 -0.4685 -3.42186 0.421286 0.137823 WNT3A 1 Island Body 228196227 Intragenic 

cg04832873 1.59E-07 6.15E-06 -2.04251 -3.39386 0.227619 0.091777 DHX16 6 N_Shore Body 30640219 Intragenic 

cg01467266 1.59E-07 6.16E-06 0.422213 -1.18079 0.569801 0.322429 JSRP1 19 Island Body 2252961 Intragenic 

cg02624809 1.59E-07 6.16E-06 -0.26523 -2.51013 0.470016 0.179163 COMP 19 Island Body 18899876 Intragenic 

cg00059911 1.59E-07 6.16E-06 -0.09554 -1.92069 0.484281 0.235824 LHX5 12 Island Body 113908960 Intragenic 

cg27326452 1.60E-07 6.18E-06 -0.42529 -3.77347 0.430476 0.134499 C3orf72 3 Island Body 138668931 Intragenic 

cg14214797 1.60E-07 6.19E-06 0.077487 1.51771 0.51605 0.729469 CCDC88C 14 NA Body 91860613 Intragenic 

cg01000615 1.61E-07 6.22E-06 -0.13574 -2.68511 0.479792 0.182215 ANKRD35 1 NA Body 145562817 Intragenic 

cg09562045 1.62E-07 6.26E-06 1.058822 -2.27698 0.664264 0.245391 CRMP1 4 Island Body, TSS200 5890424 Intragenic 

cg06085877 1.63E-07 6.28E-06 0.449326 -2.60882 0.574085 0.213273 CCK 3 Island Body 42304966 Intragenic 
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cg10900533 1.63E-07 6.28E-06 -2.66427 -4.35217 0.193156 0.049871 KISS1R 19 Island Body 918273 Intragenic 

cg04005075 1.64E-07 6.31E-06 -1.81406 -3.48861 0.23861 0.097596 NDRG4 16 S_Shore TSS200, 5'UTR, Body 58498636 Intragenic 

cg27594583 1.64E-07 6.32E-06 -1.82036 -3.41488 0.234625 0.101622 ATG9B 7 Island Body 150716029 Intragenic 

cg14853265 1.64E-07 6.32E-06 0.72071 3.056255 0.602407 0.860874 CHFR 12 N_Shelf Body 133460336 Intragenic 

cg22168941 1.65E-07 6.35E-06 -0.62612 -2.66847 0.417865 0.161676 HEY2 6 Island Body 126071319 Intragenic 

cg11460727 1.65E-07 6.37E-06 -0.03982 -1.81645 0.497962 0.243681 EGR3 8 Island Body 22548952 Intragenic 

cg03728046 1.66E-07 6.38E-06 -0.84001 -4.22453 0.436368 0.100918 GRID2IP 7 Island Body 6566428 Intragenic 

cg05584759 1.66E-07 6.39E-06 1.055636 -0.45567 0.664212 0.42555 ARHGAP9 12 Island Body 57869421 Intragenic 

cg23093589 1.66E-07 6.40E-06 -0.3281 -2.5703 0.468066 0.164153 SP8 7 Island Body 20824932 Intragenic 

cg03825010 1.66E-07 6.40E-06 0.517955 -2.26229 0.583148 0.23028 ADRA1B 5 Island 3'UTR 159399506 Intragenic 

cg22030072 1.68E-07 6.44E-06 -0.48198 -1.9597 0.427514 0.217959 EN1 2 Island Body 119603673 Intragenic 

cg09048129 1.68E-07 6.44E-06 0.412144 -1.84699 0.565198 0.255498 USP2 11 Island 1stExon, Body 119234607 Intragenic 

cg16068063 1.69E-07 6.51E-06 -3.18421 -5.44134 0.188828 0.025526 ABCG1 21 Island Body, 5'UTR, 1stExon 43640131 Intragenic 

cg12995090 1.70E-07 6.54E-06 -0.69764 -1.93332 0.392919 0.216579 NA 18 S_Shore TSS1500, Body 8367691 Intragenic 

cg02430347 1.71E-07 6.56E-06 -0.53489 -5.01272 0.464408 0.100869 NA 5 Island Body, TSS200 140855547 Intragenic 

cg20399509 1.71E-07 6.56E-06 -0.40098 -4.3405 0.46277 0.115654 YBEY 21 Island 3'UTR 47717575 Intragenic 

cg26288249 1.71E-07 6.58E-06 -2.40406 -4.68431 0.2278 0.049309 NA 9 Island TSS200, Body 112810954 Intragenic 

cg08600218 1.72E-07 6.59E-06 2.493541 3.322867 0.84149 0.906274 HIPK2 7 N_Shelf Body 139412996 Intragenic 

cg07466622 1.72E-07 6.61E-06 -0.22212 -2.52053 0.477572 0.171895 PHACTR1 6 N_Shore Body 13014491 Intragenic 

cg15940337 1.73E-07 6.62E-06 0.913138 -1.36628 0.640423 0.304302 FLJ43860 8 S_Shelf Body 142456489 Intragenic 

cg17189568 1.73E-07 6.62E-06 0.479845 -1.86258 0.570474 0.252279 FAM150A 8 N_Shore Body 53477264 Intragenic 

cg12914965 1.74E-07 6.67E-06 -0.24291 -2.83511 0.469918 0.16974 LRRFIP1 2 Island Body 238536839 Intragenic 

cg14625631 1.74E-07 6.67E-06 0.14351 -2.25998 0.52136 0.215667 SDC2 8 Island Body 97507079 Intragenic 

cg04931216 1.75E-07 6.69E-06 0.429873 -1.62457 0.572378 0.277404 DMRTA2 1 Island Body 50885132 Intragenic 

cg15100227 1.75E-07 6.70E-06 -0.21966 -4.56337 0.46431 0.120774 PRDM6 5 Island Body 122426400 Intragenic 

cg14157073 1.75E-07 6.70E-06 -2.57877 -3.46451 0.153498 0.085659 CAMTA1 1 Island Body 7765564 Intragenic 

cg18560915 1.76E-07 6.73E-06 0.299212 1.309394 0.550174 0.706434 LNX1 4 NA Body 54430218 Intragenic 

cg08769300 1.76E-07 6.73E-06 -0.73891 -3.10453 0.408726 0.13661 TRPC3 4 Island Body 122871735 Intragenic 

cg12915892 1.77E-07 6.76E-06 0.845572 -2.29904 0.631547 0.235246 NCKAP5 2 Island Body 134024093 Intragenic 

cg21522295 1.77E-07 6.76E-06 -1.45213 -2.88646 0.28747 0.130738 SLC5A5 19 Island Body 17983747 Intragenic 

cg15651099 1.77E-07 6.76E-06 -0.13779 -2.78031 0.498657 0.165314 KIRREL 1 Island Body 157963695 Intragenic 
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cg06078334 1.77E-07 6.77E-06 0.76264 -2.21053 0.613756 0.241828 GABBR1 6 Island Body, 5'UTR, 1stExon 29595653 Intragenic 

cg01572696 1.78E-07 6.78E-06 0.695688 -0.87729 0.613076 0.365352 IDUA 4 Island Body 995849 Intragenic 

cg04412755 1.78E-07 6.79E-06 0.412998 -1.36401 0.568958 0.300058 PTH1R 3 N_Shore Body 46939978 Intragenic 

cg13360215 1.78E-07 6.79E-06 1.500053 2.717188 0.722605 0.860875 SOCS6 18 NA 3'UTR 67997425 Intragenic 

cg11758932 1.78E-07 6.80E-06 -1.89547 -4.16899 0.287321 0.061193 ZC3H12C 11 S_Shore Body 109964976 Intragenic 

cg21289397 1.79E-07 6.82E-06 0.052043 -2.56378 0.518335 0.189702 ANK1 8 Island 3'UTR 41510988 Intragenic 

cg19855470 1.79E-07 6.83E-06 0.503018 -1.23819 0.579632 0.314607 CACNA1I 22 Island Body 40060836 Intragenic 

cg15383276 1.79E-07 6.83E-06 1.299956 -0.40055 0.702183 0.438662 RASL10A 22 Island 3'UTR 29709282 Intragenic 

cg20748955 1.79E-07 6.83E-06 -1.03148 -3.59596 0.374491 0.100548 SCN4B 11 Island Body, TSS1500 118016902 Intragenic 

cg01373292 1.80E-07 6.85E-06 -3.5578 -5.76089 0.153673 0.021336 CAMTA1 1 Island Body 7764737 Intragenic 

cg24688563 1.80E-07 6.86E-06 -0.5818 0.682723 0.403837 0.610312 VANGL2 1 N_Shore Body 160388964 Intragenic 

cg03066577 1.81E-07 6.88E-06 -1.06193 -3.28805 0.368633 0.116478 C3orf55 3 Island 5'UTR, 1stExon, Body 157261202 Intragenic 

cg07524919 1.81E-07 6.88E-06 2.128621 0.087056 0.798069 0.513584 TNXB 6 Island Body 32063901 Intragenic 

cg02443658 1.81E-07 6.89E-06 1.426725 -0.0266 0.718454 0.496211 SPNS1 16 S_Shore Body 28986829 Intragenic 

cg16502595 1.81E-07 6.90E-06 -0.83838 -3.5768 0.394552 0.113463 POU6F2 7 Island Body 39453704 Intragenic 

cg01703581 1.82E-07 6.92E-06 -2.787 -3.76194 0.146906 0.069914 PYY 17 Island 3'UTR 42030287 Intragenic 

cg08292024 1.83E-07 6.95E-06 -0.06142 -1.4371 0.491748 0.280137 GNAT1 3 Island Body 50231845 Intragenic 

cg18465286 1.84E-07 6.98E-06 0.481953 -2.8956 0.575736 0.200606 ZEB1 10 Island TSS200, Body 31609896 Intragenic 

cg08319991 1.84E-07 6.98E-06 0.826753 -2.48104 0.638445 0.226974 UCHL1 4 Island Body 41259283 Intragenic 

cg24128389 1.84E-07 6.99E-06 0.388687 -1.70498 0.570454 0.259607 ANK1 8 S_Shore Body 41625579 Intragenic 

cg17119849 1.85E-07 7.00E-06 0.406358 -1.56891 0.561103 0.273577 SPTBN4 19 N_Shore Body 41018444 Intragenic 

cg03247892 1.85E-07 7.02E-06 -0.56935 -2.4317 0.413427 0.181572 ICAM4 19 Island Body 10398215 Intragenic 

cg01140247 1.85E-07 7.02E-06 -1.27674 0.273251 0.305621 0.544238 C10orf11 10 NA Body 77784369 Intragenic 

cg05513069 1.86E-07 7.04E-06 -0.63362 -3.54855 0.421564 0.128019 PSTPIP2 18 Island Body 43608309 Intragenic 

cg14326671 1.86E-07 7.04E-06 0.692905 -1.61914 0.611561 0.284109 LOC100192378 8 NA Body 77585318 Intragenic 

cg02612618 1.87E-07 7.07E-06 0.37893 -1.89527 0.555396 0.251215 ZNF43 19 Island Body 22018605 Intragenic 

cg01072217 1.87E-07 7.10E-06 1.002039 -1.03228 0.652034 0.352945 UNCX 7 Island Body 1275483 Intragenic 

cg21375294 1.88E-07 7.10E-06 0.196704 -2.04627 0.530599 0.232271 CELF4 18 Island Body 35065040 Intragenic 

cg22304255 1.89E-07 7.16E-06 -0.1341 -2.00334 0.483976 0.226505 NA 6 Island Body 29975204 Intragenic 

cg12762816 1.89E-07 7.16E-06 -0.39754 -1.98158 0.448914 0.216802 DLX1 2 S_Shore 3'UTR 172953392 Intragenic 

cg00355613 1.91E-07 7.21E-06 0.056313 -1.04266 0.509385 0.335749 TNXB 6 Island Body 32064956 Intragenic 
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cg13917662 1.91E-07 7.21E-06 -0.77032 -2.97311 0.396976 0.139244 CLYBL 13 Island 3'UTR 100548513 Intragenic 

cg27425169 1.92E-07 7.25E-06 0.589284 2.372022 0.59198 0.817599 MEGF11 15 NA Body 66313425 Intragenic 

cg18422268 1.92E-07 7.26E-06 -3.22461 -5.45851 0.179997 0.026924 MEGF11 15 Island Body 66274767 Intragenic 

cg22684008 1.92E-07 7.26E-06 -1.92117 -4.93809 0.314835 0.048478 TRPC3 4 Island Body 122871528 Intragenic 

cg04422256 1.93E-07 7.26E-06 0.449583 -1.4774 0.570669 0.289424 GRID1 10 Island Body 88123169 Intragenic 

cg13077545 1.93E-07 7.27E-06 0.550909 -2.06914 0.588237 0.24816 SOST 17 Island Body 41832873 Intragenic 

cg06759265 1.93E-07 7.27E-06 1.198055 0.196516 0.686093 0.532286 DLGAP3 1 Island Body 35351793 Intragenic 

cg14754187 1.93E-07 7.29E-06 -0.09327 1.74502 0.486712 0.747547 CTNNA2 2 S_Shore Body 80551413 Intragenic 

cg14245199 1.94E-07 7.29E-06 1.559899 2.634255 0.739571 0.853107 EVL 14 NA Body 100540291 Intragenic 

cg22318872 1.94E-07 7.29E-06 -3.1289 -4.69496 0.143891 0.040655 GNAL 18 S_Shore Body 11690145 Intragenic 

cg18432895 1.94E-07 7.30E-06 -1.4924 0.149382 0.274874 0.525799 DUSP4 8 N_Shore Body, 5'UTR, 1stExon 29205555 Intragenic 

cg23826582 1.95E-07 7.34E-06 -0.52658 -1.53393 0.416195 0.259935 LTB 6 Island Body, 3'UTR 31548612 Intragenic 

cg08172065 1.96E-07 7.39E-06 -0.51759 -2.20398 0.416248 0.200215 PRDM14 8 N_Shore Body 70981796 Intragenic 

cg17192115 1.96E-07 7.39E-06 -2.64406 -5.17495 0.197681 0.041911 GAS7 17 NA Body, TSS200 9862900 Intragenic 

cg14629075 1.97E-07 7.42E-06 -0.96293 -4.52275 0.404027 0.094727 VGLL3 3 Island Body 87039687 Intragenic 

cg24304919 1.99E-07 7.50E-06 0.595649 -1.58222 0.58829 0.279533 KCNN2 5 Island Body 113699194 Intragenic 

cg20204986 1.99E-07 7.50E-06 1.724382 0.12358 0.761214 0.518458 WT1 11 N_Shore Body 32448067 Intragenic 

cg07046852 2.00E-07 7.50E-06 -0.30471 -3.93793 0.502769 0.111914 C1orf95 1 Island Body 226737341 Intragenic 

cg02316216 2.00E-07 7.51E-06 -0.66853 -4.25665 0.40095 0.109464 CNN1 19 NA Body 11650799 Intragenic 

cg02469790 2.01E-07 7.53E-06 -0.74837 -2.97828 0.40162 0.142863 GALR2 17 Island Body 74071705 Intragenic 

cg16546432 2.01E-07 7.53E-06 -0.01768 -2.10169 0.496808 0.224177 SLC35F3 1 Island Body 234350263 Intragenic 

cg21537230 2.01E-07 7.55E-06 -1.53881 -3.77927 0.273116 0.095118 CLIC6 21 S_Shore Body 36043248 Intragenic 

cg13721881 2.02E-07 7.57E-06 -2.20758 -4.31549 0.243377 0.058985 CACNA1B 9 N_Shore Body 140916980 Intragenic 

cg08003628 2.05E-07 7.68E-06 1.435418 -0.72618 0.713825 0.387567 ZFPM2 8 S_Shore Body 106332188 Intragenic 

cg19917856 2.05E-07 7.69E-06 0.674496 -1.27194 0.605524 0.31823 NCCRP1 19 Island Body 39687963 Intragenic 

cg25668236 2.06E-07 7.72E-06 0.826749 -2.42181 0.634714 0.239091 ST8SIA4 5 Island Body 100236841 Intragenic 

cg07547765 2.06E-07 7.72E-06 -0.21722 2.645894 0.471184 0.807594 HOXB7 17 Island Body 46685448 Intragenic 

cg16313278 2.06E-07 7.72E-06 -4.30014 -7.11888 0.154784 0.01005 NA 20 Island TSS1500, TSS200, Body 30458061 Intragenic 

cg11717054 2.07E-07 7.73E-06 0.543569 -2.53498 0.585808 0.220454 NLRP6 11 Island Body 279423 Intragenic 

cg12083217 2.07E-07 7.73E-06 0.488516 -1.7956 0.575727 0.261086 RAX 18 Island 3'UTR 56935013 Intragenic 

cg24301414 2.09E-07 7.80E-06 0.82901 2.418712 0.620907 0.830767 IZUMO2 19 N_Shelf Body 50663474 Intragenic 
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cg09192377 2.09E-07 7.81E-06 0.170671 -2.10576 0.536966 0.228603 CYP26A1 10 Island Body 94834219 Intragenic 

cg09773756 2.09E-07 7.82E-06 -3.16959 -6.06002 0.195763 0.022359 NA 10 Island TSS1500, Body 99259519 Intragenic 

cg12167167 2.10E-07 7.83E-06 -1.6027 -3.61047 0.300852 0.090935 NA 6 N_Shore Body 166401051 Intragenic 

cg19305681 2.10E-07 7.83E-06 0.72078 -1.28844 0.612504 0.315984 CYP26C1 10 Island Body 94821657 Intragenic 

cg25326896 2.10E-07 7.86E-06 -1.24375 -4.97397 0.367816 0.086488 NA 11 Island TSS200, Body 61582785 Intragenic 

cg14080434 2.11E-07 7.86E-06 0.303763 -2.02494 0.555833 0.234403 LHX5 12 Island Body 113905682 Intragenic 

cg11452221 2.11E-07 7.87E-06 0.48976 -1.36692 0.576005 0.300473 ARHGEF25 12 N_Shore Body, TSS1500 58004830 Intragenic 

cg26534807 2.11E-07 7.88E-06 -1.05535 -2.53101 0.337862 0.163224 PDE2A 11 N_Shore Body 72301235 Intragenic 

cg02032282 2.12E-07 7.91E-06 0.256449 1.595667 0.54055 0.739528 SRGAP3 3 N_Shelf Body 9174006 Intragenic 

cg05086956 2.14E-07 7.99E-06 -1.36578 -3.15323 0.313119 0.116532 ROBO3 11 S_Shore Body 124736661 Intragenic 

cg07499241 2.15E-07 8.01E-06 0.485735 -2.99647 0.574875 0.195287 MIAT 22 S_Shore Body 27053934 Intragenic 

cg23359276 2.15E-07 8.01E-06 -1.39093 -4.23144 0.348836 0.082618 NA 5 Island Body, TSS200 140855504 Intragenic 

cg03311684 2.15E-07 8.02E-06 0.663917 -2.03215 0.601894 0.24794 EMX2OS 10 N_Shore Body 119293360 Intragenic 

cg08828403 2.16E-07 8.03E-06 0.198016 -2.47589 0.530416 0.206989 C12orf39 12 S_Shore Body 21681006 Intragenic 

cg01049417 2.16E-07 8.04E-06 -0.88492 -3.34143 0.39758 0.116253 SCHIP1 3 Island Body 159482683 Intragenic 

cg01519877 2.17E-07 8.07E-06 0.424011 -3.13171 0.569484 0.176849 DLL3 19 Island Body 39989802 Intragenic 

cg00289546 2.18E-07 8.10E-06 -0.45362 -3.48129 0.467733 0.129787 ACADL 2 Island Body 211089678 Intragenic 

cg04004904 2.18E-07 8.10E-06 0.171425 -1.30465 0.523094 0.299145 NA 10 N_Shore Body, TSS1500 15138605 Intragenic 

cg06341779 2.18E-07 8.11E-06 -1.09081 -3.55673 0.384827 0.102792 NA 4 Island TSS200, TSS1500, Body 109088043 Intragenic 

cg02476510 2.19E-07 8.12E-06 0.867601 -1.70785 0.637713 0.282213 CSMD3 8 S_Shore Body 114445580 Intragenic 

cg18166990 2.19E-07 8.14E-06 1.010112 2.013322 0.661078 0.794908 SHANK2 11 NA Body 70515565 Intragenic 

cg25868769 2.19E-07 8.14E-06 -2.21488 -4.75634 0.285641 0.045668 CYS1 2 N_Shore Body 10219658 Intragenic 

cg06808897 2.19E-07 8.14E-06 -1.43986 -3.35204 0.304459 0.106619 ELAVL3 19 Island Body 11590688 Intragenic 

cg18091435 2.19E-07 8.14E-06 -0.72769 -2.49549 0.393679 0.170832 ST8SIA4 5 N_Shore Body 100237279 Intragenic 

cg21792155 2.20E-07 8.14E-06 -1.43703 -3.66934 0.341476 0.088532 PTH1R 3 Island Body 46940347 Intragenic 

cg12503846 2.20E-07 8.15E-06 1.077937 2.744129 0.653366 0.855568 PDGFB 22 NA 3'UTR 39620869 Intragenic 

cg24033042 2.20E-07 8.16E-06 0.011762 -1.54744 0.501507 0.268642 CELF5 19 S_Shore Body 3286244 Intragenic 

cg13840188 2.20E-07 8.17E-06 -2.061 -3.90732 0.259708 0.068118 ISM1 20 S_Shore Body 13202702 Intragenic 

cg13487229 2.21E-07 8.17E-06 -3.88684 -5.87579 0.107746 0.020183 CBX6 22 Island Body 39267643 Intragenic 

cg19358493 2.21E-07 8.18E-06 1.626214 -0.61151 0.738057 0.411904 NA 10 N_Shore TSS1500, Body 119300942 Intragenic 

cg06444730 2.21E-07 8.19E-06 -2.34309 -4.40936 0.20026 0.060653 PRKACB 1 S_Shore Body 84544284 Intragenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg27135692 2.21E-07 8.19E-06 -1.55537 -3.38497 0.291834 0.102652 RTN1 14 Island Body, TSS200 60097536 Intragenic 

cg18680788 2.21E-07 8.20E-06 -0.06941 -3.81333 0.517273 0.13444 STC2 5 Island Body 172754896 Intragenic 

cg01410163 2.22E-07 8.20E-06 0.166471 -2.05775 0.52825 0.234771 NRN1 6 Island Body 5999721 Intragenic 

cg00779924 2.22E-07 8.20E-06 0.415454 -1.58861 0.568212 0.277073 FLJ45983 10 Island Body 8094641 Intragenic 

cg23192120 2.23E-07 8.26E-06 -2.41515 -3.66979 0.19296 0.075147 MAPK8IP1 11 N_Shore Body 45921134 Intragenic 

cg13071386 2.25E-07 8.30E-06 -0.13501 -2.54579 0.491415 0.188045 ITGA9 3 Island Body 37494403 Intragenic 

cg03995361 2.25E-07 8.31E-06 1.471415 2.575141 0.720806 0.84991 VIPR1 3 N_Shore Body 42575730 Intragenic 

cg20347090 2.27E-07 8.37E-06 -1.68207 -4.47213 0.25404 0.07543 PRMT8 12 Island Body 3602093 Intragenic 

cg10946576 2.28E-07 8.40E-06 2.32315 -0.53241 0.785769 0.421621 KCNQ2 20 Island Body 62079799 Intragenic 

cg06328831 2.28E-07 8.40E-06 0.566842 -0.74962 0.586884 0.37856 NLRP6 11 N_Shore Body 278912 Intragenic 

cg14388237 2.28E-07 8.42E-06 0.145086 -2.08001 0.521725 0.231126 MYOZ3 5 Island Body 150051778 Intragenic 

cg15132673 2.29E-07 8.46E-06 -0.11132 -2.7476 0.480967 0.186394 DLL3 19 Island Body 39998199 Intragenic 

cg04903912 2.30E-07 8.46E-06 1.837729 2.702273 0.768949 0.864033 SHANK2 11 NA Body 70374289 Intragenic 

cg25628740 2.30E-07 8.46E-06 -4.20201 -4.79184 0.052868 0.03551 NA 1 Island Body, TSS1500 11866499 Intragenic 

cg18773260 2.30E-07 8.47E-06 -0.01358 2.175637 0.502637 0.786773 HOXB7 17 Island Body 46685292 Intragenic 

cg08161802 2.30E-07 8.47E-06 -1.36961 -0.43679 0.28364 0.426975 SDC3 1 N_Shelf Body 31377381 Intragenic 

cg16332936 2.30E-07 8.47E-06 -0.62244 -2.94172 0.397996 0.157883 TBX1 22 Island Body 19748910 Intragenic 

cg22232704 2.31E-07 8.49E-06 -0.85028 -2.67534 0.376419 0.156336 COL4A2 13 S_Shore Body 110961606 Intragenic 

cg27193031 2.31E-07 8.49E-06 0.007611 -2.48162 0.509071 0.194449 BDNF 11 N_Shore Body, 5'UTR, 1stExon 27721088 Intragenic 

cg00580652 2.31E-07 8.49E-06 0.808513 -1.21676 0.628532 0.327797 GABRD 1 Island Body 1951356 Intragenic 

cg15811719 2.31E-07 8.50E-06 -2.08348 -3.82696 0.24971 0.071322 KCNJ6 21 Island Body 39047824 Intragenic 

cg03591606 2.31E-07 8.50E-06 -1.69943 -4.3717 0.279361 0.076482 DLGAP2 8 Island Body 1649522 Intragenic 

cg12518410 2.33E-07 8.57E-06 -1.2121 -5.24814 0.417218 0.068671 NA 2 Island Body, TSS200 109745812 Intragenic 

cg15695585 2.34E-07 8.59E-06 -1.80625 -3.32733 0.258243 0.098508 MDFIC 7 Island 5'UTR, Body 114562711 Intragenic 

cg09363735 2.35E-07 8.65E-06 -1.56357 -4.11346 0.296026 0.082691 TFAP2B 6 N_Shore Body 50808699 Intragenic 

cg08319905 2.36E-07 8.66E-06 0.416091 1.924011 0.563978 0.775544 PPFIA3 19 Island Body 49636270 Intragenic 

cg24794228 2.36E-07 8.68E-06 -0.37883 -2.56911 0.448015 0.176683 ZNF577 19 Island Body, 5'UTR, 1stExon 52391166 Intragenic 

cg23987491 2.37E-07 8.71E-06 0.724272 2.137664 0.607971 0.805349 MAP1A 15 NA Body 43822292 Intragenic 

cg18326657 2.38E-07 8.71E-06 0.093504 -5.29988 0.527198 0.134303 HLA-L 6 Island Body 30227729 Intragenic 

cg04395306 2.38E-07 8.71E-06 0.787684 -1.64373 0.621012 0.286599 PREX1 20 Island Body 47443848 Intragenic 

cg23361368 2.39E-07 8.75E-06 -3.00172 -5.61203 0.200623 0.026531 KAZN 1 Island Body 15251544 Intragenic 
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cg19389001 2.40E-07 8.78E-06 -0.22591 -2.28892 0.462347 0.206694 SEMA5B 3 Island Body 122640778 Intragenic 

cg00024472 2.40E-07 8.81E-06 0.077202 -4.77223 0.512621 0.136692 NGFR 17 Island Body 47573864 Intragenic 

cg03689324 2.41E-07 8.84E-06 0.105096 -1.33179 0.513974 0.297578 ISLR2 15 Island Body 74426925 Intragenic 

cg26435254 2.42E-07 8.84E-06 -1.3251 -2.46653 0.310817 0.156693 PRDM16 1 NA Body 3087999 Intragenic 

cg01297756 2.42E-07 8.85E-06 -0.46996 -2.0289 0.42811 0.209653 CLYBL 13 Island 3'UTR 100548415 Intragenic 

cg00758881 2.42E-07 8.85E-06 -0.77544 -3.13389 0.436811 0.121349 NDRG4 16 N_Shore Body 58534681 Intragenic 

cg24252925 2.43E-07 8.87E-06 0.611116 -2.6524 0.595089 0.216798 ATRNL1 10 Island Body 116854028 Intragenic 

cg26125956 2.43E-07 8.87E-06 1.314228 2.861327 0.685558 0.867859 FSTL4 5 NA Body 132803980 Intragenic 

cg05347898 2.43E-07 8.87E-06 -2.37333 -5.01353 0.266859 0.039588 NA 6 Island 1stExon, 3'UTR, TSS200 24358304 Intragenic 

cg06844012 2.43E-07 8.88E-06 0.456476 -2.66256 0.575278 0.20845 C3orf80 3 Island 3'UTR, 1stExon 159944430 Intragenic 

cg13779907 2.44E-07 8.90E-06 -0.16334 -1.71281 0.477926 0.252412 EPHA10 1 Island Body 38230073 Intragenic 

cg22655521 2.44E-07 8.91E-06 -3.00033 -4.92878 0.150553 0.038644 SAMD14 17 Island Body 48194939 Intragenic 

cg23947039 2.45E-07 8.93E-06 -2.91482 -4.84581 0.186384 0.039001 BDNF 11 Island Body, 5'UTR, TSS200, TSS1500 27722037 Intragenic 

cg07118262 2.45E-07 8.93E-06 0.414914 -1.0302 0.570205 0.337575 ARHGAP23 17 Island Body 36666462 Intragenic 

cg23437216 2.46E-07 8.96E-06 -0.82008 0.383083 0.369102 0.563056 LMBR1L 12 S_Shelf Body 49491879 Intragenic 

cg06575144 2.46E-07 8.98E-06 0.263538 -1.35537 0.544385 0.302445 C20orf160 20 Island 3'UTR 30618966 Intragenic 

cg00927777 2.47E-07 8.99E-06 0.56814 -1.47396 0.593274 0.298179 HIC1 17 Island Body 1960199 Intragenic 

cg01644731 2.48E-07 9.02E-06 2.802881 1.216068 0.86271 0.681301 CTDSP2 12 N_Shelf Body 58236712 Intragenic 

cg03508107 2.49E-07 9.07E-06 -1.6133 -4.02779 0.325311 0.070978 NXPH3 17 Island Body 47654357 Intragenic 

cg06541093 2.50E-07 9.10E-06 -1.60899 -0.60659 0.258034 0.399695 CCDC33 15 N_Shore Body 74537514 Intragenic 

cg02054059 2.53E-07 9.20E-06 -1.73444 -4.86196 0.325318 0.062156 KIF26B 1 Island Body 245318817 Intragenic 

cg08070028 2.54E-07 9.24E-06 -2.4528 -5.58829 0.267498 0.036283 USP2 11 Island TSS200, Body 119234956 Intragenic 

cg03180980 2.56E-07 9.31E-06 -1.53976 -2.75281 0.27971 0.135139 CPEB1 15 NA TSS200, Body 83240633 Intragenic 

cg26623837 2.56E-07 9.32E-06 0.330853 -1.18791 0.554517 0.316277 CORO6 17 Island Body 27943777 Intragenic 

cg23299109 2.57E-07 9.35E-06 -0.24333 -1.92707 0.475021 0.224191 NA 7 N_Shore TSS200, Body 107301010 Intragenic 

cg24895173 2.58E-07 9.36E-06 1.091873 -0.54135 0.667438 0.41596 NA 17 NA Body 33825374 Intragenic 

cg08221811 2.58E-07 9.37E-06 -2.56754 -3.78616 0.18235 0.068451 NA 20 Island Body, TSS200 61733863 Intragenic 

cg00283472 2.59E-07 9.39E-06 2.723071 1.270406 0.861273 0.690605 DCHS1 11 Island Body 6651988 Intragenic 

cg12409211 2.59E-07 9.40E-06 -3.01513 -4.94759 0.186264 0.034169 SHISA4 1 NA 5'UTR, Body, 1stExon 201857915 Intragenic 

cg14513778 2.59E-07 9.41E-06 1.149658 2.202149 0.677444 0.815509 ABLIM2 4 NA Body 8022647 Intragenic 

cg00725722 2.59E-07 9.41E-06 -2.58619 -3.92877 0.177439 0.064878 CCDC74B 2 Island Body 130902131 Intragenic 
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cg23272632 2.60E-07 9.44E-06 0.949675 -2.06399 0.647029 0.260402 NGB 14 Island Body 77737146 Intragenic 

cg24278138 2.62E-07 9.49E-06 0.026557 -2.60319 0.504033 0.197708 XKR6 8 N_Shore Body 10873155 Intragenic 

cg07017175 2.62E-07 9.49E-06 -3.61209 -5.41747 0.138045 0.023883 RORA 15 Island Body 60884093 Intragenic 

cg12757011 2.62E-07 9.49E-06 1.061167 -0.43585 0.667103 0.430384 TBR1 2 S_Shore 3'UTR 162281111 Intragenic 

cg03674127 2.63E-07 9.54E-06 -1.79952 -4.61286 0.300436 0.05857 DYSF 2 Island 5'UTR, Body, 1stExon 71693870 Intragenic 

cg14048874 2.65E-07 9.59E-06 0.078917 -3.27458 0.507684 0.168483 EMID2 7 Island Body 101006573 Intragenic 

cg01471713 2.65E-07 9.61E-06 -0.48846 -1.99016 0.42909 0.213375 C1orf115 1 S_Shore Body 220864279 Intragenic 

cg01612476 2.66E-07 9.62E-06 -0.51045 -2.61839 0.426079 0.169991 MIAT 22 S_Shore Body 27053880 Intragenic 

cg22242764 2.66E-07 9.64E-06 0.168993 -2.14136 0.527698 0.233008 RGMA 15 Island Body, 5'UTR, 1stExon 93631623 Intragenic 

cg24002167 2.69E-07 9.72E-06 0.21791 -2.30423 0.534015 0.21576 EDIL3 5 N_Shore Body 83678796 Intragenic 

cg04836221 2.70E-07 9.74E-06 -0.32545 -3.28066 0.450018 0.149676 ZEB2 2 N_Shelf Body, 5'UTR, 1stExon 145277852 Intragenic 

cg00675160 2.70E-07 9.75E-06 -1.88761 -3.26127 0.234303 0.103743 CACNA1H 16 Island Body 1208531 Intragenic 

cg00612299 2.70E-07 9.75E-06 -0.48801 -1.68774 0.426217 0.245479 PTGER1 19 Island Body 14584761 Intragenic 

cg18931398 2.70E-07 9.76E-06 1.272758 2.746994 0.687764 0.85687 FAM102B 1 NA Body 109127959 Intragenic 

cg19939262 2.71E-07 9.79E-06 -1.76722 -3.24045 0.254286 0.105608 MIAT 22 S_Shore Body 27053767 Intragenic 

cg08325845 2.72E-07 9.84E-06 -0.15975 -2.75183 0.493175 0.176442 NA 6 Island Body 29974886 Intragenic 

cg14754494 2.73E-07 9.84E-06 0.97438 2.799683 0.627634 0.858718 DDC 7 NA Body 50560743 Intragenic 

cg27531587 2.74E-07 9.87E-06 -0.07978 -1.55954 0.489792 0.266994 C20orf160 20 Island 3'UTR 30619137 Intragenic 

cg21210962 2.74E-07 9.88E-06 -0.93635 -3.28129 0.393887 0.119301 NKD2 5 Island Body 1009776 Intragenic 

cg20329405 2.74E-07 9.89E-06 -0.35585 -2.28899 0.453513 0.192052 LHX9 1 S_Shore Body 197888123 Intragenic 

cg23548438 2.74E-07 9.89E-06 1.368826 -0.1916 0.709496 0.466221 C4orf22 4 S_Shore Body 81257828 Intragenic 

cg10224600 2.76E-07 9.93E-06 0.256921 -1.90928 0.540547 0.249562 NA 17 S_Shore 5'UTR, Body 43975063 Intragenic 

cg23288962 2.77E-07 9.97E-06 -0.32684 -2.31647 0.44696 0.199831 NBEA 13 NA Body 35517516 Intragenic 

cg13879455 2.77E-07 9.97E-06 2.605011 0.867456 0.842094 0.630781 AGAP2 12 S_Shore TSS1500, Body 58133008 Intragenic 

cg06340364 2.77E-07 9.98E-06 -0.73072 -1.80246 0.384413 0.230589 ZNF853 7 S_Shore Body 6655973 Intragenic 

cg18852567 2.77E-07 9.98E-06 1.228222 -1.30956 0.683719 0.327268 DLGAP3 1 Island Body 35351627 Intragenic 

cg27443310 7.81E-28 2.51E-23 -0.1627 -5.97266 0.487517 0.019966 NA 7 Island NA 90225778 Internenic 

cg19871631 7.90E-28 2.51E-23 -0.86158 -6.34628 0.381476 0.014934 NA 7 Island NA 90225761 Internenic 

cg17713954 3.62E-27 7.67E-23 -0.30323 -3.46294 0.450791 0.087147 NA 8 Island NA 104511281 Internenic 

cg20777247 6.85E-26 1.09E-21 -1.29125 -5.11193 0.309114 0.031442 NA 8 Island NA 104511291 Internenic 

cg08063340 1.09E-24 1.39E-20 0.421116 -4.2661 0.569298 0.064005 NA 7 Island NA 90225873 Internenic 
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cg03359516 1.59E-24 1.52E-20 -0.94097 -4.43406 0.348871 0.051258 NA 9 Island NA 126771184 Internenic 

cg22783180 1.67E-24 1.52E-20 0.326831 -3.17928 0.554008 0.108548 NA 10 Island NA 8091753 Internenic 

cg13466481 3.48E-24 2.76E-20 -0.162 -4.18559 0.493297 0.054393 NA 22 Island NA 17849848 Internenic 

cg23039333 9.14E-24 6.44E-20 0.017981 -4.0351 0.503253 0.070467 NA 3 Island NA 87842246 Internenic 

cg00290892 1.68E-23 1.07E-19 1.280189 -2.10251 0.698126 0.200083 NA 3 Island NA 87842398 Internenic 

cg23883409 1.07E-22 5.46E-19 -0.66907 -6.57882 0.446825 0.013843 NA 8 Island NA 142425636 Internenic 

cg22549986 1.12E-22 5.46E-19 -0.64526 -4.89268 0.415408 0.039192 NA 12 Island NA 1640392 Internenic 

cg24100726 1.12E-22 5.46E-19 -0.59833 -4.58537 0.427531 0.043231 NA 11 Island NA 46413072 Internenic 

cg06915334 3.32E-22 1.50E-18 -0.3789 -4.3251 0.450325 0.050481 NA 8 Island NA 20161343 Internenic 

cg22273427 8.21E-22 3.40E-18 0.97491 -2.12499 0.656207 0.196441 NA 2 Island NA 127977385 Internenic 

cg12632573 8.57E-22 3.40E-18 -0.48333 -3.67436 0.420717 0.080955 NA 2 Island NA 127783243 Internenic 

cg18869404 1.61E-21 6.01E-18 0.019162 -2.25055 0.504182 0.178852 NA 5 S_Shore NA 76937348 Internenic 

cg20785360 1.89E-21 6.65E-18 0.474336 -4.22114 0.578107 0.073508 NA 4 Island NA 155548000 Internenic 

cg04597894 2.93E-21 9.77E-18 0.136166 -2.61783 0.519653 0.148118 NA 4 Island NA 180980155 Internenic 

cg21005154 4.37E-21 1.39E-17 -0.22891 -4.52373 0.500652 0.046104 NA 7 Island NA 140340155 Internenic 

cg12954928 5.07E-21 1.53E-17 1.21359 -3.16131 0.676581 0.116476 NA 4 N_Shore NA 126235794 Internenic 

cg27175471 6.77E-21 1.95E-17 0.939362 -1.46706 0.648709 0.270757 NA 3 Island NA 87842019 Internenic 

cg15689689 7.84E-21 2.16E-17 -0.73214 -3.72366 0.390804 0.076864 NA 7 Island NA 54731936 Internenic 

cg02919997 1.05E-20 2.78E-17 -1.43633 -4.37757 0.282206 0.052427 NA 22 Island NA 42310476 Internenic 

cg14172603 1.26E-20 3.21E-17 0.083391 -4.89537 0.528581 0.045983 NA 9 Island NA 37037526 Internenic 

cg18334881 1.62E-20 3.95E-17 0.449365 -3.42403 0.575162 0.10529 NA 10 Island NA 102982492 Internenic 

cg06383979 1.81E-20 4.25E-17 -1.08365 -4.29367 0.348505 0.052652 NA 8 Island NA 81491196 Internenic 

cg05641033 1.96E-20 4.45E-17 -0.14027 -3.63347 0.477505 0.090687 NA 12 Island NA 1639534 Internenic 

cg18264638 2.45E-20 5.36E-17 0.0348 -3.7389 0.5048 0.086523 NA 14 Island NA 104602474 Internenic 

cg13537781 2.99E-20 6.16E-17 -0.31161 -3.96898 0.460421 0.066321 NA 17 Island NA 66192886 Internenic 

cg18330675 3.01E-20 6.16E-17 -0.51192 -4.31253 0.416262 0.061151 NA 4 Island NA 180980172 Internenic 

cg16307674 4.07E-20 8.06E-17 -0.70326 -4.58211 0.411568 0.047029 NA 7 Island NA 155170868 Internenic 

cg26423471 5.10E-20 9.46E-17 0.428153 -0.90097 0.572204 0.349515 NA 10 Island NA 118925454 Internenic 

cg12903911 5.27E-20 9.46E-17 -0.98113 -3.79553 0.366911 0.069609 NA 7 Island NA 155170812 Internenic 

cg14430542 5.36E-20 9.46E-17 -0.17764 -2.88211 0.470193 0.129006 NA 9 N_Shore NA 79637457 Internenic 

cg12615398 5.37E-20 9.46E-17 0.260492 -3.28759 0.544127 0.112803 NA 6 Island NA 34113306 Internenic 
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cg04369018 8.12E-20 1.39E-16 0.162275 -2.54342 0.527636 0.155013 NA 4 N_Shore NA 113626366 Internenic 

cg11079969 1.02E-19 1.70E-16 -1.00672 -3.2028 0.342375 0.101743 NA 15 Island NA 82339920 Internenic 

cg14007824 1.07E-19 1.74E-16 -1.62556 -3.85669 0.261126 0.067071 NA 9 N_Shore NA 132330661 Internenic 

cg05236879 1.97E-19 3.13E-16 -0.62329 -3.37788 0.403687 0.092846 NA 15 S_Shore NA 60292509 Internenic 

cg04010471 2.57E-19 3.97E-16 -1.14138 -7.28773 0.371492 0.015829 NA 13 Island NA 107570209 Internenic 

cg25479788 2.67E-19 4.03E-16 0.473223 -3.54437 0.582149 0.091502 NA 2 Island NA 79220217 Internenic 

cg05998639 3.31E-19 4.89E-16 0.311132 -4.93901 0.551442 0.059922 NA 12 Island NA 1639527 Internenic 

cg23577350 3.42E-19 4.93E-16 -0.95636 -5.72631 0.411089 0.021292 NA 1 Island NA 46998792 Internenic 

cg11362988 3.75E-19 5.29E-16 0.078085 -4.76459 0.534829 0.046681 NA 7 Island NA 1706883 Internenic 

cg13442432 5.03E-19 6.94E-16 0.533838 -4.18782 0.584784 0.081294 NA 11 Island NA 43600779 Internenic 

cg04058937 5.56E-19 7.50E-16 -0.24391 -4.41679 0.480296 0.056214 NA 15 Island NA 60289532 Internenic 

cg10207428 7.93E-19 1.05E-15 -0.68972 -3.79068 0.422618 0.069162 NA 6 Island NA 114663972 Internenic 

cg01941403 8.24E-19 1.07E-15 -0.51351 -4.19926 0.432809 0.062352 NA 6 Island NA 99293292 Internenic 

cg18670721 8.41E-19 1.07E-15 -0.49649 -4.41595 0.434373 0.054798 NA 6 Island NA 34113570 Internenic 

cg07849823 1.02E-18 1.27E-15 0.226403 -4.17781 0.535325 0.074465 NA 22 Island NA 50242083 Internenic 

cg03927893 1.08E-18 1.31E-15 -0.12933 -3.74243 0.492059 0.082481 NA 22 Island NA 17850130 Internenic 

cg22686854 1.30E-18 1.55E-15 0.946775 -4.11433 0.63788 0.085983 NA 2 N_Shore NA 79220029 Internenic 

cg13620096 1.48E-18 1.72E-15 -1.94998 -5.35654 0.24803 0.026193 NA 1 Island NA 230561250 Internenic 

cg02565529 1.49E-18 1.72E-15 0.025462 -4.3986 0.503678 0.067351 NA 2 Island NA 172971350 Internenic 

cg08708599 1.58E-18 1.78E-15 -1.06207 -3.96037 0.368331 0.061316 NA 1 Island NA 244893918 Internenic 

cg14091626 1.60E-18 1.78E-15 0.02499 -3.02158 0.504891 0.121828 NA 8 Island NA 93115898 Internenic 

cg01281776 1.89E-18 2.07E-15 0.276893 -3.57015 0.561118 0.091395 NA 4 Island NA 20253595 Internenic 

cg00270778 1.93E-18 2.07E-15 0.710804 -3.66151 0.624845 0.095905 NA 2 Island NA 127977559 Internenic 

cg26437826 1.97E-18 2.08E-15 -0.05933 -3.78987 0.491389 0.085785 NA 5 Island NA 76936361 Internenic 

cg27269940 2.04E-18 2.12E-15 -0.68651 -4.38594 0.428818 0.049903 NA 12 Island NA 52241972 Internenic 

cg08402439 2.18E-18 2.23E-15 -0.32081 -2.92182 0.448124 0.126897 NA 4 Island NA 180980552 Internenic 

cg10322724 2.31E-18 2.32E-15 0.096287 -4.19809 0.54157 0.065234 NA 4 Island NA 20253556 Internenic 

cg21229339 2.38E-18 2.36E-15 0.261785 -3.41553 0.543531 0.107936 NA 4 Island NA 180979522 Internenic 

cg03743008 2.43E-18 2.37E-15 -0.40218 -3.97846 0.448955 0.069817 NA 1 Island NA 218338449 Internenic 

cg01801182 2.97E-18 2.86E-15 -1.80163 -4.85952 0.274907 0.034449 NA 1 Island NA 46998715 Internenic 

cg13437711 4.06E-18 3.84E-15 -1.69698 -6.46086 0.300768 0.016906 NA 1 Island NA 91317248 Internenic 
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cg20548339 4.18E-18 3.90E-15 -1.23745 -5.15533 0.334686 0.036416 NA 10 Island NA 134601490 Internenic 

cg07346242 4.28E-18 3.93E-15 -2.75013 -6.23112 0.167237 0.014831 NA 4 Island NA 20253277 Internenic 

cg04884111 4.92E-18 4.46E-15 -0.90184 -4.02134 0.370031 0.066756 NA 15 S_Shore NA 82339984 Internenic 

cg16511994 5.13E-18 4.55E-15 -0.61757 -4.76988 0.419541 0.047089 NA 7 Island NA 127807621 Internenic 

cg14637002 5.16E-18 4.55E-15 -0.59297 -3.67311 0.418797 0.081474 NA 8 Island NA 99953022 Internenic 

cg24408656 6.17E-18 5.33E-15 -0.37572 -3.94751 0.458225 0.06986 NA 20 Island NA 21503861 Internenic 

cg15057446 6.21E-18 5.33E-15 -0.50443 -3.16076 0.418536 0.112595 NA 11 Island NA 74951923 Internenic 

cg07486230 6.38E-18 5.38E-15 -0.58167 -5.29856 0.422793 0.041151 NA 8 Island NA 144503571 Internenic 

cg18522518 6.45E-18 5.38E-15 -1.1079 -5.55808 0.382287 0.025292 NA 2 N_Shore NA 127534476 Internenic 

cg11862610 7.22E-18 5.95E-15 -0.18145 -4.74176 0.495188 0.050267 NA 4 Island NA 113627421 Internenic 

cg15441864 7.39E-18 6.01E-15 -1.76891 -3.23621 0.234003 0.097658 NA 12 Island NA 8549243 Internenic 

cg22064581 7.49E-18 6.02E-15 -0.51923 -4.58133 0.411907 0.056886 NA 6 Island NA 34113293 Internenic 

cg21047823 7.59E-18 6.02E-15 0.100094 -3.01663 0.517075 0.126777 NA 2 Island NA 172971306 Internenic 

cg26817334 8.04E-18 6.30E-15 -0.97543 -3.90563 0.370188 0.067486 NA 2 Island NA 119613580 Internenic 

cg09848096 1.06E-17 8.22E-15 0.366208 -2.88628 0.564566 0.133528 NA 10 Island NA 118928012 Internenic 

cg22906700 1.17E-17 8.94E-15 0.06807 -3.98323 0.517542 0.08062 NA 9 Island NA 126762603 Internenic 

cg21782376 1.20E-17 9.07E-15 -0.59546 -4.13537 0.421741 0.065756 NA 2 Island NA 127534799 Internenic 

cg10443195 1.33E-17 9.96E-15 -0.81199 -3.63028 0.394899 0.078775 NA 6 Island NA 114663570 Internenic 

cg14556896 1.47E-17 1.08E-14 0.499322 -3.41299 0.579881 0.112058 NA 12 Island NA 22094963 Internenic 

cg16532643 1.61E-17 1.17E-14 -1.74037 -4.86121 0.256225 0.039428 NA 6 Island NA 34111750 Internenic 

cg20753954 1.84E-17 1.32E-14 -0.44853 -4.67841 0.47253 0.046231 NA 7 Island NA 1706809 Internenic 

cg07570573 1.85E-17 1.32E-14 0.539272 -3.40667 0.587865 0.115502 NA 10 Island NA 118925349 Internenic 

cg14789039 1.97E-17 1.39E-14 0.364564 -3.66071 0.559604 0.101098 NA 11 Island NA 33850961 Internenic 

cg23589617 2.20E-17 1.53E-14 0.056566 -3.54718 0.505358 0.100765 NA 11 Island NA 43600728 Internenic 

cg07844479 2.23E-17 1.53E-14 -0.34485 -3.7058 0.455351 0.086285 NA 7 Island NA 54732060 Internenic 

cg13632230 2.33E-17 1.59E-14 -0.73785 -4.39234 0.417366 0.05364 NA 9 Island NA 108418691 Internenic 

cg07300200 2.41E-17 1.63E-14 0.579476 -3.86837 0.603556 0.092211 NA 8 Island NA 143534100 Internenic 

cg15830431 2.50E-17 1.67E-14 -0.82883 -4.22148 0.387886 0.062473 NA 8 Island NA 99952591 Internenic 

cg06775930 2.52E-17 1.67E-14 -0.68942 -4.6486 0.432802 0.048855 NA 6 Island NA 126069089 Internenic 

cg05528782 2.61E-17 1.71E-14 0.137985 -4.57995 0.523671 0.067479 NA 4 Island NA 155547985 Internenic 

cg12632097 2.84E-17 1.84E-14 -0.52648 -3.66106 0.427888 0.085137 NA 22 Island NA 17849926 Internenic 
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cg15946259 2.89E-17 1.85E-14 -1.01676 -3.29077 0.358635 0.094308 NA 8 Island NA 142425671 Internenic 

cg02998620 3.07E-17 1.95E-14 -0.3745 -3.3989 0.441543 0.09982 NA 2 S_Shore NA 223171473 Internenic 

cg23961466 3.25E-17 2.04E-14 0.271616 -2.65478 0.543932 0.14956 NA 5 Island NA 76936545 Internenic 

cg22863209 3.77E-17 2.35E-14 -0.31434 -5.48235 0.490268 0.035506 NA 8 Island NA 142425581 Internenic 

cg02226810 4.11E-17 2.53E-14 0.700973 -2.08024 0.614133 0.207002 NA 6 Island NA 1605352 Internenic 

cg23709913 4.21E-17 2.57E-14 0.136639 -2.14258 0.523074 0.195508 NA 2 Island NA 132152429 Internenic 

cg24923891 4.36E-17 2.62E-14 -0.77597 -5.44357 0.430459 0.029931 NA 10 N_Shore NA 102414057 Internenic 

cg11576513 4.37E-17 2.62E-14 -0.89456 -5.87057 0.424779 0.024847 NA 6 Island NA 114663692 Internenic 

cg26804185 4.42E-17 2.62E-14 -0.91991 -3.76557 0.356416 0.079908 NA 4 N_Shore NA 55092884 Internenic 

cg13755796 5.13E-17 3.01E-14 0.191127 -5.16182 0.563522 0.047413 NA 4 Island NA 20253514 Internenic 

cg03167413 5.28E-17 3.06E-14 -0.86714 -4.35855 0.395961 0.051279 NA 7 N_Shore NA 113723093 Internenic 

cg08993236 5.31E-17 3.06E-14 -0.90054 -5.14399 0.404882 0.038369 NA 22 Island NA 50242901 Internenic 

cg00014289 5.44E-17 3.11E-14 0.602038 -1.93111 0.593287 0.213083 NA 11 Island NA 124709875 Internenic 

cg14041283 5.50E-17 3.12E-14 -0.5541 -3.96732 0.427818 0.074387 NA 9 N_Shore NA 17906338 Internenic 

cg10946669 5.75E-17 3.19E-14 0.20657 -4.58091 0.563503 0.054266 NA 4 N_Shore NA 20253130 Internenic 

cg14580502 5.75E-17 3.19E-14 -0.52169 -5.79583 0.449706 0.035713 NA 2 S_Shore NA 127977849 Internenic 

cg23419635 5.78E-17 3.19E-14 0.735967 -2.92762 0.616057 0.142031 NA 4 S_Shore NA 180980684 Internenic 

cg04304333 6.68E-17 3.66E-14 -0.16535 -2.85657 0.471751 0.136028 NA 17 Island NA 59474038 Internenic 

cg15489250 6.86E-17 3.70E-14 -0.11566 -4.22585 0.505675 0.071001 NA 14 S_Shore NA 36994906 Internenic 

cg14207954 6.88E-17 3.70E-14 -1.35581 -4.8009 0.347951 0.036977 NA 2 Island NA 96987397 Internenic 

cg03353926 6.97E-17 3.71E-14 -0.3977 -2.8599 0.433821 0.133469 NA 2 Island NA 45165527 Internenic 

cg06692745 8.17E-17 4.32E-14 0.003247 -3.96827 0.498733 0.080755 NA 7 Island NA 90225159 Internenic 

cg17202854 8.36E-17 4.38E-14 -0.36134 -3.20102 0.454199 0.106891 NA 11 Island NA 124709925 Internenic 

cg04215672 8.76E-17 4.56E-14 -1.01367 -3.31286 0.347154 0.096959 NA 4 Island NA 4108791 Internenic 

cg06392442 8.96E-17 4.62E-14 0.365813 -3.54757 0.556247 0.106085 NA 4 Island NA 184719063 Internenic 

cg15317068 9.22E-17 4.72E-14 -0.39206 -2.9383 0.443345 0.124182 NA 10 Island NA 118927664 Internenic 

cg14162034 9.84E-17 5.00E-14 -0.29629 -4.53957 0.451267 0.06504 NA 15 Island NA 78112026 Internenic 

cg15600422 1.05E-16 5.26E-14 0.21529 -3.78232 0.541216 0.090846 NA 16 Island NA 88450381 Internenic 

cg00697626 1.05E-16 5.26E-14 -0.85671 -5.24661 0.423048 0.034569 NA 9 Island NA 108418416 Internenic 

cg09013204 1.06E-16 5.26E-14 -0.12314 -3.99748 0.496421 0.078198 NA 13 Island NA 79183513 Internenic 

cg19262377 1.09E-16 5.36E-14 -1.09305 -3.91941 0.344769 0.069318 NA 8 Island NA 144503586 Internenic 
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cg14852134 1.18E-16 5.67E-14 0.424279 -4.27157 0.56393 0.077464 NA 20 Island NA 13200748 Internenic 

cg13004182 1.18E-16 5.67E-14 0.682455 -4.03747 0.612986 0.094837 NA 5 Island NA 172665707 Internenic 

cg01759126 1.18E-16 5.67E-14 -0.09708 -5.79825 0.520108 0.041188 NA 2 Island NA 68870892 Internenic 

cg14982133 1.25E-16 5.94E-14 -0.33928 -4.92896 0.451939 0.051567 NA 13 N_Shore NA 107570032 Internenic 

cg22929692 1.28E-16 6.07E-14 -0.65257 -4.0602 0.425041 0.064852 NA 19 Island NA 15334421 Internenic 

cg17059694 1.30E-16 6.09E-14 -0.58487 -4.2078 0.416382 0.067176 NA 2 S_Shore NA 105473800 Internenic 

cg14345980 1.34E-16 6.24E-14 -0.57004 -4.91771 0.434089 0.045734 NA 14 Island NA 105310181 Internenic 

cg14620549 1.35E-16 6.24E-14 -1.58064 -5.85568 0.338037 0.019866 NA 9 Island NA 108418809 Internenic 

cg16589463 1.43E-16 6.57E-14 -1.36943 -4.31998 0.328581 0.050241 NA 6 Island NA 99293069 Internenic 

cg21533806 1.44E-16 6.57E-14 -0.18898 -5.2288 0.49285 0.052353 NA 12 Island NA 95267307 Internenic 

cg08044969 1.47E-16 6.67E-14 1.070631 -3.86785 0.66607 0.107467 NA 15 Island NA 78111390 Internenic 

cg22273335 1.58E-16 7.09E-14 0.172041 -4.1003 0.529701 0.082171 NA 4 S_Shore NA 180981036 Internenic 

cg22892539 1.59E-16 7.11E-14 -0.99972 -4.67829 0.366115 0.050457 NA 5 Island NA 1667258 Internenic 

cg23270434 1.65E-16 7.30E-14 -1.01253 -4.02403 0.372966 0.063258 NA 6 S_Shore NA 33181524 Internenic 

cg25136353 1.66E-16 7.30E-14 -0.80017 -3.86859 0.382872 0.075468 NA 10 Island NA 44185896 Internenic 

cg13886354 1.93E-16 8.45E-14 -0.59967 -4.04757 0.435968 0.065649 NA 9 N_Shore NA 17906113 Internenic 

cg07480369 2.12E-16 9.23E-14 0.005007 -3.87142 0.502251 0.082946 NA 2 S_Shore NA 114261979 Internenic 

cg13984434 2.25E-16 9.70E-14 -0.51305 -4.29621 0.432274 0.066406 NA 11 Island NA 74952165 Internenic 

cg10607599 2.33E-16 9.99E-14 -0.43534 -4.03922 0.470699 0.066399 NA 11 Island NA 120382422 Internenic 

cg19769850 2.49E-16 1.06E-13 -1.22156 -5.19631 0.329784 0.040782 NA 1 Island NA 91317389 Internenic 

cg01945816 2.57E-16 1.09E-13 0.433558 -2.57433 0.577379 0.160235 NA 4 S_Shore NA 113627637 Internenic 

cg04504956 2.77E-16 1.16E-13 -0.81713 -2.95709 0.378339 0.118674 NA 19 Island NA 55963317 Internenic 

cg14368881 2.80E-16 1.17E-13 -0.93107 -4.55341 0.383719 0.053366 NA 9 Island NA 21396078 Internenic 

cg25406166 2.83E-16 1.17E-13 0.481061 -3.29798 0.57975 0.122689 NA 6 Island NA 91320964 Internenic 

cg07589254 3.02E-16 1.24E-13 0.753733 -3.11815 0.619367 0.136012 NA 7 Island NA 1705402 Internenic 

cg07370646 3.19E-16 1.31E-13 0.116273 -3.77771 0.536849 0.090907 NA 22 Island NA 42310874 Internenic 

cg18988685 3.23E-16 1.31E-13 -0.46049 -2.81718 0.430829 0.132642 NA 2 Island NA 233368473 Internenic 

cg05889234 3.33E-16 1.35E-13 -0.76718 -2.9494 0.375797 0.123992 NA 10 Island NA 102983065 Internenic 

cg01569204 3.36E-16 1.35E-13 -1.9046 -4.70192 0.245037 0.041247 NA 1 Island NA 218337839 Internenic 

cg26714693 3.57E-16 1.42E-13 -0.88447 -3.01127 0.362762 0.116956 NA 5 S_Shore NA 172711094 Internenic 

cg08115387 4.21E-16 1.67E-13 -1.09526 -5.61173 0.355568 0.035293 NA 20 Island NA 709194 Internenic 
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cg03654472 4.23E-16 1.67E-13 -1.10238 -4.09831 0.365256 0.058652 NA 5 Island NA 134375057 Internenic 

cg00887814 4.39E-16 1.72E-13 0.300052 -2.59075 0.548228 0.161738 NA 4 Island NA 141419276 Internenic 

cg23298047 4.41E-16 1.72E-13 1.281038 -1.65154 0.695252 0.25534 NA 15 S_Shore NA 30261418 Internenic 

cg02943433 4.59E-16 1.78E-13 0.018368 -3.1637 0.501896 0.121548 NA 10 Island NA 43249924 Internenic 

cg11825926 4.71E-16 1.81E-13 -0.32678 -3.05604 0.447145 0.12033 NA 9 Island NA 129374641 Internenic 

cg13582435 4.75E-16 1.81E-13 -0.12996 -2.70995 0.477521 0.148391 NA 15 Island NA 53096481 Internenic 

cg15219689 4.80E-16 1.82E-13 -0.39966 -5.83632 0.465913 0.038575 NA 22 Island NA 50242492 Internenic 

cg08425479 4.83E-16 1.82E-13 0.269907 -5.37863 0.542909 0.056221 NA 4 Island NA 126236006 Internenic 

cg10375078 4.97E-16 1.87E-13 0.226209 -4.03622 0.537495 0.090828 NA 10 Island NA 22624374 Internenic 

cg07222309 5.11E-16 1.91E-13 -0.67759 -2.7843 0.390311 0.134893 NA 10 N_Shore NA 118924759 Internenic 

cg02757194 5.19E-16 1.93E-13 0.727046 -4.04733 0.615603 0.093533 NA 11 Island NA 44748427 Internenic 

cg10658573 5.82E-16 2.15E-13 -0.07953 -3.30085 0.496038 0.107506 NA 6 S_Shore NA 33181509 Internenic 

cg14359486 5.87E-16 2.15E-13 -0.2226 -3.22561 0.476171 0.110458 NA 9 Island NA 21396119 Internenic 

cg06702733 6.33E-16 2.31E-13 0.051159 -3.33892 0.508569 0.117034 NA 4 Island NA 57397016 Internenic 

cg08010362 6.49E-16 2.35E-13 -0.96856 -4.28685 0.38673 0.054147 NA 7 N_Shore NA 113723025 Internenic 

cg17429000 6.89E-16 2.49E-13 0.372181 -3.68502 0.560794 0.104368 NA 5 Island NA 76936636 Internenic 

cg06434735 7.52E-16 2.69E-13 -2.25228 -5.38209 0.224216 0.025566 NA 11 Island NA 120382197 Internenic 

cg05877648 8.04E-16 2.87E-13 -1.44937 -4.78963 0.311252 0.043328 NA 6 Island NA 108479243 Internenic 

cg13980570 8.82E-16 3.12E-13 -0.25995 -4.34747 0.457135 0.076348 NA 7 Island NA 1705405 Internenic 

cg16445574 8.85E-16 3.12E-13 -2.17081 -6.54441 0.268049 0.01328 NA 12 Island NA 298378 Internenic 

cg24389606 9.64E-16 3.38E-13 -0.10946 -3.2706 0.493066 0.106642 NA 14 Island NA 104602875 Internenic 

cg23848131 1.04E-15 3.63E-13 -0.79915 -5.56106 0.408403 0.039821 NA 19 Island NA 7981230 Internenic 

cg21155870 1.17E-15 4.03E-13 -0.99468 -3.20218 0.350827 0.104651 NA 9 Island NA 34591604 Internenic 

cg25766271 1.17E-15 4.03E-13 -0.37157 -2.84245 0.439616 0.135867 NA 4 N_Shore NA 6564640 Internenic 

cg12627071 1.25E-15 4.28E-13 0.508423 -2.47937 0.582545 0.172955 NA 2 Island NA 237072673 Internenic 

cg10604851 1.29E-15 4.39E-13 -0.74264 -3.16441 0.38503 0.109925 NA 12 N_Shore NA 103344336 Internenic 

cg22273360 1.32E-15 4.48E-13 -0.34918 -3.49664 0.465916 0.09354 NA 19 Island NA 30215355 Internenic 

cg25794529 1.33E-15 4.50E-13 -0.45144 -3.23985 0.427295 0.11173 NA 13 Island NA 25321494 Internenic 

cg02486259 1.35E-15 4.54E-13 0.242979 -3.23975 0.538142 0.122287 NA 9 Island NA 37037760 Internenic 

cg06331300 1.36E-15 4.54E-13 -0.61526 -3.22078 0.410937 0.106536 NA 7 Island NA 20830702 Internenic 

cg22709563 1.41E-15 4.70E-13 -0.8534 -2.99522 0.369049 0.117735 NA 2 Island NA 127976738 Internenic 
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cg04427498 1.48E-15 4.88E-13 1.172148 -1.42146 0.674897 0.281828 NA 7 Island NA 20830657 Internenic 

cg14133619 1.53E-15 5.04E-13 0.033959 -3.08276 0.505804 0.128014 NA 9 Island NA 114359 Internenic 

cg06619766 1.54E-15 5.04E-13 -0.96508 -3.80152 0.367818 0.075619 NA 2 Island NA 223171105 Internenic 

cg23922560 1.56E-15 5.09E-13 -0.81274 -3.02259 0.386514 0.113119 NA 14 Island NA 37117375 Internenic 

cg01713485 1.60E-15 5.18E-13 -0.50874 -4.09305 0.442703 0.068813 NA 2 Island NA 119613275 Internenic 

cg26675097 1.61E-15 5.20E-13 -0.26147 -3.44766 0.468298 0.102177 NA 20 Island NA 21083737 Internenic 

cg13733314 1.66E-15 5.32E-13 -1.59346 -4.1506 0.293118 0.055494 NA 7 Island NA 20830816 Internenic 

cg15864834 1.71E-15 5.44E-13 -0.81679 -5.14239 0.387713 0.039748 NA 2 Island NA 237088197 Internenic 

cg16423375 1.72E-15 5.44E-13 -1.06348 -3.17661 0.343909 0.103701 NA 5 S_Shore NA 76937424 Internenic 

cg12680730 1.72E-15 5.44E-13 -0.21324 -4.78993 0.463712 0.069305 NA 4 Island NA 155548094 Internenic 

cg24477671 1.74E-15 5.46E-13 -1.33897 -4.63805 0.322523 0.047026 NA 6 Island NA 33181227 Internenic 

cg01162104 1.80E-15 5.64E-13 -0.53241 -5.02714 0.47362 0.044135 NA 11 Island NA 124709577 Internenic 

cg12194701 1.87E-15 5.79E-13 0.174851 -3.25832 0.541632 0.115517 NA 8 Island NA 99952749 Internenic 

cg13661740 1.87E-15 5.79E-13 0.482513 -3.00967 0.576189 0.138791 NA 9 Island NA 79635912 Internenic 

cg27175294 1.88E-15 5.79E-13 -1.36672 -6.68994 0.386347 0.020573 NA 22 Island NA 42311039 Internenic 

cg22715837 2.03E-15 6.23E-13 -0.05251 -4.35734 0.495784 0.073655 NA 7 N_Shore NA 113723162 Internenic 

cg13833484 2.05E-15 6.26E-13 -1.65273 -4.52643 0.284259 0.045877 NA 6 Island NA 17102536 Internenic 

cg18945842 2.09E-15 6.32E-13 -1.13526 -5.40851 0.38317 0.033464 NA 22 Island NA 42306589 Internenic 

cg11633126 2.10E-15 6.32E-13 -0.51853 -4.97411 0.453311 0.043195 NA 11 NA NA 123947157 Internenic 

cg01070794 2.10E-15 6.32E-13 -1.63405 -4.5027 0.273811 0.049771 NA 1 Island NA 218337781 Internenic 

cg11589520 2.21E-15 6.62E-13 1.003337 -1.9263 0.648437 0.225148 NA 17 Island NA 14200790 Internenic 

cg15543173 2.65E-15 7.89E-13 0.138974 -4.97434 0.523553 0.066971 NA 9 Island NA 114434 Internenic 

cg11963409 2.79E-15 8.27E-13 -1.49763 -4.04458 0.292835 0.063229 NA 2 N_Shore NA 96986954 Internenic 

cg00371239 2.82E-15 8.31E-13 -0.1012 -3.7116 0.479821 0.098195 NA 1 Island NA 91316722 Internenic 

cg04812760 2.93E-15 8.58E-13 -2.80148 -5.61857 0.146006 0.023569 NA 15 Island NA 98971491 Internenic 

cg05372730 2.93E-15 8.58E-13 -0.41356 -4.50929 0.452797 0.062658 NA 10 Island NA 118928025 Internenic 

cg21757276 2.95E-15 8.60E-13 -0.7056 -4.02764 0.425662 0.065345 NA 3 N_Shore NA 27755006 Internenic 

cg15465219 3.13E-15 9.06E-13 -1.18655 -4.15758 0.324653 0.06636 NA 19 N_Shore NA 31210456 Internenic 

cg08325821 3.17E-15 9.16E-13 -0.72622 -2.62727 0.382955 0.146745 NA 2 Island NA 91670297 Internenic 

cg13451280 3.21E-15 9.21E-13 0.288523 -6.58804 0.575973 0.042327 NA 2 Island NA 68870812 Internenic 

cg16094298 3.22E-15 9.21E-13 -0.85136 -4.06143 0.365788 0.072835 NA 11 Island NA 43601285 Internenic 
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cg17045804 3.54E-15 1.01E-12 -0.42504 -4.82744 0.476464 0.051614 NA 5 Island NA 32710009 Internenic 

cg06240947 3.61E-15 1.02E-12 -0.51837 -3.11487 0.425806 0.115109 NA 8 Island NA 140717372 Internenic 

cg22727304 3.70E-15 1.04E-12 -1.07505 -2.93714 0.338278 0.119461 NA 6 Island NA 108439520 Internenic 

cg27112102 3.93E-15 1.10E-12 1.310089 -0.81088 0.695172 0.365013 NA 18 Island NA 5629249 Internenic 

cg03790899 3.95E-15 1.10E-12 -0.15457 -3.66479 0.491974 0.093273 NA 15 Island NA 98971789 Internenic 

cg08097281 4.10E-15 1.14E-12 0.322098 -3.63177 0.566094 0.098151 NA 8 S_Shore NA 26724744 Internenic 

cg08555460 4.14E-15 1.15E-12 -0.44758 -3.18528 0.453438 0.102447 NA 14 Island NA 37117409 Internenic 

cg10424454 4.16E-15 1.15E-12 -1.47297 -4.65581 0.309075 0.044965 NA 11 NA NA 123947190 Internenic 

cg22566624 4.33E-15 1.19E-12 -1.45073 -5.32632 0.330542 0.0311 NA 19 Island NA 30215557 Internenic 

cg07377985 4.44E-15 1.21E-12 -0.53576 -3.0177 0.427238 0.112864 NA 10 Island NA 130008585 Internenic 

cg13536876 4.44E-15 1.21E-12 -1.93374 -6.15542 0.285243 0.020864 NA 7 Island NA 1707236 Internenic 

cg27395666 4.46E-15 1.21E-12 -1.37185 -4.2315 0.319859 0.056745 NA 1 S_Shelf NA 98513986 Internenic 

cg06753949 4.51E-15 1.22E-12 -0.92613 -4.47533 0.402039 0.054222 NA 19 Island NA 15334309 Internenic 

cg25335616 4.57E-15 1.22E-12 -1.5334 -3.50901 0.280136 0.084086 NA 8 N_Shore NA 7079037 Internenic 

cg05572456 4.57E-15 1.22E-12 -1.43857 -3.77862 0.309608 0.069918 NA 2 Island NA 172961504 Internenic 

cg12940104 4.75E-15 1.27E-12 -1.20246 -5.22043 0.349923 0.037619 NA 6 Island NA 108439511 Internenic 

cg14805996 4.90E-15 1.30E-12 0.776098 -2.64587 0.62481 0.169062 NA 10 Island NA 118923234 Internenic 

cg11369761 4.93E-15 1.30E-12 -0.48797 -3.75053 0.428749 0.083213 NA 2 S_Shore NA 168151051 Internenic 

cg18784420 5.01E-15 1.32E-12 -1.49708 -4.61215 0.272233 0.05354 NA 3 NA NA 43936032 Internenic 

cg25947878 5.18E-15 1.36E-12 -0.77787 -3.64144 0.408237 0.080708 NA 2 Island NA 20068702 Internenic 

cg21768566 5.31E-15 1.38E-12 -0.75125 -4.02518 0.418736 0.06764 NA 7 Island NA 1265325 Internenic 

cg11718317 5.32E-15 1.38E-12 -0.40853 -2.64715 0.432866 0.149682 NA 11 Island NA 126873689 Internenic 

cg07602492 5.62E-15 1.46E-12 -1.76514 -4.63181 0.246497 0.048025 NA 1 S_Shore NA 72750241 Internenic 

cg09252495 5.66E-15 1.46E-12 -0.88528 -4.87308 0.416383 0.044103 NA 20 Island NA 21503898 Internenic 

cg26020635 5.70E-15 1.47E-12 -0.68292 -4.79417 0.395705 0.058425 NA 17 Island NA 40224636 Internenic 

cg26786029 6.24E-15 1.60E-12 0.076965 -3.24488 0.516942 0.119284 NA 6 Island NA 30431724 Internenic 

cg01310600 6.35E-15 1.62E-12 -1.31435 -4.78015 0.363513 0.039401 NA 2 Island NA 96987238 Internenic 

cg07385577 6.50E-15 1.64E-12 -1.76178 -5.39986 0.304729 0.02808 NA 21 Island NA 47394015 Internenic 

cg05683504 6.50E-15 1.64E-12 -1.44131 -3.66692 0.290596 0.079515 NA 6 Island NA 106442450 Internenic 

cg05794480 6.66E-15 1.68E-12 -0.4366 -5.3867 0.463536 0.04886 NA 18 NA NA 75362920 Internenic 

cg25688568 6.85E-15 1.72E-12 -0.95506 -3.91013 0.385831 0.06927 NA 18 Island NA 6730036 Internenic 
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cg01307502 7.99E-15 1.99E-12 -0.84208 -2.96012 0.380039 0.117993 NA 6 S_Shore NA 33181565 Internenic 

cg23761820 8.41E-15 2.09E-12 -1.38204 -4.08879 0.329126 0.057758 NA 6 Island NA 114664754 Internenic 

cg03099482 8.47E-15 2.10E-12 -0.6723 -3.96287 0.415862 0.072133 NA 7 Island NA 113725376 Internenic 

cg22217158 8.53E-15 2.11E-12 -0.64485 -2.51238 0.393327 0.157991 NA 5 Island NA 72595188 Internenic 

cg03347944 8.79E-15 2.16E-12 -0.93716 -4.00522 0.36773 0.072357 NA 1 Island NA 91317001 Internenic 

cg09819371 9.35E-15 2.28E-12 -1.37695 -3.71134 0.305659 0.075987 NA 8 Island NA 131456044 Internenic 

cg02785814 9.36E-15 2.28E-12 -0.03628 -3.86576 0.495669 0.093883 NA 11 Island NA 44338707 Internenic 

cg02671126 9.58E-15 2.33E-12 -1.31131 -5.01551 0.380672 0.033139 NA 9 Island NA 34701735 Internenic 

cg26387966 9.74E-15 2.36E-12 -1.94414 -4.15788 0.240416 0.055634 NA 8 Island NA 144503421 Internenic 

cg11244051 9.85E-15 2.38E-12 -0.23354 -2.40773 0.475334 0.165666 NA 4 Island NA 113626914 Internenic 

cg10537421 1.02E-14 2.46E-12 -0.44093 -2.80943 0.427633 0.136653 NA 20 Island NA 21083685 Internenic 

cg22283195 1.04E-14 2.50E-12 -0.88651 -4.2476 0.379847 0.063675 NA 2 N_Shore NA 154333746 Internenic 

cg10041635 1.05E-14 2.51E-12 -1.16927 -4.30126 0.359348 0.054799 NA 6 Island NA 33181021 Internenic 

cg15847963 1.06E-14 2.51E-12 0.183645 -4.04093 0.529423 0.085283 NA 4 Island NA 180979320 Internenic 

cg22210157 1.06E-14 2.51E-12 -0.16446 -3.43097 0.486913 0.105558 NA 3 Island NA 46853986 Internenic 

cg10427452 1.06E-14 2.51E-12 0.020193 -3.92135 0.513981 0.084333 NA 5 NA NA 3122030 Internenic 

cg15803869 1.17E-14 2.75E-12 -0.97531 -4.29443 0.393654 0.05605 NA 10 Island NA 8092165 Internenic 

cg06367154 1.21E-14 2.84E-12 -1.30357 -6.17901 0.385989 0.018161 NA 7 Island NA 1707338 Internenic 

cg21081832 1.23E-14 2.87E-12 0.690599 -3.1592 0.614632 0.135483 NA 1 Island NA 76081379 Internenic 

cg17530231 1.24E-14 2.87E-12 -1.69184 -4.90236 0.278922 0.039456 NA 2 S_Shore NA 237082534 Internenic 

cg03654080 1.25E-14 2.89E-12 -0.05898 -3.28118 0.490339 0.118994 NA 12 NA NA 10306177 Internenic 

cg03442569 1.26E-14 2.91E-12 -1.03615 -4.24006 0.368671 0.061176 NA 6 Island NA 99291677 Internenic 

cg04468551 1.30E-14 2.99E-12 -0.13972 -2.51894 0.483555 0.161167 NA 12 S_Shore NA 59990894 Internenic 

cg03186339 1.34E-14 3.07E-12 -0.03085 -1.3691 0.496381 0.281671 NA 6 Island NA 108439752 Internenic 

cg05270922 1.40E-14 3.18E-12 -1.49126 -5.05846 0.32109 0.035891 NA 1 NA NA 101775452 Internenic 

cg16624787 1.40E-14 3.18E-12 -0.67827 -5.42954 0.438605 0.040436 NA 17 Island NA 45867661 Internenic 

cg02643218 1.44E-14 3.27E-12 -0.75099 -5.8059 0.425818 0.037647 NA 5 Island NA 32709934 Internenic 

cg10189607 1.48E-14 3.34E-12 -0.47953 -3.55171 0.445094 0.09242 NA 4 Island NA 184719753 Internenic 

cg22876894 1.49E-14 3.35E-12 0.11713 -2.28633 0.519082 0.184974 NA 20 N_Shore NA 1783624 Internenic 

cg04799489 1.54E-14 3.45E-12 -0.93938 -3.87593 0.398916 0.066837 NA 10 Island NA 43249161 Internenic 

cg12887001 1.56E-14 3.48E-12 -1.69409 -3.95185 0.244741 0.069751 NA 9 N_Shore NA 40633261 Internenic 
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cg15321298 1.57E-14 3.49E-12 -0.67838 -3.96952 0.403332 0.078864 NA 6 Island NA 150311726 Internenic 

cg05532414 1.58E-14 3.50E-12 -0.08479 -2.32273 0.487026 0.178863 NA 2 Island NA 172971090 Internenic 

cg07236798 1.61E-14 3.55E-12 -0.37414 -3.21938 0.44346 0.108888 NA 8 Island NA 131455818 Internenic 

cg05281221 1.64E-14 3.61E-12 -0.36198 -6.23312 0.459934 0.035248 NA 11 N_Shore NA 43600303 Internenic 

cg00109503 1.65E-14 3.62E-12 0.182787 -4.54874 0.56244 0.069081 NA 12 Island NA 52242166 Internenic 

cg01416388 1.66E-14 3.63E-12 -0.16175 -3.06133 0.474199 0.127789 NA 22 Island NA 39784598 Internenic 

cg11655629 1.68E-14 3.67E-12 -1.74463 -4.76135 0.294977 0.038397 NA 7 N_Shore NA 113724864 Internenic 

cg11053304 1.71E-14 3.71E-12 -2.52373 -5.59941 0.213826 0.021855 NA 1 Island NA 244893656 Internenic 

cg21126487 1.76E-14 3.79E-12 0.042148 -2.24894 0.508372 0.185477 NA 14 S_Shore NA 37117706 Internenic 

cg07002372 1.76E-14 3.79E-12 0.068032 -4.38701 0.523667 0.070005 NA 12 Island NA 95267784 Internenic 

cg00070242 1.95E-14 4.19E-12 -0.74487 -3.07543 0.386163 0.117273 NA 2 Island NA 91670911 Internenic 

cg11406050 2.00E-14 4.29E-12 -1.08392 -3.97915 0.374944 0.063956 NA 17 Island NA 34998759 Internenic 

cg16710894 2.02E-14 4.32E-12 -0.74406 -3.18558 0.409805 0.103295 NA 10 Island NA 8092264 Internenic 

cg24240466 2.07E-14 4.41E-12 -0.15679 -4.68166 0.478619 0.069931 NA 15 Island NA 78111830 Internenic 

cg14620039 2.10E-14 4.45E-12 -0.82521 -3.80679 0.394311 0.077522 NA 9 Island NA 21396107 Internenic 

cg12769138 2.10E-14 4.45E-12 -1.03432 -4.38942 0.399632 0.048281 NA 2 Island NA 168150203 Internenic 

cg05952202 2.20E-14 4.63E-12 -0.75964 -4.69225 0.442826 0.045892 NA 1 Island NA 1136401 Internenic 

cg12406726 2.23E-14 4.69E-12 -1.73283 -4.69527 0.288874 0.041692 NA 1 Island NA 162792568 Internenic 

cg08559989 2.30E-14 4.82E-12 -0.99208 -3.40427 0.354968 0.094763 NA 6 Island NA 99292919 Internenic 

cg17504341 2.31E-14 4.83E-12 1.041521 -2.74316 0.6582 0.154675 NA 8 S_Shore NA 26724836 Internenic 

cg04474988 2.43E-14 5.05E-12 1.273637 -1.45309 0.687177 0.281576 NA 10 Island NA 131770171 Internenic 

cg20100910 2.48E-14 5.14E-12 -1.00776 -4.52992 0.387393 0.053327 NA 10 Island NA 102475429 Internenic 

cg24392548 2.49E-14 5.14E-12 -1.21474 -4.01689 0.34568 0.063811 NA 3 S_Shore NA 46854173 Internenic 

cg22419888 2.52E-14 5.20E-12 -0.63522 -2.63364 0.408568 0.142394 NA 7 Island NA 140340980 Internenic 

cg05807485 2.55E-14 5.23E-12 0.178969 -4.84877 0.530253 0.078932 NA 10 Island NA 133850441 Internenic 

cg03103035 2.56E-14 5.23E-12 -1.2138 -3.8241 0.33829 0.073 NA 10 Island NA 28957928 Internenic 

cg00975979 2.60E-14 5.30E-12 0.386447 -3.48832 0.577639 0.111529 NA 22 Island NA 42310846 Internenic 

cg20729301 2.65E-14 5.39E-12 -1.82333 -5.70641 0.302366 0.023359 NA 2 Island NA 233368115 Internenic 

cg21799469 2.78E-14 5.63E-12 0.805301 -2.76371 0.631613 0.164743 NA 4 Island NA 6565046 Internenic 

cg18072629 2.85E-14 5.77E-12 -1.3355 -4.8963 0.313511 0.048299 NA 10 Island NA 8092036 Internenic 

cg01172183 2.90E-14 5.83E-12 -0.44583 -2.93746 0.424693 0.131069 NA 8 Island NA 99952031 Internenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg05099537 2.94E-14 5.90E-12 0.476048 -2.26823 0.57387 0.192029 NA 3 Island NA 138656628 Internenic 

cg00835429 3.01E-14 6.01E-12 -1.1656 -4.39564 0.360129 0.054291 NA 15 Island NA 89943283 Internenic 

cg00842325 3.01E-14 6.01E-12 0.958722 -2.21985 0.642204 0.196457 NA 20 Island NA 21503536 Internenic 

cg16528431 3.07E-14 6.10E-12 -0.69939 -3.81167 0.427288 0.074385 NA 6 Island NA 114664843 Internenic 

cg27112525 3.11E-14 6.16E-12 -1.1152 -3.89607 0.352551 0.07053 NA 6 Island NA 33181014 Internenic 

cg12416637 3.12E-14 6.16E-12 -0.64229 -3.6965 0.403185 0.090502 NA 2 N_Shore NA 154333650 Internenic 

cg05862356 3.19E-14 6.28E-12 -0.22962 -3.34816 0.463875 0.111983 NA 2 Island NA 237072789 Internenic 

cg06924976 3.22E-14 6.33E-12 0.114944 -3.36278 0.521199 0.118535 NA 4 Island NA 41753749 Internenic 

cg25202131 3.47E-14 6.79E-12 -1.61723 -5.45252 0.305936 0.031225 NA 11 Island NA 124713154 Internenic 

cg17987651 3.50E-14 6.84E-12 -0.1606 -1.46679 0.473835 0.268988 NA 4 Island NA 155548273 Internenic 

cg20596493 3.52E-14 6.86E-12 -0.13259 -3.50681 0.486443 0.10703 NA 15 Island NA 74045624 Internenic 

cg25105561 3.56E-14 6.89E-12 -0.18282 -2.87929 0.465305 0.13707 NA 1 Island NA 91316318 Internenic 

cg24924560 3.56E-14 6.89E-12 -1.75072 -4.09465 0.254274 0.061623 NA 5 Island NA 158533798 Internenic 

cg12852384 3.70E-14 7.13E-12 0.602694 -0.55357 0.60161 0.406666 NA 2 Island NA 114260142 Internenic 

cg15901259 3.94E-14 7.57E-12 0.850393 -2.88826 0.643611 0.149541 NA 2 Island NA 68871054 Internenic 

cg19247124 4.02E-14 7.70E-12 -0.33073 -3.95736 0.462181 0.086069 NA 1 Island NA 47697496 Internenic 

cg07644196 4.10E-14 7.84E-12 -2.34752 -4.73752 0.190287 0.041009 NA 2 S_Shore NA 105473969 Internenic 

cg19452535 4.12E-14 7.85E-12 -0.17727 -4.94287 0.494199 0.068455 NA 2 Island NA 68870499 Internenic 

cg08210629 4.23E-14 8.04E-12 -1.84576 -4.85428 0.275385 0.04 NA 16 Island NA 22173715 Internenic 

cg12118798 4.53E-14 8.58E-12 -1.65804 -4.10575 0.291711 0.056474 NA 7 Island NA 155170624 Internenic 

cg06700935 4.66E-14 8.79E-12 0.546305 -5.20644 0.588192 0.075849 NA 7 Island NA 1704584 Internenic 

cg21184256 4.81E-14 9.04E-12 -0.44355 -5.45196 0.457515 0.044728 NA 11 Island NA 124709796 Internenic 

cg24770624 4.81E-14 9.04E-12 -0.35463 -2.95518 0.462536 0.122247 NA 2 Island NA 20068871 Internenic 

cg07190988 4.89E-14 9.16E-12 -0.01129 -5.17481 0.498126 0.071757 NA 4 Island NA 155548176 Internenic 

cg08441931 4.96E-14 9.26E-12 -1.60552 -6.55766 0.339887 0.018015 NA 7 Island NA 113725468 Internenic 

cg05478497 4.98E-14 9.27E-12 -1.03851 -3.57735 0.340418 0.089943 NA 12 Island NA 4274287 Internenic 

cg02422902 5.28E-14 9.79E-12 0.0467 -2.66429 0.52976 0.140531 NA 9 Island NA 37036999 Internenic 

cg09236658 5.32E-14 9.84E-12 0.833672 -1.60353 0.632131 0.262798 NA 6 N_Shore NA 108485152 Internenic 

cg18804722 5.54E-14 1.02E-11 0.670826 -1.98735 0.608695 0.22324 NA 6 Island NA 30431770 Internenic 

cg22488745 5.75E-14 1.06E-11 -1.12216 -3.60906 0.339108 0.085835 NA 15 N_Shore NA 53096763 Internenic 

cg26522609 5.81E-14 1.07E-11 -1.09808 -3.49991 0.32918 0.092681 NA 2 Island NA 91670894 Internenic 
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cg12744812 5.95E-14 1.09E-11 -0.86737 -3.80355 0.374705 0.08363 NA 7 Island NA 156810819 Internenic 

cg07090273 6.15E-14 1.12E-11 -0.98283 -3.20766 0.366995 0.100778 NA 6 Island NA 33181011 Internenic 

cg07147475 6.18E-14 1.12E-11 0.137283 -2.26874 0.521804 0.188625 NA 4 S_Shore NA 141419555 Internenic 

cg08371659 6.21E-14 1.13E-11 0.807518 -3.65453 0.62616 0.123505 NA 20 Island NA 62673890 Internenic 

cg19776616 6.23E-14 1.13E-11 -0.36717 -3.44692 0.441046 0.104836 NA 7 N_Shore NA 129425330 Internenic 

cg06027843 6.46E-14 1.16E-11 -0.75826 -3.29487 0.391571 0.103566 NA 10 Island NA 102440894 Internenic 

cg15778012 6.48E-14 1.16E-11 -0.63025 -5.8905 0.406433 0.042134 NA 11 Island NA 43601125 Internenic 

cg12152651 6.58E-14 1.18E-11 -0.23273 -2.61561 0.473005 0.149703 NA 19 Island NA 30334549 Internenic 

cg14585235 6.58E-14 1.18E-11 -0.63148 -3.71758 0.420926 0.087015 NA 8 S_Shore NA 26724817 Internenic 

cg26023087 7.02E-14 1.25E-11 -0.05438 -3.58935 0.487706 0.102653 NA 9 Island NA 972520 Internenic 

cg16404040 7.23E-14 1.29E-11 0.271883 -2.80339 0.542043 0.150076 NA 12 Island NA 106974832 Internenic 

cg00954230 7.31E-14 1.30E-11 -0.66901 -4.05722 0.392334 0.08233 NA 12 NA NA 10306288 Internenic 

cg24623649 8.20E-14 1.45E-11 -0.65748 -4.00284 0.392767 0.08436 NA 8 Island NA 11872141 Internenic 

cg16625109 8.30E-14 1.46E-11 0.039972 -2.92598 0.506517 0.140462 NA 2 N_Shore NA 175192189 Internenic 

cg02241397 8.38E-14 1.47E-11 -1.44851 -4.45925 0.308551 0.053194 NA 1 Island NA 47698081 Internenic 

cg20633020 8.44E-14 1.48E-11 -0.25922 -3.00183 0.463448 0.129503 NA 15 S_Shore NA 82340327 Internenic 

cg12944197 8.52E-14 1.49E-11 -1.33298 -5.95607 0.389648 0.022442 NA 2 Island NA 168149991 Internenic 

cg22025849 8.60E-14 1.50E-11 1.23323 -2.86074 0.690974 0.170625 NA 1 N_Shore NA 70032907 Internenic 

cg21368820 8.65E-14 1.50E-11 -0.81243 -3.03892 0.373003 0.119249 NA 3 S_Shore NA 137484586 Internenic 

cg00382463 8.76E-14 1.52E-11 0.496505 -5.33542 0.605088 0.072582 NA 19 Island NA 30718424 Internenic 

cg20060452 8.77E-14 1.52E-11 -1.09788 -4.3431 0.355756 0.062703 NA 19 Island NA 31210518 Internenic 

cg22201516 8.87E-14 1.53E-11 -0.59301 -3.9428 0.440064 0.075772 NA 19 Island NA 32715740 Internenic 

cg01711746 9.12E-14 1.57E-11 -0.95241 -3.70235 0.346723 0.088503 NA 3 Island NA 138657291 Internenic 

cg13945107 9.27E-14 1.59E-11 0.378136 -4.00217 0.576585 0.08632 NA 11 NA NA 123947230 Internenic 

cg21364278 9.31E-14 1.59E-11 -2.06842 -6.27094 0.322035 0.014822 NA 2 Island NA 168149519 Internenic 

cg25939181 9.43E-14 1.61E-11 -0.96386 -3.94157 0.366169 0.076946 NA 3 NA NA 43935671 Internenic 

cg03437157 9.64E-14 1.64E-11 0.217364 -2.05694 0.536167 0.209142 NA 6 S_Shore NA 100052633 Internenic 

cg06992285 9.71E-14 1.65E-11 0.158406 -3.31513 0.521383 0.123885 NA 8 Island NA 99952047 Internenic 

cg27082486 9.84E-14 1.67E-11 0.188767 -3.71201 0.531895 0.10998 NA 16 NA NA 24621928 Internenic 

cg26268636 1.01E-13 1.70E-11 -1.07774 -4.47471 0.397602 0.049603 NA 1 Island NA 228633664 Internenic 

cg02972788 1.02E-13 1.72E-11 -2.79545 -5.61181 0.176649 0.021912 NA 11 Island NA 124713125 Internenic 
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cg25208479 1.04E-13 1.74E-11 -0.84597 -4.15931 0.41839 0.061767 NA 15 Island NA 89943706 Internenic 

cg03074357 1.05E-13 1.76E-11 -1.37571 -6.56427 0.381166 0.028903 NA 19 Island NA 32715668 Internenic 

cg17127339 1.06E-13 1.77E-11 -1.27015 -3.78518 0.347638 0.068989 NA 11 Island NA 124709223 Internenic 

cg26853607 1.08E-13 1.80E-11 -1.27553 -4.40175 0.320991 0.06034 NA 17 Island NA 2679775 Internenic 

cg18556676 1.09E-13 1.81E-11 1.16951 -1.81406 0.682255 0.248216 NA 12 Island NA 22095111 Internenic 

cg20186067 1.11E-13 1.84E-11 -0.23225 -3.90591 0.466278 0.094352 NA 7 Island NA 129422439 Internenic 

cg10150592 1.11E-13 1.84E-11 -0.3099 -2.16651 0.453945 0.190353 NA 10 Island NA 102440856 Internenic 

cg21868699 1.14E-13 1.89E-11 0.357338 -2.10353 0.56031 0.208427 NA 4 Island NA 9534366 Internenic 

cg06612215 1.17E-13 1.93E-11 0.500141 -2.05705 0.581163 0.208285 NA 3 Island NA 54154869 Internenic 

cg15190738 1.19E-13 1.94E-11 -1.40636 -4.93311 0.374152 0.033226 NA 8 Island NA 20161380 Internenic 

cg25962569 1.19E-13 1.94E-11 -0.51384 -2.08106 0.421648 0.192513 NA 2 Island NA 233367781 Internenic 

cg22947748 1.20E-13 1.96E-11 0.142636 -2.80241 0.524895 0.151233 NA 6 Island NA 100051841 Internenic 

cg07529884 1.23E-13 2.00E-11 1.325708 -0.75082 0.700122 0.376649 NA 9 Island NA 95570341 Internenic 

cg18500431 1.23E-13 2.00E-11 -0.27308 -2.1115 0.456145 0.194496 NA 7 Island NA 1709489 Internenic 

cg18960469 1.24E-13 2.01E-11 -0.381 -3.07337 0.455879 0.120042 NA 10 Island NA 102469807 Internenic 

cg17500587 1.25E-13 2.01E-11 0.867586 -2.21111 0.633598 0.205455 NA 10 N_Shore NA 118922194 Internenic 

cg07770854 1.25E-13 2.02E-11 -0.10757 -2.40092 0.480767 0.172957 NA 19 N_Shore NA 4607057 Internenic 

cg15934994 1.28E-13 2.05E-11 -1.6756 -5.6501 0.360924 0.02255 NA 11 Island NA 123172519 Internenic 

cg07152091 1.28E-13 2.06E-11 0.466231 -3.11283 0.577752 0.140991 NA 7 Island NA 127807283 Internenic 

cg14845812 1.29E-13 2.06E-11 1.550223 -0.83883 0.727092 0.366175 NA 2 Island NA 45240373 Internenic 

cg07158747 1.29E-13 2.06E-11 1.469439 -1.88892 0.715599 0.242877 NA 1 S_Shelf NA 91196488 Internenic 

cg16012719 1.30E-13 2.07E-11 -0.53998 -3.01115 0.411917 0.128046 NA 10 Island NA 102985022 Internenic 

cg01764904 1.33E-13 2.10E-11 0.967644 -1.99429 0.651674 0.218159 NA 15 Island NA 60289326 Internenic 

cg04239680 1.35E-13 2.14E-11 -0.90258 -3.66377 0.363734 0.089545 NA 5 Island NA 158533696 Internenic 

cg17182512 1.38E-13 2.18E-11 -0.22234 -2.53203 0.469503 0.159277 NA 3 N_Shore NA 27754137 Internenic 

cg03126547 1.40E-13 2.20E-11 0.790175 -2.01851 0.623962 0.221705 NA 6 Island NA 30431782 Internenic 

cg01507128 1.40E-13 2.20E-11 -1.23333 -4.28435 0.35764 0.056149 NA 19 Island NA 49561220 Internenic 

cg02318163 1.40E-13 2.20E-11 -0.57573 -2.76158 0.410454 0.140595 NA 2 N_Shore NA 154333701 Internenic 

cg06924459 1.43E-13 2.24E-11 0.126575 -2.2572 0.521828 0.18032 NA 6 S_Shore NA 17102643 Internenic 

cg14059420 1.52E-13 2.37E-11 -0.74349 -4.08099 0.381411 0.077515 NA 11 N_Shore NA 43600495 Internenic 

cg02074591 1.54E-13 2.40E-11 0.111134 -3.00535 0.529226 0.132238 NA 16 Island NA 3220802 Internenic 
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cg16298760 1.59E-13 2.47E-11 -1.14755 -3.91063 0.332021 0.073486 NA 2 S_Shore NA 66805513 Internenic 

cg24157892 1.61E-13 2.49E-11 0.937304 -3.32007 0.64881 0.12676 NA 17 Island NA 59473707 Internenic 

cg11858252 1.74E-13 2.69E-11 -1.99725 -3.92841 0.227011 0.064509 NA 15 Island NA 93257913 Internenic 

cg09516839 1.76E-13 2.71E-11 0.341278 -3.97488 0.573212 0.095227 NA 8 S_Shore NA 26724782 Internenic 

cg27376136 1.77E-13 2.72E-11 0.407066 -3.16586 0.567482 0.1359 NA 10 N_Shelf NA 71327726 Internenic 

cg26338453 1.81E-13 2.78E-11 0.132826 -4.85386 0.52351 0.07331 NA 15 S_Shore NA 82340023 Internenic 

cg09336406 1.92E-13 2.94E-11 -0.53128 -3.01826 0.428965 0.120578 NA 2 Island NA 20068906 Internenic 

cg26982695 2.10E-13 3.20E-11 -0.47847 -2.83566 0.429351 0.135436 NA 9 Island NA 34591618 Internenic 

cg01617695 2.14E-13 3.25E-11 -0.20216 -3.28687 0.481257 0.11511 NA 6 Island NA 101841904 Internenic 

cg21774281 2.23E-13 3.38E-11 -0.22153 -4.54357 0.472315 0.073671 NA 1 S_Shore NA 72750124 Internenic 

cg04275806 2.23E-13 3.38E-11 -1.39813 -3.80519 0.325268 0.068367 NA 1 Island NA 46999248 Internenic 

cg12908187 2.24E-13 3.38E-11 0.172644 -2.94456 0.526612 0.143784 NA 16 Island NA 88450261 Internenic 

cg14066751 2.36E-13 3.54E-11 -0.65836 -5.85068 0.493316 0.037506 NA 9 Island NA 37036812 Internenic 

cg24525913 2.36E-13 3.54E-11 0.695094 -4.68647 0.61747 0.081113 NA 1 S_Shore NA 72749880 Internenic 

cg01753208 2.50E-13 3.74E-11 -1.02949 -3.93135 0.339087 0.079716 NA 5 Island NA 172666071 Internenic 

cg16101148 2.53E-13 3.78E-11 -0.51181 -3.92099 0.441832 0.082817 NA 12 S_Shore NA 59990794 Internenic 

cg18395675 2.66E-13 3.97E-11 -1.24463 -4.60616 0.388494 0.042451 NA 2 Island NA 168149401 Internenic 

cg05167782 2.75E-13 4.10E-11 -1.02432 -4.43632 0.372541 0.060046 NA 15 Island NA 74392505 Internenic 

cg06729532 2.84E-13 4.22E-11 1.163226 -1.40261 0.681939 0.293796 NA 19 Island NA 14376770 Internenic 

cg20062737 2.90E-13 4.30E-11 0.773159 -2.90617 0.627177 0.159197 NA 1 Island NA 98519906 Internenic 

cg25735280 2.99E-13 4.42E-11 -1.85863 -5.30412 0.298419 0.032737 NA 5 N_Shore NA 31638951 Internenic 

cg11812069 3.03E-13 4.46E-11 -2.5408 -5.25697 0.205388 0.02759 NA 1 Island NA 110627010 Internenic 

cg09528275 3.07E-13 4.52E-11 -0.60446 -2.6459 0.411671 0.14159 NA 15 Island NA 99091811 Internenic 

cg14603040 3.10E-13 4.56E-11 -0.81135 -4.52541 0.374894 0.067661 NA 9 Island NA 39817381 Internenic 

cg04775668 3.12E-13 4.57E-11 -2.4317 -5.08637 0.211491 0.031729 NA 2 Island NA 127535185 Internenic 

cg19731044 3.12E-13 4.57E-11 0.424702 -3.2601 0.56934 0.135364 NA 1 S_Shore NA 91172982 Internenic 

cg13867237 3.13E-13 4.57E-11 -1.46808 -4.5046 0.323612 0.047923 NA 9 Island NA 96708224 Internenic 

cg19031844 3.20E-13 4.66E-11 -0.03612 -2.40744 0.499648 0.173829 NA 19 Island NA 31210714 Internenic 

cg18623980 3.21E-13 4.66E-11 0.962061 -3.33665 0.64401 0.141686 NA 2 Island NA 45240563 Internenic 

cg06272916 3.27E-13 4.73E-11 -0.88449 -3.89332 0.399996 0.07304 NA 22 Island NA 42306237 Internenic 

cg12494180 3.28E-13 4.74E-11 0.062412 -3.03296 0.510882 0.13596 NA 19 N_Shore NA 42680445 Internenic 
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cg06687848 3.59E-13 5.17E-11 -0.4775 -2.67265 0.429959 0.145192 NA 10 N_Shore NA 118547556 Internenic 

cg04192327 3.61E-13 5.19E-11 -1.39491 -4.64498 0.343419 0.046919 NA 10 S_Shore NA 44806753 Internenic 

cg17418743 3.62E-13 5.19E-11 -1.46824 -4.48039 0.318853 0.05187 NA 2 N_Shore NA 16689423 Internenic 

cg05935052 3.66E-13 5.25E-11 -0.57882 -4.16254 0.431106 0.077612 NA 1 NA NA 209381144 Internenic 

cg02425263 3.80E-13 5.43E-11 -1.17869 -3.81206 0.355465 0.073203 NA 7 Island NA 1265197 Internenic 

cg11845426 3.82E-13 5.44E-11 -1.01274 -3.51399 0.383909 0.08213 NA 10 Island NA 31892464 Internenic 

cg12738347 3.86E-13 5.49E-11 -0.1378 -4.18324 0.477115 0.09012 NA 15 N_Shore NA 53096854 Internenic 

cg05952494 3.92E-13 5.56E-11 -1.28809 -5.23327 0.396647 0.029429 NA 12 N_Shore NA 4378316 Internenic 

cg09135016 3.98E-13 5.63E-11 0.388895 -4.40172 0.562966 0.087583 NA 1 Island NA 47697446 Internenic 

cg27155954 4.03E-13 5.70E-11 -0.05654 -3.28821 0.495472 0.121375 NA 20 Island NA 62734153 Internenic 

cg10589235 4.05E-13 5.71E-11 0.272372 -2.28768 0.544683 0.190705 NA 13 N_Shore NA 107569888 Internenic 

cg02872354 4.11E-13 5.79E-11 0.177545 -2.76316 0.534813 0.154009 NA 20 Island NA 3063118 Internenic 

cg16697853 4.13E-13 5.80E-11 -1.70438 -5.57647 0.320226 0.03082 NA 11 Island NA 74952790 Internenic 

cg09823154 4.17E-13 5.84E-11 1.254986 -1.24921 0.686474 0.311212 NA 10 Island NA 43332737 Internenic 

cg00196372 4.18E-13 5.84E-11 -2.38671 -5.29672 0.224334 0.028508 NA 9 Island NA 96708288 Internenic 

cg07965894 4.45E-13 6.21E-11 0.686965 -2.47611 0.612099 0.185182 NA 3 Island NA 44036453 Internenic 

cg20276278 4.49E-13 6.25E-11 -1.80509 -4.34414 0.247228 0.054849 NA 6 NA NA 30448881 Internenic 

cg18750167 4.55E-13 6.32E-11 0.341312 -2.83974 0.556197 0.154768 NA 6 NA NA 30449172 Internenic 

cg19207487 4.58E-13 6.35E-11 -0.29204 -3.38938 0.453425 0.115875 NA 9 Island NA 39817390 Internenic 

cg03303355 4.66E-13 6.43E-11 -1.04724 -4.78911 0.384064 0.047384 NA 15 Island NA 99091512 Internenic 

cg25566568 4.66E-13 6.43E-11 0.088388 -4.51406 0.540744 0.07511 NA 14 S_Shore NA 36995009 Internenic 

cg11058942 4.68E-13 6.45E-11 -0.46731 -3.50969 0.430203 0.104508 NA 7 Island NA 1287561 Internenic 

cg00989492 4.74E-13 6.51E-11 -0.27956 -5.12664 0.452081 0.069364 NA 1 Island NA 70033219 Internenic 

cg08471800 4.82E-13 6.60E-11 -1.34192 -4.08363 0.318361 0.067781 NA 1 Island NA 110626868 Internenic 

cg03334425 4.84E-13 6.62E-11 -0.89415 -4.28508 0.410083 0.064685 NA 16 NA NA 21675455 Internenic 

cg25598530 4.86E-13 6.64E-11 0.234628 -2.97623 0.5367 0.142274 NA 1 NA NA 148193376 Internenic 

cg09323975 4.92E-13 6.70E-11 -0.8894 -3.96041 0.37645 0.079092 NA 6 Island NA 1608642 Internenic 

cg06065125 4.94E-13 6.71E-11 -0.21662 -2.99606 0.463039 0.1366 NA 4 Island NA 85402870 Internenic 

cg00797821 4.98E-13 6.75E-11 -2.55227 -5.60426 0.229721 0.021426 NA 16 Island NA 49888944 Internenic 

cg25008548 4.99E-13 6.75E-11 -0.95217 -4.19126 0.380026 0.069937 NA 3 Island NA 27754427 Internenic 

cg00606902 5.20E-13 7.02E-11 -0.42368 -3.27984 0.449751 0.109666 NA 11 Island NA 19366654 Internenic 
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cg20122925 5.24E-13 7.05E-11 -1.33686 -4.27583 0.335816 0.060169 NA 15 Island NA 96952803 Internenic 

cg14131755 5.24E-13 7.05E-11 0.998237 -2.35793 0.659169 0.200423 NA 10 Island NA 50606043 Internenic 

cg23256664 5.31E-13 7.13E-11 -1.47197 -5.69816 0.324796 0.036532 NA 2 Island NA 48757477 Internenic 

cg00959431 5.40E-13 7.22E-11 0.521714 -1.93267 0.582663 0.227682 NA 9 Island NA 79638117 Internenic 

cg17421709 5.45E-13 7.28E-11 -1.57828 -4.73489 0.297313 0.048437 NA 15 Island NA 72929414 Internenic 

cg02874371 5.49E-13 7.32E-11 -1.44597 -5.49182 0.351691 0.031044 NA 2 Island NA 170220773 Internenic 

cg11482376 5.55E-13 7.39E-11 -2.20154 -6.1028 0.266722 0.018626 NA 11 Island NA 124709245 Internenic 

cg06131143 5.57E-13 7.40E-11 0.512035 -4.3128 0.596956 0.092155 NA 2 Island NA 48757612 Internenic 

cg12821539 5.66E-13 7.49E-11 -0.35745 -3.47685 0.445579 0.108587 NA 13 Island NA 100642775 Internenic 

cg22977016 5.70E-13 7.53E-11 -0.59989 -5.93602 0.420478 0.039208 NA 19 Island NA 10529650 Internenic 

cg00715109 5.72E-13 7.54E-11 0.463437 -2.28813 0.577384 0.187233 NA 3 Island NA 27754572 Internenic 

cg18535642 5.83E-13 7.66E-11 -1.9322 -4.60578 0.246767 0.045315 NA 10 S_Shore NA 8080012 Internenic 

cg21215550 5.83E-13 7.66E-11 0.756902 -2.25426 0.616901 0.200914 NA 9 Island NA 969544 Internenic 

cg15110353 5.88E-13 7.71E-11 -1.05264 -2.80964 0.335376 0.131883 NA 10 Island NA 102985377 Internenic 

cg17595353 5.91E-13 7.73E-11 -1.67311 -3.72555 0.273777 0.073959 NA 2 N_Shore NA 176951078 Internenic 

cg03506502 6.10E-13 7.96E-11 -0.2936 -2.00934 0.451562 0.208617 NA 4 Island NA 174443567 Internenic 

cg11117108 6.13E-13 7.99E-11 0.243602 -3.0929 0.54296 0.137726 NA 6 Island NA 34111965 Internenic 

cg26611723 6.14E-13 7.99E-11 0.177623 -4.81236 0.53228 0.075996 NA 1 S_Shore NA 91173030 Internenic 

cg05868445 6.20E-13 8.04E-11 -0.71342 -3.41401 0.388235 0.105588 NA 2 Island NA 45182417 Internenic 

cg26430167 6.24E-13 8.08E-11 -1.55113 -3.41163 0.277185 0.090229 NA 5 N_Shore NA 87984943 Internenic 

cg05382958 6.29E-13 8.13E-11 -1.39299 -3.81047 0.321143 0.071097 NA 17 Island NA 2680283 Internenic 

cg00917154 6.46E-13 8.34E-11 -0.36742 -3.07949 0.458295 0.118411 NA 18 N_Shore NA 77559235 Internenic 

cg04451433 6.48E-13 8.34E-11 -1.47662 -4.5258 0.331419 0.04908 NA 10 Island NA 102416504 Internenic 

cg17491091 6.67E-13 8.57E-11 -0.81243 -2.7933 0.365111 0.139536 NA 9 Island NA 40633299 Internenic 

cg03921529 6.71E-13 8.59E-11 -0.78969 -3.31028 0.38598 0.10468 NA 13 N_Shore NA 24040391 Internenic 

cg01445395 6.71E-13 8.59E-11 0.502644 -2.59099 0.577624 0.173245 NA 7 NA NA 71217278 Internenic 

cg20028058 6.77E-13 8.64E-11 -0.40673 -5.10878 0.481966 0.053985 NA 6 S_Shore NA 33181412 Internenic 

cg10961841 6.80E-13 8.67E-11 0.966801 -4.36274 0.650726 0.103076 NA 1 Island NA 47697429 Internenic 

cg03012726 6.88E-13 8.75E-11 -0.4278 -3.67389 0.447495 0.092699 NA 7 N_Shelf NA 113722758 Internenic 

cg01800521 6.90E-13 8.76E-11 0.432477 -2.53745 0.567174 0.169384 NA 20 Island NA 21503456 Internenic 

cg07636117 6.92E-13 8.77E-11 0.430177 -2.85939 0.569037 0.158282 NA 2 Island NA 237072957 Internenic 
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cg18260625 7.00E-13 8.83E-11 0.740829 -3.62554 0.618131 0.132523 NA 5 Island NA 42951192 Internenic 

cg15727308 7.01E-13 8.83E-11 -0.6498 -3.75074 0.431666 0.079297 NA 3 Island NA 123752836 Internenic 

cg21377489 7.01E-13 8.83E-11 -0.07053 -3.23211 0.487855 0.12975 NA 10 Island NA 102985196 Internenic 

cg08355227 7.03E-13 8.83E-11 -1.9039 -4.27656 0.263198 0.051593 NA 10 N_Shore NA 102440587 Internenic 

cg05618807 7.04E-13 8.83E-11 1.728533 -0.519 0.761458 0.41714 NA 19 Island NA 14376820 Internenic 

cg14323675 7.06E-13 8.84E-11 0.725336 -1.95785 0.616548 0.224071 NA 9 Island NA 17907018 Internenic 

cg12084869 7.52E-13 9.39E-11 -1.79332 -5.52188 0.262875 0.037678 NA 19 Island NA 31210560 Internenic 

cg24357447 7.85E-13 9.78E-11 -0.99993 -3.28592 0.362878 0.098662 NA 15 Island NA 99091802 Internenic 

cg11267829 7.86E-13 9.78E-11 -0.58269 -5.77238 0.431479 0.056596 NA 15 Island NA 60289417 Internenic 

cg20946277 8.03E-13 9.97E-11 -0.61703 -2.84876 0.412188 0.133664 NA 16 Island NA 77247012 Internenic 

cg08446692 8.09E-13 1.00E-10 0.410516 -3.51301 0.568149 0.118197 NA 15 NA NA 84034366 Internenic 

cg13886334 8.10E-13 1.00E-10 0.587708 -2.86682 0.592469 0.160976 NA 2 N_Shore NA 175193377 Internenic 

cg27405554 8.16E-13 1.01E-10 0.125371 -3.9926 0.548794 0.093997 NA 13 Island NA 79183424 Internenic 

cg26830291 8.29E-13 1.02E-10 0.042352 -3.12536 0.521447 0.126926 NA 10 Island NA 88392088 Internenic 

cg14554167 8.32E-13 1.02E-10 -2.07682 -4.81239 0.242188 0.038588 NA 9 Island NA 127240269 Internenic 

cg04895387 8.45E-13 1.04E-10 -1.15449 -3.2471 0.337553 0.10154 NA 6 N_Shore NA 33180930 Internenic 

cg06455470 8.63E-13 1.06E-10 -1.25228 -3.40147 0.329484 0.092929 NA 1 Island NA 110627127 Internenic 

cg08787268 8.90E-13 1.09E-10 -1.11267 -4.39679 0.377051 0.05712 NA 17 Island NA 47072857 Internenic 

cg24210478 8.91E-13 1.09E-10 -0.20503 -4.8785 0.467739 0.068887 NA 20 Island NA 62733486 Internenic 

cg05645755 8.94E-13 1.09E-10 -1.69953 -3.62751 0.244985 0.082645 NA 18 Island NA 4454548 Internenic 

cg09327714 8.99E-13 1.09E-10 -0.28775 -3.8544 0.449796 0.09541 NA 1 Island NA 91316253 Internenic 

cg02229605 9.12E-13 1.11E-10 0.624455 -2.07006 0.599584 0.216222 NA 14 S_Shelf NA 61119122 Internenic 

cg13842237 9.16E-13 1.11E-10 -0.33055 -3.57612 0.46098 0.099502 NA 21 Island NA 47064079 Internenic 

cg05064078 9.23E-13 1.12E-10 -1.43914 -4.7203 0.358016 0.0395 NA 21 Island NA 47393688 Internenic 

cg01806520 9.33E-13 1.13E-10 0.555339 -3.23743 0.590626 0.142396 NA 8 Island NA 93115504 Internenic 

cg13448816 9.44E-13 1.14E-10 0.965912 -2.66272 0.647323 0.178831 NA 1 N_Shore NA 70032840 Internenic 

cg10471794 9.45E-13 1.14E-10 -0.55839 -2.68778 0.417311 0.145269 NA 7 Island NA 54732478 Internenic 

cg15706936 9.64E-13 1.15E-10 -0.74729 -2.67354 0.379855 0.14727 NA 2 N_Shore NA 237079766 Internenic 

cg13568946 9.64E-13 1.15E-10 -1.58283 -4.87094 0.294915 0.043429 NA 8 Island NA 12516530 Internenic 

cg02192300 9.83E-13 1.17E-10 0.230183 -4.45124 0.56 0.074375 NA 6 Island NA 114663564 Internenic 

cg02775469 9.83E-13 1.17E-10 -1.06503 -4.75401 0.379039 0.047143 NA 6 Island NA 33181031 Internenic 
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cg13993270 1.04E-12 1.23E-10 -1.05198 -3.59589 0.351129 0.088133 NA 1 S_Shore NA 91317469 Internenic 

cg24081688 1.06E-12 1.26E-10 -1.03157 -3.8525 0.386616 0.070119 NA 1 Island NA 218338779 Internenic 

cg03715751 1.07E-12 1.26E-10 -1.88048 -3.893 0.242561 0.067673 NA 11 Island NA 44749119 Internenic 

cg22127570 1.08E-12 1.28E-10 0.42153 -2.25848 0.567152 0.194862 NA 4 Island NA 174443366 Internenic 

cg15099250 1.09E-12 1.29E-10 0.013157 -2.74428 0.50195 0.15717 NA 6 Island NA 150311980 Internenic 

cg13191911 1.09E-12 1.29E-10 0.692219 -1.58906 0.60603 0.255718 NA 10 Island NA 44806660 Internenic 

cg02099878 1.10E-12 1.30E-10 -1.53914 -3.83912 0.289167 0.072124 NA 2 N_Shore NA 223176167 Internenic 

cg20854551 1.11E-12 1.31E-10 -0.94875 -3.89984 0.374891 0.079835 NA 18 Island NA 61603789 Internenic 

cg19320275 1.14E-12 1.34E-10 -1.42682 -4.60987 0.348304 0.047124 NA 21 Island NA 47063408 Internenic 

cg26816707 1.16E-12 1.35E-10 -0.82002 -3.89493 0.399198 0.079253 NA 6 S_Shore NA 101842034 Internenic 

cg22532843 1.16E-12 1.36E-10 -0.2729 -3.11894 0.465956 0.123784 NA 4 N_Shore NA 180978836 Internenic 

cg14616290 1.17E-12 1.36E-10 0.620988 -2.26368 0.594728 0.200441 NA 10 N_Shore NA 118925818 Internenic 

cg04750910 1.20E-12 1.40E-10 -1.15698 -3.63268 0.343036 0.083839 NA 10 N_Shore NA 102416409 Internenic 

cg07222604 1.20E-12 1.40E-10 -0.66022 -4.31241 0.392482 0.074277 NA 6 Island NA 30418872 Internenic 

cg05651143 1.25E-12 1.45E-10 1.078984 -1.06292 0.67107 0.33628 NA 9 Island NA 112937 Internenic 

cg11854659 1.29E-12 1.49E-10 -0.32036 -3.59621 0.455059 0.104759 NA 12 NA NA 113952948 Internenic 

cg12236164 1.30E-12 1.50E-10 0.392482 -2.24906 0.555977 0.194403 NA 9 Island NA 972622 Internenic 

cg05991314 1.30E-12 1.50E-10 0.353554 -3.61536 0.557369 0.11922 NA 20 Island NA 62674016 Internenic 

cg05899726 1.30E-12 1.50E-10 -0.81118 -4.675 0.401717 0.067304 NA 11 Island NA 19366793 Internenic 

cg21901277 1.33E-12 1.53E-10 -0.03616 -2.83628 0.493963 0.15126 NA 2 Island NA 132152297 Internenic 

cg09923293 1.36E-12 1.56E-10 -0.32312 -3.3826 0.4596 0.111801 NA 10 Island NA 118928131 Internenic 

cg09089615 1.36E-12 1.56E-10 -0.80252 -2.85847 0.372398 0.133526 NA 10 N_Shore NA 135450866 Internenic 

cg19411459 1.39E-12 1.59E-10 -0.60051 -3.07596 0.40614 0.124112 NA 6 Island NA 30431704 Internenic 

cg01488770 1.44E-12 1.65E-10 0.494412 -2.32361 0.578301 0.191219 NA 17 Island NA 59474078 Internenic 

cg11833968 1.45E-12 1.65E-10 -0.07086 -3.85936 0.524147 0.0909 NA 6 Island NA 79620685 Internenic 

cg06647221 1.45E-12 1.65E-10 -2.95208 -4.39475 0.131219 0.046599 NA 5 Island NA 172665903 Internenic 

cg09064304 1.48E-12 1.68E-10 0.616988 -4.24723 0.611308 0.10912 NA 4 Island NA 141419169 Internenic 

cg01164664 1.49E-12 1.69E-10 -1.34366 -5.12432 0.357429 0.042484 NA 2 N_Shore NA 131484863 Internenic 

cg09785586 1.49E-12 1.69E-10 0.83637 -2.24641 0.635364 0.210331 NA 11 Island NA 44338421 Internenic 

cg17888390 1.50E-12 1.69E-10 -0.25536 -3.45645 0.494385 0.097724 NA 10 Island NA 101282816 Internenic 

cg10097681 1.50E-12 1.69E-10 0.054713 -2.32609 0.509057 0.188586 NA 16 Island NA 88449389 Internenic 
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cg26675753 1.53E-12 1.72E-10 0.216137 -2.4977 0.535487 0.172868 NA 16 NA NA 21675326 Internenic 

cg23223319 1.55E-12 1.74E-10 -0.98904 -3.03721 0.35847 0.115034 NA 6 N_Shore NA 99292170 Internenic 

cg24789348 1.57E-12 1.76E-10 -1.26747 -4.17783 0.340892 0.06516 NA 10 Island NA 28957734 Internenic 

cg01518188 1.58E-12 1.77E-10 0.739447 -3.3752 0.616584 0.129854 NA 19 Island NA 30718238 Internenic 

cg14202679 1.59E-12 1.77E-10 -0.85187 -2.99368 0.382952 0.118574 NA 6 S_Shore NA 99276357 Internenic 

cg07077525 1.59E-12 1.77E-10 -0.32983 -4.45757 0.463911 0.07465 NA 6 NA NA 130088518 Internenic 

cg21251125 1.59E-12 1.77E-10 -0.71292 -4.17186 0.382925 0.080905 NA 9 Island NA 126771781 Internenic 

cg26834950 1.60E-12 1.78E-10 -0.48631 -2.59604 0.422671 0.153664 NA 14 Island NA 104603143 Internenic 

cg08631504 1.62E-12 1.79E-10 -0.83508 -4.42834 0.405199 0.066218 NA 15 Island NA 89943431 Internenic 

cg00940280 1.62E-12 1.79E-10 -1.16682 -4.58402 0.351277 0.058533 NA 8 Island NA 131456284 Internenic 

cg25525687 1.62E-12 1.79E-10 -2.09071 -6.63492 0.307158 0.018683 NA 19 Island NA 7982713 Internenic 

cg16309595 1.64E-12 1.81E-10 0.39938 -2.72052 0.560456 0.161645 NA 12 Island NA 103359445 Internenic 

cg26060489 1.66E-12 1.83E-10 0.881825 -1.47504 0.641884 0.283654 NA 6 Island NA 1604990 Internenic 

cg06858186 1.66E-12 1.83E-10 0.969684 -2.48765 0.657891 0.182083 NA 12 Island NA 54144921 Internenic 

cg02357043 1.67E-12 1.83E-10 -0.62465 -4.00245 0.422623 0.084224 NA 17 Island NA 42015473 Internenic 

cg10970856 1.70E-12 1.86E-10 -0.862 -3.39476 0.378375 0.101264 NA 5 Island NA 137577863 Internenic 

cg15863547 1.70E-12 1.86E-10 -3.17596 -6.14979 0.152164 0.016216 NA 2 Island NA 96987704 Internenic 

cg01401344 1.71E-12 1.86E-10 -0.23008 -2.20066 0.461253 0.191061 NA 4 Island NA 85422998 Internenic 

cg10165894 1.73E-12 1.88E-10 -0.846 -4.39114 0.366772 0.074671 NA 5 Island NA 92178 Internenic 

cg25937714 1.75E-12 1.90E-10 0.914075 -2.5627 0.643689 0.186042 NA 3 Island NA 44036492 Internenic 

cg09189118 1.75E-12 1.90E-10 -0.07683 -3.33953 0.520201 0.10701 NA 1 Island NA 227730491 Internenic 

cg00776786 1.87E-12 2.02E-10 -1.76127 -4.27731 0.263667 0.058568 NA 17 N_Shore NA 54674059 Internenic 

cg24397815 1.92E-12 2.08E-10 -1.93728 -4.19523 0.266386 0.052484 NA 1 Island NA 50798944 Internenic 

cg08713212 1.98E-12 2.14E-10 -2.12483 -6.27731 0.260159 0.02222 NA 1 Island NA 162792369 Internenic 

cg17715222 1.99E-12 2.15E-10 -0.27746 -3.76253 0.475359 0.098409 NA 13 Island NA 79183694 Internenic 

cg19740751 2.03E-12 2.19E-10 -1.88062 -5.16314 0.289216 0.035115 NA 19 Island NA 7981474 Internenic 

cg23603493 2.08E-12 2.24E-10 -0.96041 -3.81161 0.38921 0.076218 NA 16 Island NA 22173713 Internenic 

cg26796679 2.11E-12 2.26E-10 -0.38607 -4.22288 0.48055 0.080094 NA 22 Island NA 17849639 Internenic 

cg17526301 2.11E-12 2.26E-10 -1.06879 -4.17317 0.36063 0.070032 NA 20 NA NA 62793452 Internenic 

cg13984623 2.15E-12 2.30E-10 -1.17155 -4.30663 0.367923 0.059391 NA 9 Island NA 129276600 Internenic 

cg25694397 2.16E-12 2.31E-10 0.526963 -2.7129 0.582333 0.166539 NA 19 N_Shore NA 42680534 Internenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg14598976 2.17E-12 2.31E-10 1.3909 -1.94124 0.707363 0.243966 NA 20 Island NA 13200685 Internenic 

cg06162375 2.18E-12 2.32E-10 -1.89574 -4.73335 0.293581 0.037996 NA 17 Island NA 34839162 Internenic 

cg06126658 2.21E-12 2.35E-10 -1.96387 -4.31955 0.251025 0.051681 NA 17 S_Shore NA 34998797 Internenic 

cg23627335 2.27E-12 2.41E-10 -0.82813 -3.61856 0.401485 0.084405 NA 6 S_Shore NA 17102653 Internenic 

cg15435996 2.29E-12 2.43E-10 -0.07676 -2.79209 0.489022 0.152612 NA 22 Island NA 23908337 Internenic 

cg08039301 2.31E-12 2.44E-10 -0.19295 -2.18217 0.478745 0.189543 NA 17 Island NA 47072907 Internenic 

cg00181125 2.32E-12 2.45E-10 0.409207 -2.61002 0.570434 0.170833 NA 12 Island NA 22095182 Internenic 

cg20309121 2.32E-12 2.45E-10 0.936083 -2.26132 0.646859 0.205139 NA 8 Island NA 93115978 Internenic 

cg20407267 2.33E-12 2.45E-10 -0.56564 -3.40772 0.438085 0.10174 NA 10 Island NA 130009175 Internenic 

cg02111032 2.35E-12 2.47E-10 1.404817 -1.33817 0.710362 0.306781 NA 7 Island NA 20818070 Internenic 

cg22575603 2.38E-12 2.49E-10 0.768293 -1.89732 0.613957 0.234582 NA 10 N_Shore NA 43332329 Internenic 

cg06480695 2.39E-12 2.50E-10 -0.13857 -3.13213 0.474715 0.131608 NA 17 Island NA 20747314 Internenic 

cg26417361 2.40E-12 2.51E-10 0.498145 -2.25083 0.5794 0.200456 NA 6 Island NA 99292838 Internenic 

cg05842420 2.42E-12 2.52E-10 -0.06019 -2.00737 0.49065 0.211022 NA 2 Island NA 237073843 Internenic 

cg23063825 2.42E-12 2.52E-10 1.37606 -1.35696 0.708005 0.301561 NA 12 N_Shore NA 298151 Internenic 

cg09420907 2.43E-12 2.53E-10 2.076209 -1.53083 0.793508 0.289354 NA 12 N_Shore NA 4273763 Internenic 

cg27406975 2.44E-12 2.53E-10 -0.37888 -4.01739 0.452239 0.090211 NA 2 N_Shelf NA 172955512 Internenic 

cg15558882 2.47E-12 2.56E-10 0.133477 -2.80183 0.522478 0.157013 NA 10 Island NA 134601341 Internenic 

cg14424049 2.48E-12 2.56E-10 0.23741 -3.75096 0.537509 0.114822 NA 1 Island NA 70033519 Internenic 

cg00740691 2.53E-12 2.61E-10 -2.24646 -5.84682 0.269931 0.021044 NA 17 Island NA 2680064 Internenic 

cg01172640 2.53E-12 2.61E-10 0.073104 -3.64554 0.510907 0.118403 NA 15 Island NA 53096035 Internenic 

cg10715930 2.61E-12 2.68E-10 -0.86997 -4.89351 0.373521 0.0587 NA 17 Island NA 2659326 Internenic 

cg23601066 2.66E-12 2.73E-10 -0.95279 -4.32711 0.406307 0.062417 NA 12 N_Shore NA 59989535 Internenic 

cg13713830 2.67E-12 2.74E-10 0.318455 -2.07848 0.553024 0.213549 NA 9 Island NA 79631737 Internenic 

cg10588211 2.71E-12 2.77E-10 -0.44938 -2.90042 0.450937 0.129096 NA 1 Island NA 162792246 Internenic 

cg06755992 2.79E-12 2.86E-10 -0.24179 -2.92375 0.470849 0.13662 NA 3 Island NA 123753198 Internenic 

cg08385874 2.84E-12 2.90E-10 -1.67929 -4.5994 0.280102 0.052587 NA 21 Island NA 46352445 Internenic 

cg08650894 2.95E-12 3.01E-10 -1.61081 -3.55526 0.277562 0.083193 NA 7 Island NA 1287655 Internenic 

cg01952683 2.98E-12 3.04E-10 -1.34364 -3.10538 0.308816 0.10764 NA 15 Island NA 93257775 Internenic 

cg01308151 2.99E-12 3.04E-10 0.024093 -2.44596 0.50408 0.176791 NA 2 N_Shore NA 154333481 Internenic 

cg14411103 3.04E-12 3.08E-10 -0.15032 -2.1103 0.475605 0.200077 NA 12 N_Shore NA 114883396 Internenic 
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cg20467168 3.07E-12 3.11E-10 0.753384 -3.35063 0.626371 0.14085 NA 1 Island NA 76081408 Internenic 

cg26642224 3.12E-12 3.15E-10 0.202789 -2.40808 0.535496 0.180463 NA 4 N_Shore NA 174443242 Internenic 

cg12180984 3.12E-12 3.15E-10 0.278766 -4.71976 0.543003 0.089627 NA 14 Island NA 76819168 Internenic 

cg18980733 3.13E-12 3.15E-10 -0.73492 -3.21782 0.396245 0.112057 NA 5 Island NA 137577858 Internenic 

cg01573616 3.14E-12 3.16E-10 -2.32622 -5.11101 0.239054 0.032009 NA 5 Island NA 31639089 Internenic 

cg24525395 3.14E-12 3.16E-10 -0.86875 -3.54588 0.377383 0.094326 NA 2 NA NA 60797127 Internenic 

cg06893389 3.14E-12 3.16E-10 -0.88351 -4.6637 0.409748 0.057301 NA 14 Island NA 37117018 Internenic 

cg01763890 3.18E-12 3.19E-10 0.135703 -1.9253 0.519159 0.220507 NA 5 Island NA 76936793 Internenic 

cg09185829 3.19E-12 3.19E-10 -1.97258 -4.01177 0.240763 0.061924 NA 14 Island NA 104603440 Internenic 

cg11075754 3.19E-12 3.19E-10 -1.48289 -3.13491 0.293342 0.103873 NA 4 Island NA 53617448 Internenic 

cg03516452 3.27E-12 3.26E-10 -0.56617 -2.47768 0.42349 0.159366 NA 10 Island NA 44806558 Internenic 

cg13354810 3.31E-12 3.30E-10 -0.60365 -2.87946 0.415367 0.132753 NA 14 Island NA 89494079 Internenic 

cg11444379 3.36E-12 3.34E-10 -0.12027 -4.16102 0.479442 0.095831 NA 14 Island NA 33403743 Internenic 

cg02628823 3.42E-12 3.39E-10 -0.14107 -2.80696 0.485207 0.14715 NA 4 S_Shore NA 141419587 Internenic 

cg03148140 3.43E-12 3.40E-10 -0.63902 -2.18177 0.404478 0.183648 NA 4 Island NA 113626831 Internenic 

cg05799038 3.47E-12 3.43E-10 -2.86901 -5.46475 0.152167 0.026758 NA 8 Island NA 144503807 Internenic 

cg04288975 3.47E-12 3.43E-10 0.379487 -3.75538 0.577663 0.107695 NA 1 S_Shelf NA 98514064 Internenic 

cg26468336 3.49E-12 3.45E-10 0.030297 -2.33928 0.505752 0.187084 NA 3 S_Shore NA 55523173 Internenic 

cg27494338 3.51E-12 3.46E-10 -0.78565 -3.34013 0.384579 0.105768 NA 10 Island NA 102470161 Internenic 

cg06889481 3.51E-12 3.46E-10 0.170915 -2.52372 0.532063 0.172515 NA 2 Island NA 219827660 Internenic 

cg22026457 3.56E-12 3.50E-10 1.222928 -2.20635 0.678727 0.210617 NA 15 Island NA 74045705 Internenic 

cg21072937 3.60E-12 3.54E-10 -1.2353 -3.37539 0.336063 0.093373 NA 19 Island NA 7982306 Internenic 

cg10815947 3.66E-12 3.58E-10 -2.40202 -5.2884 0.228626 0.028234 NA 10 Island NA 103051600 Internenic 

cg22430231 3.68E-12 3.60E-10 -0.73171 -4.05488 0.403981 0.075443 NA 1 Island NA 230561200 Internenic 

cg09432590 3.69E-12 3.60E-10 -0.54958 -1.83032 0.406796 0.22555 NA 10 Island NA 22624205 Internenic 

cg14583869 3.69E-12 3.60E-10 -1.85265 -6.23241 0.341838 0.025501 NA 9 Island NA 34701531 Internenic 

cg08289140 3.70E-12 3.60E-10 -2.41237 -5.95178 0.264962 0.019277 NA 1 Island NA 1535155 Internenic 

cg01951947 3.76E-12 3.65E-10 -1.26344 -3.67095 0.302666 0.08957 NA 10 Island NA 102977648 Internenic 

cg18585722 3.83E-12 3.72E-10 -1.54407 -5.13627 0.281796 0.047171 NA 15 Island NA 99091410 Internenic 

cg16206813 3.84E-12 3.72E-10 0.661502 -2.17848 0.599275 0.208217 NA 5 NA NA 3122162 Internenic 

cg10091335 3.84E-12 3.72E-10 0.552034 -2.08306 0.579639 0.213937 NA 10 Island NA 43332443 Internenic 
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cg15157581 3.91E-12 3.77E-10 -1.22136 -3.14682 0.309557 0.111891 NA 11 S_Shore NA 43966188 Internenic 

cg24167372 3.93E-12 3.79E-10 1.349091 -1.52033 0.708563 0.283838 NA 5 N_Shore NA 146888628 Internenic 

cg12952271 3.97E-12 3.82E-10 0.685018 -3.31683 0.627908 0.1344 NA 2 Island NA 48757722 Internenic 

cg24462476 4.04E-12 3.88E-10 -0.91865 -3.30559 0.387116 0.099716 NA 5 Island NA 134375427 Internenic 

cg18732546 4.07E-12 3.91E-10 -0.01565 -2.13012 0.497377 0.203895 NA 14 Island NA 105309812 Internenic 

cg03216846 4.08E-12 3.91E-10 0.509814 -2.16102 0.58446 0.211409 NA 1 Island NA 119543883 Internenic 

cg05137450 4.08E-12 3.91E-10 -0.24575 -4.22419 0.491122 0.08581 NA 2 Island NA 233368263 Internenic 

cg06842989 4.19E-12 4.00E-10 -0.5448 -4.5049 0.452463 0.072967 NA 15 NA NA 84034416 Internenic 

cg20597013 4.26E-12 4.06E-10 -0.47819 -4.18817 0.485824 0.0696 NA 1 Island NA 244894274 Internenic 

cg27230697 4.26E-12 4.06E-10 0.85824 -2.22806 0.637699 0.210604 NA 11 S_Shore NA 58673577 Internenic 

cg01679690 4.27E-12 4.06E-10 1.113927 -1.60529 0.674191 0.273496 NA 10 Island NA 133850713 Internenic 

cg13906377 4.28E-12 4.06E-10 0.705409 -3.34199 0.612483 0.143726 NA 1 N_Shelf NA 63792695 Internenic 

cg18847823 4.28E-12 4.06E-10 -0.65487 -4.79914 0.428203 0.060209 NA 3 Island NA 27754675 Internenic 

cg20188733 4.31E-12 4.07E-10 -1.88455 -4.73048 0.287708 0.041073 NA 22 Island NA 42311055 Internenic 

cg14917610 4.31E-12 4.07E-10 -1.86783 -3.47989 0.231958 0.086853 NA 8 Island NA 7085602 Internenic 

cg17965926 4.31E-12 4.07E-10 0.708071 -2.96499 0.612149 0.158783 NA 8 Island NA 140716970 Internenic 

cg08987413 4.40E-12 4.14E-10 -1.87715 -4.07463 0.245413 0.06304 NA 6 N_Shelf NA 166419791 Internenic 

cg01912586 4.46E-12 4.20E-10 -2.15582 -5.18451 0.206757 0.037367 NA 1 N_Shore NA 119543661 Internenic 

cg04792863 4.49E-12 4.23E-10 -1.26916 -3.81172 0.339892 0.076441 NA 1 Island NA 110627197 Internenic 

cg10145640 4.52E-12 4.24E-10 0.078264 -2.73327 0.510746 0.158539 NA 7 S_Shelf NA 96656936 Internenic 

cg25900995 4.55E-12 4.27E-10 -0.72001 -3.08756 0.391094 0.121376 NA 7 N_Shore NA 127743962 Internenic 

cg01603079 4.57E-12 4.27E-10 -1.78569 -3.66228 0.239638 0.080644 NA 10 Island NA 102976327 Internenic 

cg03965795 4.59E-12 4.29E-10 -1.90988 -4.87828 0.280652 0.039237 NA 10 Island NA 102431021 Internenic 

cg12920814 4.61E-12 4.30E-10 -0.40125 -3.82272 0.434063 0.103629 NA 7 Island NA 90226043 Internenic 

cg23660154 4.62E-12 4.30E-10 -0.88358 -4.79928 0.405598 0.054506 NA 1 Island NA 110626540 Internenic 

cg02019574 4.64E-12 4.31E-10 0.403526 -2.61452 0.567041 0.174513 NA 2 Island NA 45228640 Internenic 

cg11278506 4.67E-12 4.34E-10 -1.9336 -4.77458 0.281102 0.040276 NA 3 N_Shore NA 72787955 Internenic 

cg17214502 4.72E-12 4.38E-10 0.405078 -4.22125 0.566661 0.099123 NA 4 Island NA 4869172 Internenic 

cg10706389 4.73E-12 4.38E-10 0.648226 -2.17007 0.602985 0.209411 NA 17 Island NA 59474869 Internenic 

cg12550412 4.80E-12 4.44E-10 -0.80725 -5.32976 0.449176 0.045126 NA 1 Island NA 227730308 Internenic 

cg15476279 4.81E-12 4.45E-10 -1.61581 -6.06864 0.346904 0.022465 NA 6 Island NA 33181145 Internenic 
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cg19392142 4.87E-12 4.49E-10 -0.15839 -2.43408 0.472637 0.17515 NA 11 S_Shore NA 58673477 Internenic 

cg21448552 4.88E-12 4.49E-10 -1.01079 -3.83823 0.36373 0.083426 NA 3 N_Shore NA 27755123 Internenic 

cg03111285 5.00E-12 4.60E-10 -2.88922 -5.85328 0.173288 0.019791 NA 1 Island NA 230561693 Internenic 

cg17609931 5.01E-12 4.60E-10 0.603063 -1.97358 0.603259 0.219361 NA 4 Island NA 174443529 Internenic 

cg24497186 5.04E-12 4.62E-10 1.569016 -2.4107 0.727285 0.209606 NA 8 Island NA 48100170 Internenic 

cg06646548 5.05E-12 4.62E-10 0.177617 2.484758 0.529586 0.833595 NA 10 N_Shelf NA 77152949 Internenic 

cg16219246 5.05E-12 4.62E-10 -0.35283 -3.09011 0.442061 0.13207 NA 4 Island NA 57396890 Internenic 

cg25489024 5.07E-12 4.63E-10 -3.02688 -5.8107 0.119426 0.024829 NA 19 Island NA 14359902 Internenic 

cg01978544 5.09E-12 4.64E-10 -0.23433 -3.10014 0.461985 0.131977 NA 6 Island NA 30418858 Internenic 

cg23022785 5.14E-12 4.68E-10 -2.05806 -4.56925 0.26014 0.042622 NA 20 S_Shore NA 10153355 Internenic 

cg08078694 5.17E-12 4.70E-10 1.555732 -1.84908 0.721256 0.252141 NA 8 Island NA 48100179 Internenic 

cg02976699 5.25E-12 4.75E-10 -0.71198 -3.02259 0.394322 0.124969 NA 9 Island NA 17907163 Internenic 

cg12334793 5.25E-12 4.75E-10 -0.41469 -4.20971 0.43124 0.091217 NA 10 Island NA 102977342 Internenic 

cg03182917 5.32E-12 4.82E-10 -0.77095 -3.60912 0.405137 0.091136 NA 2 Island NA 176944601 Internenic 

cg05236677 5.38E-12 4.86E-10 0.075262 -2.77135 0.510404 0.153197 NA 8 Island NA 99952217 Internenic 

cg05768702 5.47E-12 4.93E-10 -1.30703 -4.07102 0.348633 0.063218 NA 17 S_Shore NA 47271133 Internenic 

cg04112211 5.49E-12 4.94E-10 0.335707 -2.08228 0.553242 0.21172 NA 5 N_Shore NA 87436327 Internenic 

cg08115183 5.54E-12 4.98E-10 -0.29024 -3.39743 0.454918 0.117622 NA 7 Island NA 1705139 Internenic 

cg22112267 5.57E-12 5.01E-10 0.873834 -1.95348 0.633856 0.23163 NA 2 Island NA 66804706 Internenic 

cg12055259 5.60E-12 5.02E-10 -0.46207 -4.05855 0.435399 0.083354 NA 14 Island NA 104603238 Internenic 

cg03877267 5.60E-12 5.02E-10 -0.26528 -3.46796 0.459105 0.116363 NA 10 Island NA 102430784 Internenic 

cg14916150 5.64E-12 5.05E-10 0.120449 -3.82461 0.519887 0.114593 NA 4 Island NA 4868983 Internenic 

cg19849509 5.71E-12 5.10E-10 -0.44268 -2.59688 0.433454 0.157123 NA 2 Island NA 175204996 Internenic 

cg12950911 5.84E-12 5.21E-10 0.630409 -3.83974 0.600804 0.117926 NA 4 Island NA 180979631 Internenic 

cg19841276 5.87E-12 5.23E-10 -1.63745 -4.47875 0.290502 0.054201 NA 10 Island NA 35931892 Internenic 

cg18161950 5.87E-12 5.23E-10 0.340395 -3.32001 0.556173 0.138039 NA 5 Island NA 42995203 Internenic 

cg05326826 5.97E-12 5.30E-10 0.427543 -0.52843 0.572634 0.410608 NA 9 N_Shore NA 69198578 Internenic 

cg16638266 5.97E-12 5.30E-10 0.629248 -3.63133 0.601813 0.127357 NA 3 Island NA 55522835 Internenic 

cg27196768 6.06E-12 5.37E-10 -0.66604 -3.9148 0.416417 0.082619 NA 15 Island NA 98971673 Internenic 

cg15393275 6.18E-12 5.47E-10 0.30283 -2.13967 0.544906 0.200142 NA 2 Island NA 45165193 Internenic 

cg09227150 6.27E-12 5.54E-10 -0.96231 -4.18387 0.395462 0.069006 NA 10 Island NA 102475578 Internenic 
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cg24096964 6.29E-12 5.55E-10 -2.3467 -4.30306 0.198862 0.05171 NA 12 Island NA 54399591 Internenic 

cg23393242 6.43E-12 5.67E-10 1.092013 -1.30514 0.669232 0.30451 NA 7 Island NA 156813480 Internenic 

cg13574271 6.47E-12 5.69E-10 0.214587 -2.25637 0.538711 0.191236 NA 15 Island NA 89942773 Internenic 

cg13362082 6.49E-12 5.71E-10 0.110981 -2.45939 0.526162 0.175881 NA 7 Island NA 96645989 Internenic 

cg04915780 6.58E-12 5.78E-10 -1.16131 -5.89739 0.408573 0.038111 NA 12 Island NA 59989742 Internenic 

cg27346037 6.65E-12 5.83E-10 -0.83995 -3.1376 0.364014 0.121172 NA 6 Island NA 106442129 Internenic 

cg22031392 6.73E-12 5.89E-10 -0.54052 -4.78419 0.455012 0.067692 NA 19 Island NA 55962948 Internenic 

cg12645886 6.93E-12 6.06E-10 -0.66816 -3.68881 0.409657 0.095121 NA 15 Island NA 89905277 Internenic 

cg26426898 7.04E-12 6.14E-10 0.813267 -1.66234 0.628283 0.256602 NA 20 Island NA 709094 Internenic 

cg10785443 7.07E-12 6.16E-10 -0.83247 -4.214 0.396359 0.075763 NA 2 Island NA 219827728 Internenic 

cg08543148 7.11E-12 6.19E-10 -1.0549 -3.75977 0.36651 0.082665 NA 19 Island NA 47142956 Internenic 

cg09297463 7.22E-12 6.28E-10 -1.53143 -4.14438 0.314662 0.060164 NA 20 Island NA 10153192 Internenic 

cg08729031 7.23E-12 6.28E-10 -0.14991 -4.39946 0.498574 0.082673 NA 10 Island NA 102416179 Internenic 

cg08540945 7.27E-12 6.30E-10 -0.73319 -3.87879 0.424265 0.078755 NA 7 Island NA 152591698 Internenic 

cg05268203 7.28E-12 6.30E-10 -1.24018 -4.37724 0.358732 0.059216 NA 2 N_Shore NA 118981748 Internenic 

cg02182308 7.31E-12 6.32E-10 -0.09105 -2.54787 0.490687 0.164869 NA 10 S_Shore NA 8080045 Internenic 

cg02405073 7.39E-12 6.37E-10 0.547695 -2.59843 0.601498 0.174488 NA 12 Island NA 125671783 Internenic 

cg02925805 7.39E-12 6.37E-10 0.134683 -2.23269 0.528628 0.187864 NA 12 Island NA 298484 Internenic 

cg18543035 7.41E-12 6.38E-10 -0.64281 -3.07366 0.410449 0.121246 NA 10 NA NA 8374526 Internenic 

cg12038935 7.46E-12 6.41E-10 0.104281 -3.74778 0.521176 0.115826 NA 20 Island NA 62674028 Internenic 

cg04172501 7.46E-12 6.41E-10 -0.39778 -3.61605 0.469736 0.097221 NA 1 Island NA 1136430 Internenic 

cg09642640 7.49E-12 6.42E-10 -0.91124 -3.70393 0.390792 0.082413 NA 2 Island NA 170220780 Internenic 

cg22805295 7.58E-12 6.49E-10 0.796267 -2.51947 0.625983 0.187656 NA 15 Island NA 34806810 Internenic 

cg15188574 7.64E-12 6.53E-10 -2.35525 -4.2609 0.189815 0.053791 NA 11 N_Shore NA 124709084 Internenic 

cg12112529 7.66E-12 6.54E-10 0.463296 -4.12232 0.570892 0.108876 NA 10 Island NA 118922736 Internenic 

cg03780132 7.69E-12 6.56E-10 0.071105 -3.93876 0.508528 0.106502 NA 5 Island NA 42951346 Internenic 

cg00083046 7.77E-12 6.61E-10 0.495067 -1.81015 0.581193 0.238415 NA 2 Island NA 175204844 Internenic 

cg14600813 7.93E-12 6.74E-10 -0.75562 -3.65067 0.398403 0.095146 NA 4 N_Shore NA 57396496 Internenic 

cg25954235 8.09E-12 6.87E-10 0.494981 -1.71505 0.583385 0.247912 NA 22 N_Shore NA 21505345 Internenic 

cg24155384 8.26E-12 7.01E-10 0.005148 -2.6782 0.512463 0.154058 NA 7 Island NA 156811034 Internenic 

cg18447876 8.28E-12 7.02E-10 0.640233 -2.11015 0.602335 0.214737 NA 3 Island NA 54121761 Internenic 
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cg06778273 8.30E-12 7.02E-10 -2.02876 -5.2202 0.252222 0.034813 NA 1 Island NA 1137117 Internenic 

cg00271522 8.39E-12 7.09E-10 -1.13695 -3.76225 0.357696 0.078767 NA 7 Island NA 1264195 Internenic 

cg06962801 8.43E-12 7.11E-10 -2.00289 -5.41358 0.238013 0.035703 NA 1 Island NA 202996076 Internenic 

cg22697364 8.58E-12 7.23E-10 0.051083 -3.14664 0.524698 0.128066 NA 5 N_Shore NA 32709859 Internenic 

cg06973595 8.59E-12 7.23E-10 0.444841 -3.83283 0.570732 0.118369 NA 4 Island NA 55093096 Internenic 

cg14709794 8.60E-12 7.23E-10 -2.85047 -4.63668 0.155802 0.039244 NA 5 Island NA 172710865 Internenic 

cg15425541 8.65E-12 7.26E-10 1.332124 -2.69986 0.702 0.190592 NA 14 S_Shelf NA 61118751 Internenic 

cg00787022 8.71E-12 7.30E-10 -1.21326 -3.50242 0.344567 0.086543 NA 2 Island NA 45166314 Internenic 

cg16318768 8.83E-12 7.40E-10 -0.88169 -3.46374 0.357512 0.104769 NA 5 Island NA 158533774 Internenic 

cg13345942 9.13E-12 7.64E-10 1.119101 -1.332 0.670606 0.302084 NA 10 Island NA 22625015 Internenic 

cg23071120 9.18E-12 7.66E-10 -0.523 -3.38387 0.451052 0.100082 NA 1 Island NA 13840480 Internenic 

cg10110083 9.18E-12 7.66E-10 0.712617 -2.45251 0.614886 0.193742 NA 6 Island NA 30418845 Internenic 

cg02081427 9.38E-12 7.81E-10 -0.80897 -3.76661 0.415422 0.084476 NA 12 Island NA 59989735 Internenic 

cg08160253 9.41E-12 7.83E-10 -1.00315 -3.1855 0.368404 0.105909 NA 20 Island NA 10153013 Internenic 

cg24693490 9.44E-12 7.84E-10 -3.38481 -4.91733 0.102434 0.033659 NA 4 N_Shore NA 55093612 Internenic 

cg14493267 9.49E-12 7.87E-10 -0.65633 -2.44601 0.406489 0.160973 NA 9 Island NA 136451116 Internenic 

cg09257488 9.52E-12 7.89E-10 -1.68737 -6.94216 0.291491 0.029229 NA 1 Island NA 91316825 Internenic 

cg10108372 9.54E-12 7.89E-10 -0.6665 -3.21521 0.425906 0.108664 NA 7 Island NA 156811362 Internenic 

cg12081932 9.62E-12 7.94E-10 0.959657 -1.70412 0.642687 0.25276 NA 11 Island NA 120382782 Internenic 

cg19529472 9.63E-12 7.95E-10 0.432928 -2.07393 0.563649 0.213792 NA 8 N_Shore NA 143534954 Internenic 

cg04117372 9.69E-12 7.98E-10 -1.4131 -4.11477 0.320414 0.064743 NA 20 Island NA 21083514 Internenic 

cg25569840 9.70E-12 7.99E-10 0.281489 -2.30321 0.55177 0.181572 NA 22 S_Shelf NA 49701234 Internenic 

cg18775634 9.76E-12 8.02E-10 -1.64125 -4.90642 0.299511 0.041484 NA 3 N_Shore NA 27755341 Internenic 

cg17745088 1.01E-11 8.29E-10 -2.54266 -5.39317 0.234759 0.024333 NA 1 Island NA 50798969 Internenic 

cg20439030 1.01E-11 8.31E-10 -0.24908 -3.6954 0.500829 0.094888 NA 19 NA NA 34359847 Internenic 

cg27522573 1.01E-11 8.31E-10 0.124547 -2.77242 0.528266 0.152177 NA 16 NA NA 87622478 Internenic 

cg07475973 1.02E-11 8.31E-10 -1.93147 -4.91188 0.269075 0.040737 NA 22 Island NA 42306951 Internenic 

cg01177928 1.03E-11 8.38E-10 -1.32541 -4.90223 0.377726 0.046466 NA 1 Island NA 244893571 Internenic 

cg12590051 1.04E-11 8.50E-10 -0.50185 -3.0883 0.433211 0.124389 NA 12 N_Shore NA 54398891 Internenic 

cg23091771 1.06E-11 8.63E-10 0.337416 -2.35844 0.554706 0.191415 NA 5 S_Shelf NA 87987991 Internenic 

cg03921416 1.08E-11 8.74E-10 -1.22777 -3.81095 0.32729 0.082608 NA 12 S_Shore NA 59990675 Internenic 
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cg13027404 1.08E-11 8.74E-10 -0.50662 -3.39573 0.415656 0.115322 NA 15 N_Shore NA 53095984 Internenic 

cg06134410 1.09E-11 8.88E-10 1.26603 -4.39362 0.673584 0.126279 NA 7 Island NA 1705349 Internenic 

cg13802571 1.10E-11 8.88E-10 -0.06401 -3.2783 0.498534 0.126645 NA 1 NA NA 209381323 Internenic 

cg12004183 1.12E-11 9.05E-10 0.867115 -3.31834 0.636056 0.153024 NA 7 NA NA 71217124 Internenic 

cg17408973 1.15E-11 9.29E-10 0.452358 -2.82397 0.572262 0.160112 NA 2 N_Shore NA 48756994 Internenic 

cg26653400 1.16E-11 9.33E-10 -0.15182 -4.80607 0.519966 0.069153 NA 2 NA NA 58654962 Internenic 

cg13057857 1.18E-11 9.49E-10 0.040261 -3.18623 0.508559 0.135946 NA 1 Island NA 70033389 Internenic 

cg19468029 1.18E-11 9.54E-10 -1.81191 -4.72077 0.281763 0.045049 NA 3 S_Shore NA 46854231 Internenic 

cg10381455 1.19E-11 9.57E-10 -1.73401 -4.16707 0.267853 0.061969 NA 12 Island NA 52241817 Internenic 

cg24422027 1.19E-11 9.58E-10 0.115398 -4.33045 0.521422 0.097129 NA 17 Island NA 2659305 Internenic 

cg27210464 1.20E-11 9.66E-10 0.534609 -2.31155 0.586599 0.199996 NA 10 S_Shore NA 101283479 Internenic 

cg15792653 1.21E-11 9.66E-10 -0.10255 -2.21806 0.479039 0.190216 NA 10 N_Shore NA 118924342 Internenic 

cg16447652 1.21E-11 9.66E-10 -0.4296 -4.76216 0.439019 0.076224 NA 17 Island NA 54674338 Internenic 

cg14797402 1.23E-11 9.79E-10 0.383888 -3.02089 0.560191 0.154729 NA 11 S_Shore NA 58673453 Internenic 

cg16023415 1.24E-11 9.87E-10 -1.47281 -4.87139 0.330232 0.04869 NA 1 Island NA 20692812 Internenic 

cg14579864 1.25E-11 1.00E-09 1.033311 -1.22545 0.663873 0.315681 NA 9 N_Shore NA 79632225 Internenic 

cg02316596 1.29E-11 1.02E-09 0.72863 -1.82056 0.615638 0.242601 NA 11 Island NA 120434979 Internenic 

cg07170170 1.29E-11 1.03E-09 -0.43677 -2.77529 0.432534 0.147461 NA 12 S_Shore NA 125672141 Internenic 

cg04541699 1.34E-11 1.06E-09 -1.66877 -4.62056 0.316497 0.044122 NA 4 S_Shore NA 6565432 Internenic 

cg07998396 1.34E-11 1.07E-09 -1.99192 -5.99961 0.334771 0.020237 NA 10 Island NA 130008559 Internenic 

cg23618638 1.37E-11 1.08E-09 -2.20179 -4.08423 0.205703 0.059904 NA 7 S_Shore NA 22123315 Internenic 

cg01016662 1.37E-11 1.08E-09 -0.21764 -4.72529 0.487658 0.071723 NA 1 Island NA 110673082 Internenic 

cg27245512 1.37E-11 1.08E-09 -1.14954 -3.05256 0.343559 0.110645 NA 1 Island NA 230562591 Internenic 

cg02732202 1.37E-11 1.08E-09 0.459942 -2.4974 0.575661 0.186926 NA 6 Island NA 100051635 Internenic 

cg01596870 1.38E-11 1.09E-09 0.298947 -1.9582 0.547824 0.221417 NA 19 Island NA 55963115 Internenic 

cg26230417 1.38E-11 1.09E-09 0.483352 -2.76393 0.577554 0.163147 NA 10 Island NA 131769966 Internenic 

cg21084516 1.38E-11 1.09E-09 0.18754 -2.74385 0.524397 0.162905 NA 11 N_Shore NA 43600534 Internenic 

cg01521106 1.38E-11 1.09E-09 -0.80662 -3.66785 0.40149 0.089867 NA 17 Island NA 78978395 Internenic 

cg23483656 1.41E-11 1.10E-09 0.077153 -1.81491 0.513566 0.230527 NA 3 Island NA 64430634 Internenic 

cg14093065 1.42E-11 1.11E-09 -0.81794 -4.07659 0.391469 0.083552 NA 17 Island NA 1811625 Internenic 

cg05612279 1.43E-11 1.12E-09 0.351395 -1.24531 0.555661 0.301538 NA 12 Island NA 52241471 Internenic 
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cg16447865 1.44E-11 1.12E-09 -0.04811 -3.77885 0.491315 0.116445 NA 10 Island NA 133850544 Internenic 

cg25078150 1.44E-11 1.12E-09 0.926526 -3.10059 0.638494 0.163008 NA 10 Island NA 118922841 Internenic 

cg09140778 1.48E-11 1.15E-09 -1.94694 -5.1015 0.259201 0.039651 NA 2 N_Shore NA 237086398 Internenic 

cg19913934 1.48E-11 1.15E-09 -1.99524 -4.62654 0.259966 0.046986 NA 6 Island NA 5997120 Internenic 

cg14980667 1.49E-11 1.16E-09 -0.78764 -2.67427 0.376401 0.147458 NA 5 S_Shore NA 172666228 Internenic 

cg12700145 1.53E-11 1.19E-09 -1.96881 -4.39354 0.246514 0.05117 NA 1 Island NA 31158200 Internenic 

cg14464509 1.54E-11 1.19E-09 -1.82901 -4.90898 0.290015 0.043094 NA 7 Island NA 1265378 Internenic 

cg18333921 1.55E-11 1.20E-09 -0.45359 -4.66579 0.468709 0.076725 NA 2 Island NA 225307259 Internenic 

cg21254450 1.56E-11 1.21E-09 -0.31296 -3.73806 0.448247 0.103104 NA 7 Island NA 155261387 Internenic 

cg17169931 1.57E-11 1.21E-09 -1.29739 -4.33286 0.350067 0.0623 NA 15 Island NA 41913347 Internenic 

cg06314333 1.58E-11 1.22E-09 -0.21016 -2.81799 0.46498 0.151754 NA 7 Island NA 129425532 Internenic 

cg01418261 1.58E-11 1.22E-09 -2.61101 -4.67761 0.152559 0.04244 NA 1 Island NA 47697663 Internenic 

cg09579808 1.61E-11 1.24E-09 -2.51643 -5.02457 0.208788 0.033498 NA 10 Island NA 31073980 Internenic 

cg02252248 1.64E-11 1.26E-09 0.431338 -2.24903 0.567401 0.196528 NA 17 Island NA 47073164 Internenic 

cg04684656 1.64E-11 1.26E-09 0.839449 -2.90183 0.620173 0.166398 NA 18 Island NA 5630428 Internenic 

cg17171215 1.66E-11 1.27E-09 0.558583 -2.88927 0.586377 0.162521 NA 2 Island NA 237078223 Internenic 

cg15810815 1.66E-11 1.27E-09 1.27024 -1.48484 0.686425 0.285516 NA 6 N_Shore NA 114663139 Internenic 

cg02237319 1.68E-11 1.28E-09 -1.70606 -5.79625 0.267967 0.036383 NA 1 Island NA 54204501 Internenic 

cg10508760 1.69E-11 1.29E-09 0.135074 -2.49541 0.537262 0.169764 NA 1 Island NA 166853789 Internenic 

cg12051980 1.71E-11 1.31E-09 -0.5747 -3.01841 0.418219 0.127398 NA 14 S_Shore NA 37117758 Internenic 

cg04317492 1.73E-11 1.32E-09 -2.17425 -6.09071 0.282122 0.020392 NA 15 Island NA 41877806 Internenic 

cg10512292 1.74E-11 1.32E-09 -1.55619 -4.50635 0.323615 0.051167 NA 12 N_Shore NA 4378267 Internenic 

cg22789298 1.76E-11 1.34E-09 -1.0863 -3.28494 0.333912 0.108121 NA 6 Island NA 1608977 Internenic 

cg10176137 1.77E-11 1.34E-09 -0.40553 -2.67289 0.439958 0.153788 NA 5 Island NA 115912188 Internenic 

cg01088410 1.77E-11 1.35E-09 0.489896 -3.46839 0.574969 0.136649 NA 5 Island NA 170739179 Internenic 

cg17142722 1.80E-11 1.36E-09 -1.1916 -5.23773 0.359303 0.051413 NA 1 Island NA 1363280 Internenic 

cg11713664 1.80E-11 1.36E-09 -1.7779 -3.91226 0.27468 0.065664 NA 1 Island NA 202995853 Internenic 

cg26566415 1.81E-11 1.37E-09 -2.12084 -5.55615 0.267835 0.029033 NA 6 S_Shore NA 33181393 Internenic 

cg24437715 1.81E-11 1.37E-09 -0.09425 -3.82991 0.481714 0.10496 NA 2 Island NA 237072391 Internenic 

cg24427993 1.81E-11 1.37E-09 0.395405 -2.71683 0.565943 0.172324 NA 6 Island NA 30418847 Internenic 

cg10955973 1.81E-11 1.37E-09 -0.29793 -5.41784 0.516354 0.060087 NA 11 Island NA 19366714 Internenic 
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cg10594709 1.83E-11 1.38E-09 -1.55685 -6.45487 0.365598 0.027965 NA 8 Island NA 144489858 Internenic 

cg27211284 1.85E-11 1.39E-09 0.712741 -2.12686 0.612778 0.218635 NA 2 Island NA 200524012 Internenic 

cg23519930 1.86E-11 1.40E-09 -1.42222 -5.76714 0.363488 0.033178 NA 2 NA NA 60963021 Internenic 

cg14627348 1.88E-11 1.41E-09 0.150255 -2.5772 0.527929 0.171363 NA 9 Island NA 79630987 Internenic 

cg21383487 1.89E-11 1.42E-09 0.166156 -2.33814 0.525917 0.192423 NA 10 Island NA 22624094 Internenic 

cg24738779 1.90E-11 1.43E-09 -2.14084 -6.14139 0.281811 0.020055 NA 6 Island NA 33181143 Internenic 

cg13839964 1.93E-11 1.44E-09 1.206434 -2.40811 0.684987 0.200253 NA 2 Island NA 68870352 Internenic 

cg12250513 1.95E-11 1.46E-09 -1.6054 -4.59531 0.314156 0.050975 NA 2 Island NA 233283819 Internenic 

cg14626793 1.96E-11 1.46E-09 -0.62342 -4.0784 0.408359 0.085711 NA 7 Island NA 1269837 Internenic 

cg08480901 1.96E-11 1.46E-09 -0.72294 -5.07831 0.435979 0.054015 NA 4 Island NA 1515011 Internenic 

cg04371726 1.96E-11 1.46E-09 0.160989 -2.40965 0.526636 0.18525 NA 2 N_Shore NA 63285645 Internenic 

cg22030457 1.97E-11 1.46E-09 0.454099 -2.72107 0.580752 0.167007 NA 19 Island NA 30215233 Internenic 

cg17328472 1.97E-11 1.46E-09 -0.33166 -2.98465 0.457432 0.124781 NA 1 N_Shore NA 4712764 Internenic 

cg07617384 1.98E-11 1.46E-09 -3.38403 -6.35034 0.157457 0.013465 NA 15 Island NA 74392612 Internenic 

cg02585459 1.98E-11 1.47E-09 0.496225 -3.28101 0.578743 0.147736 NA 1 Island NA 111098150 Internenic 

cg07266616 2.03E-11 1.50E-09 0.019181 -2.58781 0.501044 0.170162 NA 4 Island NA 55093241 Internenic 

cg01869826 2.05E-11 1.52E-09 -1.9862 -5.59838 0.282197 0.032601 NA 16 Island NA 22173765 Internenic 

cg26853061 2.07E-11 1.53E-09 -0.85366 -2.75286 0.367472 0.140352 NA 2 N_Shore NA 45229337 Internenic 

cg04822330 2.09E-11 1.54E-09 -1.50796 -5.75456 0.357016 0.036125 NA 6 Island NA 126069172 Internenic 

cg14165692 2.10E-11 1.54E-09 -0.54818 -2.56789 0.413521 0.157494 NA 2 N_Shore NA 111367744 Internenic 

cg02139871 2.10E-11 1.55E-09 1.183498 -3.40462 0.671135 0.157403 NA 2 S_Shore NA 127783370 Internenic 

cg04023996 2.13E-11 1.57E-09 -0.37846 -2.94335 0.444123 0.13698 NA 1 Island NA 50892794 Internenic 

cg03467809 2.14E-11 1.57E-09 -1.85145 -3.13781 0.229333 0.105062 NA 4 NA NA 190714433 Internenic 

cg18189994 2.14E-11 1.57E-09 -0.47489 -4.11859 0.420127 0.096427 NA 15 N_Shore NA 53096816 Internenic 

cg04415008 2.15E-11 1.57E-09 -1.76792 -4.82704 0.309492 0.042385 NA 2 Island NA 45179526 Internenic 

cg04570149 2.15E-11 1.57E-09 -2.48177 -5.65838 0.21469 0.027152 NA 6 N_Shore NA 5996893 Internenic 

cg25397973 2.19E-11 1.60E-09 -0.93753 -3.23324 0.373977 0.107467 NA 6 N_Shore NA 5996562 Internenic 

cg18501029 2.21E-11 1.61E-09 -0.13177 -4.11961 0.512689 0.096288 NA 6 Island NA 101841615 Internenic 

cg05312353 2.22E-11 1.62E-09 0.062842 -2.79734 0.526093 0.145264 NA 6 S_Shore NA 17102678 Internenic 

cg26195706 2.26E-11 1.64E-09 0.486565 -2.164 0.57862 0.208548 NA 10 Island NA 88391827 Internenic 

cg06023243 2.26E-11 1.64E-09 -1.60943 -3.72857 0.291352 0.073845 NA 15 S_Shore NA 99092014 Internenic 
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cg09859179 2.28E-11 1.65E-09 -1.05854 -3.71176 0.352037 0.090053 NA 2 NA NA 58655104 Internenic 

cg21372571 2.31E-11 1.67E-09 -0.84243 -3.78833 0.416192 0.07794 NA 6 S_Shore NA 114665013 Internenic 

cg22084806 2.36E-11 1.71E-09 0.692521 -2.43973 0.610858 0.194518 NA 2 Island NA 114261270 Internenic 

cg00910052 2.36E-11 1.71E-09 -1.58505 -5.1975 0.327454 0.04256 NA 19 Island NA 7981368 Internenic 

cg09748952 2.39E-11 1.73E-09 -0.75149 -2.10491 0.380333 0.193598 NA 17 N_Shore NA 42015369 Internenic 

cg07366196 2.39E-11 1.73E-09 -0.98416 -4.738 0.399503 0.060043 NA 12 NA NA 127865826 Internenic 

cg20569287 2.39E-11 1.73E-09 0.689511 -3.29808 0.612707 0.150155 NA 8 Island NA 144511313 Internenic 

cg24163575 2.40E-11 1.73E-09 0.788815 -2.00928 0.626327 0.231749 NA 15 Island NA 30261379 Internenic 

cg18331466 2.47E-11 1.77E-09 0.590445 -1.04704 0.598481 0.335008 NA 2 N_Shore NA 114259296 Internenic 

cg07372932 2.51E-11 1.80E-09 -0.63563 -2.58907 0.410469 0.150725 NA 6 Island NA 1381827 Internenic 

cg20341985 2.52E-11 1.81E-09 0.501546 -2.76544 0.583291 0.169501 NA 7 Island NA 127806678 Internenic 

cg07139438 2.54E-11 1.82E-09 -4.05023 -5.3358 0.057966 0.025864 NA 3 Island NA 39222518 Internenic 

cg18809102 2.57E-11 1.84E-09 -0.74716 -2.4155 0.39219 0.162732 NA 5 S_Shore NA 76937511 Internenic 

cg03910767 2.58E-11 1.84E-09 -3.48409 -5.65576 0.11322 0.021374 NA 1 Island NA 110626977 Internenic 

cg08031151 2.59E-11 1.85E-09 -0.22461 -3.39618 0.463479 0.123968 NA 3 N_Shore NA 138656471 Internenic 

cg07614306 2.60E-11 1.85E-09 -1.29745 -4.60897 0.356407 0.056295 NA 12 Island NA 59990159 Internenic 

cg12992385 2.60E-11 1.85E-09 -0.40094 -3.62392 0.433329 0.112461 NA 6 Island NA 34111805 Internenic 

cg09184832 2.64E-11 1.88E-09 -0.32342 -3.21022 0.474779 0.121172 NA 6 Island NA 79620586 Internenic 

cg05800336 2.65E-11 1.89E-09 -1.74171 -4.09002 0.267793 0.063751 NA 10 NA NA 133252069 Internenic 

cg13053505 2.70E-11 1.92E-09 -1.17463 -3.35654 0.34267 0.096709 NA 4 N_Shore NA 4854459 Internenic 

cg27402429 2.74E-11 1.94E-09 -0.96136 -3.37051 0.378935 0.100594 NA 3 Island NA 72788294 Internenic 

cg25615184 2.74E-11 1.94E-09 0.381569 -1.96407 0.563483 0.227004 NA 5 S_Shore NA 180531373 Internenic 

cg12378888 2.77E-11 1.96E-09 0.100931 -4.05945 0.512025 0.108505 NA 4 N_Shore NA 4867102 Internenic 

cg11722139 2.78E-11 1.97E-09 -0.42364 -3.05689 0.432318 0.132136 NA 10 S_Shore NA 102441185 Internenic 

cg24693061 2.79E-11 1.97E-09 -0.01219 -2.19113 0.496654 0.200669 NA 10 Island NA 134602530 Internenic 

cg24487940 2.82E-11 1.99E-09 0.345285 -2.11781 0.556515 0.211565 NA 10 Island NA 91597490 Internenic 

cg24280645 2.83E-11 1.99E-09 -0.84143 -5.37941 0.377002 0.053282 NA 17 Island NA 48636900 Internenic 

cg08837744 2.87E-11 2.02E-09 1.093187 3.031382 0.656792 0.884379 NA 2 NA NA 200616066 Internenic 

cg08786026 2.87E-11 2.02E-09 -0.67571 -3.53897 0.437816 0.09164 NA 6 N_Shore NA 126068238 Internenic 

cg00131983 2.88E-11 2.03E-09 0.679005 -2.80485 0.607737 0.175373 NA 4 Island NA 4867424 Internenic 

cg12443462 2.92E-11 2.05E-09 -1.39842 -3.72691 0.324501 0.075161 NA 10 N_Shore NA 102413968 Internenic 
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cg03436178 2.98E-11 2.09E-09 -0.82469 -3.8741 0.398222 0.083068 NA 13 NA NA 46785713 Internenic 

cg03994465 2.99E-11 2.09E-09 0.02912 -2.01253 0.507937 0.215305 NA 1 Island NA 119544230 Internenic 

cg21250356 3.00E-11 2.10E-09 0.63997 -2.12134 0.60316 0.220309 NA 7 Island NA 156813602 Internenic 

cg14876685 3.01E-11 2.10E-09 -0.03604 -2.5843 0.494539 0.171352 NA 7 Island NA 99177937 Internenic 

cg22418083 3.07E-11 2.14E-09 -1.01326 -3.31764 0.335987 0.112267 NA 5 Island NA 42995283 Internenic 

cg18420643 3.12E-11 2.18E-09 0.445691 -2.28688 0.565501 0.199451 NA 8 Island NA 10590503 Internenic 

cg12725706 3.14E-11 2.19E-09 -0.54047 -4.34546 0.447072 0.082105 NA 15 N_Shore NA 93257525 Internenic 

cg10156366 3.15E-11 2.19E-09 0.776926 -2.60901 0.628191 0.180879 NA 2 Island NA 79220381 Internenic 

cg04812475 3.22E-11 2.24E-09 0.816777 -4.05296 0.63633 0.103861 NA 9 Island NA 17906561 Internenic 

cg18138580 3.22E-11 2.24E-09 -1.44633 -3.67078 0.305817 0.080376 NA 7 NA NA 70294264 Internenic 

cg04446455 3.22E-11 2.24E-09 -1.94499 -4.60752 0.268163 0.048017 NA 13 Island NA 29394448 Internenic 

cg13884568 3.27E-11 2.27E-09 0.670928 -1.82112 0.600958 0.244108 NA 9 N_Shore NA 79630305 Internenic 

cg01925699 3.28E-11 2.27E-09 0.545338 -2.50687 0.583083 0.186155 NA 11 S_Shore NA 33851073 Internenic 

cg06554090 3.31E-11 2.29E-09 0.535314 -1.92446 0.587397 0.229001 NA 15 Island NA 68128261 Internenic 

cg26029736 3.35E-11 2.31E-09 0.269245 -3.13966 0.545344 0.147027 NA 2 Island NA 105760375 Internenic 

cg03610227 3.37E-11 2.32E-09 -0.92824 -4.02532 0.388194 0.078637 NA 3 Island NA 64430667 Internenic 

cg10546149 3.42E-11 2.36E-09 0.150256 -3.2547 0.526447 0.139932 NA 6 N_Shore NA 91320614 Internenic 

cg14674720 3.44E-11 2.37E-09 0.885953 -1.52713 0.639722 0.28124 NA 2 Island NA 219827930 Internenic 

cg14559356 3.44E-11 2.37E-09 -0.46397 -3.2818 0.440735 0.117659 NA 10 Island NA 102976532 Internenic 

cg25110126 3.46E-11 2.38E-09 -2.08466 -6.37844 0.339333 0.015346 NA 1 Island NA 46999211 Internenic 

cg18711394 3.47E-11 2.38E-09 -0.93117 -3.93193 0.379379 0.083715 NA 5 Island NA 36690602 Internenic 

cg07400877 3.49E-11 2.39E-09 -1.51038 -3.8049 0.308615 0.072967 NA 20 Island NA 45440085 Internenic 

cg24875854 3.50E-11 2.40E-09 -0.75128 -3.43885 0.41739 0.096034 NA 10 Island NA 130339677 Internenic 

cg23493585 3.51E-11 2.40E-09 -1.93477 -3.90545 0.252771 0.065263 NA 9 Island NA 126770664 Internenic 

cg10967191 3.51E-11 2.40E-09 -1.07506 -3.30868 0.358164 0.099747 NA 16 Island NA 49888604 Internenic 

cg25090291 3.59E-11 2.45E-09 -2.9198 -4.50847 0.139974 0.043577 NA 9 Island NA 37037209 Internenic 

cg17206850 3.62E-11 2.47E-09 -0.69245 -3.29453 0.395396 0.114343 NA 11 Island NA 62693456 Internenic 

cg13102822 3.64E-11 2.48E-09 0.512676 -1.68035 0.578345 0.256028 NA 7 Island NA 155261295 Internenic 

cg13317687 3.69E-11 2.51E-09 -1.10294 -3.5499 0.35767 0.090597 NA 9 Island NA 108418916 Internenic 

cg08126542 3.71E-11 2.52E-09 0.672271 -1.73776 0.602499 0.253119 NA 6 Island NA 37504118 Internenic 

cg18065680 3.86E-11 2.62E-09 -2.98833 -5.01464 0.155828 0.031423 NA 2 Island NA 237087147 Internenic 
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cg07871500 3.92E-11 2.66E-09 -1.73817 -4.0834 0.264579 0.065987 NA 13 NA NA 46786175 Internenic 

cg11478200 3.95E-11 2.67E-09 0.13951 -2.2563 0.521007 0.195107 NA 6 Island NA 1608667 Internenic 

cg12880602 3.96E-11 2.68E-09 1.207317 -2.46365 0.681069 0.205932 NA 6 Island NA 91321150 Internenic 

cg15575683 3.98E-11 2.69E-09 -0.16741 -1.67922 0.478113 0.244711 NA 1 S_Shore NA 156358612 Internenic 

cg23942974 4.05E-11 2.73E-09 -0.58518 -3.30416 0.404566 0.121925 NA 5 Island NA 42995123 Internenic 

cg14468913 4.13E-11 2.78E-09 -0.33322 -3.43593 0.490307 0.095635 NA 1 Island NA 218338809 Internenic 

cg04767734 4.14E-11 2.79E-09 -0.78642 -3.60084 0.372517 0.100696 NA 2 N_Shore NA 172958009 Internenic 

cg01364137 4.15E-11 2.79E-09 -1.877 -4.75572 0.286937 0.043564 NA 10 N_Shelf NA 8087426 Internenic 

cg24882551 4.20E-11 2.82E-09 0.051106 -3.37407 0.508237 0.121548 NA 4 Island NA 85403032 Internenic 

cg09568355 4.20E-11 2.82E-09 0.284455 -2.17252 0.544722 0.208424 NA 2 Island NA 45228633 Internenic 

cg07478392 4.24E-11 2.84E-09 0.063034 -2.7972 0.515073 0.157563 NA 4 Island NA 186050047 Internenic 

cg25446309 4.25E-11 2.84E-09 0.701464 -4.31533 0.61437 0.110747 NA 10 Island NA 131770223 Internenic 

cg00000363 4.25E-11 2.84E-09 0.506711 -1.3441 0.584261 0.292597 NA 1 N_Shore NA 230560793 Internenic 

cg16296826 4.34E-11 2.90E-09 0.624004 -3.25553 0.594834 0.15097 NA 8 Island NA 143530749 Internenic 

cg23242697 4.36E-11 2.91E-09 0.100519 -3.28892 0.514329 0.134181 NA 8 Island NA 93115324 Internenic 

cg16695576 4.43E-11 2.96E-09 0.059835 -2.72631 0.520069 0.158211 NA 6 Island NA 1606028 Internenic 

cg09934894 4.46E-11 2.97E-09 -1.5301 -2.38605 0.260711 0.162547 NA 14 Island NA 95982881 Internenic 

cg23400617 4.52E-11 3.01E-09 -0.44456 -3.88586 0.458908 0.092308 NA 1 Island NA 1137099 Internenic 

cg23306464 4.55E-11 3.03E-09 -0.56101 -3.74935 0.40817 0.102565 NA 4 N_Shore NA 4868356 Internenic 

cg00731917 4.56E-11 3.03E-09 -0.26131 -3.14816 0.468576 0.126182 NA 18 Island NA 60263973 Internenic 

cg25864535 4.57E-11 3.03E-09 -1.7936 -3.45065 0.249297 0.087835 NA 11 S_Shore NA 43598470 Internenic 

cg19351026 4.59E-11 3.04E-09 0.029431 -3.73965 0.504867 0.116834 NA 2 N_Shore NA 63285425 Internenic 

cg14762024 4.59E-11 3.04E-09 0.530968 -2.91906 0.57983 0.163346 NA 11 Island NA 33850764 Internenic 

cg14472086 4.62E-11 3.05E-09 -1.7667 -3.87364 0.276199 0.067953 NA 9 S_Shore NA 107730925 Internenic 

cg04362858 4.69E-11 3.10E-09 -1.7413 -4.21129 0.265556 0.062558 NA 3 Island NA 54154926 Internenic 

cg03716591 4.70E-11 3.10E-09 -0.49287 -2.42587 0.424909 0.16693 NA 5 N_Shore NA 1653609 Internenic 

cg17309441 4.70E-11 3.10E-09 0.246335 -4.20772 0.539965 0.106454 NA 8 Island NA 48100186 Internenic 

cg09701702 4.74E-11 3.12E-09 -1.36477 -3.53693 0.32434 0.084831 NA 6 Island NA 100915002 Internenic 

cg12739584 4.75E-11 3.12E-09 -0.65275 -3.13939 0.399337 0.123054 NA 6 N_Shore NA 99278991 Internenic 

cg25931896 4.76E-11 3.13E-09 0.508902 -1.7764 0.57871 0.245024 NA 7 Island NA 1705009 Internenic 

cg14761773 4.85E-11 3.19E-09 0.056185 -2.26518 0.511563 0.184771 NA 19 S_Shore NA 31211050 Internenic 
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cg26957677 4.88E-11 3.20E-09 -0.58295 -4.2687 0.41308 0.076841 NA 13 Island NA 23489817 Internenic 

cg02900332 5.00E-11 3.28E-09 -0.60174 -3.78752 0.435269 0.090768 NA 10 Island NA 31892190 Internenic 

cg02986266 5.01E-11 3.28E-09 -0.67816 -3.2073 0.400079 0.118 NA 7 N_Shelf NA 20833552 Internenic 

cg26487082 5.06E-11 3.31E-09 -0.09978 -3.93372 0.514723 0.102774 NA 11 Island NA 123172662 Internenic 

cg24642320 5.06E-11 3.31E-09 -0.16949 -5.13834 0.509446 0.082047 NA 4 Island NA 186049687 Internenic 

cg18893138 5.10E-11 3.33E-09 0.230658 -3.14834 0.549812 0.13838 NA 11 Island NA 44748327 Internenic 

cg11361827 5.10E-11 3.33E-09 1.016211 -3.90764 0.660303 0.13473 NA 17 Island NA 45867446 Internenic 

cg19466180 5.20E-11 3.39E-09 -2.50454 -5.4313 0.190321 0.033066 NA 5 Island NA 176170478 Internenic 

cg11408986 5.21E-11 3.39E-09 -0.75343 -3.05378 0.404652 0.118982 NA 11 N_Shore NA 43598761 Internenic 

cg05193470 5.33E-11 3.46E-09 -0.88755 -2.84848 0.37112 0.130455 NA 8 NA NA 135469552 Internenic 

cg25794153 5.33E-11 3.46E-09 -2.22388 -4.78231 0.255547 0.036864 NA 18 S_Shore NA 31805151 Internenic 

cg26765815 5.41E-11 3.51E-09 -0.62845 -3.06157 0.403909 0.127914 NA 17 Island NA 78452482 Internenic 

cg19291576 5.43E-11 3.52E-09 -0.75351 -2.78726 0.388402 0.138713 NA 9 Island NA 969530 Internenic 

cg10477088 5.57E-11 3.60E-09 -1.0448 -4.38614 0.383047 0.069398 NA 22 Island NA 50118821 Internenic 

cg25764899 5.58E-11 3.61E-09 -0.16788 -5.09326 0.515712 0.070139 NA 1 Island NA 47697948 Internenic 

cg26461417 5.61E-11 3.63E-09 0.166303 -2.5119 0.536186 0.174674 NA 4 S_Shore NA 184719929 Internenic 

cg12109883 5.66E-11 3.65E-09 -0.13928 1.56075 0.479908 0.737884 NA 15 NA NA 70489053 Internenic 

cg05872129 5.68E-11 3.66E-09 -2.00668 -4.46381 0.217275 0.054761 NA 22 Island NA 39784769 Internenic 

cg06080005 5.70E-11 3.67E-09 -1.48654 -4.91798 0.309853 0.053984 NA 17 Island NA 64831377 Internenic 

cg09654247 5.73E-11 3.69E-09 0.5866 -2.75437 0.594061 0.175288 NA 2 Island NA 200524002 Internenic 

cg08414087 5.77E-11 3.71E-09 0.117365 -3.36652 0.53731 0.130972 NA 10 Island NA 102470027 Internenic 

cg07372034 5.79E-11 3.72E-09 -0.97552 -3.59432 0.379357 0.090141 NA 22 NA NA 48486164 Internenic 

cg18117600 5.80E-11 3.72E-09 0.416843 -1.5176 0.565921 0.272225 NA 15 Island NA 53097649 Internenic 

cg06116636 5.87E-11 3.76E-09 -1.74714 -4.81273 0.289049 0.049181 NA 1 NA NA 101775294 Internenic 

cg10001378 5.95E-11 3.81E-09 -0.95714 -5.44319 0.396469 0.048868 NA 17 Island NA 54674212 Internenic 

cg03312366 5.95E-11 3.81E-09 -0.50977 -2.56609 0.427577 0.155999 NA 2 Island NA 45179416 Internenic 

cg07129924 6.01E-11 3.84E-09 1.378208 -1.42987 0.70275 0.296699 NA 7 Island NA 155261402 Internenic 

cg02620361 6.02E-11 3.84E-09 -0.434 -2.9956 0.447879 0.13023 NA 7 NA NA 115117424 Internenic 

cg03953660 6.02E-11 3.84E-09 -1.85249 -5.45127 0.306729 0.0349 NA 2 Island NA 45179787 Internenic 

cg03091331 6.05E-11 3.85E-09 0.285686 -1.80656 0.547882 0.241221 NA 19 Island NA 23654227 Internenic 

cg14080155 6.14E-11 3.91E-09 -1.15935 -3.97735 0.374114 0.071663 NA 2 Island NA 45179727 Internenic 
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cg00274279 6.19E-11 3.94E-09 -0.04558 -3.51846 0.491675 0.11851 NA 6 Island NA 150311869 Internenic 

cg06391982 6.22E-11 3.95E-09 0.113842 -1.74414 0.516097 0.244117 NA 3 Island NA 13936753 Internenic 

cg19082708 6.31E-11 4.00E-09 -0.14769 -4.66381 0.496726 0.081576 NA 7 Island NA 64349557 Internenic 

cg24057637 6.37E-11 4.04E-09 0.384329 -2.49578 0.559568 0.186114 NA 11 Island NA 66176608 Internenic 

cg08770506 6.41E-11 4.06E-09 -0.34674 -3.59612 0.476435 0.099341 NA 1 Island NA 111150185 Internenic 

cg14528374 6.60E-11 4.17E-09 -0.02607 -3.02224 0.49274 0.145586 NA 7 Island NA 99178047 Internenic 

cg20618989 6.60E-11 4.17E-09 -2.18578 -5.39658 0.260096 0.030818 NA 19 S_Shore NA 39811332 Internenic 

cg13132182 6.67E-11 4.21E-09 -0.04509 -2.56531 0.503474 0.170349 NA 3 Island NA 74663507 Internenic 

cg02817030 6.68E-11 4.22E-09 -0.39505 -3.01483 0.439112 0.134035 NA 7 S_Shelf NA 20833508 Internenic 

cg16514543 6.72E-11 4.23E-09 0.018463 -3.40345 0.502962 0.133169 NA 11 Island NA 126873139 Internenic 

cg26896668 6.73E-11 4.23E-09 -0.1786 -3.97054 0.474959 0.108645 NA 10 Island NA 28957429 Internenic 

cg17338430 6.74E-11 4.24E-09 -0.08743 -3.68829 0.484238 0.116133 NA 5 Island NA 170739853 Internenic 

cg17834289 6.79E-11 4.27E-09 -2.10936 -4.94727 0.264676 0.037304 NA 15 S_Shore NA 41878006 Internenic 

cg00855483 6.80E-11 4.27E-09 -1.40409 -3.11302 0.309304 0.105603 NA 6 Island NA 99279699 Internenic 

cg16821694 6.83E-11 4.28E-09 -0.60336 -3.92625 0.413406 0.094154 NA 11 Island NA 33850605 Internenic 

cg03363248 6.85E-11 4.29E-09 -1.07381 -4.35038 0.362986 0.073566 NA 3 Island NA 27754391 Internenic 

cg01007374 6.99E-11 4.37E-09 0.28137 -2.34902 0.546756 0.196575 NA 21 Island NA 47392916 Internenic 

cg06776588 7.03E-11 4.40E-09 -0.42747 -4.12028 0.433817 0.097889 NA 14 S_Shore NA 33404244 Internenic 

cg08650910 7.04E-11 4.40E-09 -0.81981 -4.03194 0.430123 0.070588 NA 7 Island NA 20817530 Internenic 

cg25141957 7.05E-11 4.40E-09 -2.14007 -5.06914 0.230949 0.040282 NA 3 S_Shore NA 123753249 Internenic 

cg15717225 7.20E-11 4.49E-09 0.636763 -1.91154 0.601418 0.237379 NA 6 NA NA 30449254 Internenic 

cg01130364 7.31E-11 4.55E-09 0.067852 -2.48297 0.511721 0.183163 NA 10 Island NA 102977010 Internenic 

cg08952343 7.47E-11 4.65E-09 -2.22888 -4.5182 0.227516 0.046828 NA 8 Island NA 19615134 Internenic 

cg25537434 7.56E-11 4.70E-09 -0.47372 -2.85116 0.431034 0.143189 NA 2 N_Shore NA 237086492 Internenic 

cg23859785 7.57E-11 4.70E-09 -0.92053 -3.36929 0.358301 0.109776 NA 6 Island NA 30431634 Internenic 

cg24442609 7.60E-11 4.71E-09 0.82051 -1.89859 0.627472 0.242504 NA 19 NA NA 42071114 Internenic 

cg13372458 7.62E-11 4.72E-09 1.1336 -2.0083 0.679858 0.244349 NA 12 Island NA 95267153 Internenic 

cg20531981 7.65E-11 4.73E-09 -0.06159 -2.76961 0.490962 0.160528 NA 6 Island NA 100039303 Internenic 

cg08873912 7.65E-11 4.73E-09 -0.75331 -2.8372 0.383333 0.139064 NA 12 Island NA 4274070 Internenic 

cg11025763 7.77E-11 4.80E-09 0.380096 -3.89458 0.561126 0.126592 NA 14 Island NA 76819246 Internenic 

cg04613777 7.78E-11 4.80E-09 -1.52712 -4.24586 0.291664 0.06744 NA 11 NA NA 121800550 Internenic 
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cg24939845 7.84E-11 4.83E-09 -1.71497 -5.54997 0.342609 0.034395 NA 1 Island NA 110627473 Internenic 

cg13491250 7.87E-11 4.85E-09 -1.14337 -3.35204 0.345581 0.101016 NA 2 Island NA 20068484 Internenic 

cg22823197 7.95E-11 4.89E-09 -0.92569 -2.76437 0.368148 0.136951 NA 20 N_Shore NA 61664612 Internenic 

cg13908336 8.00E-11 4.92E-09 -1.32367 -3.22838 0.314503 0.104155 NA 2 S_Shore NA 223171797 Internenic 

cg14631910 8.05E-11 4.94E-09 0.569484 -2.27334 0.585927 0.205165 NA 8 Island NA 10590511 Internenic 

cg13768290 8.06E-11 4.95E-09 0.398879 -1.9761 0.564546 0.224196 NA 2 N_Shore NA 63285491 Internenic 

cg05897809 8.07E-11 4.95E-09 0.062771 -2.43094 0.511414 0.18294 NA 14 S_Shore NA 37117862 Internenic 

cg15560495 8.13E-11 4.98E-09 -0.09945 -2.56799 0.488493 0.166697 NA 20 S_Shore NA 56804158 Internenic 

cg07003920 8.13E-11 4.98E-09 0.810854 -3.99532 0.620335 0.126613 NA 18 Island NA 5629180 Internenic 

cg24480361 8.15E-11 4.98E-09 -1.35659 -4.42979 0.324168 0.063319 NA 15 Island NA 60291880 Internenic 

cg11259183 8.23E-11 5.03E-09 -2.54754 -5.42985 0.212716 0.028055 NA 19 S_Shore NA 39811358 Internenic 

cg24087681 8.39E-11 5.12E-09 0.755516 -2.95405 0.620806 0.16185 NA 12 Island NA 298268 Internenic 

cg21485303 8.41E-11 5.12E-09 1.132272 -1.81146 0.668905 0.255574 NA 12 Island NA 22094699 Internenic 

cg04018288 8.42E-11 5.13E-09 1.251937 -1.36502 0.685532 0.301414 NA 6 Island NA 1383533 Internenic 

cg03522799 8.45E-11 5.14E-09 0.128795 -2.04623 0.522223 0.213036 NA 1 Island NA 2374849 Internenic 

cg18701218 8.46E-11 5.14E-09 -0.53104 -3.0161 0.413358 0.13505 NA 4 Island NA 4108947 Internenic 

cg14092626 8.49E-11 5.16E-09 0.468467 -1.55147 0.575661 0.270354 NA 9 N_Shore NA 79629668 Internenic 

cg20504236 8.59E-11 5.21E-09 0.245813 -1.84928 0.54179 0.232001 NA 17 Island NA 72858011 Internenic 

cg09939997 8.62E-11 5.22E-09 -1.77647 -4.95416 0.293157 0.043238 NA 16 S_Shore NA 89323758 Internenic 

cg00528932 8.73E-11 5.28E-09 -0.69261 -3.26215 0.408067 0.115206 NA 11 S_Shore NA 43598710 Internenic 

cg17437820 8.81E-11 5.33E-09 -2.74456 -5.26172 0.183173 0.030235 NA 19 Island NA 48794509 Internenic 

cg08126392 8.95E-11 5.40E-09 0.78791 -0.59472 0.631535 0.402348 NA 2 Island NA 91671388 Internenic 

cg05946694 8.95E-11 5.40E-09 -1.4226 -3.76899 0.328109 0.074709 NA 6 N_Shore NA 35732268 Internenic 

cg00132108 9.14E-11 5.51E-09 0.266452 -3.65314 0.561396 0.107227 NA 5 Island NA 36690657 Internenic 

cg15205733 9.19E-11 5.54E-09 0.356254 -4.42744 0.575035 0.085926 NA 4 Island NA 113627483 Internenic 

cg07335556 9.21E-11 5.54E-09 -1.69233 -3.30137 0.273489 0.093287 NA 15 NA NA 68549407 Internenic 

cg27547442 9.27E-11 5.58E-09 -0.37163 -4.41347 0.481887 0.086439 NA 6 Island NA 101841518 Internenic 

cg06807966 9.30E-11 5.58E-09 -0.64997 -5.59321 0.411184 0.061264 NA 12 Island NA 4274034 Internenic 

cg14701643 9.31E-11 5.58E-09 -1.85973 -4.84052 0.282911 0.04101 NA 12 Island NA 52208721 Internenic 

cg12158926 9.31E-11 5.58E-09 0.141374 -2.07494 0.528454 0.20998 NA 17 N_Shore NA 64830995 Internenic 

cg09623279 9.32E-11 5.59E-09 0.470617 2.137363 0.575718 0.804369 NA 10 NA NA 45395734 Internenic 
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cg24399712 9.41E-11 5.64E-09 0.66565 -3.32875 0.604782 0.136423 NA 22 Island NA 39784796 Internenic 

cg09364835 9.47E-11 5.67E-09 0.303559 -0.88434 0.551938 0.35483 NA 9 Island NA 99984136 Internenic 

cg01722423 9.64E-11 5.76E-09 -1.26578 -5.65229 0.396002 0.04433 NA 1 Island NA 111150133 Internenic 

cg14941291 9.77E-11 5.83E-09 -0.08015 -2.09737 0.485918 0.208902 NA 2 Island NA 176952930 Internenic 

cg13689044 9.79E-11 5.84E-09 -0.65906 -2.86723 0.403777 0.137432 NA 7 N_Shore NA 129424943 Internenic 

cg01869193 9.86E-11 5.87E-09 0.162736 -2.23068 0.52736 0.204512 NA 11 Island NA 58673087 Internenic 

cg10804678 9.96E-11 5.93E-09 -1.81296 -4.86446 0.2777 0.04798 NA 3 Island NA 72788309 Internenic 

cg14874516 9.99E-11 5.94E-09 0.188623 -1.78575 0.53043 0.239703 NA 18 S_Shore NA 5630951 Internenic 

cg05752685 9.99E-11 5.94E-09 -2.22158 -6.19876 0.304749 0.023168 NA 11 Island NA 74952787 Internenic 

cg09553187 1.02E-10 6.06E-09 -0.87317 -3.17374 0.377831 0.110556 NA 8 S_Shelf NA 65294798 Internenic 

cg11120927 1.03E-10 6.11E-09 -0.71775 -3.64213 0.422928 0.096667 NA 2 Island NA 239072674 Internenic 

cg00178897 1.04E-10 6.17E-09 0.696251 -2.64521 0.607007 0.187032 NA 2 Island NA 175208588 Internenic 

cg01390574 1.05E-10 6.19E-09 -0.16571 -3.16948 0.474297 0.135835 NA 7 N_Shore NA 129425451 Internenic 

cg08530237 1.05E-10 6.20E-09 0.499978 -2.81607 0.578765 0.167947 NA 12 Island NA 22094563 Internenic 

cg03863591 1.06E-10 6.25E-09 1.116953 -1.47486 0.678761 0.28782 NA 4 Island NA 6565035 Internenic 

cg03948870 1.06E-10 6.28E-09 -0.78175 -2.83067 0.386581 0.13572 NA 9 N_Shore NA 126770454 Internenic 

cg25405984 1.08E-10 6.34E-09 -1.60471 -3.85771 0.312095 0.068648 NA 10 Island NA 31074039 Internenic 

cg17536603 1.08E-10 6.35E-09 -1.58506 -4.30695 0.296597 0.05706 NA 2 Island NA 237087548 Internenic 

cg11005250 1.08E-10 6.38E-09 -1.31928 -3.67446 0.322581 0.086605 NA 12 Island NA 108297742 Internenic 

cg23313266 1.09E-10 6.41E-09 -0.49134 1.49597 0.422962 0.724496 NA 6 NA NA 33867588 Internenic 

cg10385382 1.10E-10 6.44E-09 0.177601 -2.50563 0.526347 0.179291 NA 7 S_Shore NA 121951055 Internenic 

cg20525088 1.10E-10 6.44E-09 -1.68891 -3.59058 0.257206 0.086604 NA 13 NA NA 112859484 Internenic 

cg10883854 1.13E-10 6.63E-09 -0.29999 -2.40547 0.459029 0.174497 NA 12 N_Shore NA 114029248 Internenic 

cg21357629 1.13E-10 6.65E-09 -0.42212 -4.68703 0.497522 0.078304 NA 21 Island NA 47063665 Internenic 

cg18758906 1.14E-10 6.68E-09 0.544033 -2.70254 0.586677 0.179953 NA 15 Island NA 84047975 Internenic 

cg17786642 1.16E-10 6.81E-09 1.184908 -1.20102 0.674409 0.319208 NA 1 Island NA 54203678 Internenic 

cg17842959 1.17E-10 6.82E-09 -1.06925 -2.55331 0.336817 0.15196 NA 5 Island NA 172664285 Internenic 

cg11689407 1.18E-10 6.91E-09 0.31319 -3.07846 0.547243 0.156645 NA 10 Island NA 133850021 Internenic 

cg12856646 1.19E-10 6.91E-09 -0.37238 -3.26285 0.455395 0.121091 NA 6 N_Shelf NA 166419641 Internenic 

cg27382568 1.19E-10 6.92E-09 -1.07832 -2.49964 0.340904 0.153358 NA 16 Island NA 89323363 Internenic 

cg03426451 1.20E-10 6.98E-09 -2.24358 -4.91889 0.264511 0.034473 NA 9 Island NA 107730739 Internenic 
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cg07849384 1.21E-10 7.06E-09 0.837573 -1.65719 0.618508 0.262972 NA 2 N_Shore NA 66659536 Internenic 

cg09893576 1.21E-10 7.06E-09 0.728063 -1.10187 0.616457 0.328735 NA 12 N_Shore NA 95266710 Internenic 

cg21882300 1.23E-10 7.13E-09 -0.93626 -3.27072 0.373584 0.106485 NA 17 N_Shore NA 64831087 Internenic 

cg14776114 1.23E-10 7.14E-09 -1.42471 -6.22464 0.348805 0.038409 NA 6 Island NA 126069223 Internenic 

cg20911831 1.23E-10 7.14E-09 -1.19854 -2.98802 0.320063 0.12139 NA 16 Island NA 863884 Internenic 

cg03656055 1.27E-10 7.35E-09 -1.73408 -4.28154 0.306827 0.054064 NA 6 Island NA 21665155 Internenic 

cg10555583 1.27E-10 7.37E-09 0.206476 -3.28885 0.531064 0.14557 NA 20 Island NA 1784276 Internenic 

cg08442922 1.28E-10 7.42E-09 -0.4334 -2.29206 0.436056 0.181745 NA 17 Island NA 42015422 Internenic 

cg18674340 1.29E-10 7.42E-09 -2.7085 -5.3572 0.188334 0.027778 NA 17 Island NA 45867686 Internenic 

cg02038168 1.29E-10 7.45E-09 0.324286 -3.62131 0.562008 0.129091 NA 22 Island NA 39784481 Internenic 

cg23244169 1.29E-10 7.45E-09 -0.48988 -2.13284 0.429681 0.191777 NA 17 N_Shore NA 16310297 Internenic 

cg12354566 1.29E-10 7.45E-09 0.751735 -2.27683 0.619202 0.210396 NA 15 NA NA 54270947 Internenic 

cg02824202 1.30E-10 7.46E-09 -1.00237 -4.61719 0.386717 0.062304 NA 18 Island NA 6729810 Internenic 

cg11537367 1.31E-10 7.54E-09 -1.02777 -4.11259 0.418446 0.060921 NA 1 Island NA 218338772 Internenic 

cg19600682 1.32E-10 7.58E-09 -1.92042 -4.02417 0.234735 0.0673 NA 6 N_Shore NA 69344117 Internenic 

cg22835852 1.32E-10 7.59E-09 0.189413 -3.11768 0.532781 0.146348 NA 10 Island NA 118976109 Internenic 

cg07082201 1.33E-10 7.60E-09 -0.98792 -4.30613 0.389085 0.073997 NA 2 NA NA 58654846 Internenic 

cg07746427 1.33E-10 7.61E-09 -0.20356 -2.99154 0.465472 0.148017 NA 3 Island NA 125485761 Internenic 

cg04745673 1.33E-10 7.62E-09 0.516667 -2.98667 0.577897 0.162267 NA 12 Island NA 103359368 Internenic 

cg26511840 1.34E-10 7.63E-09 -2.44964 -3.43951 0.156642 0.087223 NA 5 Island NA 137827785 Internenic 

cg16885107 1.34E-10 7.63E-09 -1.83291 -4.71152 0.312355 0.041938 NA 17 Island NA 16310614 Internenic 

cg11856078 1.34E-10 7.65E-09 -0.54522 -4.21509 0.438099 0.088008 NA 2 S_Shore NA 157178165 Internenic 

cg00754688 1.35E-10 7.69E-09 -1.00742 -4.56302 0.39987 0.0656 NA 2 Island NA 225307499 Internenic 

cg14950169 1.35E-10 7.69E-09 -0.85853 -4.40852 0.417915 0.070887 NA 12 S_Shore NA 54145841 Internenic 

cg12727398 1.35E-10 7.70E-09 -0.53307 -2.92677 0.44183 0.12981 NA 2 Island NA 237087235 Internenic 

cg00449798 1.37E-10 7.79E-09 0.201037 -2.86526 0.535516 0.155589 NA 13 Island NA 25322015 Internenic 

cg11569486 1.38E-10 7.84E-09 -0.77049 -2.96018 0.395355 0.124893 NA 4 Island NA 4854923 Internenic 

cg09755617 1.38E-10 7.85E-09 -0.81171 -3.74648 0.399507 0.094504 NA 1 Island NA 36173937 Internenic 

cg21234195 1.39E-10 7.86E-09 -2.22142 -4.36426 0.225772 0.051251 NA 8 Island NA 144489782 Internenic 

cg02759151 1.39E-10 7.88E-09 -0.31218 -3.38938 0.449928 0.12407 NA 7 S_Shore NA 90226450 Internenic 

cg18699804 1.39E-10 7.89E-09 -1.18462 -4.26718 0.35378 0.066097 NA 14 Island NA 65346148 Internenic 
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cg11718806 1.40E-10 7.91E-09 0.435333 -2.35041 0.567354 0.19966 NA 6 Island NA 99280195 Internenic 

cg27160130 1.41E-10 7.94E-09 -0.55091 -3.58568 0.41362 0.110512 NA 2 Island NA 237073518 Internenic 

cg18014543 1.42E-10 8.03E-09 -1.59635 -3.84315 0.29368 0.07356 NA 17 Island NA 42015706 Internenic 

cg14477745 1.42E-10 8.03E-09 -1.73411 -4.64041 0.281795 0.054577 NA 5 Island NA 137577632 Internenic 

cg19706516 1.43E-10 8.05E-09 -0.89915 -3.38698 0.376064 0.108097 NA 1 Island NA 151103869 Internenic 

cg18331004 1.43E-10 8.05E-09 0.130986 -4.58381 0.517883 0.099789 NA 20 Island NA 1784313 Internenic 

cg08658318 1.46E-10 8.21E-09 -2.00232 -4.43944 0.247324 0.052515 NA 21 Island NA 46351329 Internenic 

cg13990926 1.46E-10 8.21E-09 0.075303 -3.43873 0.51741 0.13084 NA 12 S_Shore NA 54133447 Internenic 

cg24593272 1.46E-10 8.22E-09 -0.0514 -2.26959 0.490171 0.194119 NA 10 Island NA 102977637 Internenic 

cg26827987 1.49E-10 8.35E-09 0.714242 -2.52039 0.613604 0.197482 NA 16 NA NA 86232457 Internenic 

cg25907132 1.50E-10 8.39E-09 0.685005 -2.67717 0.612839 0.187022 NA 10 Island NA 51489510 Internenic 

cg06951626 1.51E-10 8.47E-09 0.832314 -1.80147 0.631567 0.255074 NA 12 Island NA 22095330 Internenic 

cg07724670 1.57E-10 8.80E-09 -0.72892 -3.49129 0.41312 0.10287 NA 20 Island NA 45440228 Internenic 

cg01393632 1.59E-10 8.89E-09 -0.78344 -3.11884 0.390133 0.119259 NA 12 S_Shore NA 103344685 Internenic 

cg20962117 1.60E-10 8.91E-09 -0.47083 -2.81515 0.433321 0.146318 NA 9 Island NA 17907485 Internenic 

cg01540869 1.60E-10 8.91E-09 -0.02138 -3.45763 0.521766 0.113903 NA 13 Island NA 25116150 Internenic 

cg07548089 1.60E-10 8.92E-09 0.738855 -3.45798 0.618321 0.147592 NA 15 Island NA 34807221 Internenic 

cg06530490 1.63E-10 9.07E-09 -0.93233 -4.74654 0.439991 0.061044 NA 2 Island NA 118981783 Internenic 

cg19719133 1.63E-10 9.07E-09 -1.56015 -4.36458 0.298687 0.064901 NA 8 Island NA 23584098 Internenic 

cg23064609 1.65E-10 9.15E-09 1.325564 -2.36171 0.702126 0.226156 NA 2 Island NA 175208594 Internenic 

cg27606567 1.66E-10 9.23E-09 0.913191 -3.1001 0.641918 0.167554 NA 3 Island NA 44040811 Internenic 

cg20643952 1.67E-10 9.29E-09 0.411707 -3.74294 0.565293 0.123765 NA 12 N_Shore NA 54398809 Internenic 

cg22163674 1.71E-10 9.49E-09 -0.43723 -2.04521 0.437131 0.202575 NA 15 Island NA 41877442 Internenic 

cg05808319 1.71E-10 9.50E-09 -1.50634 -4.62201 0.3194 0.057063 NA 11 Island NA 43597273 Internenic 

cg00588871 1.73E-10 9.55E-09 -2.21419 -4.95014 0.216078 0.038206 NA 17 S_Shelf NA 37755498 Internenic 

cg27125849 1.75E-10 9.69E-09 0.162557 -3.02954 0.527588 0.146006 NA 17 Island NA 59473674 Internenic 

cg03662422 1.76E-10 9.70E-09 0.3233 -3.66255 0.553059 0.133599 NA 1 N_Shore NA 76081272 Internenic 

cg00302494 1.76E-10 9.72E-09 -0.59693 -2.48064 0.41989 0.162183 NA 2 Island NA 237080354 Internenic 

cg00563873 1.78E-10 9.81E-09 1.987349 -2.69422 0.775389 0.211141 NA 8 Island NA 93115461 Internenic 

cg07179078 1.79E-10 9.84E-09 -0.03865 -3.04242 0.495783 0.146633 NA 16 Island NA 86532263 Internenic 

cg00289258 1.79E-10 9.84E-09 -0.80887 -2.87747 0.387808 0.127926 NA 21 Island NA 47393322 Internenic 
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cg01317772 1.80E-10 9.89E-09 0.303228 -3.49282 0.552115 0.130122 NA 16 NA NA 55405200 Internenic 

cg26756208 1.80E-10 9.89E-09 0.052677 -2.56865 0.507567 0.178035 NA 10 Island NA 102414910 Internenic 

cg01103672 1.80E-10 9.89E-09 -0.3514 -2.85803 0.466142 0.138439 NA 3 Island NA 12917615 Internenic 

cg14484056 1.81E-10 9.91E-09 0.946873 -2.42996 0.642335 0.204296 NA 3 S_Shore NA 62365084 Internenic 

cg02826237 1.81E-10 9.91E-09 -1.1449 -2.48909 0.326945 0.155418 NA 1 Island NA 228633517 Internenic 

cg23279522 1.81E-10 9.92E-09 0.955218 -2.0067 0.634325 0.232865 NA 2 N_Shore NA 66659348 Internenic 

cg13080716 1.81E-10 9.92E-09 -0.69977 -2.95494 0.413051 0.127266 NA 7 S_Shore NA 23514478 Internenic 

cg25861285 1.82E-10 9.93E-09 -0.06369 -3.32557 0.497737 0.133082 NA 20 S_Shore NA 709392 Internenic 

cg08166019 1.82E-10 9.96E-09 -0.11995 -3.14551 0.481803 0.135619 NA 7 N_Shore NA 1264549 Internenic 

cg17459443 1.88E-10 1.02E-08 0.192726 -1.90295 0.531977 0.228256 NA 17 N_Shore NA 6559109 Internenic 

cg12673377 1.90E-10 1.04E-08 0.695912 -0.97443 0.610101 0.345866 NA 7 NA NA 1388271 Internenic 

cg10288541 1.90E-10 1.04E-08 0.400279 -1.8978 0.570669 0.225905 NA 7 Island NA 156811252 Internenic 

cg02875788 1.94E-10 1.05E-08 -0.78595 -3.96374 0.418624 0.084416 NA 18 Island NA 61603679 Internenic 

cg02816363 1.94E-10 1.05E-08 -1.14886 -5.03464 0.349996 0.059895 NA 19 Island NA 55963123 Internenic 

cg24767731 1.94E-10 1.06E-08 -0.61541 -2.88068 0.4192 0.136758 NA 5 NA NA 1380632 Internenic 

cg06638787 1.95E-10 1.06E-08 -2.57122 -5.91316 0.213231 0.027365 NA 6 Island NA 5997243 Internenic 

cg10908460 1.96E-10 1.06E-08 0.567107 -2.26385 0.592099 0.212752 NA 2 Island NA 176950736 Internenic 

cg04201563 1.97E-10 1.07E-08 -1.57647 -4.62844 0.281152 0.060746 NA 15 Island NA 100466637 Internenic 

cg06102678 2.00E-10 1.08E-08 0.902997 -0.80627 0.640187 0.369656 NA 8 Island NA 81491328 Internenic 

cg12742799 2.05E-10 1.11E-08 -0.46455 -2.34157 0.422544 0.182442 NA 20 Island NA 62959193 Internenic 

cg12774129 2.06E-10 1.11E-08 0.904123 -1.58943 0.635858 0.271465 NA 10 N_Shore NA 31892028 Internenic 

cg18795461 2.10E-10 1.13E-08 -0.69894 -3.33389 0.41466 0.109085 NA 1 Island NA 36591112 Internenic 

cg13899678 2.14E-10 1.15E-08 -0.17316 -3.25213 0.47852 0.13322 NA 2 Island NA 105478933 Internenic 

cg07885629 2.16E-10 1.17E-08 -0.29215 -2.59906 0.456718 0.163788 NA 7 N_Shore NA 129422915 Internenic 

cg00127505 2.18E-10 1.17E-08 -0.85519 -3.07212 0.374232 0.12347 NA 10 Island NA 131763820 Internenic 

cg17579804 2.18E-10 1.17E-08 -3.07397 -4.87037 0.1515 0.033628 NA 5 Island NA 158533942 Internenic 

cg25076459 2.19E-10 1.18E-08 -0.23014 -2.98428 0.469505 0.143523 NA 7 S_Shore NA 96655889 Internenic 

cg05304785 2.24E-10 1.20E-08 -1.55054 -3.21086 0.265935 0.107445 NA 1 NA NA 30179865 Internenic 

cg08619651 2.26E-10 1.21E-08 0.305094 -5.13273 0.549818 0.098042 NA 7 Island NA 127807832 Internenic 

cg08950161 2.29E-10 1.23E-08 -2.1144 -4.50522 0.260773 0.045581 NA 4 Island NA 82965818 Internenic 

cg14480446 2.32E-10 1.24E-08 -0.51213 -2.74166 0.426886 0.148977 NA 5 S_Shelf NA 87989154 Internenic 
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cg15436551 2.32E-10 1.25E-08 -0.31174 -2.62379 0.455548 0.162386 NA 11 Island NA 126873580 Internenic 

cg26370226 2.33E-10 1.25E-08 -0.19474 -3.94247 0.467166 0.110739 NA 3 Island NA 75628932 Internenic 

cg26985319 2.34E-10 1.25E-08 0.649196 -2.49178 0.601821 0.195431 NA 11 S_Shore NA 8041629 Internenic 

cg16455791 2.35E-10 1.25E-08 -0.44893 -3.81362 0.43353 0.103817 NA 12 S_Shore NA 54133422 Internenic 

cg09671962 2.35E-10 1.26E-08 -0.79471 -3.80803 0.400191 0.092303 NA 2 NA NA 58655463 Internenic 

cg12846737 2.36E-10 1.26E-08 -0.92397 -3.35573 0.358623 0.111425 NA 6 N_Shore NA 31276088 Internenic 

cg06905913 2.37E-10 1.26E-08 -0.52005 -3.50544 0.457199 0.088349 NA 2 Island NA 121102148 Internenic 

cg02285887 2.37E-10 1.26E-08 -0.73654 -3.01005 0.408964 0.122098 NA 7 Island NA 20817927 Internenic 

cg11851910 2.38E-10 1.27E-08 -0.54557 -4.35608 0.452601 0.0844 NA 21 NA NA 34482086 Internenic 

cg21053509 2.38E-10 1.27E-08 -1.37968 -3.80338 0.320108 0.079147 NA 7 N_Shore NA 113723569 Internenic 

cg25335557 2.39E-10 1.27E-08 -0.27775 -2.43847 0.466078 0.173545 NA 2 Island NA 237082393 Internenic 

cg26789634 2.39E-10 1.27E-08 -1.99704 -2.91063 0.203348 0.120145 NA 9 Island NA 70152283 Internenic 

cg18279326 2.40E-10 1.27E-08 0.447144 -2.13299 0.575883 0.213545 NA 10 Island NA 102475324 Internenic 

cg13904704 2.41E-10 1.28E-08 -0.8118 -3.50093 0.398644 0.098966 NA 1 S_Shore NA 20693892 Internenic 

cg22324934 2.45E-10 1.30E-08 -0.90247 -3.25319 0.362544 0.11585 NA 6 Island NA 1383631 Internenic 

cg12424694 2.47E-10 1.31E-08 0.290265 -2.59363 0.547683 0.184445 NA 21 Island NA 46351920 Internenic 

cg25435917 2.47E-10 1.31E-08 -1.33743 -2.98245 0.317547 0.115376 NA 3 Island NA 12917884 Internenic 

cg00056074 2.50E-10 1.32E-08 -0.92518 -3.46009 0.391865 0.098461 NA 2 Island NA 131485150 Internenic 

cg05545672 2.51E-10 1.33E-08 -0.19442 -3.46638 0.467629 0.124248 NA 5 Island NA 170739541 Internenic 

cg15921779 2.52E-10 1.33E-08 0.257127 -2.96175 0.542185 0.160653 NA 6 NA NA 30449081 Internenic 

cg16829453 2.56E-10 1.35E-08 0.012597 -2.95545 0.508631 0.152564 NA 17 Island NA 48636646 Internenic 

cg01745056 2.61E-10 1.37E-08 -3.80369 -5.37107 0.069938 0.026754 NA 20 Island NA 1758016 Internenic 

cg12600289 2.64E-10 1.39E-08 1.11625 -3.20641 0.676215 0.169164 NA 15 Island NA 34807143 Internenic 

cg16660274 2.66E-10 1.40E-08 -0.008 -3.37627 0.501762 0.13342 NA 2 Island NA 127976928 Internenic 

cg11165403 2.66E-10 1.40E-08 -0.94657 -3.27511 0.392701 0.103203 NA 21 Island NA 48087452 Internenic 

cg13411823 2.73E-10 1.43E-08 -0.49052 -3.67202 0.462786 0.099158 NA 13 Island NA 29394897 Internenic 

cg14355911 2.74E-10 1.44E-08 -0.32795 -2.33654 0.449096 0.182412 NA 17 Island NA 59473456 Internenic 

cg16889320 2.79E-10 1.46E-08 -0.43797 -3.27193 0.448771 0.119418 NA 15 N_Shore NA 68851685 Internenic 

cg16077248 2.81E-10 1.47E-08 0.154051 -1.26519 0.52609 0.301096 NA 2 Island NA 45029861 Internenic 

cg11023900 2.81E-10 1.47E-08 -0.02319 -2.50985 0.495244 0.18076 NA 3 Island NA 138657666 Internenic 

cg03847716 2.82E-10 1.48E-08 0.179052 -3.27155 0.529677 0.148138 NA 22 Island NA 30938483 Internenic 
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cg22882665 2.85E-10 1.49E-08 0.535799 -2.79535 0.584507 0.180197 NA 2 Island NA 45241110 Internenic 

cg13262424 2.90E-10 1.51E-08 1.037894 -1.90549 0.662958 0.251469 NA 6 NA NA 30449068 Internenic 

cg14643537 2.91E-10 1.51E-08 -0.02621 -2.82299 0.495965 0.158469 NA 6 S_Shore NA 108479584 Internenic 

cg18299634 2.91E-10 1.52E-08 -0.64571 -1.71802 0.394652 0.237053 NA 4 Island NA 9500174 Internenic 

cg20522707 2.92E-10 1.52E-08 -1.72727 -3.90116 0.266202 0.074885 NA 17 NA NA 28995014 Internenic 

cg15384383 2.95E-10 1.53E-08 -0.41035 -3.4321 0.470358 0.108266 NA 10 NA NA 99798415 Internenic 

cg06824013 2.96E-10 1.54E-08 -0.3736 -2.38846 0.452749 0.173576 NA 15 N_Shore NA 53097247 Internenic 

cg14007757 2.97E-10 1.54E-08 -1.87606 -5.2038 0.260489 0.043327 NA 14 Island NA 37116408 Internenic 

cg05713954 2.97E-10 1.54E-08 0.772659 -1.50613 0.625425 0.283503 NA 16 NA NA 49518536 Internenic 

cg00611485 2.98E-10 1.54E-08 -3.10362 -5.2072 0.160028 0.02758 NA 16 Island NA 25078439 Internenic 

cg03167951 2.99E-10 1.54E-08 -0.25801 -4.43517 0.467729 0.098824 NA 10 Island NA 22541366 Internenic 

cg23516463 2.99E-10 1.54E-08 -0.5456 -4.06801 0.422779 0.093174 NA 10 Island NA 88391965 Internenic 

cg10589949 2.99E-10 1.54E-08 -0.11592 -2.1521 0.481487 0.205049 NA 1 Island NA 119544161 Internenic 

cg05764111 3.00E-10 1.55E-08 -0.62537 -2.72181 0.417751 0.143655 NA 17 NA NA 33673590 Internenic 

cg14410395 3.00E-10 1.55E-08 -1.60135 -4.71288 0.285688 0.060221 NA 5 Island NA 134879818 Internenic 

cg26025543 3.03E-10 1.56E-08 0.213516 -4.61147 0.534329 0.101489 NA 8 S_Shore NA 53854495 Internenic 

cg00108524 3.10E-10 1.60E-08 -0.8736 -3.50943 0.37578 0.103139 NA 1 NA NA 30559124 Internenic 

cg13768269 3.12E-10 1.61E-08 0.133139 -4.64617 0.522519 0.105713 NA 9 Island NA 114140 Internenic 

cg08183307 3.13E-10 1.61E-08 0.003121 -2.63669 0.499859 0.16919 NA 19 S_Shore NA 46992926 Internenic 

cg19717572 3.13E-10 1.61E-08 -1.51502 -4.37725 0.325038 0.06044 NA 17 Island NA 58212928 Internenic 

cg26359150 3.20E-10 1.64E-08 -0.30166 -2.22552 0.449654 0.193293 NA 2 N_Shore NA 145281519 Internenic 

cg24954668 3.21E-10 1.65E-08 -1.02999 -3.73015 0.36026 0.087824 NA 7 N_Shelf NA 20833585 Internenic 

cg22091110 3.21E-10 1.65E-08 0.822874 -2.8242 0.624505 0.184439 NA 18 Island NA 5630348 Internenic 

cg12002882 3.23E-10 1.65E-08 -0.05833 -2.76805 0.490184 0.15949 NA 20 Island NA 62461365 Internenic 

cg15844871 3.23E-10 1.65E-08 -0.52707 -2.20417 0.420812 0.186876 NA 2 N_Shore NA 20068384 Internenic 

cg02240066 3.26E-10 1.67E-08 -1.91237 -4.45853 0.291865 0.047329 NA 2 Island NA 170220975 Internenic 

cg13100965 3.27E-10 1.67E-08 -0.56895 -4.05983 0.421993 0.090358 NA 7 Island NA 64349450 Internenic 

cg13743300 3.27E-10 1.67E-08 -2.47719 -3.44844 0.157635 0.086272 NA 22 N_Shore NA 23908225 Internenic 

cg01999260 3.28E-10 1.67E-08 -1.76694 -3.87528 0.274273 0.069666 NA 4 Island NA 82965868 Internenic 

cg17326095 3.28E-10 1.68E-08 -0.92883 -3.07604 0.356138 0.125719 NA 15 Island NA 89959989 Internenic 

cg03470094 3.30E-10 1.68E-08 -0.12907 -2.87013 0.495589 0.144202 NA 5 Island NA 172711061 Internenic 
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cg16992713 3.31E-10 1.69E-08 -0.7503 -3.9376 0.424292 0.087891 NA 10 N_Shore NA 22540646 Internenic 

cg20974077 3.33E-10 1.69E-08 -1.25758 -3.38046 0.311594 0.104622 NA 6 Island NA 150311482 Internenic 

cg15205547 3.40E-10 1.73E-08 -0.77717 -4.1873 0.424207 0.079463 NA 7 Island NA 23514347 Internenic 

cg11354349 3.40E-10 1.73E-08 0.062332 -2.40201 0.50912 0.189855 NA 12 Island NA 53108165 Internenic 

cg11252118 3.42E-10 1.73E-08 -1.46403 -4.01384 0.292273 0.077802 NA 10 Island NA 131769845 Internenic 

cg00448752 3.42E-10 1.73E-08 -1.21938 -3.46477 0.305648 0.102923 NA 1 NA NA 101775370 Internenic 

cg15261861 3.43E-10 1.74E-08 -0.87045 -3.16368 0.381992 0.117255 NA 12 Island NA 54132255 Internenic 

cg18008019 3.44E-10 1.74E-08 0.497867 -2.27341 0.575428 0.208358 NA 13 Island NA 100641646 Internenic 

cg02334314 3.51E-10 1.78E-08 -2.13879 -5.02902 0.256302 0.039022 NA 3 Island NA 123752504 Internenic 

cg03448532 3.53E-10 1.79E-08 -1.58174 -4.1285 0.304419 0.066842 NA 15 N_Shore NA 41913293 Internenic 

cg07810806 3.55E-10 1.79E-08 0.059636 -2.30897 0.509176 0.196557 NA 2 Island NA 219827866 Internenic 

cg24804948 3.58E-10 1.81E-08 0.024661 -3.63773 0.503931 0.127124 NA 5 S_Shelf NA 87988507 Internenic 

cg10527159 3.59E-10 1.81E-08 0.726333 2.680743 0.612609 0.849531 NA 6 N_Shelf NA 168526327 Internenic 

cg15572779 3.62E-10 1.82E-08 -1.61279 -4.12671 0.309941 0.063542 NA 7 Island NA 151145683 Internenic 

cg20099104 3.62E-10 1.82E-08 -0.75725 -4.3443 0.443503 0.062503 NA 10 Island NA 130339669 Internenic 

cg05985324 3.63E-10 1.83E-08 -0.22031 -3.20912 0.463946 0.136528 NA 20 N_Shore NA 1783401 Internenic 

cg18881684 3.65E-10 1.84E-08 0.151827 -4.03241 0.523272 0.123737 NA 1 Island NA 70033592 Internenic 

cg08609839 3.68E-10 1.85E-08 -0.29703 -3.0195 0.463014 0.139743 NA 5 NA NA 1380611 Internenic 

cg10121601 3.70E-10 1.85E-08 -0.86688 -3.17207 0.37674 0.119812 NA 1 Island NA 47698126 Internenic 

cg04607865 3.70E-10 1.86E-08 -0.70337 -2.71799 0.392141 0.148504 NA 7 N_Shelf NA 20834362 Internenic 

cg13319698 3.71E-10 1.86E-08 -1.3169 -3.95251 0.294589 0.086557 NA 11 Island NA 66176589 Internenic 

cg16561756 3.77E-10 1.89E-08 -1.71378 -3.35092 0.271602 0.091378 NA 5 Island NA 174147915 Internenic 

cg14206510 3.82E-10 1.91E-08 -0.0538 -3.08575 0.49296 0.145916 NA 12 Island NA 53108015 Internenic 

cg12757155 3.84E-10 1.92E-08 0.592338 -2.05222 0.592026 0.221019 NA 18 Island NA 5628325 Internenic 

cg03796781 3.85E-10 1.92E-08 0.384904 -2.14497 0.556716 0.21306 NA 6 Island NA 137818836 Internenic 

cg23238918 3.92E-10 1.95E-08 -2.89575 -5.49844 0.158126 0.028312 NA 17 Island NA 58104133 Internenic 

cg27203917 3.92E-10 1.95E-08 -0.75384 -3.47286 0.406056 0.107355 NA 15 N_Shore NA 93257579 Internenic 

cg03493146 3.92E-10 1.95E-08 0.648942 -2.21713 0.601866 0.21506 NA 7 N_Shore NA 69062082 Internenic 

cg14424538 3.98E-10 1.98E-08 0.330815 -3.17535 0.547175 0.151334 NA 20 Island NA 1784365 Internenic 

cg23999695 3.99E-10 1.99E-08 0.303815 -4.10926 0.588536 0.111671 NA 15 Island NA 89943625 Internenic 

cg21608600 4.00E-10 1.99E-08 0.477307 -1.97107 0.575925 0.233626 NA 2 Island NA 45228716 Internenic 
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cg10179911 4.07E-10 2.02E-08 0.087068 -4.05791 0.515115 0.10106 NA 2 N_Shore NA 154333568 Internenic 

cg04965820 4.07E-10 2.02E-08 -0.74309 -3.31649 0.388247 0.117347 NA 9 Island NA 129374235 Internenic 

cg00879003 4.09E-10 2.03E-08 -1.15377 -4.22926 0.32105 0.083456 NA 3 N_Shore NA 137487186 Internenic 

cg18132916 4.11E-10 2.04E-08 -0.68766 -4.98685 0.472695 0.060491 NA 6 Island NA 79620363 Internenic 

cg06980853 4.11E-10 2.04E-08 0.228995 -2.79356 0.535332 0.169243 NA 1 S_Shelf NA 13843859 Internenic 

cg09999194 4.14E-10 2.05E-08 0.146395 -3.86589 0.547508 0.117497 NA 17 Island NA 77765305 Internenic 

cg04487855 4.22E-10 2.09E-08 1.53697 -0.80417 0.732319 0.380651 NA 15 Island NA 30261393 Internenic 

cg16910251 4.22E-10 2.09E-08 -0.46195 -3.69234 0.463804 0.093407 NA 4 Island NA 1515209 Internenic 

cg20042639 4.25E-10 2.10E-08 -0.96032 -3.64243 0.353532 0.102571 NA 20 N_Shore NA 21083097 Internenic 

cg11730722 4.30E-10 2.12E-08 0.552852 -2.56246 0.582812 0.188565 NA 10 Island NA 102985514 Internenic 

cg04865466 4.31E-10 2.12E-08 -0.00119 -1.79528 0.498599 0.23829 NA 10 Island NA 102497478 Internenic 

cg21618620 4.33E-10 2.13E-08 0.601031 -1.60613 0.596091 0.268665 NA 12 Island NA 54408427 Internenic 

cg20295992 4.34E-10 2.13E-08 1.291258 -2.68901 0.690564 0.205069 NA 6 Island NA 108440280 Internenic 

cg07035436 4.35E-10 2.14E-08 -0.80829 -2.92339 0.393617 0.129777 NA 15 Island NA 101389733 Internenic 

cg09817636 4.36E-10 2.14E-08 -0.13558 -2.06706 0.4912 0.203447 NA 1 Island NA 230561975 Internenic 

cg05688651 4.38E-10 2.15E-08 0.536844 -3.21723 0.580246 0.155405 NA 18 Island NA 75612141 Internenic 

cg26454150 4.40E-10 2.16E-08 0.91534 -1.21274 0.640078 0.317568 NA 13 N_Shore NA 100642408 Internenic 

cg02349578 4.49E-10 2.20E-08 -1.9196 -4.49854 0.276711 0.049754 NA 15 Island NA 41877870 Internenic 

cg02339891 4.50E-10 2.21E-08 -0.14103 -2.76091 0.476013 0.160221 NA 7 Island NA 1704031 Internenic 

cg21992238 4.53E-10 2.22E-08 0.162322 -3.08936 0.519521 0.147329 NA 2 N_Shore NA 66659590 Internenic 

cg01085837 4.59E-10 2.25E-08 0.579591 -2.70011 0.587376 0.181485 NA 12 Island NA 22094461 Internenic 

cg00532449 4.60E-10 2.25E-08 0.269204 -2.76918 0.544895 0.175256 NA 1 Island NA 2375420 Internenic 

cg22028075 4.61E-10 2.25E-08 0.525513 -3.87131 0.588358 0.140216 NA 4 Island NA 6564820 Internenic 

cg25950325 4.66E-10 2.27E-08 0.530054 -2.47726 0.58318 0.196531 NA 4 Island NA 41753712 Internenic 

cg20809378 4.70E-10 2.29E-08 -0.77154 -3.63087 0.391992 0.100462 NA 11 Island NA 43569555 Internenic 

cg22774681 4.71E-10 2.30E-08 0.801678 -1.56016 0.628441 0.27651 NA 19 S_Shore NA 14320678 Internenic 

cg01017541 4.78E-10 2.33E-08 -0.22437 -2.85823 0.482102 0.14702 NA 7 S_Shore NA 127776461 Internenic 

cg14301932 4.81E-10 2.34E-08 -1.86023 -3.90258 0.276728 0.065356 NA 2 Island NA 237086782 Internenic 

cg20600874 4.82E-10 2.34E-08 -0.34718 -1.94856 0.445767 0.215444 NA 7 Island NA 1280640 Internenic 

cg17383940 4.82E-10 2.34E-08 -1.94936 -4.59034 0.26669 0.052 NA 21 Island NA 38936403 Internenic 

cg13683550 4.82E-10 2.34E-08 -0.2439 -2.60259 0.476783 0.158502 NA 20 NA NA 55401918 Internenic 
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cg11075416 4.83E-10 2.34E-08 -0.40597 -3.80056 0.449328 0.1048 NA 11 N_Shelf NA 128557265 Internenic 

cg20905621 4.88E-10 2.37E-08 -0.61352 -2.56461 0.420662 0.154694 NA 10 Island NA 31892751 Internenic 

cg26888813 4.94E-10 2.39E-08 -0.96945 -3.56517 0.364886 0.101195 NA 2 NA NA 60962820 Internenic 

cg12715213 4.95E-10 2.39E-08 -0.05389 -2.99817 0.491181 0.151037 NA 6 N_Shore NA 99275622 Internenic 

cg18550820 4.96E-10 2.40E-08 -2.62239 -4.35383 0.184513 0.047912 NA 15 Island NA 68852076 Internenic 

cg26891924 5.01E-10 2.42E-08 -0.84487 -4.77226 0.411252 0.077276 NA 10 NA NA 8374400 Internenic 

cg22350305 5.02E-10 2.42E-08 -1.45264 -3.19435 0.288086 0.108202 NA 3 Island NA 54121898 Internenic 

cg20692831 5.06E-10 2.44E-08 -1.71924 -3.69209 0.27866 0.077373 NA 5 NA NA 134801907 Internenic 

cg04264549 5.09E-10 2.46E-08 -0.85593 -2.73424 0.366268 0.145777 NA 4 N_Shore NA 128543924 Internenic 

cg17964505 5.17E-10 2.49E-08 1.83452 -2.69889 0.75174 0.206812 NA 17 Island NA 36609863 Internenic 

cg09570974 5.20E-10 2.50E-08 -0.62741 -3.02524 0.414155 0.127466 NA 4 Island NA 571737 Internenic 

cg09637963 5.27E-10 2.54E-08 -0.13241 1.709786 0.478578 0.753238 NA 6 NA NA 14798944 Internenic 

cg19385331 5.28E-10 2.54E-08 0.204773 -2.28117 0.53112 0.199667 NA 13 Island NA 100641867 Internenic 

cg05303057 5.29E-10 2.54E-08 0.123604 -2.8022 0.52087 0.165781 NA 17 NA NA 54756052 Internenic 

cg00847017 5.35E-10 2.57E-08 -0.16274 -2.80187 0.487336 0.154787 NA 11 Island NA 43597161 Internenic 

cg26263773 5.35E-10 2.57E-08 -3.44436 -4.91297 0.097905 0.034222 NA 19 Island NA 49521926 Internenic 

cg14708076 5.40E-10 2.59E-08 -1.88162 -4.34472 0.255308 0.053797 NA 5 S_Shore NA 137578003 Internenic 

cg14552801 5.42E-10 2.60E-08 -1.38462 -3.45782 0.316499 0.094167 NA 7 Island NA 65878734 Internenic 

cg11991058 5.47E-10 2.62E-08 -0.10432 -2.44679 0.494876 0.17593 NA 2 Island NA 168150602 Internenic 

cg20580655 5.48E-10 2.62E-08 -0.58836 -3.34404 0.434084 0.113409 NA 15 N_Shore NA 93257624 Internenic 

cg00516513 5.53E-10 2.64E-08 0.510332 -3.7502 0.582838 0.143803 NA 4 Island NA 41753803 Internenic 

cg09577986 5.55E-10 2.65E-08 -1.02174 0.879717 0.342239 0.636689 NA 6 NA NA 33867227 Internenic 

cg11808885 5.55E-10 2.65E-08 -1.55213 -3.69564 0.287236 0.084365 NA 21 Island NA 46438743 Internenic 

cg06205172 5.57E-10 2.66E-08 0.499298 -1.81634 0.581892 0.244349 NA 17 N_Shore NA 29032975 Internenic 

cg23146172 5.60E-10 2.67E-08 0.328962 -1.76716 0.554984 0.244312 NA 1 Island NA 230562701 Internenic 

cg06416733 5.63E-10 2.68E-08 0.439606 -1.96348 0.568698 0.230996 NA 12 S_Shore NA 103344890 Internenic 

cg22170177 5.83E-10 2.77E-08 -0.21996 -2.84804 0.475742 0.152032 NA 3 Island NA 74664120 Internenic 

cg03999216 5.85E-10 2.78E-08 0.852232 -2.17957 0.634471 0.226775 NA 2 Island NA 175191374 Internenic 

cg24874478 5.85E-10 2.78E-08 -0.1888 -3.2593 0.469618 0.138598 NA 5 Island NA 92008 Internenic 

cg26275470 5.89E-10 2.79E-08 0.367444 -1.93123 0.565286 0.229086 NA 2 S_Shore NA 168150968 Internenic 

cg10904715 5.93E-10 2.81E-08 -0.4166 -3.17053 0.446416 0.131462 NA 13 Island NA 25115837 Internenic 
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cg21837192 5.94E-10 2.81E-08 0.009148 -2.63723 0.500453 0.173585 NA 12 N_Shore NA 54398765 Internenic 

cg15674422 6.01E-10 2.84E-08 -2.9345 -5.27234 0.173283 0.028608 NA 11 N_Shore NA 123172362 Internenic 

cg13323756 6.09E-10 2.88E-08 -1.28047 -3.48702 0.325069 0.093363 NA 7 S_Shore NA 29847108 Internenic 

cg04363624 6.18E-10 2.92E-08 -0.90684 -4.64613 0.413032 0.068757 NA 1 Island NA 47697965 Internenic 

cg05766802 6.23E-10 2.94E-08 -0.19797 -3.61642 0.494618 0.117553 NA 2 Island NA 118982056 Internenic 

cg23639368 6.28E-10 2.96E-08 -0.27127 -2.40846 0.454551 0.181268 NA 6 N_Shore NA 108485182 Internenic 

cg01099231 6.33E-10 2.99E-08 -0.10675 -5.37971 0.491359 0.07968 NA 10 Island NA 8076969 Internenic 

cg07682547 6.33E-10 2.99E-08 -1.96074 -4.23599 0.249015 0.061705 NA 5 S_Shore NA 153863417 Internenic 

cg02274048 6.35E-10 2.99E-08 -0.62907 -2.80365 0.406511 0.143247 NA 2 Island NA 176944515 Internenic 

cg07272264 6.36E-10 2.99E-08 -0.83432 -3.12668 0.382766 0.121191 NA 12 S_Shore NA 101111683 Internenic 

cg12298321 6.38E-10 3.00E-08 -0.47591 -2.89866 0.421846 0.148272 NA 5 N_Shore NA 91988 Internenic 

cg18609339 6.39E-10 3.00E-08 -3.21676 -6.79156 0.181471 0.014694 NA 17 Island NA 42015557 Internenic 

cg18325439 6.48E-10 3.04E-08 -0.42489 -3.87338 0.428806 0.109645 NA 7 NA NA 71217320 Internenic 

cg17154586 6.50E-10 3.05E-08 0.100165 -2.76155 0.515957 0.168873 NA 17 Island NA 37753185 Internenic 

cg06928246 6.54E-10 3.07E-08 2.074855 0.089342 0.785739 0.513672 NA 1 Island NA 227974645 Internenic 

cg07091207 6.55E-10 3.07E-08 -1.38981 -3.43226 0.302322 0.097035 NA 7 Island NA 1708892 Internenic 

cg01843034 6.57E-10 3.08E-08 -0.33686 -2.79646 0.458212 0.150908 NA 6 Island NA 37503916 Internenic 

cg14419975 6.67E-10 3.12E-08 0.959306 -3.27486 0.659368 0.167745 NA 1 S_Shelf NA 91196332 Internenic 

cg03552058 6.74E-10 3.15E-08 -0.63368 -2.51233 0.398294 0.166653 NA 6 N_Shore NA 1378346 Internenic 

cg18762849 6.80E-10 3.18E-08 -2.77566 -5.31947 0.207992 0.026825 NA 10 Island NA 81741832 Internenic 

cg01254890 6.81E-10 3.18E-08 -0.21105 -2.76922 0.466534 0.157327 NA 15 N_Shore NA 60289239 Internenic 

cg12868173 6.84E-10 3.19E-08 0.31301 -2.75641 0.54726 0.168532 NA 10 Island NA 44185097 Internenic 

cg06854015 6.91E-10 3.22E-08 -0.45613 -1.97445 0.427465 0.21364 NA 3 Island NA 14852042 Internenic 

cg00973653 6.99E-10 3.26E-08 0.575656 -2.47208 0.59164 0.202518 NA 1 Island NA 70033627 Internenic 

cg06593507 7.01E-10 3.27E-08 -1.34012 -3.56216 0.304768 0.095345 NA 16 Island NA 5290324 Internenic 

cg08376828 7.04E-10 3.27E-08 0.161358 -2.84487 0.561702 0.145012 NA 10 Island NA 130339527 Internenic 

cg11173499 7.05E-10 3.28E-08 -0.56172 -2.86314 0.435677 0.138876 NA 7 S_Shore NA 54732751 Internenic 

cg07501233 7.07E-10 3.28E-08 0.69616 -1.7477 0.605942 0.256872 NA 13 Island NA 100641900 Internenic 

cg05322217 7.07E-10 3.28E-08 -1.2353 -4.7063 0.394111 0.05531 NA 17 Island NA 36575655 Internenic 

cg00336150 7.07E-10 3.28E-08 -0.09464 -2.89435 0.500537 0.148184 NA 2 N_Shore NA 118981150 Internenic 

cg02373380 7.11E-10 3.29E-08 -1.70485 -3.48209 0.268031 0.088817 NA 18 Island NA 61603746 Internenic 
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cg24023187 7.19E-10 3.33E-08 0.493512 -1.8462 0.577176 0.245524 NA 10 Island NA 102977196 Internenic 

cg20648975 7.22E-10 3.34E-08 -1.6192 -5.35155 0.340694 0.042632 NA 7 Island NA 18126473 Internenic 

cg07875430 7.26E-10 3.36E-08 0.407116 -2.11085 0.56963 0.21942 NA 10 Island NA 27547845 Internenic 

cg04919563 7.29E-10 3.37E-08 0.553697 -1.46652 0.590026 0.282917 NA 7 Island NA 1280491 Internenic 

cg21030416 7.44E-10 3.44E-08 -1.15679 -2.86274 0.317364 0.134721 NA 11 Island NA 62693396 Internenic 

cg12144689 7.51E-10 3.47E-08 0.517919 -2.06317 0.585733 0.22207 NA 22 Island NA 24820090 Internenic 

cg01821161 7.52E-10 3.47E-08 -0.34597 -1.73091 0.44917 0.2379 NA 2 N_Shelf NA 172956823 Internenic 

cg24083646 7.56E-10 3.48E-08 -0.78867 -3.14893 0.402172 0.115344 NA 19 Island NA 30334681 Internenic 

cg16166160 7.72E-10 3.55E-08 -1.39344 -3.59464 0.302744 0.090748 NA 6 Island NA 108479144 Internenic 

cg21893358 7.79E-10 3.58E-08 0.520942 -1.4293 0.584414 0.288865 NA 11 Island NA 120434880 Internenic 

cg21526572 7.85E-10 3.61E-08 1.515367 -1.5817 0.719435 0.294477 NA 10 Island NA 133850592 Internenic 

cg18921764 7.91E-10 3.63E-08 0.661252 -1.18018 0.607419 0.320915 NA 10 N_Shore NA 118923561 Internenic 

cg08821504 7.99E-10 3.67E-08 -0.92802 -3.77301 0.391291 0.091483 NA 17 NA NA 30411125 Internenic 

cg24824417 8.01E-10 3.67E-08 -2.12325 -6.35023 0.268638 0.026238 NA 11 Island NA 43597041 Internenic 

cg05792368 8.17E-10 3.75E-08 0.321982 -2.11847 0.552036 0.220674 NA 2 Island NA 45182217 Internenic 

cg14938772 8.21E-10 3.76E-08 -0.87666 -2.73614 0.360832 0.146311 NA 4 N_Shore NA 190959027 Internenic 

cg14868594 8.23E-10 3.77E-08 -1.571 -5.25242 0.376406 0.033252 NA 17 Island NA 19913217 Internenic 

cg26798452 8.36E-10 3.82E-08 -0.66897 -2.94094 0.414929 0.130921 NA 1 Island NA 31158026 Internenic 

cg16839093 8.47E-10 3.87E-08 -1.22999 -4.2149 0.360929 0.070963 NA 1 Island NA 8002698 Internenic 

cg27451550 8.59E-10 3.92E-08 2.197952 3.736853 0.808833 0.922773 NA 1 N_Shelf NA 65610331 Internenic 

cg04181546 8.69E-10 3.97E-08 0.535832 -1.65806 0.584411 0.263684 NA 9 Island NA 79631748 Internenic 

cg05507490 8.72E-10 3.98E-08 0.509224 -1.78216 0.582362 0.25126 NA 2 Island NA 242808479 Internenic 

cg18872497 8.78E-10 4.00E-08 0.43848 -1.33364 0.573462 0.297597 NA 5 N_Shore NA 172665136 Internenic 

cg19647755 8.84E-10 4.02E-08 -1.34844 -3.88468 0.339853 0.077243 NA 8 Island NA 49293379 Internenic 

cg15744668 8.84E-10 4.02E-08 0.624749 -0.77486 0.600193 0.37404 NA 2 Island NA 175207395 Internenic 

cg00480136 8.99E-10 4.09E-08 -1.11608 -4.42395 0.338626 0.081282 NA 1 Island NA 111098212 Internenic 

cg14345917 9.02E-10 4.10E-08 -1.03583 -3.7319 0.38783 0.087748 NA 2 Island NA 45180089 Internenic 

cg18458305 9.22E-10 4.19E-08 -2.43829 -4.54641 0.205339 0.047436 NA 22 Island NA 42311231 Internenic 

cg18111139 9.27E-10 4.21E-08 -2.06907 -4.83222 0.24142 0.042428 NA 2 Island NA 223171052 Internenic 

cg06081518 9.34E-10 4.24E-08 0.794196 -2.00806 0.627634 0.23926 NA 16 Island NA 3220915 Internenic 

cg24777315 9.37E-10 4.25E-08 -1.4703 -4.39523 0.336951 0.064466 NA 12 Island NA 66135734 Internenic 
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cg26248173 9.43E-10 4.27E-08 -0.46217 -4.38523 0.499701 0.082124 NA 1 Island NA 166853578 Internenic 

cg19712965 9.55E-10 4.32E-08 0.641924 -3.66081 0.617787 0.147981 NA 1 Island NA 244013006 Internenic 

cg09753043 9.55E-10 4.32E-08 -0.53039 -3.78065 0.462677 0.097436 NA 11 N_Shore NA 43596920 Internenic 

cg08877463 9.57E-10 4.33E-08 0.426357 1.961617 0.568092 0.785201 NA 1 NA NA 17520718 Internenic 

cg10823693 9.62E-10 4.34E-08 0.00952 -2.11125 0.503 0.208766 NA 7 S_Shore NA 155168600 Internenic 

cg16706613 9.83E-10 4.44E-08 -0.66167 1.208536 0.394377 0.683065 NA 12 N_Shelf NA 52423671 Internenic 

cg16046561 9.90E-10 4.46E-08 0.17925 -2.39726 0.526585 0.195047 NA 2 Island NA 175193478 Internenic 

cg18376472 9.90E-10 4.46E-08 -1.88336 -5.22619 0.221795 0.055328 NA 1 Island NA 148556046 Internenic 

cg18567682 1.00E-09 4.51E-08 1.416109 -2.56782 0.70821 0.217922 NA 4 Island NA 128544032 Internenic 

cg19230755 1.02E-09 4.57E-08 -0.00204 -2.48243 0.514627 0.178519 NA 7 Island NA 65878503 Internenic 

cg25368482 1.02E-09 4.57E-08 0.671907 -2.62805 0.611565 0.188478 NA 10 Island NA 47653939 Internenic 

cg21620246 1.02E-09 4.59E-08 1.284509 -1.87272 0.70199 0.258283 NA 3 Island NA 126854423 Internenic 

cg00423826 1.02E-09 4.60E-08 -1.00229 -4.56083 0.364809 0.071698 NA 8 N_Shore NA 143534636 Internenic 

cg00858599 1.02E-09 4.60E-08 0.222897 -1.87869 0.536644 0.236296 NA 20 Island NA 3220929 Internenic 

cg12176249 1.02E-09 4.60E-08 -1.27759 -3.84586 0.310099 0.0889 NA 10 S_Shore NA 102441217 Internenic 

cg25404930 1.03E-09 4.60E-08 -1.62 -3.76756 0.283462 0.080555 NA 17 Island NA 58212864 Internenic 

cg13657446 1.03E-09 4.60E-08 -1.29186 -3.82281 0.344804 0.076949 NA 21 Island NA 47394080 Internenic 

cg03718824 1.03E-09 4.63E-08 0.5465 -3.76574 0.588019 0.142945 NA 18 Island NA 5629683 Internenic 

cg08978597 1.04E-09 4.64E-08 -0.82155 -5.13032 0.415645 0.064546 NA 10 NA NA 8087295 Internenic 

cg19370084 1.05E-09 4.68E-08 -0.86214 -3.23504 0.386952 0.116159 NA 12 Island NA 125671504 Internenic 

cg18750738 1.05E-09 4.68E-08 0.040445 -3.02969 0.502251 0.150999 NA 5 Island NA 72595322 Internenic 

cg05482956 1.06E-09 4.73E-08 -1.56282 -3.2708 0.287515 0.099424 NA 11 Island NA 16635016 Internenic 

cg01296199 1.07E-09 4.77E-08 -2.50183 -4.4862 0.200274 0.04617 NA 3 Island NA 123752573 Internenic 

cg25014180 1.07E-09 4.78E-08 -2.27428 -3.81317 0.212486 0.067421 NA 6 Island NA 100036671 Internenic 

cg07919108 1.07E-09 4.78E-08 -0.70167 -4.61942 0.404693 0.081428 NA 10 Island NA 102984661 Internenic 

cg06195987 1.08E-09 4.80E-08 -0.17253 -2.93848 0.485901 0.151214 NA 7 Island NA 98100169 Internenic 

cg26643142 1.08E-09 4.82E-08 0.913694 -1.17075 0.640058 0.31982 NA 12 Island NA 54399494 Internenic 

cg11805669 1.09E-09 4.86E-08 -1.33085 -4.45027 0.316633 0.071952 NA 2 S_Shore NA 157178294 Internenic 

cg24767956 1.10E-09 4.87E-08 0.24723 -2.15611 0.539626 0.213406 NA 3 Island NA 137487770 Internenic 

cg03383295 1.10E-09 4.88E-08 0.723947 -2.91298 0.613439 0.180155 NA 7 Island NA 1709580 Internenic 

cg22907789 1.11E-09 4.92E-08 -1.51801 -3.26624 0.288847 0.101625 NA 17 NA NA 75567709 Internenic 
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cg06820388 1.11E-09 4.92E-08 0.820215 -1.925 0.627887 0.243465 NA 2 Island NA 66804145 Internenic 

cg06853599 1.11E-09 4.92E-08 -2.65745 -5.87081 0.259422 0.019821 NA 11 Island NA 46413816 Internenic 

cg12537925 1.12E-09 4.97E-08 -3.03344 -5.80531 0.183107 0.020935 NA 17 S_Shore NA 47271185 Internenic 

cg09109122 1.13E-09 4.98E-08 -2.29152 -5.23492 0.267584 0.033417 NA 1 Island NA 36173609 Internenic 

cg25402610 1.13E-09 4.99E-08 0.524087 -4.5373 0.581394 0.111415 NA 7 Island NA 127807500 Internenic 

cg08802761 1.13E-09 5.01E-08 -2.49437 -4.76426 0.219297 0.039844 NA 5 N_Shore NA 31638939 Internenic 

cg05718493 1.15E-09 5.09E-08 -0.39389 -2.18249 0.437231 0.195864 NA 8 NA NA 135470038 Internenic 

cg04070651 1.16E-09 5.12E-08 -1.40304 -3.56021 0.306554 0.092623 NA 12 Island NA 54611596 Internenic 

cg22356726 1.18E-09 5.18E-08 0.251448 -2.60381 0.551711 0.175285 NA 10 Island NA 91597320 Internenic 

cg27368911 1.18E-09 5.19E-08 -0.40616 -2.46875 0.436609 0.174913 NA 6 NA NA 37751926 Internenic 

cg05847960 1.18E-09 5.21E-08 -0.37967 -3.12171 0.463439 0.129153 NA 20 Island NA 10152774 Internenic 

cg22772896 1.19E-09 5.22E-08 -0.05708 -2.91808 0.490952 0.157111 NA 6 NA NA 37752073 Internenic 

cg00643341 1.19E-09 5.24E-08 -0.97211 -3.32121 0.356923 0.112414 NA 15 Island NA 89147847 Internenic 

cg26536189 1.19E-09 5.25E-08 -1.39704 -4.59065 0.342812 0.052834 NA 1 Island NA 13840494 Internenic 

cg13035910 1.21E-09 5.30E-08 0.981767 -1.28708 0.646827 0.307557 NA 6 N_Shore NA 100052728 Internenic 

cg15433534 1.21E-09 5.30E-08 0.80666 -4.29113 0.627559 0.139 NA 18 S_Shore NA 75612223 Internenic 

cg24496223 1.22E-09 5.36E-08 0.038084 -4.21852 0.504305 0.11751 NA 18 Island NA 5629371 Internenic 

cg02555204 1.24E-09 5.45E-08 -1.30678 -2.67823 0.303525 0.141061 NA 5 N_Shore NA 87984959 Internenic 

cg04897188 1.25E-09 5.46E-08 -2.19089 -4.80539 0.23087 0.04485 NA 1 Island NA 1363291 Internenic 

cg27478242 1.26E-09 5.53E-08 0.672183 -1.52161 0.612358 0.275024 NA 12 Island NA 54611928 Internenic 

cg16487237 1.27E-09 5.54E-08 -0.1775 -3.22237 0.471316 0.141088 NA 3 N_Shore NA 137487248 Internenic 

cg06100854 1.28E-09 5.58E-08 -0.16989 -2.65101 0.472512 0.169415 NA 2 S_Shore NA 45030072 Internenic 

cg08367275 1.28E-09 5.58E-08 -1.4887 -4.69492 0.34265 0.057934 NA 12 Island NA 59989652 Internenic 

cg14543998 1.29E-09 5.61E-08 -1.95146 -3.6075 0.227208 0.084002 NA 20 Island NA 3220719 Internenic 

cg01920334 1.30E-09 5.68E-08 -1.9616 -4.68742 0.272653 0.048513 NA 21 Island NA 48087978 Internenic 

cg05422396 1.31E-09 5.68E-08 -1.57488 -3.53836 0.292123 0.088385 NA 21 Island NA 38936545 Internenic 

cg03220124 1.34E-09 5.82E-08 -1.08566 -2.90883 0.336399 0.131712 NA 17 NA NA 54756137 Internenic 

cg10624203 1.34E-09 5.84E-08 -1.28404 -2.35991 0.301687 0.16615 NA 22 S_Shore NA 25817598 Internenic 

cg25037730 1.35E-09 5.85E-08 -1.97004 -4.27235 0.256138 0.05922 NA 14 Island NA 60386475 Internenic 

cg21653132 1.35E-09 5.86E-08 -2.70123 -5.59813 0.21953 0.027902 NA 17 Island NA 35078659 Internenic 

cg02365397 1.38E-09 5.97E-08 2.314147 0.746731 0.82429 0.618895 NA 15 Island NA 40573976 Internenic 
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cg00087316 1.38E-09 6.00E-08 0.173614 -1.53288 0.525734 0.26873 NA 4 N_Shore NA 180978709 Internenic 

cg01498907 1.39E-09 6.01E-08 -1.01097 -3.93871 0.370538 0.089019 NA 10 Island NA 28957650 Internenic 

cg01609420 1.39E-09 6.02E-08 -0.13785 -3.00324 0.478027 0.152453 NA 15 Island NA 30260534 Internenic 

cg07289306 1.40E-09 6.08E-08 0.146781 -2.43147 0.524171 0.192337 NA 3 Island NA 44039357 Internenic 

cg09342940 1.40E-09 6.08E-08 0.583623 -1.55089 0.602561 0.273114 NA 10 Island NA 51912805 Internenic 

cg21198550 1.43E-09 6.18E-08 -0.98191 -3.6296 0.350702 0.101505 NA 5 S_Shore NA 72596701 Internenic 

cg03377980 1.44E-09 6.22E-08 -0.36705 -2.31792 0.445049 0.18529 NA 7 Island NA 1363035 Internenic 

cg25106322 1.45E-09 6.24E-08 -0.03492 -3.59361 0.493251 0.136217 NA 6 Island NA 150311552 Internenic 

cg08595804 1.45E-09 6.24E-08 -1.12039 -3.47586 0.337812 0.103065 NA 13 Island NA 112712424 Internenic 

cg12880003 1.45E-09 6.25E-08 -0.52468 -2.65144 0.421633 0.159646 NA 4 Island NA 9382961 Internenic 

cg08205460 1.45E-09 6.25E-08 -2.59979 -4.63134 0.203266 0.041148 NA 10 Island NA 47654171 Internenic 

cg17547875 1.46E-09 6.27E-08 -0.50206 -2.85479 0.420326 0.150091 NA 5 NA NA 173400146 Internenic 

cg25758217 1.46E-09 6.27E-08 -1.20772 -3.79073 0.313409 0.092152 NA 2 Island NA 105478656 Internenic 

cg09605845 1.46E-09 6.27E-08 0.285879 -0.56735 0.548069 0.404054 NA 9 N_Shore NA 70920908 Internenic 

cg23361355 1.47E-09 6.33E-08 -2.4257 -4.84144 0.205832 0.042138 NA 5 Island NA 176170260 Internenic 

cg11723850 1.48E-09 6.36E-08 -0.53445 -3.29194 0.443736 0.113708 NA 14 Island NA 24020053 Internenic 

cg04267400 1.48E-09 6.37E-08 -1.11345 -2.9467 0.327563 0.130755 NA 17 S_Shore NA 37754160 Internenic 

cg20811804 1.49E-09 6.37E-08 -2.1158 -4.93882 0.28525 0.035994 NA 6 Island NA 150312129 Internenic 

cg17823751 1.49E-09 6.40E-08 0.96453 -2.61136 0.64184 0.201624 NA 3 N_Shore NA 137487081 Internenic 

cg07354515 1.49E-09 6.40E-08 -0.32276 -1.94979 0.450615 0.217522 NA 12 S_Shore NA 11653827 Internenic 

cg10422777 1.50E-09 6.41E-08 0.777107 -1.71238 0.623565 0.265077 NA 9 Island NA 79631227 Internenic 

cg25554685 1.50E-09 6.41E-08 -2.08762 -3.20474 0.204136 0.100702 NA 13 NA NA 112858945 Internenic 

cg22460710 1.53E-09 6.53E-08 0.17694 -2.74173 0.529032 0.175657 NA 17 Island NA 34838831 Internenic 

cg23462956 1.53E-09 6.55E-08 -0.60642 -3.80068 0.400604 0.109322 NA 14 S_Shelf NA 61119262 Internenic 

cg22696995 1.54E-09 6.58E-08 -1.6294 -4.69066 0.314677 0.05442 NA 1 Island NA 1136667 Internenic 

cg06091952 1.56E-09 6.65E-08 -1.78159 -4.24951 0.306008 0.057495 NA 6 Island NA 18277615 Internenic 

cg10943249 1.57E-09 6.70E-08 0.517566 -2.69056 0.585146 0.178245 NA 15 N_Shore NA 53097289 Internenic 

cg22501793 1.58E-09 6.70E-08 0.275437 -2.46627 0.545043 0.194675 NA 1 S_Shore NA 91173232 Internenic 

cg15879949 1.58E-09 6.70E-08 -2.04329 -4.36781 0.274373 0.049659 NA 6 Island NA 150312310 Internenic 

cg04395954 1.58E-09 6.70E-08 1.133535 -1.61615 0.658277 0.269309 NA 10 Island NA 77191570 Internenic 

cg00141174 1.60E-09 6.80E-08 -1.84969 -3.62031 0.253424 0.081505 NA 9 Island NA 129276572 Internenic 
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cg06635328 1.60E-09 6.81E-08 -1.60361 -3.25533 0.265806 0.103985 NA 7 Island NA 1408635 Internenic 

cg10375890 1.62E-09 6.88E-08 0.74805 -2.5025 0.620182 0.201134 NA 1 Island NA 50892511 Internenic 

cg02874569 1.64E-09 6.95E-08 -1.05707 -3.91593 0.349049 0.086317 NA 6 N_Shore NA 5851436 Internenic 

cg15261247 1.65E-09 6.97E-08 0.054149 -2.81865 0.508076 0.168061 NA 7 Island NA 129425731 Internenic 

cg20954179 1.65E-09 6.97E-08 0.234844 -1.96226 0.539532 0.231678 NA 4 S_Shelf NA 175138488 Internenic 

cg04553707 1.65E-09 6.98E-08 -0.75051 -4.5521 0.393683 0.084287 NA 17 N_Shore NA 53922670 Internenic 

cg06602333 1.65E-09 6.98E-08 0.471732 -2.45876 0.582774 0.195482 NA 19 N_Shore NA 30215101 Internenic 

cg02184772 1.65E-09 6.99E-08 -1.91577 -5.63973 0.320291 0.036469 NA 21 Island NA 47063028 Internenic 

cg11310950 1.66E-09 7.02E-08 0.407207 -2.5245 0.562545 0.192256 NA 7 NA NA 71217407 Internenic 

cg12344152 1.67E-09 7.05E-08 -0.988 -2.59031 0.361653 0.146801 NA 6 Island NA 150312368 Internenic 

cg16070123 1.69E-09 7.11E-08 0.165835 -3.32425 0.536109 0.137534 NA 10 Island NA 51489643 Internenic 

cg03781505 1.69E-09 7.11E-08 -1.1842 -4.5676 0.387481 0.061256 NA 17 Island NA 16310359 Internenic 

cg12594001 1.71E-09 7.20E-08 -0.4394 -2.33721 0.426789 0.185274 NA 4 N_Shore NA 41753227 Internenic 

cg05210671 1.71E-09 7.20E-08 -1.12052 -3.15451 0.361347 0.109413 NA 14 NA NA 104787388 Internenic 

cg07272305 1.73E-09 7.29E-08 -1.11852 -4.31067 0.363104 0.07983 NA 3 Island NA 184231509 Internenic 

cg22699044 1.74E-09 7.32E-08 -2.97648 -6.15668 0.175975 0.023629 NA 1 Island NA 228633460 Internenic 

cg13136823 1.74E-09 7.33E-08 -1.29874 -5.21273 0.35255 0.060009 NA 2 NA NA 58655537 Internenic 

cg10975000 1.75E-09 7.36E-08 -1.71987 -4.15991 0.286568 0.06642 NA 13 N_Shore NA 28371375 Internenic 

cg21207266 1.76E-09 7.40E-08 -3.13024 -5.42927 0.1467 0.02735 NA 2 N_Shore NA 176951189 Internenic 

cg20709895 1.77E-09 7.41E-08 0.844156 -2.11212 0.630773 0.236366 NA 11 Island NA 43965598 Internenic 

cg26724375 1.77E-09 7.43E-08 -2.76242 -4.78555 0.17662 0.039139 NA 10 S_Shore NA 118976795 Internenic 

cg25032745 1.77E-09 7.43E-08 -1.36791 -2.74504 0.29765 0.134844 NA 10 NA NA 15481695 Internenic 

cg12743976 1.78E-09 7.46E-08 -2.58399 -5.41558 0.196242 0.034111 NA 10 N_Shore NA 31892154 Internenic 

cg26027796 1.78E-09 7.46E-08 -0.43484 -4.04565 0.47266 0.09297 NA 19 Island NA 55962686 Internenic 

cg13074470 1.79E-09 7.48E-08 -0.23789 -2.76805 0.463873 0.162137 NA 3 Island NA 126854308 Internenic 

cg26154670 1.79E-09 7.50E-08 -1.19544 -4.58181 0.373818 0.066874 NA 2 NA NA 58655041 Internenic 

cg19143639 1.80E-09 7.52E-08 -0.83142 -3.04243 0.378811 0.128648 NA 8 NA NA 66472813 Internenic 

cg15123727 1.81E-09 7.55E-08 0.184158 -2.81213 0.531335 0.173284 NA 6 NA NA 30449213 Internenic 

cg18621091 1.81E-09 7.55E-08 -0.07054 -3.32871 0.488585 0.145651 NA 18 Island NA 75612056 Internenic 

cg15602740 1.83E-09 7.63E-08 1.371682 -2.73084 0.701552 0.21096 NA 3 Island NA 120004186 Internenic 

cg00624404 1.84E-09 7.65E-08 -1.83699 -3.63902 0.274795 0.075254 NA 6 Island NA 106442588 Internenic 
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cg16055406 1.87E-09 7.79E-08 -0.66878 -2.25042 0.393473 0.186402 NA 6 Island NA 108438667 Internenic 

cg24663663 1.87E-09 7.79E-08 -0.76444 -3.5041 0.389938 0.11078 NA 5 S_Shore NA 87986714 Internenic 

cg17679781 1.88E-09 7.79E-08 -1.03223 -3.99702 0.357859 0.087201 NA 6 N_Shore NA 114663223 Internenic 

cg16399136 1.88E-09 7.79E-08 -0.63196 -4.0518 0.407132 0.104029 NA 1 Island NA 151104003 Internenic 

cg15799226 1.88E-09 7.82E-08 -0.13905 -2.59467 0.484988 0.167777 NA 15 N_Shore NA 68115192 Internenic 

cg10185885 1.91E-09 7.91E-08 -1.4128 -4.84125 0.338182 0.060217 NA 15 Island NA 68851827 Internenic 

cg27266382 1.91E-09 7.91E-08 -1.61661 -4.59661 0.287919 0.060606 NA 3 Island NA 74663533 Internenic 

cg14380094 1.91E-09 7.93E-08 -0.32157 -2.75387 0.447855 0.162338 NA 11 S_Shore NA 31849061 Internenic 

cg04922361 1.92E-09 7.95E-08 -0.09762 -1.0508 0.483361 0.329096 NA 9 Island NA 41936510 Internenic 

cg10956762 1.93E-09 8.00E-08 0.586331 -1.73172 0.596624 0.260182 NA 19 Island NA 1446596 Internenic 

cg20817483 1.94E-09 8.02E-08 -1.30627 -4.35218 0.329823 0.069839 NA 6 Island NA 5851644 Internenic 

cg22544673 1.94E-09 8.03E-08 -2.49681 -4.14465 0.190051 0.055762 NA 21 S_Shore NA 48088150 Internenic 

cg05615464 1.95E-09 8.04E-08 0.595315 -1.77531 0.596395 0.256248 NA 15 NA NA 54270557 Internenic 

cg25330843 1.96E-09 8.10E-08 -0.45332 -3.51464 0.468403 0.111503 NA 8 Island NA 49293457 Internenic 

cg19668538 2.01E-09 8.27E-08 -1.51127 -2.66363 0.273113 0.139681 NA 17 Island NA 26578611 Internenic 

cg11171224 2.01E-09 8.27E-08 -3.00104 -6.87922 0.2449 0.013618 NA 7 Island NA 102158209 Internenic 

cg17147211 2.01E-09 8.30E-08 -0.52731 -5.00436 0.443588 0.081757 NA 1 Island NA 119544070 Internenic 

cg08854397 2.03E-09 8.34E-08 1.475633 -1.94822 0.709107 0.265073 NA 19 N_Shore NA 30716182 Internenic 

cg14597534 2.03E-09 8.36E-08 0.645064 -4.60445 0.599484 0.123032 NA 11 N_Shore NA 43601442 Internenic 

cg15820062 2.05E-09 8.41E-08 -0.26202 -3.34194 0.466896 0.132819 NA 8 Island NA 23584404 Internenic 

cg04755227 2.05E-09 8.41E-08 1.013742 -1.30201 0.658717 0.313938 NA 16 N_Shore NA 88449254 Internenic 

cg10949706 2.05E-09 8.43E-08 0.568524 -1.95994 0.5851 0.234723 NA 5 N_Shore NA 87984861 Internenic 

cg17285663 2.07E-09 8.47E-08 0.511765 -2.34888 0.583955 0.209967 NA 11 Island NA 43597210 Internenic 

cg05731870 2.08E-09 8.54E-08 0.105094 -2.54355 0.515411 0.184739 NA 2 N_Shore NA 119611241 Internenic 

cg06846669 2.09E-09 8.54E-08 -0.75275 -3.78676 0.375727 0.11072 NA 5 Island NA 134879739 Internenic 

cg00082713 2.10E-09 8.59E-08 -0.95644 -3.41617 0.352298 0.112951 NA 3 Island NA 44038484 Internenic 

cg25749267 2.10E-09 8.60E-08 0.20341 -3.31847 0.530675 0.147569 NA 7 Island NA 1705029 Internenic 

cg19275091 2.11E-09 8.61E-08 0.630805 2.531719 0.595249 0.835503 NA 1 NA NA 119860821 Internenic 

cg07590002 2.11E-09 8.64E-08 0.02241 -2.73421 0.50496 0.165521 NA 6 NA NA 30449064 Internenic 

cg08855856 2.12E-09 8.66E-08 -0.25766 -2.62883 0.467845 0.167482 NA 22 N_Shore NA 32571819 Internenic 

cg01414014 2.14E-09 8.71E-08 -0.83807 -2.26898 0.372178 0.179187 NA 2 S_Shore NA 16689858 Internenic 
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cg11599539 2.15E-09 8.76E-08 0.171995 -3.58359 0.528001 0.135314 NA 8 Island NA 72459614 Internenic 

cg26379859 2.15E-09 8.77E-08 0.411115 -3.67757 0.563103 0.143135 NA 11 Island NA 58672888 Internenic 

cg21452805 2.15E-09 8.77E-08 -2.52242 -4.39771 0.20841 0.04663 NA 1 Island NA 244014465 Internenic 

cg14410589 2.16E-09 8.78E-08 0.002843 -2.3056 0.50172 0.196456 NA 9 Island NA 14346834 Internenic 

cg16852685 2.16E-09 8.78E-08 -1.19104 -3.62521 0.335118 0.096618 NA 4 Island NA 154712145 Internenic 

cg09600028 2.16E-09 8.80E-08 -1.3762 -3.24053 0.311954 0.105336 NA 6 Island NA 5997199 Internenic 

cg22653139 2.17E-09 8.81E-08 -0.65323 -2.38295 0.405984 0.173032 NA 2 N_Shore NA 73142088 Internenic 

cg15920654 2.17E-09 8.83E-08 0.167907 -2.64027 0.526114 0.182419 NA 4 Island NA 4869091 Internenic 

cg20936013 2.18E-09 8.83E-08 -1.05727 -3.3643 0.369367 0.101116 NA 14 Island NA 60386396 Internenic 

cg06091881 2.19E-09 8.87E-08 -0.57015 -3.01129 0.432074 0.130226 NA 21 Island NA 48087589 Internenic 

cg19520927 2.19E-09 8.89E-08 -0.22775 -4.47576 0.487464 0.096191 NA 11 Island NA 44341646 Internenic 

cg09988738 2.22E-09 8.99E-08 0.005094 -1.90352 0.499613 0.228957 NA 4 N_Shore NA 4857255 Internenic 

cg09095892 2.23E-09 9.02E-08 0.038625 -2.72159 0.522583 0.16548 NA 10 Island NA 91597207 Internenic 

cg18077580 2.24E-09 9.05E-08 0.55854 -1.38848 0.58846 0.294699 NA 7 S_Shore NA 96655798 Internenic 

cg17981058 2.24E-09 9.05E-08 -1.63284 -3.96672 0.275434 0.070216 NA 2 N_Shore NA 223176398 Internenic 

cg11171778 2.24E-09 9.05E-08 -1.6723 -3.92817 0.305351 0.068493 NA 16 Island NA 25078048 Internenic 

cg00881585 2.24E-09 9.06E-08 0.510091 -2.2432 0.578062 0.213267 NA 4 N_Shore NA 41753568 Internenic 

cg06616806 2.26E-09 9.11E-08 -1.71371 -5.95782 0.245605 0.055456 NA 1 Island NA 148556049 Internenic 

cg11081580 2.26E-09 9.13E-08 -0.80172 -2.44191 0.37074 0.167943 NA 7 Island NA 1286650 Internenic 

cg00194341 2.31E-09 9.31E-08 1.082777 -0.58769 0.671587 0.404624 NA 2 N_Shore NA 114259244 Internenic 

cg26408364 2.32E-09 9.32E-08 1.547137 0.061716 0.739922 0.509524 NA 12 S_Shore NA 53108600 Internenic 

cg12438547 2.32E-09 9.33E-08 0.801828 -1.21882 0.627226 0.315509 NA 13 Island NA 100642971 Internenic 

cg23938300 2.34E-09 9.39E-08 -0.24641 -2.46676 0.461881 0.178013 NA 15 Island NA 60292055 Internenic 

cg21754854 2.35E-09 9.44E-08 -0.25299 -3.22058 0.472021 0.134792 NA 7 Island NA 96646127 Internenic 

cg17183432 2.37E-09 9.53E-08 0.485387 -2.73608 0.575973 0.186001 NA 10 Island NA 102984681 Internenic 

cg05968145 2.38E-09 9.55E-08 -0.28578 -2.12427 0.464959 0.194239 NA 15 Island NA 96952712 Internenic 

cg12542584 2.40E-09 9.62E-08 -1.43394 -3.40899 0.314728 0.092611 NA 19 Island NA 5536532 Internenic 

cg11855516 2.41E-09 9.65E-08 -0.71395 -3.90876 0.410877 0.099424 NA 2 Island NA 175207244 Internenic 

cg18205770 2.41E-09 9.65E-08 0.75479 -1.52905 0.619528 0.283755 NA 5 S_Shore NA 87439353 Internenic 

cg00345443 2.43E-09 9.75E-08 0.130006 -2.47115 0.522397 0.193515 NA 3 Island NA 54121778 Internenic 

cg27258933 2.44E-09 9.76E-08 -2.17503 -4.64256 0.253429 0.048676 NA 6 N_Shore NA 5996657 Internenic 
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cg23674469 2.45E-09 9.81E-08 -2.48781 -5.23454 0.189777 0.036854 NA 1 NA NA 101775142 Internenic 

cg22627293 2.46E-09 9.84E-08 0.535617 -1.7384 0.584459 0.256445 NA 1 Island NA 50893226 Internenic 

cg06265277 2.47E-09 9.86E-08 0.353892 -1.65715 0.557419 0.263326 NA 15 Island NA 30260973 Internenic 

cg08124446 2.48E-09 9.91E-08 -0.24469 -2.68807 0.484886 0.156777 NA 11 N_Shore NA 43596529 Internenic 

cg07279955 2.50E-09 9.98E-08 0.181693 -1.76426 0.532986 0.244456 NA 6 Island NA 99275764 Internenic 

cg08517659 2.51E-09 1.00E-07 -1.95104 -4.32117 0.263886 0.058016 NA 17 S_Shore NA 2952533 Internenic 

cg01926877 2.51E-09 1.00E-07 -0.91643 -4.6413 0.399748 0.074812 NA 15 Island NA 96953051 Internenic 

cg01197871 2.53E-09 1.01E-07 -1.73913 -3.77092 0.28481 0.074137 NA 16 Island NA 89323411 Internenic 

cg02994187 2.53E-09 1.01E-07 1.245009 -0.95383 0.694136 0.355096 NA 6 Island NA 30431860 Internenic 

cg11014373 2.53E-09 1.01E-07 0.910699 -4.11415 0.635649 0.140221 NA 2 Island NA 105479054 Internenic 

cg18325992 2.54E-09 1.01E-07 -0.23314 -3.99366 0.473959 0.109292 NA 11 S_Shore NA 43598449 Internenic 

cg26802289 2.55E-09 1.01E-07 -1.34342 -5.41902 0.390999 0.046153 NA 7 Island NA 20817859 Internenic 

cg08229672 2.56E-09 1.02E-07 -0.061 -2.59137 0.500403 0.171424 NA 5 N_Shelf NA 50675192 Internenic 

cg21872336 2.56E-09 1.02E-07 0.664083 -2.1345 0.606606 0.230482 NA 7 Island NA 1710378 Internenic 

cg02262056 2.58E-09 1.02E-07 -0.22879 -2.82004 0.484097 0.148383 NA 12 Island NA 66136094 Internenic 

cg24368902 2.59E-09 1.02E-07 0.037821 -3.4996 0.505406 0.139944 NA 10 Island NA 43250063 Internenic 

cg23112326 2.60E-09 1.03E-07 -0.65711 -3.07805 0.417508 0.129717 NA 10 NA NA 8087098 Internenic 

cg27317439 2.60E-09 1.03E-07 -1.75637 -3.67651 0.273794 0.078681 NA 10 Island NA 102976549 Internenic 

cg23922259 2.60E-09 1.03E-07 -1.47597 -3.56546 0.321428 0.084356 NA 19 Island NA 5536626 Internenic 

cg08153345 2.60E-09 1.03E-07 -2.26703 -5.00062 0.22487 0.039914 NA 12 Island NA 2862084 Internenic 

cg19615721 2.63E-09 1.04E-07 -2.07621 -3.78534 0.226349 0.073296 NA 14 N_Shore NA 32671389 Internenic 

cg26526374 2.66E-09 1.05E-07 0.259178 -2.95845 0.540913 0.165705 NA 10 Island NA 109674854 Internenic 

cg03928875 2.67E-09 1.05E-07 1.258699 -1.32925 0.677463 0.307574 NA 2 N_Shore NA 105479485 Internenic 

cg20000812 2.69E-09 1.06E-07 -1.15036 -3.10066 0.341823 0.116622 NA 6 S_Shore NA 99276697 Internenic 

cg02809707 2.69E-09 1.06E-07 0.640064 -3.04528 0.599835 0.175331 NA 2 Island NA 175191069 Internenic 

cg10918328 2.73E-09 1.07E-07 -0.57016 -3.54417 0.416033 0.114548 NA 13 S_Shore NA 95355508 Internenic 

cg26625518 2.74E-09 1.08E-07 -1.32227 -3.85533 0.344323 0.078815 NA 3 Island NA 64430790 Internenic 

cg21935519 2.81E-09 1.10E-07 0.199209 -2.36756 0.5338 0.202001 NA 8 NA NA 66472955 Internenic 

cg04206699 2.82E-09 1.11E-07 -1.04587 -3.36407 0.364 0.105379 NA 8 NA NA 70855057 Internenic 

cg02897005 2.82E-09 1.11E-07 -0.70207 -4.10871 0.41129 0.097788 NA 21 Island NA 47064129 Internenic 

cg16414149 2.83E-09 1.11E-07 -1.11932 -2.5749 0.334091 0.150465 NA 7 NA NA 1294013 Internenic 
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cg00635780 2.83E-09 1.11E-07 -1.32545 -3.44116 0.303616 0.104079 NA 6 NA NA 130088683 Internenic 

cg18122419 2.83E-09 1.11E-07 0.522536 -1.78009 0.582793 0.252959 NA 1 Island NA 50882446 Internenic 

cg05854509 2.84E-09 1.11E-07 0.328245 2.607316 0.553714 0.835133 NA 6 S_Shelf NA 90126247 Internenic 

cg25823142 2.85E-09 1.11E-07 -2.68177 -4.6606 0.199311 0.039643 NA 21 Island NA 47394354 Internenic 

cg27143570 2.87E-09 1.12E-07 -1.6038 -3.20912 0.272992 0.105303 NA 10 N_Shore NA 102975075 Internenic 

cg22316269 2.87E-09 1.12E-07 -2.08677 -5.23701 0.306494 0.034932 NA 4 Island NA 571371 Internenic 

cg18266479 2.90E-09 1.13E-07 0.381776 -1.40461 0.564305 0.292376 NA 6 Island NA 30419005 Internenic 

cg00164196 2.93E-09 1.15E-07 -0.7743 -3.30661 0.408988 0.112484 NA 2 Island NA 162095477 Internenic 

cg09714778 2.94E-09 1.15E-07 -0.4281 -2.70597 0.443901 0.158436 NA 3 Island NA 74664098 Internenic 

cg06554200 2.94E-09 1.15E-07 -0.93322 -3.0202 0.353733 0.13206 NA 7 Island NA 1270134 Internenic 

cg00771247 2.94E-09 1.15E-07 0.481533 -1.80372 0.577416 0.252919 NA 17 Island NA 40224380 Internenic 

cg17125477 2.96E-09 1.15E-07 -0.41275 -4.05559 0.431827 0.117192 NA 20 Island NA 1783963 Internenic 

cg13990351 3.00E-09 1.17E-07 -0.50478 -4.61236 0.480532 0.075053 NA 7 N_Shore NA 64349133 Internenic 

cg00981795 3.01E-09 1.17E-07 0.220485 -2.49416 0.536857 0.192951 NA 10 Island NA 50606683 Internenic 

cg01399264 3.05E-09 1.19E-07 -3.26026 -4.34783 0.101928 0.049058 NA 11 N_Shore NA 16634515 Internenic 

cg10691592 3.11E-09 1.21E-07 -2.07366 -4.80732 0.275725 0.047379 NA 3 Island NA 128337033 Internenic 

cg07471461 3.13E-09 1.22E-07 0.742901 -2.28804 0.616492 0.219017 NA 6 NA NA 37751706 Internenic 

cg16316944 3.15E-09 1.22E-07 -0.57091 -2.34138 0.423395 0.175203 NA 17 S_Shore NA 26555245 Internenic 

cg17016932 3.16E-09 1.22E-07 -0.77158 -4.35049 0.467372 0.069909 NA 5 S_Shore NA 1654343 Internenic 

cg09155774 3.16E-09 1.22E-07 -0.19523 -2.24926 0.465811 0.195576 NA 9 Island NA 96723033 Internenic 

cg19719208 3.20E-09 1.24E-07 -1.95392 -3.60908 0.24065 0.080568 NA 10 Island NA 102976430 Internenic 

cg22850587 3.27E-09 1.27E-07 0.600738 -2.27631 0.592346 0.217049 NA 4 Island NA 4867638 Internenic 

cg00172812 3.28E-09 1.27E-07 0.336986 -2.34168 0.553334 0.207359 NA 1 Island NA 23279685 Internenic 

cg21158501 3.29E-09 1.27E-07 -1.34602 -3.58363 0.343643 0.087528 NA 8 Island NA 7537673 Internenic 

cg11730195 3.31E-09 1.28E-07 0.834918 -2.64423 0.625061 0.202519 NA 3 Island NA 117716446 Internenic 

cg07090534 3.32E-09 1.28E-07 0.02725 -0.51306 0.504704 0.41243 NA 9 Island NA 42743750 Internenic 

cg19544459 3.32E-09 1.28E-07 -2.76315 -4.9486 0.185205 0.036246 NA 7 S_Shore NA 22123197 Internenic 

cg04588165 3.32E-09 1.28E-07 0.859496 -1.74152 0.634441 0.265932 NA 17 Island NA 35300874 Internenic 

cg01728554 3.34E-09 1.29E-07 0.066965 -2.29815 0.511084 0.20237 NA 5 Island NA 155107661 Internenic 

cg06277347 3.34E-09 1.29E-07 -3.4254 -5.36354 0.135426 0.024844 NA 2 Island NA 96987726 Internenic 

cg19115805 3.35E-09 1.29E-07 -0.11349 -5.83726 0.490228 0.085216 NA 22 Island NA 50118767 Internenic 
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cg12974388 3.36E-09 1.29E-07 0.248639 -3.44909 0.536917 0.147746 NA 2 Island NA 237072998 Internenic 

cg09432613 3.36E-09 1.29E-07 -1.82198 -5.1359 0.27249 0.05098 NA 10 Island NA 102497520 Internenic 

cg21911143 3.39E-09 1.30E-07 -2.07941 -3.52479 0.2148 0.084975 NA 17 Island NA 58197134 Internenic 

cg12040486 3.42E-09 1.31E-07 0.655103 -3.51262 0.605573 0.154721 NA 19 Island NA 11959760 Internenic 

cg24874350 3.44E-09 1.32E-07 -0.13576 -2.33242 0.493494 0.187477 NA 20 Island NA 45440346 Internenic 

cg01541178 3.47E-09 1.33E-07 0.977086 -0.56745 0.659498 0.407695 NA 13 N_Shore NA 95358498 Internenic 

cg25848076 3.48E-09 1.34E-07 -0.44301 -2.47465 0.453376 0.166269 NA 1 S_Shore NA 166853812 Internenic 

cg21510348 3.50E-09 1.34E-07 0.967132 -1.03039 0.650127 0.342029 NA 5 S_Shore NA 72596752 Internenic 

cg06040206 3.51E-09 1.34E-07 -0.77642 -4.65707 0.458745 0.069104 NA 2 Island NA 172961280 Internenic 

cg03279164 3.51E-09 1.34E-07 -0.38441 -3.2409 0.449047 0.133269 NA 12 S_Shore NA 133485856 Internenic 

cg18835517 3.54E-09 1.35E-07 -1.35557 -3.4375 0.327949 0.094102 NA 19 S_Shore NA 42419612 Internenic 

cg23971110 3.56E-09 1.36E-07 -0.10461 -1.29514 0.482084 0.296828 NA 6 Island NA 99275960 Internenic 

cg18531164 3.61E-09 1.38E-07 -1.54151 -2.84336 0.272506 0.127591 NA 14 N_Shelf NA 61120108 Internenic 

cg19068510 3.61E-09 1.38E-07 0.23759 -3.16934 0.538511 0.163985 NA 13 Island NA 100642106 Internenic 

cg25951934 3.62E-09 1.38E-07 0.039924 -2.78873 0.523501 0.157112 NA 5 Island NA 172711054 Internenic 

cg00664405 3.64E-09 1.39E-07 -1.74719 -4.60105 0.282897 0.057546 NA 6 Island NA 1382670 Internenic 

cg06943845 3.69E-09 1.41E-07 -0.20011 1.499791 0.468956 0.729651 NA 2 NA NA 6507982 Internenic 

cg22185643 3.71E-09 1.41E-07 0.963667 -0.28339 0.655137 0.452427 NA 9 Island NA 72961 Internenic 

cg10623600 3.74E-09 1.42E-07 -0.23534 -2.5227 0.471084 0.173923 NA 1 Island NA 156405249 Internenic 

cg05732832 3.79E-09 1.44E-07 0.103393 -2.99577 0.516695 0.164666 NA 4 Island NA 4868723 Internenic 

cg11361636 3.82E-09 1.45E-07 0.178852 -2.45236 0.546576 0.186454 NA 3 N_Shore NA 74662850 Internenic 

cg17648210 3.83E-09 1.45E-07 -0.31084 -4.02766 0.51145 0.100092 NA 21 Island NA 46352817 Internenic 

cg15187113 3.83E-09 1.46E-07 -0.33186 -3.43335 0.467035 0.12495 NA 1 Island NA 36173952 Internenic 

cg20053465 3.84E-09 1.46E-07 -0.11003 -1.7992 0.482049 0.232507 NA 10 S_Shore NA 130339927 Internenic 

cg15775406 3.84E-09 1.46E-07 4.090417 0.097177 0.920793 0.503209 NA 7 N_Shelf NA 1333612 Internenic 

cg21922468 3.85E-09 1.46E-07 -1.86709 -3.87493 0.270915 0.068963 NA 19 Island NA 42417238 Internenic 

cg09869234 3.85E-09 1.46E-07 -2.05359 -4.19708 0.257406 0.055781 NA 6 S_Shore NA 99293644 Internenic 

cg01636413 3.86E-09 1.46E-07 -0.60698 -2.69679 0.402099 0.157389 NA 13 Island NA 25321336 Internenic 

cg01144933 3.89E-09 1.47E-07 -0.68035 -3.33142 0.436975 0.104728 NA 1 Island NA 13840612 Internenic 

cg13384781 3.90E-09 1.48E-07 0.581727 -3.67176 0.591162 0.14386 NA 10 Island NA 102414426 Internenic 

cg22837321 3.91E-09 1.48E-07 1.566876 -1.16755 0.73356 0.339426 NA 15 NA NA 89248893 Internenic 
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cg19488874 3.91E-09 1.48E-07 0.592873 -2.06179 0.591116 0.231652 NA 2 Island NA 175193551 Internenic 

cg27577928 3.92E-09 1.48E-07 1.189261 -0.64665 0.686157 0.395051 NA 4 Island NA 54975388 Internenic 

cg05186320 3.93E-09 1.48E-07 -0.05446 -1.37713 0.492304 0.284102 NA 10 N_Shore NA 124904911 Internenic 

cg09496915 3.95E-09 1.49E-07 0.236407 -2.52499 0.537621 0.189536 NA 6 NA NA 37751619 Internenic 

cg03700516 3.96E-09 1.49E-07 -0.00375 1.429589 0.497653 0.72204 NA 6 NA NA 33914814 Internenic 

cg26872224 3.96E-09 1.49E-07 -0.92961 0.573955 0.353643 0.594448 NA 12 NA NA 109569180 Internenic 

cg09819083 4.03E-09 1.52E-07 -1.59702 -3.45368 0.272424 0.096893 NA 1 Island NA 110673179 Internenic 

cg27081103 4.04E-09 1.52E-07 -1.09433 -3.11676 0.337323 0.121074 NA 16 N_Shore NA 3241159 Internenic 

cg23526973 4.04E-09 1.52E-07 -2.61113 -5.73827 0.289236 0.0196 NA 2 Island NA 237086991 Internenic 

cg21165221 4.06E-09 1.52E-07 0.766986 -1.44808 0.620942 0.294067 NA 2 Island NA 237078166 Internenic 

cg01975786 4.08E-09 1.53E-07 0.520017 1.911514 0.582862 0.781496 NA 8 S_Shore NA 142428968 Internenic 

cg15126975 4.13E-09 1.55E-07 0.743386 -3.07191 0.619189 0.184729 NA 2 Island NA 175208605 Internenic 

cg07500707 4.18E-09 1.57E-07 0.039891 -2.44296 0.518963 0.18412 NA 4 N_Shore NA 175135149 Internenic 

cg00840310 4.19E-09 1.57E-07 0.368507 -2.62938 0.564615 0.185385 NA 9 Island NA 74061514 Internenic 

cg01923692 4.19E-09 1.57E-07 -0.35714 -2.80999 0.457629 0.153341 NA 16 S_Shore NA 204949 Internenic 

cg06746118 4.19E-09 1.57E-07 0.719863 -2.71561 0.612996 0.197156 NA 10 Island NA 118922887 Internenic 

cg03575764 4.25E-09 1.59E-07 -1.96093 -4.08402 0.276447 0.059498 NA 2 Island NA 121493832 Internenic 

cg14514569 4.26E-09 1.59E-07 -0.28167 -2.09858 0.453091 0.208446 NA 9 Island NA 14346276 Internenic 

cg25623768 4.27E-09 1.60E-07 0.758726 -3.13571 0.617426 0.179818 NA 2 Island NA 45241008 Internenic 

cg16797300 4.32E-09 1.61E-07 -0.65194 -3.21425 0.412586 0.125203 NA 15 Island NA 89942816 Internenic 

cg15281331 4.33E-09 1.62E-07 -0.22851 -2.10286 0.474034 0.201745 NA 10 S_Shore NA 133879497 Internenic 

cg21311292 4.34E-09 1.62E-07 0.299499 -1.39151 0.547811 0.286347 NA 4 NA NA 170712822 Internenic 

cg10769146 4.36E-09 1.62E-07 -2.25764 -4.0476 0.222331 0.060369 NA 1 Island NA 214156644 Internenic 

cg07003558 4.38E-09 1.63E-07 0.540642 -1.39062 0.587247 0.296664 NA 16 NA NA 55404939 Internenic 

cg10190444 4.40E-09 1.64E-07 -1.41631 -5.17479 0.360673 0.053495 NA 17 Island NA 58213109 Internenic 

cg14730102 4.41E-09 1.64E-07 0.230256 -1.86378 0.535351 0.241672 NA 21 S_Shore NA 34401634 Internenic 

cg20334252 4.42E-09 1.64E-07 -0.89458 -3.93964 0.384644 0.095617 NA 15 Island NA 53096248 Internenic 

cg05063412 4.44E-09 1.65E-07 -1.85292 -3.82291 0.235361 0.081509 NA 12 NA NA 114917737 Internenic 

cg23978183 4.45E-09 1.65E-07 -0.73461 -2.60491 0.390666 0.15642 NA 13 NA NA 112859856 Internenic 

cg11775605 4.47E-09 1.66E-07 -0.56209 -3.86992 0.408932 0.113085 NA 15 NA NA 89248444 Internenic 

cg19935850 4.52E-09 1.68E-07 0.107072 -2.01903 0.517477 0.224718 NA 4 N_Shore NA 41753439 Internenic 
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cg01145054 4.55E-09 1.69E-07 -2.41016 -5.31757 0.234302 0.035054 NA 21 Island NA 47063285 Internenic 

cg12457238 4.56E-09 1.69E-07 0.055434 -1.88994 0.511843 0.224311 NA 10 Island NA 102499150 Internenic 

cg23217512 4.56E-09 1.69E-07 -0.35581 -3.3779 0.464019 0.124993 NA 15 Island NA 70877866 Internenic 

cg05285582 4.61E-09 1.71E-07 0.897467 -1.86973 0.64018 0.259827 NA 10 Island NA 118923093 Internenic 

cg04745384 4.62E-09 1.71E-07 0.221381 -1.37503 0.541648 0.28937 NA 12 Island NA 52242468 Internenic 

cg06827562 4.65E-09 1.72E-07 -0.21177 -2.79857 0.474664 0.160877 NA 3 Island NA 125932279 Internenic 

cg07091779 4.65E-09 1.72E-07 -1.89229 -4.50238 0.294966 0.051757 NA 20 Island NA 21081751 Internenic 

cg18378453 4.66E-09 1.72E-07 -1.55386 -5.34038 0.379952 0.035959 NA 4 Island NA 53617443 Internenic 

cg03625260 4.73E-09 1.75E-07 -1.63597 -4.28073 0.294203 0.062567 NA 6 Island NA 17102391 Internenic 

cg04825429 4.75E-09 1.75E-07 -0.10044 -2.28899 0.481107 0.197707 NA 4 N_Shore NA 4872510 Internenic 

cg25997110 4.75E-09 1.75E-07 -0.01936 -2.47978 0.500557 0.182788 NA 19 Island NA 31842115 Internenic 

cg12177546 4.76E-09 1.76E-07 0.231965 -1.83694 0.536255 0.238131 NA 7 N_Shore NA 113723786 Internenic 

cg04153822 4.79E-09 1.77E-07 -1.07803 -3.52818 0.365999 0.096976 NA 3 N_Shore NA 184231187 Internenic 

cg23217153 4.81E-09 1.77E-07 0.831448 -0.91583 0.633089 0.35725 NA 2 Island NA 242808611 Internenic 

cg22519422 4.85E-09 1.78E-07 0.158289 -2.41794 0.523468 0.195232 NA 5 Island NA 72595112 Internenic 

cg26212877 4.87E-09 1.79E-07 0.624482 -3.81165 0.597329 0.152688 NA 17 Island NA 45867330 Internenic 

cg08411512 4.87E-09 1.79E-07 -0.73159 -2.77688 0.407797 0.141355 NA 20 NA NA 25846519 Internenic 

cg04153495 4.89E-09 1.79E-07 -2.33013 -4.67775 0.264726 0.038601 NA 16 Island NA 25078095 Internenic 

cg18855104 4.91E-09 1.80E-07 -0.8273 -2.33872 0.370557 0.175992 NA 2 N_Shore NA 45181829 Internenic 

cg20411843 4.95E-09 1.82E-07 -1.38853 -3.87643 0.312761 0.085591 NA 6 N_Shelf NA 166419769 Internenic 

cg07151445 4.95E-09 1.82E-07 -2.39484 -6.24595 0.261699 0.029444 NA 8 Island NA 19614946 Internenic 

cg15471501 4.97E-09 1.82E-07 0.323115 -1.30516 0.551331 0.30165 NA 20 S_Shore NA 21084133 Internenic 

cg23052568 4.98E-09 1.83E-07 0.501891 -3.0523 0.582248 0.172468 NA 5 S_Shore NA 42995527 Internenic 

cg21173406 5.05E-09 1.85E-07 0.559101 -2.49003 0.586731 0.206477 NA 11 Island NA 44338128 Internenic 

cg09806318 5.09E-09 1.86E-07 0.004934 -1.81795 0.499331 0.239454 NA 6 Island NA 1383064 Internenic 

cg02979001 5.11E-09 1.87E-07 1.823231 -2.18295 0.75315 0.26156 NA 14 Island NA 105310421 Internenic 

cg27311227 5.11E-09 1.87E-07 -1.10758 -3.3609 0.354798 0.108295 NA 2 Island NA 119769268 Internenic 

cg26526379 5.13E-09 1.87E-07 -1.6129 -3.43077 0.307291 0.085614 NA 7 Island NA 26416184 Internenic 

cg01644927 5.14E-09 1.87E-07 0.025839 -1.94889 0.502055 0.227187 NA 6 Island NA 88877413 Internenic 

cg25845367 5.14E-09 1.88E-07 -0.11808 -2.31406 0.479491 0.192695 NA 13 S_Shelf NA 100627175 Internenic 

cg15367453 5.17E-09 1.89E-07 -0.90085 -3.5646 0.406748 0.098115 NA 2 S_Shore NA 63287288 Internenic 
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cg25409499 5.18E-09 1.89E-07 -0.96743 -4.37836 0.380917 0.082954 NA 5 Island NA 176170374 Internenic 

cg08969304 5.19E-09 1.89E-07 -0.30974 -3.07301 0.47464 0.132173 NA 10 Island NA 130339599 Internenic 

cg23662713 5.22E-09 1.90E-07 -2.41707 -4.70385 0.236676 0.040832 NA 14 NA NA 36741645 Internenic 

cg15654259 5.22E-09 1.90E-07 -0.2268 -3.57901 0.46478 0.128766 NA 1 Island NA 116371187 Internenic 

cg09011833 5.24E-09 1.91E-07 -0.35826 -2.42317 0.445701 0.175438 NA 5 N_Shelf NA 50675114 Internenic 

cg05019826 5.25E-09 1.91E-07 -2.44121 -4.58154 0.208469 0.047248 NA 15 NA NA 74891207 Internenic 

cg14536096 5.28E-09 1.92E-07 -0.15835 -2.92124 0.491591 0.151653 NA 20 Island NA 58509298 Internenic 

cg06560754 5.29E-09 1.92E-07 0.736115 -3.01014 0.615096 0.185305 NA 8 Island NA 93114748 Internenic 

cg06252028 5.32E-09 1.93E-07 0.197933 -2.10872 0.538738 0.214407 NA 4 NA NA 3726255 Internenic 

cg03920442 5.32E-09 1.93E-07 0.270539 -2.28416 0.541945 0.209902 NA 20 NA NA 25848969 Internenic 

cg07338917 5.33E-09 1.93E-07 -0.09795 -2.06746 0.483314 0.217199 NA 13 S_Shore NA 112728964 Internenic 

cg01595640 5.34E-09 1.93E-07 0.504381 -2.84772 0.582824 0.182873 NA 4 N_Shore NA 185938253 Internenic 

cg27077033 5.39E-09 1.95E-07 0.472882 -1.66864 0.575548 0.265337 NA 14 S_Shore NA 105311009 Internenic 

cg21544437 5.40E-09 1.95E-07 -1.40646 -3.92047 0.299635 0.087649 NA 2 Island NA 114260879 Internenic 

cg23536255 5.43E-09 1.96E-07 -0.98049 -3.13259 0.348785 0.124137 NA 6 N_Shore NA 31276105 Internenic 

cg21834966 5.45E-09 1.97E-07 -2.45164 -4.50614 0.195888 0.051543 NA 15 N_Shelf NA 27109950 Internenic 

cg01937780 5.47E-09 1.97E-07 -0.05873 -2.05334 0.489546 0.214606 NA 5 S_Shore NA 72596939 Internenic 

cg26365254 5.47E-09 1.97E-07 0.155534 1.99765 0.526994 0.784609 NA 1 S_Shelf NA 157952118 Internenic 

cg18917544 5.49E-09 1.98E-07 -0.01617 -3.44289 0.496382 0.142131 NA 6 Island NA 99281070 Internenic 

cg24902278 5.51E-09 1.99E-07 -0.01593 -3.06653 0.497708 0.158191 NA 2 Island NA 79220528 Internenic 

cg11990630 5.52E-09 1.99E-07 0.745854 -1.38667 0.616974 0.297047 NA 13 Island NA 100641978 Internenic 

cg01792403 5.53E-09 1.99E-07 -0.22253 -2.59368 0.467849 0.172107 NA 13 S_Shelf NA 100626995 Internenic 

cg14831380 5.53E-09 1.99E-07 -0.10191 -1.92529 0.491183 0.222653 NA 8 N_Shore NA 144510421 Internenic 

cg21236315 5.63E-09 2.02E-07 -0.54064 -2.60561 0.419758 0.163115 NA 2 Island NA 45162467 Internenic 

cg19761258 5.63E-09 2.02E-07 0.659683 -1.38959 0.602553 0.299219 NA 6 Island NA 150336015 Internenic 

cg05404227 5.67E-09 2.04E-07 -3.02696 -4.21025 0.121252 0.054101 NA 13 N_Shore NA 88323358 Internenic 

cg10905898 5.68E-09 2.04E-07 -0.65408 -2.56417 0.425621 0.15297 NA 4 Island NA 53617184 Internenic 

cg09642925 5.68E-09 2.04E-07 -0.14715 -2.59318 0.475445 0.176502 NA 2 Island NA 114261793 Internenic 

cg14960592 5.69E-09 2.04E-07 -1.63255 -4.09787 0.299612 0.072694 NA 8 Island NA 19614302 Internenic 

cg02134353 5.73E-09 2.05E-07 -0.19855 -2.83154 0.470153 0.162612 NA 6 Island NA 108440118 Internenic 

cg22549870 5.74E-09 2.06E-07 0.52295 -2.69377 0.582118 0.18549 NA 15 Island NA 89949776 Internenic 
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cg25361023 5.75E-09 2.06E-07 -2.6571 -5.89352 0.233215 0.026074 NA 12 S_Shore NA 54133653 Internenic 

cg20203352 5.75E-09 2.06E-07 0.466299 -3.22882 0.571952 0.169619 NA 2 Island NA 66803837 Internenic 

cg21879454 5.75E-09 2.06E-07 0.21318 -2.36777 0.534121 0.20108 NA 1 N_Shore NA 76080924 Internenic 

cg03828329 5.84E-09 2.09E-07 1.279964 3.220779 0.679094 0.890021 NA 17 NA NA 70384485 Internenic 

cg18977541 5.85E-09 2.09E-07 -0.52733 -3.15922 0.458122 0.121369 NA 10 NA NA 102381532 Internenic 

cg19526568 5.86E-09 2.09E-07 1.100468 -0.64881 0.672045 0.39546 NA 13 Island NA 100643087 Internenic 

cg24751928 5.91E-09 2.11E-07 -3.87141 -4.81988 0.065019 0.036041 NA 20 Island NA 55964459 Internenic 

cg23831328 5.95E-09 2.12E-07 -0.75595 -3.52324 0.394885 0.114199 NA 4 Island NA 3873555 Internenic 

cg06546406 5.96E-09 2.12E-07 0.294906 -3.8607 0.545715 0.134671 NA 1 Island NA 39269756 Internenic 

cg16731083 6.09E-09 2.17E-07 0.475564 -1.28021 0.57507 0.302425 NA 1 NA NA 203086962 Internenic 

cg27523527 6.10E-09 2.17E-07 0.204582 -1.8102 0.532565 0.241463 NA 1 S_Shelf NA 91196145 Internenic 

cg14703061 6.15E-09 2.19E-07 1.182522 -1.85466 0.677487 0.265682 NA 11 Island NA 120435915 Internenic 

cg04105683 6.16E-09 2.19E-07 -3.3186 -5.13752 0.137019 0.029177 NA 16 N_Shore NA 30032706 Internenic 

cg25295727 6.17E-09 2.19E-07 0.075202 -3.65744 0.547018 0.135073 NA 17 Island NA 19483394 Internenic 

cg05929136 6.18E-09 2.19E-07 -2.01054 -4.60255 0.282921 0.049228 NA 20 N_Shore NA 44941267 Internenic 

cg06530338 6.19E-09 2.20E-07 -0.37971 -3.56229 0.455722 0.123246 NA 2 Island NA 19561612 Internenic 

cg08230177 6.20E-09 2.20E-07 -1.70676 -3.18625 0.245286 0.109266 NA 5 S_Shore NA 72596822 Internenic 

cg13689003 6.22E-09 2.20E-07 1.209116 -1.81739 0.688083 0.27382 NA 1 Island NA 156406102 Internenic 

cg21575509 6.26E-09 2.22E-07 -0.22712 -2.3876 0.462944 0.189665 NA 3 Island NA 138658704 Internenic 

cg21064916 6.30E-09 2.23E-07 0.337077 -2.46504 0.572673 0.19513 NA 11 N_Shore NA 44340839 Internenic 

cg18167829 6.36E-09 2.25E-07 -0.76438 -2.07081 0.379763 0.200622 NA 19 Island NA 49561318 Internenic 

cg06307567 6.38E-09 2.26E-07 -1.37182 -0.29435 0.285417 0.449028 NA 4 NA NA 323616 Internenic 

cg27253807 6.52E-09 2.30E-07 1.457566 -0.95923 0.713532 0.361301 NA 3 S_Shore NA 62365052 Internenic 

cg08084860 6.56E-09 2.32E-07 -0.55503 -2.91419 0.436361 0.141212 NA 2 Island NA 237080340 Internenic 

cg19917512 6.59E-09 2.33E-07 -1.14858 -2.83774 0.338302 0.132226 NA 2 Island NA 107104052 Internenic 

cg15386293 6.62E-09 2.34E-07 1.278546 -0.82852 0.694855 0.372879 NA 15 Island NA 98964779 Internenic 

cg17986181 6.65E-09 2.35E-07 -1.84256 -5.15633 0.327957 0.038474 NA 7 N_Shore NA 121955208 Internenic 

cg24472375 6.80E-09 2.40E-07 1.623881 -1.23147 0.742274 0.32796 NA 6 N_Shore NA 108485102 Internenic 

cg25741215 6.85E-09 2.41E-07 -0.59414 -3.60957 0.433883 0.112866 NA 2 Island NA 63287082 Internenic 

cg14265936 6.86E-09 2.42E-07 -1.80484 -3.94171 0.272595 0.071262 NA 15 Island NA 83002290 Internenic 

cg09069579 6.88E-09 2.42E-07 -0.76785 -2.36852 0.395713 0.169775 NA 9 Island NA 136451195 Internenic 
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cg00205263 6.89E-09 2.42E-07 -3.48641 -6.15872 0.186993 0.015008 NA 10 Island NA 81741554 Internenic 

cg00400733 6.91E-09 2.43E-07 0.221471 -1.95196 0.5351 0.231485 NA 5 Island NA 176170704 Internenic 

cg19221620 6.92E-09 2.43E-07 -1.32678 -2.94802 0.304613 0.125327 NA 2 N_Shore NA 175208144 Internenic 

cg05298922 6.93E-09 2.43E-07 0.945393 -3.069 0.646815 0.190873 NA 2 Island NA 175191045 Internenic 

cg21303803 6.95E-09 2.44E-07 0.238017 -4.87614 0.569054 0.104075 NA 21 Island NA 46352084 Internenic 

cg23221998 7.00E-09 2.45E-07 -1.70376 -4.01641 0.283384 0.072898 NA 10 N_Shore NA 91596932 Internenic 

cg26228542 7.01E-09 2.46E-07 0.126774 -1.83544 0.518928 0.240573 NA 11 Island NA 43965778 Internenic 

cg24700469 7.10E-09 2.49E-07 -1.56712 -3.20004 0.292315 0.101897 NA 9 Island NA 132199971 Internenic 

cg22509189 7.11E-09 2.49E-07 -0.47659 -4.22234 0.456148 0.101823 NA 2 Island NA 225307070 Internenic 

cg13534734 7.14E-09 2.50E-07 -0.72321 -3.36152 0.40168 0.119873 NA 12 Island NA 114029577 Internenic 

cg09498948 7.19E-09 2.51E-07 1.279289 -0.97728 0.692327 0.357441 NA 8 S_Shore NA 93116100 Internenic 

cg06548842 7.25E-09 2.54E-07 -0.42769 -2.44338 0.438292 0.175004 NA 11 S_Shore NA 58673615 Internenic 

cg08080396 7.26E-09 2.54E-07 0.253571 -1.43362 0.544195 0.281727 NA 3 NA NA 11102832 Internenic 

cg23181554 7.28E-09 2.54E-07 1.169333 -0.6932 0.679229 0.390295 NA 10 Island NA 134844443 Internenic 

cg11601027 7.31E-09 2.55E-07 1.096699 -1.29268 0.672304 0.314246 NA 5 N_Shore NA 153852690 Internenic 

cg08247397 7.33E-09 2.56E-07 -1.56404 -4.21364 0.302715 0.067534 NA 19 Island NA 4607146 Internenic 

cg20437049 7.36E-09 2.57E-07 -1.2049 -3.31485 0.338604 0.107328 NA 6 S_Shelf NA 75918463 Internenic 

cg16782935 7.41E-09 2.58E-07 0.023519 -4.11767 0.5323 0.114076 NA 10 Island NA 22540824 Internenic 

cg20704772 7.43E-09 2.59E-07 -1.36876 -3.61759 0.347261 0.083755 NA 4 S_Shore NA 53617882 Internenic 

cg05092308 7.50E-09 2.61E-07 0.717695 -1.6663 0.61352 0.266938 NA 2 N_Shore NA 63285365 Internenic 

cg16964389 7.50E-09 2.61E-07 1.233514 -2.25277 0.683718 0.242797 NA 10 N_Shore NA 118925704 Internenic 

cg03268007 7.52E-09 2.62E-07 -1.71863 -3.31419 0.269159 0.095224 NA 15 Island NA 78112818 Internenic 

cg09614724 7.53E-09 2.62E-07 0.368626 -3.58117 0.56031 0.154865 NA 19 Island NA 30719547 Internenic 

cg02232273 7.54E-09 2.62E-07 -2.9254 -5.43548 0.159162 0.031141 NA 17 Island NA 36575576 Internenic 

cg03667862 7.54E-09 2.62E-07 -0.66228 -4.28244 0.426936 0.09148 NA 12 Island NA 8123463 Internenic 

cg05613002 7.57E-09 2.63E-07 -1.39359 -4.66891 0.312183 0.070636 NA 4 NA NA 27086569 Internenic 

cg10543450 7.58E-09 2.63E-07 0.08165 -2.33697 0.517905 0.192823 NA 2 N_Shore NA 119592325 Internenic 

cg06849719 7.62E-09 2.64E-07 -3.65558 -7.22398 0.18417 0.010946 NA 1 NA NA 205399945 Internenic 

cg18839504 7.65E-09 2.65E-07 0.072268 -1.49334 0.512898 0.275191 NA 5 N_Shore NA 172665119 Internenic 

cg04394267 7.67E-09 2.65E-07 -0.25122 -2.68664 0.479386 0.161721 NA 3 S_Shore NA 55523950 Internenic 

cg20206984 7.67E-09 2.66E-07 0.369233 -1.4315 0.55729 0.282961 NA 6 N_Shore NA 1381511 Internenic 
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cg05554885 7.71E-09 2.67E-07 -3.07903 -4.66683 0.132381 0.041278 NA 4 N_Shore NA 3747424 Internenic 

cg11716270 7.72E-09 2.67E-07 0.567374 -1.96262 0.585874 0.240351 NA 1 NA NA 39025311 Internenic 

cg17701073 7.75E-09 2.68E-07 0.577549 -1.002 0.593396 0.340855 NA 3 S_Shore NA 55523895 Internenic 

cg01560556 7.76E-09 2.68E-07 -1.6827 -4.01252 0.305547 0.069131 NA 3 Island NA 128337004 Internenic 

cg27576683 7.76E-09 2.68E-07 -1.91438 -3.65905 0.251091 0.079314 NA 10 Island NA 129948776 Internenic 

cg02860282 7.76E-09 2.68E-07 0.296324 -3.4442 0.548338 0.159972 NA 1 Island NA 70033624 Internenic 

cg20243351 7.95E-09 2.74E-07 -2.35028 -4.71366 0.231279 0.043408 NA 17 S_Shore NA 47271156 Internenic 

cg19343611 8.03E-09 2.76E-07 0.436236 -1.86818 0.571874 0.248273 NA 22 Island NA 28010528 Internenic 

cg17456678 8.04E-09 2.77E-07 -0.55822 -3.36957 0.421321 0.126143 NA 2 Island NA 119532314 Internenic 

cg22974236 8.08E-09 2.78E-07 0.31342 -2.33531 0.551125 0.209439 NA 4 N_Shore NA 4867979 Internenic 

cg07751277 8.11E-09 2.79E-07 1.222164 -0.72011 0.686008 0.386576 NA 13 N_Shore NA 100642487 Internenic 

cg00915990 8.13E-09 2.80E-07 0.595886 2.754591 0.584837 0.855192 NA 3 NA NA 123780614 Internenic 

cg08453483 8.14E-09 2.80E-07 -1.88001 -3.83417 0.251456 0.07481 NA 2 Island NA 119613877 Internenic 

cg09247459 8.21E-09 2.82E-07 0.268738 -1.86763 0.547686 0.240386 NA 19 S_Shore NA 30364939 Internenic 

cg07995570 8.23E-09 2.82E-07 -0.34886 -2.91157 0.441553 0.152864 NA 1 Island NA 91192025 Internenic 

cg25137700 8.27E-09 2.84E-07 -3.00311 -4.56458 0.135967 0.044133 NA 3 NA NA 10780651 Internenic 

cg22581361 8.29E-09 2.84E-07 0.342678 -2.35674 0.551558 0.207288 NA 6 Island NA 137819108 Internenic 

cg07117219 8.41E-09 2.88E-07 -1.29023 -3.53031 0.329831 0.097423 NA 1 N_Shore NA 229566769 Internenic 

cg19444609 8.57E-09 2.93E-07 0.423369 -2.43737 0.564781 0.201982 NA 3 Island NA 44039204 Internenic 

cg13268603 8.58E-09 2.93E-07 -1.94298 -4.27199 0.264484 0.058165 NA 7 N_Shore NA 26415606 Internenic 

cg10659382 8.58E-09 2.93E-07 0.584741 -3.63372 0.584501 0.162344 NA 7 Island NA 155166856 Internenic 

cg25709824 8.60E-09 2.94E-07 -0.41631 -2.34628 0.432459 0.186455 NA 2 Island NA 45162908 Internenic 

cg17420078 8.60E-09 2.94E-07 -1.76517 -4.51339 0.298939 0.059748 NA 4 Island NA 24473643 Internenic 

cg11723397 8.65E-09 2.96E-07 -2.43783 -6.16508 0.232867 0.027627 NA 2 NA NA 60962862 Internenic 

cg03196097 8.71E-09 2.97E-07 0.565838 -1.42806 0.589233 0.289696 NA 4 N_Shore NA 4857441 Internenic 

cg16967434 8.72E-09 2.97E-07 0.261099 1.933255 0.536773 0.778867 NA 8 S_Shelf NA 142240604 Internenic 

cg09545510 8.72E-09 2.97E-07 -0.74764 -2.33331 0.383099 0.17933 NA 10 Island NA 102976835 Internenic 

cg25117941 8.77E-09 2.99E-07 -2.28442 -3.32481 0.18761 0.092288 NA 6 Island NA 100915102 Internenic 

cg04341324 8.83E-09 3.01E-07 0.317744 -1.74046 0.552549 0.251521 NA 8 Island NA 10590177 Internenic 

cg02301805 8.86E-09 3.02E-07 -0.62433 -3.01841 0.429933 0.130196 NA 7 N_Shore NA 18125881 Internenic 

cg26734287 8.87E-09 3.02E-07 -1.08197 -3.37301 0.346494 0.109252 NA 2 Island NA 45165772 Internenic 
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cg20159687 8.94E-09 3.04E-07 -2.1228 -4.78359 0.260829 0.049089 NA 2 Island NA 231693070 Internenic 

cg19935945 8.95E-09 3.04E-07 -0.93895 -3.13217 0.380115 0.118373 NA 11 Island NA 44338782 Internenic 

cg22165208 8.96E-09 3.05E-07 -0.7205 -2.47605 0.381402 0.172361 NA 7 S_Shore NA 129425932 Internenic 

cg06246224 9.05E-09 3.07E-07 -0.12689 -2.09574 0.479903 0.213587 NA 6 N_Shore NA 108435180 Internenic 

cg21409519 9.11E-09 3.09E-07 -1.23186 -2.07273 0.308972 0.193084 NA 1 Island NA 11822153 Internenic 

cg01932076 9.17E-09 3.11E-07 -1.39651 -2.99068 0.3071 0.117957 NA 21 S_Shore NA 47394659 Internenic 

cg11518184 9.19E-09 3.12E-07 -0.32269 -2.5428 0.445914 0.176669 NA 10 Island NA 133849797 Internenic 

cg01861825 9.23E-09 3.13E-07 0.22771 -2.02365 0.532993 0.226363 NA 11 Island NA 62693818 Internenic 

cg00708105 9.27E-09 3.14E-07 0.425674 -1.88119 0.578156 0.240941 NA 12 Island NA 101110754 Internenic 

cg07513622 9.30E-09 3.15E-07 -0.56087 -3.95804 0.471519 0.092294 NA 7 Island NA 18126070 Internenic 

cg20172862 9.32E-09 3.15E-07 -2.63985 -5.26866 0.206489 0.034356 NA 15 Island NA 99602546 Internenic 

cg16957993 9.32E-09 3.15E-07 -0.2983 1.168628 0.452478 0.68363 NA 2 NA NA 42755932 Internenic 

cg01798595 9.43E-09 3.19E-07 -0.672 -2.73312 0.419604 0.142136 NA 6 Island NA 21664778 Internenic 

cg18277979 9.53E-09 3.22E-07 1.175515 -0.9105 0.677654 0.363946 NA 9 N_Shore NA 79630127 Internenic 

cg22824651 9.53E-09 3.22E-07 -2.40314 -5.31049 0.257809 0.036797 NA 12 Island NA 66135527 Internenic 

cg22818433 9.55E-09 3.22E-07 -0.2368 -2.08202 0.462553 0.21263 NA 5 NA NA 50259775 Internenic 

cg12990337 9.57E-09 3.23E-07 0.40186 -2.34567 0.57655 0.197525 NA 2 S_Shore NA 168151004 Internenic 

cg13620744 9.58E-09 3.23E-07 -0.83951 -4.88173 0.429279 0.074963 NA 19 Island NA 36478289 Internenic 

cg12153044 9.71E-09 3.27E-07 -1.76282 -3.74093 0.248492 0.085746 NA 5 NA NA 173400177 Internenic 

cg16814808 9.73E-09 3.28E-07 0.113328 -3.47552 0.527109 0.140117 NA 7 Island NA 64349706 Internenic 

cg26082257 9.76E-09 3.28E-07 -0.74555 -2.36711 0.389499 0.174965 NA 11 S_Shore NA 43604854 Internenic 

cg27209578 9.82E-09 3.30E-07 0.746202 -1.65428 0.615869 0.273142 NA 2 Island NA 175193470 Internenic 

cg05059159 9.96E-09 3.35E-07 0.105195 -2.05166 0.516509 0.223295 NA 4 Island NA 185937456 Internenic 

cg09643752 1.02E-08 3.41E-07 -1.52455 -4.48212 0.340359 0.054789 NA 7 Island NA 23514246 Internenic 

cg01886514 1.02E-08 3.43E-07 -0.40093 -2.50026 0.445883 0.17378 NA 2 N_Shore NA 105478395 Internenic 

cg11029634 1.02E-08 3.44E-07 -0.78126 -3.41345 0.393734 0.115525 NA 6 NA NA 130088757 Internenic 

cg25795088 1.02E-08 3.44E-07 -0.65761 -3.60246 0.400636 0.11834 NA 7 S_Shore NA 64712896 Internenic 

cg19810598 1.03E-08 3.45E-07 -0.33748 -3.43456 0.467447 0.132705 NA 1 Island NA 50892674 Internenic 

cg13760795 1.03E-08 3.45E-07 1.063173 -0.92273 0.667918 0.358363 NA 9 Island NA 95570021 Internenic 

cg12235459 1.04E-08 3.49E-07 0.36954 -1.74006 0.562065 0.257607 NA 12 Island NA 106974935 Internenic 

cg05619116 1.07E-08 3.57E-07 -1.3229 -2.74441 0.298152 0.139681 NA 3 Island NA 27754569 Internenic 
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cg03065447 1.07E-08 3.57E-07 -0.92949 -2.95641 0.377436 0.12849 NA 8 N_Shore NA 49292486 Internenic 

cg18276069 1.08E-08 3.60E-07 -1.35492 -2.36905 0.292271 0.165635 NA 6 Island NA 30431592 Internenic 

cg14258341 1.08E-08 3.61E-07 0.495754 -1.81303 0.581738 0.252412 NA 1 Island NA 46914023 Internenic 

cg08058544 1.09E-08 3.63E-07 -1.04812 -4.3839 0.380733 0.079447 NA 2 Island NA 237080267 Internenic 

cg07293320 1.09E-08 3.63E-07 -0.1942 -2.36994 0.46597 0.190752 NA 7 Island NA 1277291 Internenic 

cg17592360 1.09E-08 3.64E-07 0.524823 -1.4563 0.586841 0.290091 NA 1 N_Shore NA 119543590 Internenic 

cg03466031 1.11E-08 3.69E-07 2.224063 0.506266 0.814217 0.577567 NA 4 S_Shore NA 186050298 Internenic 

cg09334277 1.11E-08 3.70E-07 0.404844 -2.30897 0.560875 0.210993 NA 10 Island NA 119312077 Internenic 

cg01084154 1.11E-08 3.71E-07 -0.59937 -2.93386 0.425218 0.139885 NA 1 Island NA 20692892 Internenic 

cg11566394 1.13E-08 3.76E-07 -0.37567 -2.60046 0.451379 0.16709 NA 4 N_Shore NA 4856709 Internenic 

cg14074052 1.14E-08 3.78E-07 -0.46253 -3.17275 0.427956 0.139478 NA 12 Island NA 22094226 Internenic 

cg20251161 1.14E-08 3.80E-07 -1.72931 -6.23324 0.351319 0.038987 NA 17 Island NA 58212962 Internenic 

cg05072470 1.14E-08 3.80E-07 -0.5532 -2.31532 0.413965 0.184083 NA 13 S_Shore NA 100643858 Internenic 

cg25974897 1.15E-08 3.83E-07 -1.21841 -4.9278 0.388744 0.066993 NA 1 Island NA 46956168 Internenic 

cg18720698 1.16E-08 3.86E-07 -0.58989 -2.64444 0.410822 0.161313 NA 6 Island NA 1608500 Internenic 

cg00155314 1.17E-08 3.87E-07 -2.10208 -4.25634 0.238521 0.06066 NA 1 N_Shore NA 244012398 Internenic 

cg03350828 1.17E-08 3.90E-07 0.039362 -2.99604 0.504936 0.16509 NA 2 S_Shore NA 66804865 Internenic 

cg10129665 1.18E-08 3.90E-07 -1.37966 -2.96666 0.313133 0.118766 NA 12 S_Shore NA 54133618 Internenic 

cg19451167 1.18E-08 3.90E-07 -0.38311 -3.35975 0.457829 0.132159 NA 7 S_Shore NA 96655981 Internenic 

cg26343116 1.18E-08 3.90E-07 0.294003 1.915312 0.544666 0.776132 NA 5 S_Shore NA 172045960 Internenic 

cg26583584 1.18E-08 3.90E-07 -0.4049 1.313318 0.438275 0.701035 NA 11 N_Shelf NA 75291101 Internenic 

cg24676817 1.18E-08 3.90E-07 1.568273 -1.62103 0.735117 0.30275 NA 5 Island NA 42995369 Internenic 

cg24234899 1.18E-08 3.92E-07 0.418306 -2.98113 0.568341 0.176085 NA 10 Island NA 118922493 Internenic 

cg01935149 1.20E-08 3.97E-07 -0.19099 -2.91707 0.467448 0.164699 NA 14 Island NA 33403900 Internenic 

cg08061040 1.20E-08 3.97E-07 0.575444 -0.96026 0.592904 0.349968 NA 7 Island NA 149746077 Internenic 

cg11817961 1.20E-08 3.97E-07 -1.25818 -3.66879 0.322829 0.095578 NA 1 NA NA 39025469 Internenic 

cg15608483 1.20E-08 3.97E-07 0.368134 -1.6503 0.557625 0.266602 NA 2 N_Shore NA 175192815 Internenic 

cg10903927 1.21E-08 3.98E-07 -1.17963 -2.95522 0.317893 0.131479 NA 13 Island NA 79182916 Internenic 

cg26831566 1.21E-08 3.99E-07 0.449158 -1.85813 0.570812 0.249502 NA 1 Island NA 20693014 Internenic 

cg03746482 1.21E-08 4.00E-07 0.144748 -0.7604 0.522719 0.37327 NA 10 Island NA 43332693 Internenic 

cg24219974 1.22E-08 4.01E-07 0.552709 2.275443 0.589748 0.812096 NA 6 NA NA 14729722 Internenic 
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cg14517743 1.22E-08 4.01E-07 1.297811 -1.71293 0.685844 0.280144 NA 9 Island NA 124889019 Internenic 

cg07671678 1.22E-08 4.03E-07 -0.05246 -2.21648 0.502769 0.19601 NA 8 NA NA 70855046 Internenic 

cg05215806 1.23E-08 4.04E-07 0.432633 -2.86447 0.577758 0.177146 NA 19 Island NA 31842272 Internenic 

cg03051374 1.24E-08 4.08E-07 -0.63768 -2.34927 0.403576 0.179904 NA 14 Island NA 100204258 Internenic 

cg05269938 1.24E-08 4.09E-07 0.05715 -3.43005 0.510432 0.146329 NA 20 Island NA 62461294 Internenic 

cg07154861 1.25E-08 4.09E-07 -3.04387 -6.34445 0.241152 0.018926 NA 2 Island NA 121493814 Internenic 

cg16417436 1.25E-08 4.10E-07 1.266107 0.073267 0.703498 0.51127 NA 16 Island NA 28758564 Internenic 

cg00279790 1.25E-08 4.11E-07 0.832959 -1.77612 0.632826 0.266852 NA 1 Island NA 46914033 Internenic 

cg20398486 1.25E-08 4.11E-07 -0.61283 -3.53982 0.427235 0.11105 NA 2 Island NA 176944442 Internenic 

cg06980251 1.26E-08 4.13E-07 0.300349 -2.35382 0.548454 0.205664 NA 18 Island NA 60263900 Internenic 

cg25334575 1.27E-08 4.16E-07 1.283348 -1.19486 0.691986 0.33066 NA 13 Island NA 100641744 Internenic 

cg07498624 1.27E-08 4.16E-07 -0.60554 -3.06465 0.403401 0.14233 NA 16 Island NA 204831 Internenic 

cg22065851 1.27E-08 4.16E-07 0.081224 1.726004 0.514387 0.755983 NA 22 N_Shore NA 28033856 Internenic 

cg02204637 1.28E-08 4.17E-07 2.208168 -0.15699 0.790102 0.473681 NA 5 N_Shore NA 146888445 Internenic 

cg10989504 1.28E-08 4.18E-07 -0.30971 -3.00951 0.46083 0.14748 NA 6 N_Shore NA 166419943 Internenic 

cg12513880 1.29E-08 4.20E-07 -1.22268 -3.80127 0.345111 0.092167 NA 12 Island NA 115136298 Internenic 

cg10308833 1.29E-08 4.21E-07 0.029976 -2.2575 0.5046 0.208241 NA 6 NA NA 134176248 Internenic 

cg16573266 1.30E-08 4.24E-07 -1.84127 -3.06297 0.24797 0.107864 NA 6 Island NA 106442911 Internenic 

cg01283417 1.30E-08 4.24E-07 1.636148 -1.2074 0.744201 0.329245 NA 18 Island NA 5896071 Internenic 

cg07263759 1.30E-08 4.25E-07 -0.62388 1.504938 0.404336 0.718835 NA 2 NA NA 23508948 Internenic 

cg02091526 1.31E-08 4.26E-07 0.667585 -1.82381 0.605847 0.257516 NA 2 Island NA 175190867 Internenic 

cg23842796 1.31E-08 4.26E-07 -0.78035 -4.54919 0.411888 0.087124 NA 1 S_Shore NA 156358404 Internenic 

cg09145256 1.31E-08 4.26E-07 -0.10251 -1.30735 0.484219 0.294729 NA 2 Island NA 48757694 Internenic 

cg26157386 1.31E-08 4.26E-07 0.603691 -2.35541 0.596924 0.219427 NA 14 Island NA 36994270 Internenic 

cg24437625 1.32E-08 4.29E-07 0.286608 -2.74372 0.54122 0.178742 NA 1 S_Shore NA 72750671 Internenic 

cg08871101 1.32E-08 4.30E-07 -0.56557 -2.1169 0.407583 0.202509 NA 2 Island NA 45182340 Internenic 

cg21999284 1.32E-08 4.30E-07 -0.32689 -2.12399 0.447213 0.20773 NA 5 S_Shore NA 175200576 Internenic 

cg04223553 1.33E-08 4.30E-07 1.514922 -0.29591 0.718126 0.451227 NA 5 N_Shore NA 153852934 Internenic 

cg18489945 1.33E-08 4.31E-07 -0.44257 -3.01441 0.433974 0.1464 NA 15 N_Shore NA 60294398 Internenic 

cg11569407 1.35E-08 4.38E-07 -0.78931 -4.11141 0.428181 0.091916 NA 10 Island NA 130009122 Internenic 

cg05746795 1.35E-08 4.39E-07 0.665717 -3.17594 0.607266 0.179502 NA 8 Island NA 48100410 Internenic 
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cg01244034 1.36E-08 4.40E-07 -3.46952 -6.19082 0.202817 0.014253 NA 16 Island NA 25078253 Internenic 

cg16358446 1.36E-08 4.40E-07 -2.50104 -5.37893 0.25657 0.029631 NA 1 Island NA 1534984 Internenic 

cg27542609 1.36E-08 4.42E-07 -0.82433 -4.68291 0.434999 0.070575 NA 10 N_Shore NA 8090924 Internenic 

cg13193840 1.37E-08 4.42E-07 -0.89602 -2.84834 0.376307 0.138567 NA 2 Island NA 233285289 Internenic 

cg04493931 1.38E-08 4.45E-07 0.527563 -3.26737 0.58066 0.1668 NA 21 N_Shore NA 15399653 Internenic 

cg08943116 1.38E-08 4.47E-07 -0.27111 1.319283 0.456096 0.702743 NA 1 NA NA 163380628 Internenic 

cg24051276 1.39E-08 4.48E-07 -4.1062 -6.97109 0.107106 0.011577 NA 8 Island NA 145561488 Internenic 

cg18812980 1.40E-08 4.53E-07 -0.08644 -3.98688 0.516779 0.119431 NA 19 Island NA 36478250 Internenic 

cg20779239 1.40E-08 4.53E-07 -0.91168 -2.81239 0.361759 0.144297 NA 5 Island NA 1156453 Internenic 

cg10307145 1.41E-08 4.55E-07 -1.60005 -3.0718 0.271427 0.113891 NA 14 NA NA 76796185 Internenic 

cg16681239 1.42E-08 4.58E-07 1.160946 -1.06855 0.671161 0.342984 NA 7 Island NA 64349915 Internenic 

cg12106728 1.43E-08 4.59E-07 -1.63294 -5.26206 0.310957 0.055657 NA 12 Island NA 115136258 Internenic 

cg11914256 1.43E-08 4.61E-07 -3.10184 -6.08596 0.174166 0.025559 NA 19 Island NA 14359744 Internenic 

cg17011981 1.44E-08 4.62E-07 0.527155 -2.28365 0.583607 0.219221 NA 15 Island NA 60287397 Internenic 

cg05545441 1.44E-08 4.62E-07 1.039857 -0.71084 0.663359 0.381808 NA 4 N_Shore NA 174442812 Internenic 

cg16988616 1.44E-08 4.63E-07 0.205273 2.196337 0.533832 0.794883 NA 2 N_Shelf NA 127732268 Internenic 

cg15924985 1.45E-08 4.65E-07 -1.16622 -3.5857 0.349541 0.100278 NA 15 Island NA 41913566 Internenic 

cg22435791 1.47E-08 4.71E-07 -0.787 -2.98422 0.420475 0.124366 NA 4 Island NA 53617265 Internenic 

cg06459847 1.47E-08 4.72E-07 0.261239 -2.15193 0.545805 0.223511 NA 16 Island NA 204601 Internenic 

cg04901121 1.48E-08 4.75E-07 -0.71921 -4.01218 0.388919 0.107204 NA 13 Island NA 25321731 Internenic 

cg27584467 1.48E-08 4.75E-07 -0.44274 -1.22072 0.425617 0.3022 NA 12 Island NA 114029423 Internenic 

cg17147182 1.48E-08 4.75E-07 -1.65961 -4.41075 0.327434 0.058777 NA 2 Island NA 121101984 Internenic 

cg24218295 1.48E-08 4.75E-07 -0.16115 -2.88597 0.474839 0.161928 NA 19 Island NA 30015820 Internenic 

cg26086468 1.49E-08 4.76E-07 0.902708 -1.19081 0.635935 0.322308 NA 18 N_Shore NA 5628160 Internenic 

cg09736440 1.49E-08 4.76E-07 0.359643 -0.76784 0.560238 0.372595 NA 6 N_Shore NA 35732287 Internenic 

cg09787311 1.50E-08 4.80E-07 0.715492 -1.10355 0.616466 0.329913 NA 17 Island NA 80329175 Internenic 

cg07880045 1.50E-08 4.80E-07 -4.26551 -6.31474 0.072978 0.014987 NA 10 NA NA 133836829 Internenic 

cg07617338 1.51E-08 4.82E-07 0.806765 -1.45822 0.626668 0.291668 NA 2 N_Shore NA 63285846 Internenic 

cg15253387 1.51E-08 4.82E-07 -0.45333 -2.53632 0.426775 0.17336 NA 17 Island NA 54675001 Internenic 

cg25815229 1.53E-08 4.87E-07 0.486829 -1.63201 0.581142 0.261316 NA 13 S_Shore NA 79183932 Internenic 

cg16064097 1.53E-08 4.88E-07 -0.4693 -3.5999 0.463994 0.115888 NA 1 Island NA 46955990 Internenic 
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cg20147819 1.53E-08 4.88E-07 -2.30032 -5.35175 0.261531 0.038911 NA 17 Island NA 35078843 Internenic 

cg01559597 1.55E-08 4.95E-07 0.63058 2.061037 0.594865 0.798328 NA 6 NA NA 14716193 Internenic 

cg02784328 1.57E-08 5.00E-07 0.414523 2.323765 0.564337 0.811117 NA 8 N_Shore NA 142400693 Internenic 

cg17331494 1.58E-08 5.02E-07 0.761216 -1.76686 0.617365 0.265605 NA 1 Island NA 20693027 Internenic 

cg19102740 1.58E-08 5.03E-07 1.165864 2.694314 0.676504 0.855404 NA 6 NA NA 33860642 Internenic 

cg09792711 1.58E-08 5.04E-07 -0.60386 -2.26505 0.408822 0.187475 NA 14 NA NA 104787656 Internenic 

cg21446455 1.59E-08 5.07E-07 -1.63322 -3.13154 0.272445 0.109618 NA 17 Island NA 58104142 Internenic 

cg16523372 1.60E-08 5.10E-07 -0.17285 -2.76006 0.478542 0.161941 NA 19 Island NA 30364182 Internenic 

cg15756858 1.61E-08 5.10E-07 0.609921 -1.59208 0.592921 0.268632 NA 19 NA NA 32532473 Internenic 

cg09858188 1.61E-08 5.10E-07 -0.11984 -3.05752 0.502205 0.14052 NA 7 Island NA 156814480 Internenic 

cg06642275 1.62E-08 5.12E-07 -0.76156 -2.46872 0.388961 0.163722 NA 12 Island NA 54145184 Internenic 

cg05797097 1.62E-08 5.13E-07 1.012578 2.50376 0.649164 0.841042 NA 6 NA NA 14720183 Internenic 

cg05798720 1.62E-08 5.15E-07 0.324691 -2.2866 0.557314 0.205626 NA 18 Island NA 24235718 Internenic 

cg12076274 1.62E-08 5.15E-07 -1.69596 -3.38456 0.277462 0.093136 NA 19 Island NA 5536788 Internenic 

cg11064255 1.63E-08 5.17E-07 0.827611 -3.1894 0.631167 0.191149 NA 18 Island NA 5629890 Internenic 

cg13752974 1.64E-08 5.19E-07 -3.06226 -4.62 0.143657 0.040795 NA 4 Island NA 4854786 Internenic 

cg21664504 1.64E-08 5.19E-07 0.209227 -1.70411 0.533722 0.256584 NA 8 Island NA 62052409 Internenic 

cg09231171 1.64E-08 5.20E-07 1.121901 -1.47223 0.678314 0.306209 NA 16 NA NA 49518414 Internenic 

cg02763611 1.65E-08 5.22E-07 -3.12357 -5.37742 0.141095 0.030033 NA 11 Island NA 3224658 Internenic 

cg08032641 1.66E-08 5.24E-07 0.076484 -3.77632 0.524903 0.137486 NA 4 Island NA 3873418 Internenic 

cg14592933 1.69E-08 5.33E-07 -2.23024 -5.00681 0.296623 0.035087 NA 7 Island NA 26416122 Internenic 

cg15039102 1.69E-08 5.35E-07 0.380151 -1.84907 0.562227 0.241702 NA 5 NA NA 3121953 Internenic 

cg07060913 1.70E-08 5.36E-07 0.619598 -1.52083 0.595187 0.277868 NA 16 N_Shore NA 86537142 Internenic 

cg08229488 1.70E-08 5.37E-07 -1.89805 -4.60637 0.29327 0.054508 NA 19 Island NA 10527199 Internenic 

cg18760835 1.71E-08 5.37E-07 -1.69237 -4.83246 0.282192 0.060703 NA 6 Island NA 5996245 Internenic 

cg26113809 1.73E-08 5.44E-07 -0.40967 -2.76645 0.445419 0.158123 NA 12 Island NA 54132180 Internenic 

cg01202358 1.74E-08 5.46E-07 -0.22233 -2.08936 0.463665 0.213522 NA 3 Island NA 46853910 Internenic 

cg06386028 1.74E-08 5.46E-07 -1.858 -3.88701 0.263649 0.072263 NA 17 S_Shore NA 2659477 Internenic 

cg01794473 1.75E-08 5.49E-07 0.519843 -3.23034 0.583757 0.173457 NA 1 Island NA 241587602 Internenic 

cg04364728 1.76E-08 5.53E-07 0.69315 -1.03072 0.606272 0.342107 NA 1 Island NA 845810 Internenic 

cg19157580 1.77E-08 5.55E-07 0.581454 -2.52395 0.5834 0.206432 NA 20 Island NA 62733901 Internenic 
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cg02835756 1.78E-08 5.59E-07 -0.55185 0.757105 0.411553 0.621925 NA 6 S_Shelf NA 41442369 Internenic 

cg23733133 1.78E-08 5.59E-07 -1.43639 -3.85633 0.331924 0.081164 NA 8 Island NA 24857719 Internenic 

cg23078268 1.80E-08 5.66E-07 -1.24848 -3.23773 0.332692 0.108143 NA 10 NA NA 100109635 Internenic 

cg15694605 1.84E-08 5.76E-07 -0.50343 -2.53835 0.419696 0.16936 NA 1 Island NA 32238225 Internenic 

cg26216629 1.84E-08 5.77E-07 -0.69774 -2.55297 0.392017 0.163922 NA 5 S_Shore NA 153863712 Internenic 

cg01477985 1.85E-08 5.78E-07 1.121406 -1.83197 0.672514 0.270422 NA 13 Island NA 112727160 Internenic 

cg13365752 1.85E-08 5.79E-07 0.893814 -1.19745 0.643482 0.329399 NA 3 Island NA 125485770 Internenic 

cg02107879 1.85E-08 5.80E-07 -0.0875 -1.98107 0.486293 0.225467 NA 11 Island NA 45377038 Internenic 

cg04640971 1.85E-08 5.80E-07 -0.69453 -1.84514 0.386708 0.224983 NA 2 Island NA 45165318 Internenic 

cg25324047 1.86E-08 5.80E-07 0.870107 -1.94421 0.634407 0.253271 NA 10 Island NA 22765840 Internenic 

cg12514873 1.87E-08 5.83E-07 -3.50214 -5.99331 0.137993 0.022893 NA 20 Island NA 48100798 Internenic 

cg03067912 1.89E-08 5.90E-07 -0.06596 -2.6693 0.487917 0.17928 NA 21 Island NA 46352193 Internenic 

cg20793897 1.90E-08 5.92E-07 -0.0836 1.725452 0.487481 0.75052 NA 2 NA NA 200025325 Internenic 

cg26860750 1.90E-08 5.92E-07 -0.30063 -2.00127 0.466216 0.210534 NA 10 N_Shore NA 98955810 Internenic 

cg02259324 1.91E-08 5.94E-07 0.859132 -1.90426 0.631778 0.257924 NA 15 Island NA 78111196 Internenic 

cg04621893 1.91E-08 5.94E-07 0.912989 -1.20966 0.640301 0.326685 NA 10 Island NA 22624687 Internenic 

cg09157427 1.92E-08 5.98E-07 -2.49745 -4.59448 0.211824 0.047621 NA 12 Island NA 54145431 Internenic 

cg10420063 1.92E-08 5.99E-07 1.109339 -0.29279 0.6713 0.451128 NA 10 S_Shore NA 47967697 Internenic 

cg24139732 1.93E-08 6.01E-07 -0.2016 -2.31685 0.474288 0.18964 NA 4 N_Shore NA 4857506 Internenic 

cg26164151 1.95E-08 6.06E-07 0.47452 -1.05589 0.576495 0.33447 NA 11 Island NA 44749353 Internenic 

cg13966878 1.95E-08 6.06E-07 0.064884 -2.64081 0.510857 0.187727 NA 15 NA NA 54270693 Internenic 

cg11038774 1.97E-08 6.11E-07 -1.05685 -2.93328 0.3377 0.135409 NA 11 N_Shelf NA 128556774 Internenic 

cg01622437 1.97E-08 6.12E-07 -1.42264 -3.72888 0.311987 0.091824 NA 12 Island NA 115136246 Internenic 

cg06318402 1.97E-08 6.13E-07 1.805621 0.041232 0.756938 0.505766 NA 1 Island NA 244894363 Internenic 

cg12483801 1.98E-08 6.14E-07 -0.00736 -3.29357 0.507133 0.140075 NA 4 Island NA 183727862 Internenic 

cg21626986 1.98E-08 6.15E-07 -2.85755 -3.45881 0.123753 0.084196 NA 4 Island NA 9534041 Internenic 

cg21548719 1.99E-08 6.16E-07 -2.842 -5.26244 0.184769 0.03112 NA 15 S_Shore NA 68128633 Internenic 

cg05366156 2.01E-08 6.24E-07 -3.46617 -6.20919 0.188544 0.015078 NA 2 Island NA 121493468 Internenic 

cg26963002 2.04E-08 6.33E-07 -0.98545 -3.25217 0.366154 0.118671 NA 12 Island NA 38532352 Internenic 

cg18424134 2.05E-08 6.34E-07 -0.55359 -2.92924 0.424404 0.148179 NA 6 N_Shore NA 126068038 Internenic 

cg22776646 2.06E-08 6.36E-07 -0.26728 -3.77585 0.465208 0.126845 NA 13 NA NA 46785499 Internenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg02717150 2.07E-08 6.39E-07 -1.19527 -4.23726 0.369361 0.079082 NA 12 Island NA 66136179 Internenic 

cg19743545 2.07E-08 6.41E-07 1.613316 0.293311 0.740203 0.548432 NA 2 N_Shore NA 237085808 Internenic 

cg21549294 2.07E-08 6.41E-07 -1.31754 -5.16549 0.366017 0.060373 NA 12 NA NA 127865703 Internenic 

cg05981815 2.08E-08 6.42E-07 -0.33428 -2.59729 0.459332 0.165513 NA 6 Island NA 5851840 Internenic 

cg19085352 2.09E-08 6.45E-07 -0.4472 0.890553 0.430136 0.644961 NA 8 S_Shelf NA 22002294 Internenic 

cg21257950 2.10E-08 6.46E-07 -2.2722 -4.94313 0.242952 0.04466 NA 7 Island NA 23513589 Internenic 

cg12701632 2.10E-08 6.47E-07 0.491861 2.611796 0.568191 0.837266 NA 6 NA NA 33877404 Internenic 

cg16307705 2.12E-08 6.52E-07 0.243315 -2.99905 0.54139 0.176627 NA 11 Island NA 3602025 Internenic 

cg20433275 2.12E-08 6.53E-07 -0.07726 -4.45103 0.533543 0.109913 NA 1 S_Shore NA 156358408 Internenic 

cg09369863 2.13E-08 6.55E-07 -2.37726 -4.64162 0.241713 0.043192 NA 15 Island NA 78112847 Internenic 

cg26579491 2.13E-08 6.56E-07 -1.13938 -3.29076 0.363171 0.108319 NA 7 Island NA 65878976 Internenic 

cg11612786 2.14E-08 6.57E-07 0.177789 -2.17517 0.532388 0.217294 NA 2 Island NA 237078362 Internenic 

cg15299057 2.15E-08 6.61E-07 0.171168 -1.89025 0.532646 0.233475 NA 8 NA NA 70855146 Internenic 

cg01629620 2.16E-08 6.63E-07 0.675808 -2.54079 0.607017 0.207326 NA 9 Island NA 139025711 Internenic 

cg15337154 2.16E-08 6.64E-07 -1.8283 -3.55434 0.27039 0.082584 NA 12 Island NA 30975386 Internenic 

cg09671060 2.17E-08 6.67E-07 -2.24959 -6.08302 0.306448 0.030748 NA 21 Island NA 47062953 Internenic 

cg03333361 2.18E-08 6.69E-07 -0.67303 -2.66265 0.392909 0.161713 NA 3 NA NA 180588056 Internenic 

cg23121457 2.19E-08 6.73E-07 -0.57486 -2.49626 0.407796 0.169675 NA 15 N_Shore NA 80543983 Internenic 

cg05385164 2.20E-08 6.73E-07 -1.15096 -3.93883 0.369712 0.083967 NA 12 Island NA 54144855 Internenic 

cg17722884 2.20E-08 6.73E-07 -0.28097 -2.46269 0.455056 0.183404 NA 1 Island NA 39283895 Internenic 

cg13930105 2.20E-08 6.74E-07 -3.24081 -6.2963 0.197823 0.017174 NA 1 Island NA 158083475 Internenic 

cg25267863 2.20E-08 6.74E-07 0.674936 -1.33734 0.605735 0.301431 NA 7 Island NA 1363124 Internenic 

cg24740509 2.21E-08 6.75E-07 -3.48645 -6.47499 0.221603 0.012002 NA 2 Island NA 121493406 Internenic 

cg24064266 2.21E-08 6.75E-07 0.795897 -1.16125 0.624 0.325123 NA 13 N_Shore NA 100642451 Internenic 

cg05496377 2.22E-08 6.79E-07 -0.54268 -3.19181 0.413885 0.138254 NA 19 Island NA 1776225 Internenic 

cg20329084 2.23E-08 6.80E-07 -2.6755 -5.10866 0.180877 0.041289 NA 1 Island NA 91176543 Internenic 

cg24975834 2.25E-08 6.86E-07 0.431331 -1.71585 0.562466 0.260216 NA 13 N_Shore NA 112720171 Internenic 

cg08117309 2.26E-08 6.89E-07 0.808178 -2.71513 0.628148 0.208235 NA 14 Island NA 33403862 Internenic 

cg10461547 2.26E-08 6.90E-07 0.277124 -2.13601 0.546405 0.225936 NA 3 Island NA 13323567 Internenic 

cg10419511 2.27E-08 6.91E-07 -0.87028 -3.80342 0.411525 0.094704 NA 20 Island NA 31170984 Internenic 

cg11848496 2.27E-08 6.93E-07 -0.77464 -1.6061 0.370678 0.251231 NA 9 Island NA 66571782 Internenic 
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cg13574883 2.28E-08 6.95E-07 1.200239 -1.34024 0.680513 0.316444 NA 7 Island NA 1705861 Internenic 

cg23416788 2.28E-08 6.95E-07 0.326936 -2.06408 0.553695 0.22367 NA 21 Island NA 47064307 Internenic 

cg14614844 2.29E-08 6.95E-07 0.381103 -1.83785 0.561471 0.249192 NA 5 N_Shore NA 54179305 Internenic 

cg01631596 2.29E-08 6.96E-07 -1.09666 -3.38586 0.364749 0.106729 NA 13 Island NA 29394754 Internenic 

cg00373707 2.29E-08 6.97E-07 0.747101 -2.21454 0.616001 0.236093 NA 11 Island NA 126873379 Internenic 

cg20678442 2.30E-08 6.98E-07 -1.59971 -5.60462 0.370026 0.050077 NA 1 Island NA 244893503 Internenic 

cg14059768 2.34E-08 7.11E-07 0.738989 -1.78789 0.619412 0.26402 NA 22 Island NA 32571896 Internenic 

cg06125484 2.34E-08 7.11E-07 -0.18807 -3.17876 0.491372 0.142009 NA 4 Island NA 4855125 Internenic 

cg08418980 2.35E-08 7.14E-07 -0.20504 -2.38565 0.466795 0.19123 NA 5 Island NA 172665400 Internenic 

cg09634176 2.37E-08 7.20E-07 -2.92753 -4.87735 0.171894 0.037462 NA 6 Island NA 100037332 Internenic 

cg04285652 2.38E-08 7.23E-07 -0.45686 -1.81634 0.42574 0.231192 NA 8 Island NA 23584042 Internenic 

cg23586254 2.42E-08 7.32E-07 1.11045 -0.17715 0.670939 0.470809 NA 17 N_Shore NA 20755268 Internenic 

cg01509464 2.43E-08 7.35E-07 -0.43361 -2.80184 0.429306 0.161185 NA 14 Island NA 36994153 Internenic 

cg14790630 2.43E-08 7.35E-07 -0.26112 -2.20236 0.474106 0.195584 NA 1 Island NA 84326462 Internenic 

cg16522491 2.43E-08 7.36E-07 0.494241 -1.28705 0.579632 0.307606 NA 14 S_Shore NA 105310639 Internenic 

cg09929819 2.45E-08 7.41E-07 -0.09859 -2.9302 0.501597 0.15684 NA 22 Island NA 42311321 Internenic 

cg15471402 2.46E-08 7.44E-07 -1.6605 -3.95981 0.304358 0.073789 NA 4 NA NA 170712930 Internenic 

cg26057523 2.46E-08 7.44E-07 -0.1853 -4.15822 0.557877 0.091583 NA 13 Island NA 79182969 Internenic 

cg02649279 2.49E-08 7.53E-07 -0.02825 -3.21127 0.495618 0.148812 NA 9 Island NA 29212689 Internenic 

cg00779065 2.52E-08 7.60E-07 0.954744 -1.60021 0.653095 0.290082 NA 14 S_Shelf NA 61119218 Internenic 

cg00143643 2.52E-08 7.62E-07 -1.85406 -3.6651 0.242863 0.085955 NA 10 Island NA 77191062 Internenic 

cg02641337 2.53E-08 7.62E-07 2.583075 -1.43742 0.841146 0.33944 NA 4 Island NA 4867387 Internenic 

cg25879102 2.53E-08 7.64E-07 -1.01413 -3.15648 0.348898 0.126152 NA 1 NA NA 38600119 Internenic 

cg14125353 2.55E-08 7.69E-07 0.016238 -2.31145 0.515166 0.184797 NA 10 S_Shore NA 31892769 Internenic 

cg09180171 2.55E-08 7.69E-07 -0.16434 -2.42539 0.477851 0.185826 NA 1 NA NA 22677913 Internenic 

cg17241283 2.59E-08 7.81E-07 -1.47206 -4.09323 0.281925 0.088249 NA 10 Island NA 102982332 Internenic 

cg19300924 2.60E-08 7.83E-07 -0.72207 -2.38801 0.38844 0.175685 NA 1 S_Shore NA 119536064 Internenic 

cg06655796 2.61E-08 7.84E-07 -0.15159 -2.52668 0.476815 0.183945 NA 16 Island NA 3220475 Internenic 

cg19611273 2.61E-08 7.85E-07 0.652057 -2.82441 0.599501 0.197064 NA 5 Island NA 113391125 Internenic 

cg25767985 2.61E-08 7.85E-07 0.048862 -2.85964 0.5077 0.180113 NA 11 Island NA 43965591 Internenic 

cg14102731 2.62E-08 7.87E-07 -2.48736 -3.31497 0.158615 0.093244 NA 4 Island NA 9534062 Internenic 
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cg05843457 2.62E-08 7.88E-07 0.634655 -1.42986 0.60898 0.289837 NA 1 Island NA 158147849 Internenic 

cg14136502 2.63E-08 7.90E-07 -1.17878 -2.83329 0.332712 0.13385 NA 10 Island NA 119939 Internenic 

cg11651614 2.64E-08 7.92E-07 0.760699 -0.77342 0.617157 0.375864 NA 1 Island NA 227974704 Internenic 

cg04643822 2.65E-08 7.94E-07 0.212983 -2.42354 0.548398 0.196525 NA 4 N_Shore NA 82965250 Internenic 

cg07716696 2.65E-08 7.94E-07 1.380624 -0.45072 0.706655 0.429782 NA 15 Island NA 24123232 Internenic 

cg20218280 2.65E-08 7.94E-07 -0.69041 -2.63596 0.39981 0.160489 NA 7 N_Shore NA 129424718 Internenic 

cg22847391 2.65E-08 7.94E-07 -0.204 -1.77967 0.470126 0.240215 NA 5 Island NA 172710766 Internenic 

cg07287724 2.66E-08 7.94E-07 -0.21837 -2.4234 0.462775 0.19101 NA 3 Island NA 138657429 Internenic 

cg04930630 2.68E-08 8.00E-07 0.855674 -1.76682 0.625732 0.269395 NA 16 Island NA 86542422 Internenic 

cg00107606 2.69E-08 8.03E-07 -1.15957 -2.91859 0.323085 0.134702 NA 2 S_Shore NA 223177596 Internenic 

cg00687551 2.70E-08 8.06E-07 -1.06527 -4.06698 0.395425 0.08305 NA 14 N_Shore NA 60385995 Internenic 

cg23934533 2.70E-08 8.07E-07 -1.25307 -4.70773 0.374505 0.073413 NA 13 Island NA 29394775 Internenic 

cg04613313 2.71E-08 8.07E-07 0.185758 -2.04961 0.54678 0.217988 NA 13 Island NA 79183823 Internenic 

cg24573719 2.71E-08 8.10E-07 0.065954 -3.24413 0.508328 0.156141 NA 11 N_Shore NA 43600032 Internenic 

cg08937573 2.72E-08 8.12E-07 -1.41597 -3.19738 0.284327 0.11715 NA 15 Island NA 96865294 Internenic 

cg02776035 2.73E-08 8.15E-07 -0.91141 -3.65516 0.388732 0.098225 NA 19 N_Shore NA 51161482 Internenic 

cg22117850 2.73E-08 8.15E-07 -0.05697 -2.62196 0.498622 0.180207 NA 15 Island NA 40575431 Internenic 

cg17083560 2.74E-08 8.15E-07 -1.81764 -3.35125 0.248622 0.096851 NA 12 NA NA 97379917 Internenic 

cg01539133 2.74E-08 8.15E-07 -0.06921 -1.97604 0.500706 0.216943 NA 19 Island NA 4607324 Internenic 

cg15494597 2.79E-08 8.29E-07 -1.15408 -3.5623 0.355216 0.101402 NA 4 N_Shore NA 4856510 Internenic 

cg12748000 2.79E-08 8.29E-07 0.772549 2.337901 0.62078 0.820399 NA 12 NA NA 6299601 Internenic 

cg13699414 2.80E-08 8.31E-07 -0.03331 -2.59796 0.498231 0.183872 NA 5 Island NA 178957880 Internenic 

cg23690488 2.80E-08 8.32E-07 -0.75048 -3.8893 0.40443 0.103492 NA 2 Island NA 114299609 Internenic 

cg01446582 2.80E-08 8.32E-07 1.964671 3.61697 0.768991 0.915571 NA 3 NA NA 64073666 Internenic 

cg12492504 2.82E-08 8.37E-07 -2.17166 -3.52922 0.224034 0.080283 NA 7 Island NA 26416890 Internenic 

cg13080282 2.82E-08 8.38E-07 1.016877 -1.2731 0.654807 0.316201 NA 12 S_Shore NA 24717178 Internenic 

cg12367415 2.83E-08 8.39E-07 0.986485 2.811909 0.643147 0.859563 NA 6 NA NA 33868187 Internenic 

cg13519184 2.83E-08 8.40E-07 -0.35235 -2.72093 0.453685 0.16188 NA 3 N_Shore NA 173114306 Internenic 

cg09758462 2.84E-08 8.41E-07 1.301549 3.012657 0.690563 0.875391 NA 7 NA NA 131792819 Internenic 

cg26789888 2.86E-08 8.46E-07 0.758535 2.485192 0.604021 0.835916 NA 11 NA NA 119872718 Internenic 

cg08187687 2.86E-08 8.46E-07 0.346248 -1.35594 0.554621 0.296488 NA 2 N_Shore NA 176943914 Internenic 
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cg08214423 2.88E-08 8.51E-07 0.958746 -1.83264 0.635639 0.262067 NA 11 Island NA 32354958 Internenic 

cg04359527 2.89E-08 8.54E-07 -0.42298 -2.41905 0.445745 0.178842 NA 19 N_Shore NA 7980718 Internenic 

cg21031345 2.90E-08 8.56E-07 0.147023 -2.49201 0.524512 0.194739 NA 11 NA NA 121800497 Internenic 

cg09417809 2.91E-08 8.59E-07 0.025331 -1.45617 0.503606 0.278135 NA 12 S_Shore NA 115131223 Internenic 

cg15123011 2.91E-08 8.60E-07 -2.21704 -3.80763 0.21079 0.07293 NA 20 Island NA 42136729 Internenic 

cg02758766 2.91E-08 8.60E-07 -1.02904 -3.99936 0.375867 0.092361 NA 2 NA NA 740531 Internenic 

cg18257810 2.92E-08 8.61E-07 -1.15916 -3.0191 0.335479 0.126142 NA 3 Island NA 54121929 Internenic 

cg13788258 2.93E-08 8.63E-07 -1.50992 -4.32793 0.346136 0.062976 NA 1 Island NA 13840381 Internenic 

cg22707085 2.93E-08 8.64E-07 -1.81588 -3.65234 0.245027 0.08831 NA 18 Island NA 33530509 Internenic 

cg14748795 2.95E-08 8.69E-07 0.387877 -1.43724 0.564463 0.289841 NA 10 S_Shore NA 101283090 Internenic 

cg24284497 2.97E-08 8.74E-07 -1.85778 -3.21732 0.240109 0.103267 NA 3 N_Shore NA 138656356 Internenic 

cg20387387 2.97E-08 8.74E-07 -1.12421 -3.77832 0.341674 0.101373 NA 8 Island NA 144511212 Internenic 

cg00191178 2.99E-08 8.81E-07 0.664648 -2.05674 0.609175 0.235136 NA 3 N_Shore NA 74663024 Internenic 

cg04782776 3.01E-08 8.84E-07 -2.23532 -4.1854 0.243409 0.05561 NA 2 Island NA 172947914 Internenic 

cg10230673 3.02E-08 8.87E-07 0.2521 -2.32351 0.550403 0.204797 NA 19 Island NA 30363526 Internenic 

cg06638338 3.03E-08 8.90E-07 0.614865 -2.34412 0.586317 0.220824 NA 7 Island NA 64712756 Internenic 

cg06556218 3.04E-08 8.92E-07 0.621234 -1.98083 0.591373 0.243064 NA 1 N_Shore NA 39269537 Internenic 

cg26165269 3.04E-08 8.92E-07 -0.42206 -2.78858 0.459071 0.153555 NA 17 Island NA 77765514 Internenic 

cg19771920 3.04E-08 8.93E-07 0.559791 -2.22078 0.590069 0.229483 NA 8 Island NA 23572199 Internenic 

cg12872647 3.07E-08 9.00E-07 0.171287 -3.26077 0.518921 0.155223 NA 13 NA NA 46785683 Internenic 

cg10247585 3.07E-08 9.00E-07 -3.34639 -5.70372 0.166356 0.020681 NA 17 Island NA 79455356 Internenic 

cg14428815 3.08E-08 9.03E-07 -1.35145 -4.32146 0.382217 0.069052 NA 7 Island NA 65878911 Internenic 

cg08334278 3.09E-08 9.05E-07 0.099238 -1.38069 0.516376 0.291525 NA 4 Island NA 190959052 Internenic 

cg21968535 3.10E-08 9.06E-07 -1.04199 -3.66455 0.361989 0.105219 NA 13 NA NA 46785562 Internenic 

cg11387705 3.11E-08 9.11E-07 -2.9703 -4.87761 0.173448 0.035698 NA 7 N_Shore NA 22122473 Internenic 

cg27205559 3.15E-08 9.21E-07 -0.92148 -2.7631 0.378026 0.139668 NA 7 Island NA 154705775 Internenic 

cg20812988 3.17E-08 9.28E-07 -1.74669 -3.08078 0.246548 0.113272 NA 2 NA NA 134432622 Internenic 

cg26446009 3.18E-08 9.29E-07 -0.72297 -2.07961 0.388393 0.200629 NA 6 Island NA 170604454 Internenic 

cg13946341 3.20E-08 9.33E-07 -0.32604 -2.18449 0.472774 0.192102 NA 9 NA NA 128799328 Internenic 

cg23074799 3.21E-08 9.37E-07 -1.16685 -3.23726 0.363604 0.107548 NA 7 Island NA 18126459 Internenic 

cg06523916 3.22E-08 9.38E-07 -1.07314 -4.75062 0.389683 0.071716 NA 5 S_Shore NA 87986642 Internenic 
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cg27380218 3.22E-08 9.39E-07 -2.77739 -4.69384 0.189531 0.039755 NA 15 Island NA 99602811 Internenic 

cg15245709 3.23E-08 9.41E-07 1.07926 -1.59436 0.656035 0.283745 NA 8 N_Shore NA 48100081 Internenic 

cg17802600 3.23E-08 9.41E-07 0.976604 -1.43824 0.653364 0.303103 NA 19 Island NA 30717501 Internenic 

cg12516959 3.24E-08 9.42E-07 0.037554 -1.97997 0.512864 0.224507 NA 21 S_Shore NA 47718080 Internenic 

cg20818417 3.25E-08 9.45E-07 0.397962 -2.39099 0.56477 0.211562 NA 1 S_Shore NA 76082690 Internenic 

cg22272644 3.26E-08 9.48E-07 -2.25995 -3.35028 0.18887 0.092694 NA 2 Island NA 121334640 Internenic 

cg17068819 3.26E-08 9.48E-07 -0.11076 -2.85557 0.494248 0.16141 NA 15 Island NA 98965359 Internenic 

cg05971072 3.28E-08 9.52E-07 0.645504 2.811773 0.596948 0.852768 NA 2 S_Shelf NA 208033865 Internenic 

cg15986276 3.28E-08 9.52E-07 0.040984 -2.72366 0.529132 0.166457 NA 14 S_Shore NA 101176310 Internenic 

cg03218797 3.28E-08 9.52E-07 -0.94601 -2.8748 0.368695 0.137806 NA 12 Island NA 54399468 Internenic 

cg18417953 3.29E-08 9.54E-07 -0.308 -2.90605 0.45639 0.156458 NA 18 S_Shore NA 55097461 Internenic 

cg09696121 3.29E-08 9.56E-07 0.40977 -1.77354 0.5634 0.2544 NA 15 Island NA 84048104 Internenic 

cg27605748 3.30E-08 9.57E-07 0.400692 -2.14857 0.560671 0.228956 NA 5 Island NA 42951711 Internenic 

cg26139303 3.32E-08 9.61E-07 0.33537 -2.95858 0.550577 0.178044 NA 5 N_Shore NA 76940880 Internenic 

cg05880330 3.32E-08 9.61E-07 -0.54732 -3.22528 0.421215 0.132556 NA 3 S_Shore NA 137484517 Internenic 

cg14428080 3.33E-08 9.64E-07 -0.46707 -2.16916 0.423358 0.199818 NA 9 Island NA 96723014 Internenic 

cg00125414 3.33E-08 9.64E-07 -0.39439 -3.12882 0.461325 0.142703 NA 20 Island NA 58509242 Internenic 

cg00125148 3.35E-08 9.69E-07 1.608045 0.414064 0.742019 0.56802 NA 7 Island NA 149746468 Internenic 

cg24461742 3.36E-08 9.72E-07 0.43247 2.642179 0.559815 0.834857 NA 10 NA NA 77359124 Internenic 

cg18193764 3.37E-08 9.74E-07 0.146581 -3.37142 0.522199 0.157641 NA 5 S_Shore NA 134879961 Internenic 

cg21640187 3.39E-08 9.80E-07 -1.63816 -3.61349 0.29776 0.085024 NA 6 Island NA 4282172 Internenic 

cg09483270 3.41E-08 9.85E-07 0.070613 -2.31023 0.511664 0.207413 NA 2 N_Shore NA 172970835 Internenic 

cg05082965 3.42E-08 9.88E-07 -0.32016 -3.4093 0.448435 0.141403 NA 14 S_Shore NA 33404180 Internenic 

cg05995135 3.43E-08 9.89E-07 -2.55532 -6.35571 0.285818 0.022934 NA 17 Island NA 19912840 Internenic 

cg10032671 3.43E-08 9.89E-07 -3.0192 -5.19573 0.167641 0.031086 NA 10 NA NA 133836742 Internenic 

cg03667544 3.43E-08 9.90E-07 -1.94634 -3.34786 0.224311 0.097113 NA 10 Island NA 135049598 Internenic 

cg08882038 3.45E-08 9.93E-07 0.062691 -2.8593 0.543254 0.161566 NA 1 Island NA 84326547 Internenic 

cg00029353 3.47E-08 1.00E-06 -0.80736 -3.83131 0.410774 0.102358 NA 12 Island NA 52241041 Internenic 

cg21549075 3.49E-08 1.01E-06 0.449114 2.552283 0.566843 0.83199 NA 6 NA NA 33868231 Internenic 

cg15814504 3.51E-08 1.01E-06 0.875486 -1.79661 0.634171 0.266537 NA 5 Island NA 50694985 Internenic 

cg05974154 3.52E-08 1.01E-06 -0.06092 -2.91264 0.504851 0.158691 NA 18 NA NA 75389022 Internenic 
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cg03616377 3.52E-08 1.01E-06 -0.87095 -2.62884 0.371767 0.15568 NA 14 Island NA 60386272 Internenic 

cg07473030 3.54E-08 1.02E-06 1.134271 2.88922 0.666353 0.868346 NA 10 NA NA 77177994 Internenic 

cg19059423 3.55E-08 1.02E-06 -1.87633 -3.60111 0.243058 0.088122 NA 10 N_Shore NA 103051088 Internenic 

cg06633429 3.57E-08 1.03E-06 -0.64974 -3.53236 0.4197 0.120991 NA 5 Island NA 76941396 Internenic 

cg04768935 3.58E-08 1.03E-06 0.329906 -1.82908 0.545976 0.246972 NA 2 N_Shore NA 66659474 Internenic 

cg06595320 3.59E-08 1.03E-06 -2.27899 -4.68808 0.227079 0.048428 NA 3 N_Shore NA 27753965 Internenic 

cg17333837 3.59E-08 1.03E-06 -0.99852 -4.08722 0.376418 0.095002 NA 6 Island NA 30431563 Internenic 

cg10636745 3.59E-08 1.03E-06 0.313123 -2.6615 0.555497 0.19117 NA 1 NA NA 101775181 Internenic 

cg18800771 3.61E-08 1.04E-06 0.525086 -1.75234 0.584881 0.262294 NA 10 Island NA 103051321 Internenic 

cg00757082 3.62E-08 1.04E-06 0.311841 -3.15885 0.548918 0.169057 NA 19 Island NA 30719149 Internenic 

cg08281415 3.64E-08 1.04E-06 -0.71817 -3.07399 0.400258 0.128245 NA 16 NA NA 86959156 Internenic 

cg13674271 3.65E-08 1.05E-06 1.015521 -2.32447 0.661758 0.236509 NA 18 Island NA 5895990 Internenic 

cg03791450 3.65E-08 1.05E-06 -1.31146 -3.37792 0.333225 0.103654 NA 16 Island NA 4378161 Internenic 

cg22333412 3.70E-08 1.06E-06 1.002209 2.333533 0.660524 0.822978 NA 1 Island NA 20569456 Internenic 

cg04370314 3.70E-08 1.06E-06 0.178611 -2.89027 0.528468 0.1808 NA 13 S_Shore NA 100643312 Internenic 

cg19478951 3.72E-08 1.06E-06 0.552227 -1.28496 0.592033 0.31292 NA 10 Island NA 133879084 Internenic 

cg18425254 3.75E-08 1.07E-06 -2.04202 -3.24573 0.221547 0.098152 NA 13 Island NA 113549044 Internenic 

cg10949113 3.76E-08 1.07E-06 -0.10019 -2.39433 0.486471 0.195739 NA 7 Island NA 1362962 Internenic 

cg23413104 3.76E-08 1.07E-06 -0.27715 -1.92515 0.460588 0.223454 NA 2 Island NA 118982263 Internenic 

cg17336354 3.78E-08 1.08E-06 1.4285 2.928247 0.703834 0.875831 NA 3 NA NA 34298905 Internenic 

cg05144067 3.80E-08 1.08E-06 -0.78775 -2.8654 0.374606 0.147727 NA 10 N_Shore NA 124905105 Internenic 

cg20149137 3.81E-08 1.08E-06 -0.03876 -3.90208 0.501307 0.123858 NA 1 Island NA 54204517 Internenic 

cg02862505 3.84E-08 1.09E-06 -0.07925 -2.55975 0.500438 0.182994 NA 12 NA NA 114939167 Internenic 

cg07615781 3.86E-08 1.10E-06 -0.39955 -2.88235 0.434532 0.160961 NA 11 Island NA 71350888 Internenic 

cg09661809 3.87E-08 1.10E-06 -0.42793 -2.4235 0.43786 0.182037 NA 11 Island NA 74953082 Internenic 

cg02570079 3.89E-08 1.11E-06 -0.64446 -2.60107 0.409109 0.156913 NA 7 S_Shore NA 156814845 Internenic 

cg03774520 3.91E-08 1.11E-06 -0.18449 -2.91667 0.469007 0.167099 NA 1 Island NA 32238105 Internenic 

cg15072319 3.91E-08 1.11E-06 0.952114 -2.59591 0.649345 0.227397 NA 1 Island NA 156405924 Internenic 

cg22208435 3.92E-08 1.11E-06 -1.57282 -3.45453 0.306745 0.088681 NA 7 Island NA 29846584 Internenic 

cg15383322 3.92E-08 1.11E-06 -0.29751 -2.40969 0.453848 0.187358 NA 7 S_Shore NA 98100419 Internenic 

cg02654358 3.93E-08 1.11E-06 -0.04522 -2.15215 0.492648 0.211232 NA 9 N_Shore NA 74061449 Internenic 
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cg17405840 3.94E-08 1.12E-06 -0.14897 -2.62299 0.474748 0.17824 NA 12 S_Shore NA 24717001 Internenic 

cg02091103 3.94E-08 1.12E-06 0.444745 -1.30234 0.571559 0.307691 NA 9 N_Shore NA 79637730 Internenic 

cg17725100 3.95E-08 1.12E-06 0.090719 -2.45263 0.514688 0.203283 NA 1 Island NA 111098247 Internenic 

cg00134645 3.95E-08 1.12E-06 -0.46883 -2.64297 0.434638 0.165786 NA 5 N_Shore NA 76940989 Internenic 

cg01576677 3.98E-08 1.13E-06 0.127975 -2.84071 0.520857 0.179641 NA 2 Island NA 45029908 Internenic 

cg01196788 3.99E-08 1.13E-06 1.710982 -0.85288 0.734577 0.374741 NA 2 N_Shore NA 19561709 Internenic 

cg06977036 4.01E-08 1.13E-06 0.676061 -2.27859 0.607673 0.223771 NA 17 N_Shore NA 8906204 Internenic 

cg26497768 4.01E-08 1.13E-06 1.503461 0.000164 0.728043 0.496553 NA 5 NA NA 170763941 Internenic 

cg27424148 4.02E-08 1.14E-06 0.193995 -1.99352 0.532072 0.234185 NA 16 Island NA 86531713 Internenic 

cg16918050 4.04E-08 1.14E-06 0.347479 2.077839 0.555618 0.792258 NA 17 NA NA 12494559 Internenic 

cg26299194 4.07E-08 1.15E-06 0.416311 -2.11261 0.566021 0.226252 NA 15 S_Shore NA 84048206 Internenic 

cg03714573 4.10E-08 1.16E-06 0.35914 -3.30519 0.558153 0.165607 NA 1 Island NA 91172770 Internenic 

cg00321703 4.11E-08 1.16E-06 -4.53169 -7.29449 0.093237 0.008381 NA 2 Island NA 129079801 Internenic 

cg10633966 4.12E-08 1.16E-06 0.796727 -2.47802 0.615296 0.220753 NA 2 N_Shore NA 66660874 Internenic 

cg01968402 4.14E-08 1.17E-06 -0.71308 -3.85183 0.410968 0.112752 NA 6 N_Shore NA 137817775 Internenic 

cg18413587 4.16E-08 1.17E-06 -2.72887 -5.18556 0.168224 0.039354 NA 3 N_Shore NA 173114468 Internenic 

cg17073273 4.16E-08 1.17E-06 -1.38386 -4.22252 0.353406 0.074647 NA 6 Island NA 99279795 Internenic 

cg18241829 4.16E-08 1.17E-06 -0.58492 -2.39144 0.416462 0.177032 NA 2 Island NA 176952696 Internenic 

cg20117153 4.18E-08 1.17E-06 -2.05718 -3.79653 0.236881 0.073987 NA 6 N_Shore NA 17102081 Internenic 

cg24673771 4.18E-08 1.18E-06 -1.04999 -4.47425 0.389684 0.085469 NA 2 Island NA 45180267 Internenic 

cg02129603 4.19E-08 1.18E-06 0.07336 -1.76585 0.512092 0.250069 NA 17 Island NA 78452552 Internenic 

cg03276408 4.20E-08 1.18E-06 -0.29913 -3.8654 0.454683 0.124463 NA 13 Island NA 112712475 Internenic 

cg23720384 4.21E-08 1.18E-06 0.461101 -1.50686 0.577995 0.277635 NA 21 NA NA 23747055 Internenic 

cg12032370 4.23E-08 1.19E-06 0.848687 -1.58522 0.628174 0.28447 NA 10 Island NA 102976942 Internenic 

cg19356191 4.25E-08 1.19E-06 -0.49549 -4.32886 0.447467 0.107083 NA 1 S_Shore NA 116371337 Internenic 

cg09478396 4.26E-08 1.19E-06 -0.61062 -2.19089 0.409049 0.1919 NA 7 N_Shore NA 140339480 Internenic 

cg25077430 4.29E-08 1.20E-06 -2.57955 -3.61323 0.164347 0.076649 NA 17 Island NA 66192411 Internenic 

cg26776269 4.32E-08 1.21E-06 0.890604 -1.34193 0.638364 0.3101 NA 20 S_Shore NA 60541082 Internenic 

cg18605729 4.32E-08 1.21E-06 -0.18974 -2.40007 0.475178 0.188649 NA 10 Island NA 81742245 Internenic 

cg20635409 4.34E-08 1.21E-06 -0.00923 -2.2946 0.496984 0.209435 NA 12 Island NA 103359273 Internenic 

cg24569030 4.34E-08 1.21E-06 0.133219 -0.85349 0.522721 0.36103 NA 11 N_Shore NA 58672768 Internenic 
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cg10678427 4.35E-08 1.22E-06 -2.30943 -4.5725 0.244942 0.046118 NA 3 S_Shore NA 127176163 Internenic 

cg09797340 4.36E-08 1.22E-06 0.696333 2.426013 0.599917 0.827999 NA 7 NA NA 30749389 Internenic 

cg18427787 4.37E-08 1.22E-06 -0.00023 -2.71816 0.506349 0.175144 NA 20 NA NA 45087990 Internenic 

cg14796237 4.38E-08 1.22E-06 -2.20791 -4.39932 0.234274 0.057511 NA 12 NA NA 62829582 Internenic 

cg17732552 4.39E-08 1.22E-06 -1.1413 -2.17336 0.316334 0.188353 NA 10 Island NA 135450884 Internenic 

cg04341730 4.40E-08 1.23E-06 -0.8869 -2.74163 0.374607 0.148159 NA 4 Island NA 175135312 Internenic 

cg15184687 4.41E-08 1.23E-06 -0.05489 -2.54017 0.491741 0.188034 NA 13 S_Shore NA 112728885 Internenic 

cg14346461 4.41E-08 1.23E-06 -3.17471 -5.04701 0.149152 0.031979 NA 9 Island NA 69786306 Internenic 

cg10950661 4.42E-08 1.23E-06 0.116967 -2.20886 0.517173 0.211197 NA 11 S_Shore NA 31849156 Internenic 

cg27452217 4.43E-08 1.23E-06 -0.37204 -2.74882 0.437985 0.166746 NA 1 Island NA 116371037 Internenic 

cg10202113 4.44E-08 1.24E-06 1.663026 0.254855 0.751962 0.541442 NA 1 S_Shore NA 98520089 Internenic 

cg11664139 4.45E-08 1.24E-06 1.085851 -0.51998 0.668483 0.419184 NA 2 N_Shore NA 175204249 Internenic 

cg00815214 4.45E-08 1.24E-06 -0.73329 -2.54487 0.392587 0.165655 NA 21 Island NA 47717953 Internenic 

cg04365224 4.46E-08 1.24E-06 -0.93796 -4.25678 0.419782 0.07936 NA 3 Island NA 72788183 Internenic 

cg19590598 4.48E-08 1.24E-06 1.48136 -0.54559 0.721483 0.419943 NA 2 Island NA 127782813 Internenic 

cg20583872 4.48E-08 1.24E-06 -1.12598 -3.40393 0.343378 0.112024 NA 2 S_Shore NA 119532574 Internenic 

cg23142529 4.50E-08 1.25E-06 0.145643 -1.78724 0.524368 0.249002 NA 11 S_Shore NA 120435978 Internenic 

cg23553442 4.50E-08 1.25E-06 0.504752 -1.44545 0.582168 0.292029 NA 9 Island NA 74062096 Internenic 

cg15491461 4.51E-08 1.25E-06 0.248701 -1.75375 0.542111 0.25835 NA 15 Island NA 89959984 Internenic 

cg05271507 4.51E-08 1.25E-06 -0.41808 -2.36467 0.432704 0.188105 NA 9 Island NA 46862104 Internenic 

cg23976652 4.53E-08 1.25E-06 0.2029 -1.87715 0.534133 0.247382 NA 10 Island NA 133879088 Internenic 

cg20050237 4.53E-08 1.26E-06 -0.20727 1.338296 0.468673 0.704217 NA 14 NA NA 77391448 Internenic 

cg20681747 4.55E-08 1.26E-06 -1.44463 -3.31705 0.321644 0.098733 NA 7 NA NA 66949602 Internenic 

cg14024242 4.56E-08 1.26E-06 0.561929 -1.19598 0.586084 0.318889 NA 9 Island NA 1042869 Internenic 

cg23973955 4.59E-08 1.27E-06 -0.91262 -2.94683 0.385276 0.129723 NA 2 Island NA 75147230 Internenic 

cg03253737 4.61E-08 1.28E-06 0.801055 -1.04774 0.626719 0.343086 NA 17 N_Shore NA 35291480 Internenic 

cg16348112 4.62E-08 1.28E-06 0.999328 -1.20276 0.656347 0.324877 NA 1 Island NA 9258798 Internenic 

cg23989119 4.63E-08 1.28E-06 -1.39788 -3.11568 0.2981 0.117706 NA 6 Island NA 1608107 Internenic 

cg00441898 4.63E-08 1.28E-06 0.181976 -2.42635 0.536695 0.201557 NA 16 Island NA 3989076 Internenic 

cg24052359 4.64E-08 1.28E-06 1.265528 -1.27234 0.688023 0.328006 NA 7 Island NA 156813574 Internenic 

cg13861524 4.64E-08 1.28E-06 0.430518 -2.84312 0.569574 0.191809 NA 19 Island NA 50836391 Internenic 
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cg22946159 4.65E-08 1.28E-06 -1.05188 -3.04246 0.338711 0.132224 NA 2 N_Shore NA 154333822 Internenic 

cg26066512 4.66E-08 1.28E-06 -2.20196 -4.69606 0.274687 0.045886 NA 3 N_Shore NA 27754049 Internenic 

cg16674467 4.66E-08 1.29E-06 -0.95918 -2.28476 0.361851 0.175913 NA 3 S_Shore NA 46854311 Internenic 

cg13267298 4.68E-08 1.29E-06 -2.13514 -3.7938 0.205824 0.077732 NA 14 S_Shore NA 104928675 Internenic 

cg24603041 4.69E-08 1.29E-06 1.120166 2.482454 0.676886 0.836075 NA 6 NA NA 150351274 Internenic 

cg15909319 4.70E-08 1.29E-06 0.312373 -2.87049 0.549826 0.182411 NA 17 N_Shore NA 14201063 Internenic 

cg04590323 4.70E-08 1.29E-06 1.083341 -1.72553 0.666793 0.282336 NA 22 Island NA 39953557 Internenic 

cg27603630 4.74E-08 1.30E-06 -1.4159 -3.28006 0.277497 0.114945 NA 9 Island NA 44227339 Internenic 

cg27376924 4.76E-08 1.31E-06 -0.6815 -2.90753 0.388902 0.147714 NA 9 Island NA 124889202 Internenic 

cg02100602 4.77E-08 1.31E-06 0.06411 -2.3767 0.509424 0.1981 NA 21 Island NA 34396665 Internenic 

cg08911048 4.78E-08 1.31E-06 0.291041 -1.00909 0.548602 0.338691 NA 5 Island NA 139168029 Internenic 

cg01156513 4.79E-08 1.31E-06 0.449623 -1.85008 0.57289 0.255838 NA 3 Island NA 24871231 Internenic 

cg26811352 4.82E-08 1.32E-06 -2.80702 -4.95818 0.206118 0.034818 NA 10 Island NA 98956178 Internenic 

cg07969619 4.87E-08 1.34E-06 -1.34376 -3.46325 0.31991 0.102972 NA 12 Island NA 115136279 Internenic 

cg11420768 4.89E-08 1.34E-06 0.148453 -3.25596 0.539048 0.155723 NA 20 NA NA 59804421 Internenic 

cg13031623 4.91E-08 1.35E-06 -3.49351 -5.39153 0.102895 0.028119 NA 4 S_Shore NA 184719773 Internenic 

cg18484034 4.93E-08 1.35E-06 -3.14079 -4.67081 0.148785 0.038803 NA 10 S_Shore NA 93647648 Internenic 

cg23402821 4.96E-08 1.36E-06 -0.51316 -3.43799 0.414308 0.137767 NA 17 Island NA 35292159 Internenic 

cg05299342 4.97E-08 1.36E-06 -1.32664 -2.77309 0.307552 0.137242 NA 2 S_Shore NA 225307672 Internenic 

cg08165592 5.00E-08 1.37E-06 -2.32958 -4.19806 0.222916 0.056573 NA 17 Island NA 16492455 Internenic 

cg00782200 5.01E-08 1.37E-06 0.487711 -1.45453 0.578452 0.29164 NA 2 N_Shore NA 145280523 Internenic 

cg08675818 5.05E-08 1.38E-06 -2.94438 -5.06049 0.168138 0.034464 NA 10 NA NA 54068162 Internenic 

cg05991857 5.07E-08 1.38E-06 -0.23812 -3.10434 0.459332 0.16211 NA 15 Island NA 32828643 Internenic 

cg25757017 5.07E-08 1.38E-06 -1.22683 -2.71449 0.309286 0.146399 NA 12 NA NA 10306462 Internenic 

cg13440139 5.08E-08 1.39E-06 -0.78254 -2.82375 0.391504 0.147073 NA 10 S_Shelf NA 102444675 Internenic 

cg08330404 5.09E-08 1.39E-06 0.127579 -2.44136 0.519353 0.201642 NA 6 N_Shelf NA 166419593 Internenic 

cg26415571 5.12E-08 1.40E-06 -1.0223 -5.11953 0.348581 0.073312 NA 1 S_Shore NA 91172930 Internenic 

cg14964327 5.13E-08 1.40E-06 -0.64198 -3.68293 0.443867 0.106276 NA 19 Island NA 8214432 Internenic 

cg15650509 5.17E-08 1.41E-06 -2.90339 -4.8111 0.158537 0.039289 NA 2 Island NA 237476609 Internenic 

cg25975805 5.18E-08 1.41E-06 0.564034 -1.21655 0.589845 0.318249 NA 17 Island NA 34838641 Internenic 

cg04019016 5.19E-08 1.41E-06 -2.12821 -3.50112 0.223883 0.083894 NA 2 Island NA 121101047 Internenic 
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cg18937827 5.20E-08 1.41E-06 0.806761 -2.84921 0.634265 0.199683 NA 10 Island NA 27547704 Internenic 

cg16865953 5.20E-08 1.41E-06 0.622667 -1.73653 0.599798 0.26719 NA 2 N_Shore NA 66808261 Internenic 

cg20000718 5.20E-08 1.41E-06 0.252427 -2.02326 0.54236 0.23667 NA 4 Island NA 41869433 Internenic 

cg00806454 5.22E-08 1.42E-06 -2.28922 -3.93133 0.209947 0.068333 NA 10 Island NA 44185289 Internenic 

cg05210904 5.25E-08 1.43E-06 1.40703 -0.30767 0.716295 0.449306 NA 8 Island NA 72459565 Internenic 

cg10834205 5.28E-08 1.43E-06 0.72618 -1.96694 0.616922 0.247025 NA 12 N_Shore NA 54611443 Internenic 

cg06166932 5.29E-08 1.44E-06 0.623076 -2.53481 0.594014 0.21431 NA 8 Island NA 143530800 Internenic 

cg02671213 5.30E-08 1.44E-06 -0.78541 -3.24751 0.395933 0.127946 NA 13 NA NA 46785528 Internenic 

cg13415073 5.34E-08 1.45E-06 0.363126 -1.48622 0.564189 0.279206 NA 15 N_Shore NA 53095823 Internenic 

cg27376683 5.37E-08 1.46E-06 1.149965 -1.36947 0.672667 0.319442 NA 11 Island NA 8289620 Internenic 

cg18664369 5.41E-08 1.47E-06 -1.19518 -3.28814 0.327169 0.116249 NA 4 Island NA 26030691 Internenic 

cg15571330 5.43E-08 1.47E-06 -1.98741 -4.79936 0.275041 0.058527 NA 21 S_Shore NA 38593692 Internenic 

cg03001942 5.44E-08 1.47E-06 -0.2618 -2.50668 0.465507 0.180483 NA 2 N_Shore NA 71115787 Internenic 

cg19875368 5.44E-08 1.47E-06 1.252807 -1.7738 0.692183 0.287584 NA 6 Island NA 91321019 Internenic 

cg02848101 5.44E-08 1.47E-06 -1.86637 -3.56384 0.227042 0.09351 NA 10 Island NA 81664955 Internenic 

cg15344419 5.46E-08 1.48E-06 0.987879 -2.65367 0.646032 0.223102 NA 10 Island NA 131769581 Internenic 

cg09150980 5.48E-08 1.48E-06 -0.14733 1.9172 0.474419 0.765689 NA 5 S_Shelf NA 134917658 Internenic 

cg06515771 5.52E-08 1.49E-06 0.621591 -1.02766 0.60121 0.340524 NA 6 Island NA 26614168 Internenic 

cg26871372 5.52E-08 1.49E-06 0.722349 -1.68022 0.618921 0.279125 NA 4 Island NA 41867517 Internenic 

cg25247231 5.53E-08 1.49E-06 0.439231 -1.81837 0.570839 0.253342 NA 15 Island NA 60287537 Internenic 

cg04661888 5.53E-08 1.49E-06 -1.77625 -4.33221 0.281053 0.064961 NA 6 Island NA 1608060 Internenic 

cg00911123 5.54E-08 1.50E-06 0.345942 -2.11252 0.554419 0.229729 NA 14 NA NA 29226326 Internenic 

cg20681578 5.65E-08 1.52E-06 -2.6053 -4.67237 0.215007 0.041177 NA 1 Island NA 244014536 Internenic 

cg17804723 5.68E-08 1.53E-06 1.935905 0.844399 0.788148 0.636115 NA 2 Island NA 114300030 Internenic 

cg05547777 5.70E-08 1.54E-06 0.447028 -1.99479 0.572752 0.239869 NA 5 N_Shore NA 50694888 Internenic 

cg19807361 5.70E-08 1.54E-06 -1.70096 -3.7121 0.285392 0.082166 NA 1 S_Shore NA 65720909 Internenic 

cg03682421 5.71E-08 1.54E-06 0.487642 -1.98462 0.574786 0.244369 NA 19 Island NA 14320549 Internenic 

cg13721429 5.73E-08 1.54E-06 1.004425 -2.10216 0.650052 0.246785 NA 12 Island NA 106975246 Internenic 

cg00808721 5.74E-08 1.54E-06 -0.28553 -2.46085 0.459686 0.184491 NA 19 S_Shore NA 23654274 Internenic 

cg22825961 5.76E-08 1.55E-06 -1.72325 -3.47195 0.268744 0.092309 NA 13 NA NA 112859362 Internenic 

cg11982293 5.78E-08 1.55E-06 0.355399 -1.79072 0.560783 0.255373 NA 2 Island NA 175205387 Internenic 
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cg15778457 5.79E-08 1.56E-06 0.366618 -2.33886 0.558898 0.218174 NA 7 Island NA 155165295 Internenic 

cg10414026 5.81E-08 1.56E-06 -2.21114 -4.01209 0.202966 0.070402 NA 2 NA NA 740466 Internenic 

cg10618461 5.82E-08 1.56E-06 1.505477 3.577214 0.701008 0.910034 NA 12 N_Shelf NA 39535355 Internenic 

cg03797768 5.82E-08 1.56E-06 -0.55494 -2.58265 0.424841 0.165101 NA 13 Island NA 24040813 Internenic 

cg07204255 5.82E-08 1.56E-06 -2.13001 -5.0732 0.288726 0.045026 NA 16 Island NA 4377893 Internenic 

cg05668372 5.85E-08 1.57E-06 -0.04077 -2.23987 0.491473 0.209079 NA 20 Island NA 62734251 Internenic 

cg12704157 5.87E-08 1.57E-06 0.18116 -3.70171 0.526637 0.151621 NA 10 Island NA 102414501 Internenic 

cg00612595 5.88E-08 1.58E-06 -1.48885 -5.14523 0.297784 0.071692 NA 21 Island NA 47717864 Internenic 

cg06779672 5.90E-08 1.58E-06 -0.31347 -2.05248 0.456136 0.210392 NA 6 N_Shore NA 1378238 Internenic 

cg03654433 5.92E-08 1.58E-06 -0.19597 -3.01882 0.484453 0.161564 NA 5 Island NA 176170566 Internenic 

cg06140900 5.92E-08 1.58E-06 0.673585 2.247066 0.603895 0.812118 NA 6 NA NA 33868466 Internenic 

cg01067151 5.93E-08 1.58E-06 1.146278 -0.84968 0.674776 0.37149 NA 1 N_Shelf NA 63792863 Internenic 

cg00837860 5.95E-08 1.59E-06 -2.00534 -4.18026 0.262157 0.060728 NA 14 Island NA 24020113 Internenic 

cg27572074 5.97E-08 1.59E-06 -1.58424 -3.14454 0.292063 0.104833 NA 19 Island NA 42419406 Internenic 

cg16585651 6.00E-08 1.60E-06 -0.89113 -4.75975 0.395079 0.091104 NA 2 Island NA 119532230 Internenic 

cg01937055 6.05E-08 1.62E-06 0.109959 -1.86508 0.517982 0.239509 NA 19 Island NA 23654159 Internenic 

cg17774347 6.05E-08 1.62E-06 -1.29538 -4.72103 0.368237 0.074404 NA 20 Island NA 42136430 Internenic 

cg07183447 6.06E-08 1.62E-06 -0.0036 -2.23117 0.499303 0.21341 NA 10 N_Shore NA 102484107 Internenic 

cg24717935 6.08E-08 1.62E-06 -1.28209 -3.36538 0.31864 0.106759 NA 3 Island NA 27756281 Internenic 

cg11369736 6.10E-08 1.63E-06 0.16897 -1.46745 0.527756 0.279872 NA 6 Island NA 1605913 Internenic 

cg18185958 6.15E-08 1.64E-06 0.549631 -1.55314 0.586743 0.283501 NA 2 Island NA 223176899 Internenic 

cg14338916 6.22E-08 1.66E-06 -0.01033 -2.29586 0.4967 0.207173 NA 6 Island NA 108479394 Internenic 

cg00003305 6.26E-08 1.67E-06 1.514189 -1.05895 0.724541 0.352321 NA 19 Island NA 30715645 Internenic 

cg07180523 6.30E-08 1.68E-06 -1.4923 -2.86449 0.278818 0.130234 NA 6 NA NA 30325715 Internenic 

cg20218040 6.31E-08 1.68E-06 0.467506 2.664132 0.569451 0.834672 NA 6 NA NA 14369697 Internenic 

cg02126603 6.31E-08 1.68E-06 -2.74045 -5.0275 0.232888 0.032555 NA 17 Island NA 79455239 Internenic 

cg10476112 6.32E-08 1.68E-06 0.336472 -2.31555 0.546209 0.214457 NA 2 Island NA 45241222 Internenic 

cg18527669 6.34E-08 1.68E-06 -1.51938 -3.4687 0.2943 0.099617 NA 8 N_Shore NA 144509298 Internenic 

cg11663806 6.37E-08 1.69E-06 -0.37257 -2.26193 0.450243 0.18723 NA 19 NA NA 20959492 Internenic 

cg06973615 6.38E-08 1.69E-06 0.786214 -1.35487 0.621665 0.308161 NA 2 Island NA 175208761 Internenic 

cg01866606 6.39E-08 1.69E-06 -0.65782 -2.83424 0.411754 0.15109 NA 2 Island NA 176950843 Internenic 
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cg01247522 6.42E-08 1.70E-06 0.858915 -2.32135 0.63505 0.234017 NA 8 Island NA 140716991 Internenic 

cg10445421 6.44E-08 1.71E-06 -2.19219 -5.50198 0.289317 0.03315 NA 1 Island NA 39284267 Internenic 

cg17526229 6.48E-08 1.72E-06 0.932473 -1.08336 0.647696 0.337534 NA 11 Island NA 20177746 Internenic 

cg22484737 6.50E-08 1.72E-06 0.384534 -1.96729 0.571181 0.23352 NA 7 NA NA 115117568 Internenic 

cg21004042 6.52E-08 1.73E-06 0.417151 -1.9519 0.564958 0.245282 NA 1 Island NA 70033902 Internenic 

cg15266705 6.54E-08 1.73E-06 -0.98949 -3.77981 0.379058 0.103369 NA 12 Island NA 115136096 Internenic 

cg14072418 6.56E-08 1.74E-06 -2.1472 -4.06578 0.210787 0.070119 NA 2 NA NA 740025 Internenic 

cg10946295 6.59E-08 1.74E-06 -0.98395 -2.36159 0.349131 0.173869 NA 2 N_Shore NA 119913307 Internenic 

cg16257051 6.60E-08 1.74E-06 -1.81304 -4.76964 0.326895 0.052929 NA 5 Island NA 153862183 Internenic 

cg02767177 6.61E-08 1.74E-06 -1.3676 -3.84054 0.318731 0.092393 NA 10 Island NA 102501755 Internenic 

cg10658252 6.62E-08 1.75E-06 -0.67636 -2.8203 0.422259 0.145751 NA 5 Island NA 153853283 Internenic 

cg17198230 6.65E-08 1.75E-06 -0.93135 -3.66099 0.365517 0.111688 NA 11 S_Shore NA 43597492 Internenic 

cg26525342 6.67E-08 1.76E-06 0.277692 -1.49199 0.544939 0.281143 NA 16 S_Shore NA 3221466 Internenic 

cg14552106 6.67E-08 1.76E-06 -0.30505 -2.03239 0.450637 0.216822 NA 9 Island NA 96710915 Internenic 

cg08860607 6.67E-08 1.76E-06 -0.39493 -3.98016 0.471975 0.113401 NA 10 NA NA 8374293 Internenic 

cg25476577 6.68E-08 1.76E-06 -3.67531 -5.29642 0.107295 0.026724 NA 11 Island NA 46414452 Internenic 

cg08210681 6.68E-08 1.76E-06 -0.44746 1.085345 0.429384 0.669957 NA 11 N_Shelf NA 130026698 Internenic 

cg07161721 6.70E-08 1.76E-06 0.211512 -2.87974 0.533414 0.18594 NA 8 Island NA 72459953 Internenic 

cg22893247 6.73E-08 1.77E-06 -2.71668 -5.01343 0.204802 0.035912 NA 5 NA NA 6687417 Internenic 

cg05573381 6.81E-08 1.79E-06 -1.36677 -3.79329 0.342164 0.086393 NA 5 N_Shore NA 1653258 Internenic 

cg09785344 6.82E-08 1.79E-06 -1.102 -4.74265 0.419775 0.068273 NA 15 Island NA 101389974 Internenic 

cg25903779 6.82E-08 1.79E-06 -0.85707 -3.79067 0.408934 0.101625 NA 15 Island NA 68128025 Internenic 

cg13973086 6.84E-08 1.80E-06 1.484143 -0.38285 0.728143 0.442259 NA 2 S_Shore NA 469105 Internenic 

cg03265642 6.86E-08 1.80E-06 -1.25294 -3.56524 0.352174 0.097074 NA 5 N_Shore NA 1644520 Internenic 

cg06385874 6.87E-08 1.80E-06 -1.99227 -2.94843 0.213164 0.117683 NA 11 S_Shore NA 71524971 Internenic 

cg05626259 7.04E-08 1.85E-06 -1.13498 -2.99175 0.352836 0.122758 NA 15 N_Shore NA 68851385 Internenic 

cg04283429 7.04E-08 1.85E-06 -1.34471 -3.00054 0.307522 0.124011 NA 6 Island NA 99280108 Internenic 

cg12594716 7.05E-08 1.85E-06 -1.94385 -4.45585 0.288089 0.060278 NA 6 Island NA 108479070 Internenic 

cg22380139 7.07E-08 1.85E-06 -0.11385 1.314462 0.486412 0.703958 NA 8 NA NA 37373894 Internenic 

cg08944893 7.07E-08 1.85E-06 -0.38763 -2.48479 0.436248 0.182756 NA 2 S_Shore NA 105461870 Internenic 

cg00254524 7.09E-08 1.86E-06 -0.54109 -1.93997 0.423619 0.213969 NA 2 Island NA 110518888 Internenic 
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cg11563383 7.10E-08 1.86E-06 -0.63984 -2.59938 0.402027 0.164694 NA 5 N_Shore NA 87983620 Internenic 

cg00609135 7.25E-08 1.90E-06 0.882864 -1.349 0.638687 0.308433 NA 6 Island NA 26614014 Internenic 

cg14712531 7.26E-08 1.90E-06 0.264945 -3.36737 0.545079 0.166375 NA 6 N_Shore NA 108485043 Internenic 

cg27432847 7.29E-08 1.91E-06 -0.66346 -3.80214 0.429603 0.111325 NA 4 Island NA 113444372 Internenic 

cg19893504 7.31E-08 1.91E-06 0.980719 -1.10187 0.652454 0.342431 NA 6 Island NA 150275714 Internenic 

cg21985631 7.36E-08 1.92E-06 -0.81428 -3.22171 0.368438 0.134195 NA 4 S_Shelf NA 175138377 Internenic 

cg05026135 7.44E-08 1.94E-06 -0.28121 -3.01677 0.477373 0.148484 NA 19 Island NA 30713427 Internenic 

cg02230854 7.46E-08 1.95E-06 0.304826 -4.51987 0.551077 0.133178 NA 8 Island NA 48100429 Internenic 

cg08668551 7.46E-08 1.95E-06 0.321158 -2.49098 0.552919 0.210627 NA 11 Island NA 126873181 Internenic 

cg27370808 7.47E-08 1.95E-06 0.38672 -1.64879 0.558893 0.267369 NA 10 S_Shore NA 8079737 Internenic 

cg14227486 7.47E-08 1.95E-06 -0.1289 -1.73148 0.478668 0.250041 NA 4 Island NA 41867415 Internenic 

cg05849109 7.47E-08 1.95E-06 1.462182 -1.24112 0.724946 0.338582 NA 5 S_Shore NA 180531288 Internenic 

cg02202305 7.50E-08 1.95E-06 -0.69998 -2.24617 0.395637 0.187133 NA 1 Island NA 156405368 Internenic 

cg04882233 7.53E-08 1.96E-06 -2.48781 -6.10887 0.314931 0.027597 NA 2 Island NA 121493807 Internenic 

cg07694390 7.54E-08 1.96E-06 -0.44841 -3.03638 0.436181 0.153757 NA 2 S_Shore NA 176937971 Internenic 

cg09568731 7.56E-08 1.97E-06 -0.82066 -2.30633 0.371116 0.183386 NA 6 S_Shore NA 28458300 Internenic 

cg07251197 7.66E-08 1.99E-06 -2.40997 -3.74587 0.199121 0.070615 NA 1 Island NA 158083368 Internenic 

cg11608147 7.68E-08 2.00E-06 0.230304 -2.61576 0.542218 0.192196 NA 4 Island NA 85423065 Internenic 

cg18560502 7.75E-08 2.01E-06 -0.85182 -3.14525 0.361272 0.139197 NA 19 Island NA 42028551 Internenic 

cg26940178 7.76E-08 2.01E-06 -1.51034 -3.06603 0.280576 0.118778 NA 1 S_Shore NA 76082888 Internenic 

cg15926776 7.80E-08 2.03E-06 0.124591 -1.89766 0.518882 0.240178 NA 1 Island NA 50893730 Internenic 

cg14652587 7.83E-08 2.03E-06 0.006987 -2.07753 0.512575 0.216226 NA 17 NA NA 75692571 Internenic 

cg24638253 7.84E-08 2.03E-06 -0.74306 -2.88338 0.388696 0.149398 NA 11 NA NA 41481578 Internenic 

cg19327614 7.84E-08 2.03E-06 0.371229 -1.71943 0.568741 0.258056 NA 9 Island NA 3181772 Internenic 

cg16019142 7.84E-08 2.03E-06 1.007599 -1.38376 0.652476 0.310083 NA 6 Island NA 30418900 Internenic 

cg00523224 7.86E-08 2.04E-06 -2.53623 -4.58534 0.190302 0.048967 NA 17 Island NA 16310862 Internenic 

cg17977031 7.88E-08 2.04E-06 -0.18322 -2.65805 0.477964 0.178583 NA 17 Island NA 37752834 Internenic 

cg03622263 7.90E-08 2.04E-06 -0.86302 0.793196 0.359039 0.621601 NA 9 N_Shore NA 126101308 Internenic 

cg00493831 7.90E-08 2.05E-06 -1.89807 -3.52023 0.255334 0.086354 NA 1 Island NA 2472336 Internenic 

cg04326198 7.98E-08 2.06E-06 0.058981 -2.17113 0.508957 0.218876 NA 14 Island NA 36994456 Internenic 

cg18932809 8.01E-08 2.07E-06 -2.65869 -5.71131 0.264769 0.028848 NA 6 Island NA 130686826 Internenic 
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cg09326404 8.01E-08 2.07E-06 0.143978 -2.61586 0.523261 0.194618 NA 1 Island NA 46956839 Internenic 

cg26855918 8.03E-08 2.08E-06 -1.32214 -4.02159 0.359376 0.081556 NA 3 Island NA 64431038 Internenic 

cg06976395 8.10E-08 2.09E-06 0.781583 -2.39633 0.628422 0.23392 NA 20 Island NA 44936472 Internenic 

cg20590617 8.14E-08 2.10E-06 -1.40678 -3.9229 0.317365 0.088606 NA 12 S_Shore NA 131201268 Internenic 

cg05969808 8.16E-08 2.10E-06 0.213412 -1.83347 0.531963 0.247714 NA 10 S_Shore NA 102978788 Internenic 

cg24917799 8.17E-08 2.11E-06 -2.5922 -4.1617 0.193979 0.054706 NA 15 Island NA 99602817 Internenic 

cg06651878 8.25E-08 2.13E-06 0.375782 -2.64655 0.556657 0.201973 NA 2 Island NA 66660793 Internenic 

cg11783367 8.28E-08 2.13E-06 -2.11801 -3.89173 0.21228 0.075477 NA 7 N_Shelf NA 149742121 Internenic 

cg04275027 8.29E-08 2.13E-06 0.465765 -2.24724 0.572784 0.230932 NA 1 Island NA 111098273 Internenic 

cg14203032 8.29E-08 2.13E-06 -0.46489 -3.45386 0.441142 0.133945 NA 1 Island NA 205424985 Internenic 

cg20009097 8.31E-08 2.14E-06 1.286773 -0.11589 0.704019 0.479489 NA 11 N_Shore NA 58672702 Internenic 

cg22595460 8.33E-08 2.14E-06 0.403832 -1.68808 0.567736 0.265725 NA 2 S_Shore NA 119617128 Internenic 

cg05564090 8.35E-08 2.15E-06 -1.4715 -2.86193 0.289623 0.129003 NA 6 S_Shore NA 33181864 Internenic 

cg09245302 8.36E-08 2.15E-06 -0.20892 2.044537 0.464839 0.774207 NA 17 S_Shelf NA 80294560 Internenic 

cg17101165 8.38E-08 2.15E-06 -2.25639 -4.32747 0.218088 0.062329 NA 12 Island NA 115136226 Internenic 

cg23841467 8.41E-08 2.16E-06 0.255292 -2.49749 0.538596 0.203992 NA 18 S_Shore NA 5896267 Internenic 

cg19907776 8.42E-08 2.16E-06 -1.13193 -2.45979 0.32978 0.160803 NA 14 NA NA 89444401 Internenic 

cg02639540 8.42E-08 2.16E-06 -0.95178 -4.51826 0.397397 0.091333 NA 4 S_Shore NA 4855348 Internenic 

cg18745131 8.49E-08 2.18E-06 0.058658 -1.8437 0.50856 0.243634 NA 7 Island NA 1269963 Internenic 

cg07941927 8.50E-08 2.18E-06 0.159698 -1.86417 0.522732 0.243573 NA 13 S_Shore NA 100644041 Internenic 

cg08175591 8.51E-08 2.18E-06 -0.88127 -3.95754 0.410863 0.102518 NA 14 Island NA 101176152 Internenic 

cg26534938 8.52E-08 2.18E-06 0.273763 -2.25687 0.544697 0.219768 NA 11 Island NA 126873471 Internenic 

cg27060391 8.54E-08 2.19E-06 -0.30874 -2.26273 0.452305 0.198724 NA 19 N_Shore NA 42416708 Internenic 

cg09417299 8.55E-08 2.19E-06 -2.3352 -3.90191 0.204816 0.068498 NA 2 Island NA 121493139 Internenic 

cg04679384 8.58E-08 2.20E-06 0.553585 -1.92827 0.588 0.252576 NA 15 NA NA 54270661 Internenic 

cg00017221 8.60E-08 2.20E-06 0.690755 -2.13409 0.61004 0.244473 NA 1 Island NA 149719536 Internenic 

cg11838668 8.61E-08 2.20E-06 -1.23623 -3.00371 0.324605 0.127129 NA 7 N_Shore NA 35296189 Internenic 

cg09290600 8.61E-08 2.20E-06 0.928673 -1.41394 0.648354 0.304456 NA 4 N_Shore NA 41753032 Internenic 

cg07667917 8.66E-08 2.21E-06 0.068971 -1.8582 0.513147 0.241549 NA 16 NA NA 55405014 Internenic 

cg15515258 8.66E-08 2.21E-06 0.802751 -1.77603 0.62284 0.27003 NA 13 S_Shore NA 112728932 Internenic 

cg04486778 8.74E-08 2.23E-06 -2.60489 -4.80349 0.227212 0.037716 NA 21 Island NA 47394431 Internenic 
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cg14957685 8.78E-08 2.24E-06 -0.69693 -1.72567 0.384863 0.239626 NA 17 S_Shore NA 20756214 Internenic 

cg04164184 8.78E-08 2.24E-06 -1.86248 -3.56115 0.245954 0.090337 NA 2 N_Shore NA 105468708 Internenic 

cg11159604 8.80E-08 2.25E-06 -0.39443 -2.32446 0.441422 0.191784 NA 1 N_Shore NA 91316223 Internenic 

cg12122034 8.81E-08 2.25E-06 -2.39089 -3.944 0.209621 0.063895 NA 2 Island NA 223170608 Internenic 

cg16611654 8.85E-08 2.26E-06 -0.10183 -2.74291 0.503721 0.17201 NA 15 Island NA 68113386 Internenic 

cg24189721 8.88E-08 2.26E-06 -0.00769 -2.78976 0.498125 0.182978 NA 20 Island NA 62948134 Internenic 

cg00797837 8.89E-08 2.26E-06 -3.06462 -5.15222 0.168256 0.02969 NA 17 Island NA 19912916 Internenic 

cg14315444 8.93E-08 2.27E-06 -0.36165 -2.25114 0.46671 0.1896 NA 17 Island NA 48636344 Internenic 

cg24783211 8.96E-08 2.28E-06 0.922975 -2.07526 0.646522 0.258683 NA 4 Island NA 55093038 Internenic 

cg11849738 8.98E-08 2.28E-06 -0.55337 -2.05316 0.426423 0.203955 NA 1 Island NA 166853397 Internenic 

cg16202340 8.98E-08 2.28E-06 0.100381 -2.45084 0.513585 0.204302 NA 4 N_Shore NA 4867839 Internenic 

cg14575159 9.04E-08 2.30E-06 -3.20217 -4.42099 0.098646 0.052648 NA 7 Island NA 128509460 Internenic 

cg05857758 9.04E-08 2.30E-06 0.393042 -1.9487 0.563589 0.246465 NA 22 Island NA 46263463 Internenic 

cg01996714 9.05E-08 2.30E-06 -0.46479 -2.70027 0.422701 0.170399 NA 20 Island NA 3220839 Internenic 

cg08549661 9.11E-08 2.31E-06 0.197375 -1.84587 0.533316 0.24947 NA 2 Island NA 131185585 Internenic 

cg00613649 9.17E-08 2.33E-06 -0.17111 -2.73775 0.485229 0.171993 NA 5 Island NA 173738819 Internenic 

cg06380553 9.18E-08 2.33E-06 -0.37012 -3.16636 0.468446 0.136383 NA 19 S_Shore NA 36478417 Internenic 

cg08658665 9.27E-08 2.35E-06 -0.00487 -2.83734 0.527297 0.172473 NA 15 Island NA 99640754 Internenic 

cg03521348 9.27E-08 2.35E-06 0.796982 2.919564 0.607121 0.863647 NA 8 NA NA 40319233 Internenic 

cg09832661 9.27E-08 2.35E-06 -2.04358 -4.31948 0.259632 0.061532 NA 7 Island NA 151145737 Internenic 

cg03766620 9.28E-08 2.35E-06 0.247447 -3.13523 0.537077 0.173489 NA 2 Island NA 127783082 Internenic 

cg26859365 9.33E-08 2.36E-06 -0.16848 -3.92216 0.503049 0.127387 NA 12 Island NA 52241186 Internenic 

cg25345178 9.36E-08 2.37E-06 1.047017 -1.5032 0.661188 0.302195 NA 8 Island NA 72459908 Internenic 

cg23021477 9.38E-08 2.37E-06 -0.72776 -3.97401 0.412733 0.100835 NA 19 S_Shelf NA 53700527 Internenic 

cg03434262 9.39E-08 2.37E-06 -1.0856 -2.61432 0.336413 0.154821 NA 2 N_Shore NA 233367710 Internenic 

cg14615266 9.43E-08 2.38E-06 -0.23918 -2.90499 0.497828 0.155742 NA 1 S_Shore NA 35586649 Internenic 

cg12126857 9.46E-08 2.39E-06 -0.78838 -3.03748 0.383702 0.138792 NA 1 NA NA 35384669 Internenic 

cg07056812 9.47E-08 2.39E-06 -0.20038 -1.10458 0.465869 0.321951 NA 1 Island NA 148854228 Internenic 

cg00978912 9.48E-08 2.39E-06 -0.68849 -4.08945 0.383785 0.119155 NA 10 Island NA 81664567 Internenic 

cg10762882 9.50E-08 2.40E-06 -0.75016 -2.74233 0.38365 0.154651 NA 15 NA NA 54271167 Internenic 

cg04560015 9.58E-08 2.42E-06 -0.05041 1.306727 0.490402 0.705091 NA 5 NA NA 121835097 Internenic 
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cg25517810 9.58E-08 2.42E-06 1.100436 -0.89705 0.675822 0.369424 NA 2 S_Shore NA 105474385 Internenic 

cg25851597 9.59E-08 2.42E-06 0.438953 -2.46605 0.571117 0.215624 NA 15 NA NA 89248474 Internenic 

cg27194182 9.66E-08 2.43E-06 -2.1399 -4.0748 0.227035 0.067432 NA 19 N_Shore NA 294492 Internenic 

cg16266579 9.77E-08 2.46E-06 0.146306 -2.7847 0.539358 0.1824 NA 12 N_Shore NA 48591673 Internenic 

cg03383061 9.85E-08 2.48E-06 -3.30802 -5.55324 0.15019 0.028743 NA 17 Island NA 21414968 Internenic 

cg16535144 9.85E-08 2.48E-06 0.193867 -2.63765 0.552254 0.185498 NA 7 Island NA 155259524 Internenic 

cg13868106 9.87E-08 2.48E-06 -0.91242 -3.14107 0.361123 0.133101 NA 6 S_Shore NA 41342944 Internenic 

cg18645133 9.89E-08 2.49E-06 -0.34202 -1.99545 0.441711 0.222625 NA 15 Island NA 89914961 Internenic 

cg10091686 9.90E-08 2.49E-06 -1.58564 -3.07887 0.278179 0.115386 NA 8 Island NA 12458558 Internenic 

cg11813265 9.92E-08 2.49E-06 0.795692 -0.90311 0.626152 0.36086 NA 14 N_Shore NA 95238671 Internenic 

cg01296889 9.93E-08 2.49E-06 -0.17563 -2.47206 0.478035 0.191722 NA 3 Island NA 54122032 Internenic 

cg13239348 1.00E-07 2.51E-06 0.993086 -0.89132 0.647862 0.362925 NA 10 Island NA 131768533 Internenic 

cg08795948 1.00E-07 2.52E-06 -2.36955 -5.756 0.274282 0.037854 NA 3 Island NA 128337044 Internenic 

cg24936799 1.00E-07 2.52E-06 -0.99835 -2.981 0.371748 0.129249 NA 10 NA NA 99798395 Internenic 

cg08375866 1.01E-07 2.52E-06 -1.68643 -3.82928 0.314324 0.073915 NA 1 Island NA 50799151 Internenic 

cg24196784 1.01E-07 2.53E-06 -0.4917 1.039097 0.419572 0.661544 NA 6 NA NA 33866987 Internenic 

cg26404172 1.01E-07 2.53E-06 0.032943 -2.22642 0.505242 0.211689 NA 20 N_Shore NA 1783515 Internenic 

cg06146698 1.01E-07 2.54E-06 0.772433 -2.86441 0.619527 0.199365 NA 1 N_Shore NA 241587099 Internenic 

cg16024729 1.02E-07 2.54E-06 0.262597 -2.00481 0.54164 0.238009 NA 17 Island NA 40224395 Internenic 

cg01706819 1.02E-07 2.55E-06 -1.80871 -3.35369 0.26296 0.09575 NA 2 Island NA 27487792 Internenic 

cg09110148 1.02E-07 2.56E-06 -1.45068 -3.07454 0.307783 0.114097 NA 1 Island NA 39284377 Internenic 

cg23130165 1.02E-07 2.56E-06 0.880128 -0.73692 0.632888 0.38305 NA 14 NA NA 104789371 Internenic 

cg12916710 1.03E-07 2.57E-06 0.143233 -2.54579 0.522828 0.199424 NA 15 NA NA 84034253 Internenic 

cg06041805 1.03E-07 2.57E-06 0.440231 -1.70084 0.572407 0.265202 NA 17 Island NA 29033104 Internenic 

cg03852468 1.03E-07 2.57E-06 -2.12326 -3.38066 0.201423 0.094556 NA 3 Island NA 75707805 Internenic 

cg15284082 1.03E-07 2.58E-06 -0.68237 1.304716 0.406916 0.694245 NA 10 NA NA 77142527 Internenic 

cg18861189 1.04E-07 2.59E-06 0.804215 -1.6854 0.622399 0.276786 NA 6 Island NA 34112244 Internenic 

cg23605284 1.04E-07 2.59E-06 0.909087 -1.09144 0.634271 0.336143 NA 10 Island NA 131764280 Internenic 

cg13658186 1.04E-07 2.59E-06 -3.14708 -4.62156 0.12955 0.042263 NA 14 Island NA 105116585 Internenic 

cg01663018 1.04E-07 2.60E-06 0.723994 -2.87812 0.611908 0.202045 NA 15 Island NA 53097777 Internenic 

cg21019043 1.05E-07 2.60E-06 -2.18402 -4.07768 0.229309 0.06484 NA 2 N_Shore NA 237080535 Internenic 
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cg00024086 1.05E-07 2.61E-06 -0.64655 -2.53286 0.412928 0.162087 NA 7 Island NA 156814491 Internenic 

cg20931559 1.05E-07 2.62E-06 -1.12809 -2.93069 0.332696 0.134789 NA 11 N_Shore NA 3224451 Internenic 

cg17445120 1.06E-07 2.63E-06 1.134015 -2.52882 0.670951 0.234877 NA 3 NA NA 115231576 Internenic 

cg17126142 1.06E-07 2.64E-06 0.370043 -1.75141 0.561094 0.262116 NA 6 N_Shore NA 73329988 Internenic 

cg13945224 1.06E-07 2.64E-06 1.40466 -0.76627 0.712803 0.390397 NA 9 Island NA 98111970 Internenic 

cg04508804 1.07E-07 2.65E-06 0.597717 -1.38887 0.598045 0.302386 NA 3 S_Shore NA 45077765 Internenic 

cg03832162 1.07E-07 2.65E-06 0.893039 -2.0173 0.640353 0.258615 NA 2 Island NA 145281739 Internenic 

cg15462349 1.07E-07 2.66E-06 -0.08874 -1.91659 0.491797 0.229752 NA 14 Island NA 37116296 Internenic 

cg10323725 1.07E-07 2.67E-06 -1.05004 -3.54997 0.349335 0.10766 NA 1 Island NA 156405495 Internenic 

cg13891576 1.08E-07 2.69E-06 2.250449 0.832193 0.812567 0.630584 NA 9 NA NA 136107649 Internenic 

cg20235658 1.08E-07 2.69E-06 0.448562 -1.37749 0.573565 0.30067 NA 7 S_Shore NA 156815030 Internenic 

cg20262763 1.08E-07 2.69E-06 -1.08549 -2.64413 0.344303 0.149994 NA 15 Island NA 68127656 Internenic 

cg17344321 1.09E-07 2.69E-06 0.86757 -1.2585 0.637322 0.3127 NA 7 NA NA 22617382 Internenic 

cg26907842 1.09E-07 2.70E-06 -0.34871 -2.17683 0.447784 0.199128 NA 9 Island NA 37036052 Internenic 

cg18272353 1.09E-07 2.70E-06 0.082268 -2.18111 0.512918 0.218777 NA 14 N_Shore NA 95238706 Internenic 

cg12839813 1.09E-07 2.71E-06 0.413411 -1.0195 0.567745 0.34141 NA 16 Island NA 89114720 Internenic 

cg02676785 1.10E-07 2.71E-06 1.238554 0.082403 0.697801 0.512903 NA 16 Island NA 28379418 Internenic 

cg01017355 1.10E-07 2.71E-06 -1.31334 -3.95452 0.331231 0.089924 NA 19 Island NA 50836561 Internenic 

cg26920902 1.10E-07 2.71E-06 -2.06661 -3.41525 0.213407 0.092527 NA 15 S_Shore NA 96960987 Internenic 

cg23348270 1.10E-07 2.71E-06 0.484116 -2.17614 0.58165 0.228555 NA 2 Island NA 176969612 Internenic 

cg00595223 1.10E-07 2.71E-06 -0.18507 -2.3073 0.46956 0.204439 NA 10 Island NA 133879183 Internenic 

cg03431079 1.10E-07 2.71E-06 -2.38334 -5.8847 0.302334 0.027726 NA 12 S_Shore NA 54145474 Internenic 

cg16399368 1.10E-07 2.71E-06 0.815489 2.616708 0.627821 0.838899 NA 16 N_Shore NA 85517462 Internenic 

cg07152755 1.10E-07 2.71E-06 0.769518 -1.23459 0.617632 0.322283 NA 2 S_Shore NA 105474472 Internenic 

cg08171028 1.10E-07 2.71E-06 -2.80007 -4.02265 0.141383 0.062113 NA 4 S_Shelf NA 3882187 Internenic 

cg03515980 1.11E-07 2.74E-06 -1.61582 -3.75709 0.288859 0.088114 NA 2 Island NA 105488847 Internenic 

cg13731133 1.11E-07 2.74E-06 -1.45831 -3.28174 0.284213 0.112783 NA 22 Island NA 30938073 Internenic 

cg03689129 1.11E-07 2.75E-06 -0.27817 -1.85261 0.455673 0.235988 NA 20 S_Shore NA 61053355 Internenic 

cg09509952 1.11E-07 2.75E-06 -2.47606 -4.68231 0.226575 0.045012 NA 10 NA NA 102447466 Internenic 

cg19189201 1.12E-07 2.75E-06 1.245242 -0.55442 0.6859 0.411135 NA 15 Island NA 98964783 Internenic 

cg00296182 1.12E-07 2.77E-06 -0.51798 -2.43363 0.420816 0.183421 NA 10 N_Shore NA 8090162 Internenic 
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cg26763727 1.14E-07 2.80E-06 -0.41866 -1.76243 0.429644 0.24042 NA 3 Island NA 2140171 Internenic 

cg14298680 1.14E-07 2.81E-06 0.380898 -1.03129 0.561811 0.340009 NA 10 N_Shore NA 71330352 Internenic 

cg24841822 1.14E-07 2.81E-06 0.028443 -2.30859 0.501689 0.207382 NA 20 N_Shore NA 37358077 Internenic 

cg16529599 1.15E-07 2.82E-06 -1.86786 -4.1691 0.281281 0.067117 NA 20 Island NA 42137055 Internenic 

cg00748149 1.16E-07 2.84E-06 -1.94956 -3.1365 0.22992 0.105024 NA 9 Island NA 128171030 Internenic 

cg06760518 1.16E-07 2.84E-06 -1.38898 -2.95668 0.306054 0.124539 NA 2 Island NA 237087777 Internenic 

cg11107212 1.16E-07 2.85E-06 1.2358 -1.26162 0.694721 0.324823 NA 7 Island NA 98100224 Internenic 

cg23367107 1.16E-07 2.85E-06 -2.16496 -5.47576 0.252109 0.044998 NA 12 Island NA 115136287 Internenic 

cg18380550 1.17E-07 2.87E-06 -2.64231 -6.02839 0.240734 0.024236 NA 19 Island NA 17559217 Internenic 

cg04431876 1.17E-07 2.87E-06 -0.39653 -2.34678 0.43496 0.194047 NA 9 Island NA 44420179 Internenic 

cg02539682 1.17E-07 2.87E-06 -3.06948 -4.22165 0.124581 0.053593 NA 12 S_Shore NA 54132444 Internenic 

cg25432992 1.17E-07 2.87E-06 -2.61519 -4.3407 0.207018 0.048532 NA 2 Island NA 121493541 Internenic 

cg15973314 1.19E-07 2.91E-06 0.85739 -0.96072 0.636357 0.354746 NA 2 N_Shore NA 237086640 Internenic 

cg05397631 1.19E-07 2.92E-06 -0.15277 -2.47055 0.471056 0.190027 NA 8 Island NA 25903919 Internenic 

cg12068761 1.19E-07 2.92E-06 -2.93067 -5.90619 0.239925 0.020925 NA 1 Island NA 230562422 Internenic 

cg22652286 1.20E-07 2.92E-06 0.082519 -2.29371 0.512962 0.207538 NA 17 Island NA 53922879 Internenic 

cg20145426 1.20E-07 2.93E-06 -2.46118 -4.68112 0.205256 0.049168 NA 1 NA NA 30179925 Internenic 

cg11911648 1.20E-07 2.94E-06 -0.54655 -3.05729 0.410526 0.149755 NA 6 Island NA 30418902 Internenic 

cg17684202 1.21E-07 2.96E-06 -2.27465 -3.92705 0.225048 0.065778 NA 4 S_Shore NA 4874548 Internenic 

cg15697511 1.21E-07 2.97E-06 -2.49522 -3.8807 0.191824 0.066495 NA 17 N_Shore NA 5972419 Internenic 

cg01372434 1.22E-07 2.98E-06 -2.5656 -4.29018 0.19489 0.05387 NA 6 Island NA 5997375 Internenic 

cg25506797 1.22E-07 2.98E-06 0.07731 -2.40786 0.512411 0.205253 NA 10 Island NA 133850760 Internenic 

cg23104248 1.22E-07 2.99E-06 0.055863 1.964166 0.512481 0.774176 NA 8 NA NA 118616037 Internenic 

cg11379439 1.23E-07 3.00E-06 -1.65743 -3.16123 0.274934 0.10791 NA 1 Island NA 54205309 Internenic 

cg00741774 1.23E-07 3.00E-06 -2.32733 -4.51568 0.241376 0.050819 NA 19 Island NA 51222459 Internenic 

cg23177772 1.23E-07 3.00E-06 -3.14488 -5.43044 0.200637 0.024956 NA 2 Island NA 223170674 Internenic 

cg26810816 1.23E-07 3.00E-06 1.347234 -1.27289 0.699302 0.330707 NA 20 Island NA 708630 Internenic 

cg18530113 1.24E-07 3.02E-06 -3.03187 -4.9144 0.181945 0.033599 NA 3 Island NA 123752536 Internenic 

cg04819760 1.25E-07 3.03E-06 0.771754 -1.70889 0.616756 0.274548 NA 10 Island NA 22765645 Internenic 

cg26064774 1.25E-07 3.04E-06 1.348743 -0.64847 0.702842 0.404358 NA 4 Island NA 6666009 Internenic 

cg18736279 1.25E-07 3.04E-06 -0.20174 -2.27599 0.467771 0.202662 NA 9 Island NA 135455678 Internenic 
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cg23151295 1.25E-07 3.05E-06 -0.9127 -3.82534 0.385798 0.107135 NA 14 NA NA 76796070 Internenic 

cg20735365 1.25E-07 3.05E-06 -2.16974 -4.9584 0.257218 0.051046 NA 7 S_Shelf NA 96657023 Internenic 

cg12332776 1.26E-07 3.06E-06 -0.26914 -2.21096 0.456 0.207879 NA 10 N_Shore NA 71336241 Internenic 

cg04721302 1.26E-07 3.06E-06 0.001936 -0.9881 0.500829 0.339717 NA 10 N_Shore NA 124904863 Internenic 

cg06678678 1.26E-07 3.07E-06 0.842636 -1.20198 0.626286 0.323967 NA 3 S_Shore NA 55523099 Internenic 

cg23765754 1.27E-07 3.08E-06 0.154726 -1.91618 0.524005 0.242038 NA 19 Island NA 30717766 Internenic 

cg12062819 1.27E-07 3.08E-06 0.514744 -4.53941 0.595045 0.1411 NA 1 Island NA 156358231 Internenic 

cg18786593 1.27E-07 3.08E-06 0.633213 -1.91464 0.602283 0.254081 NA 2 S_Shore NA 157178731 Internenic 

cg00023233 1.28E-07 3.09E-06 -2.91326 -3.96168 0.136634 0.061942 NA 10 Island NA 126077698 Internenic 

cg10977320 1.28E-07 3.09E-06 -0.30696 -3.17605 0.456343 0.153939 NA 2 Island NA 96192699 Internenic 

cg10907237 1.28E-07 3.09E-06 -0.1063 -2.10571 0.483021 0.219576 NA 13 N_Shore NA 95355869 Internenic 

cg15844611 1.28E-07 3.09E-06 0.117855 -2.37467 0.51843 0.207934 NA 15 N_Shore NA 68113580 Internenic 

cg04167595 1.28E-07 3.11E-06 -0.30919 -2.24724 0.451752 0.2029 NA 8 Island NA 11555548 Internenic 

cg01999026 1.29E-07 3.12E-06 -3.00691 -4.79023 0.16603 0.037678 NA 19 Island NA 46932100 Internenic 

cg03662398 1.30E-07 3.14E-06 0.000244 1.356987 0.496271 0.708552 NA 17 NA NA 53412828 Internenic 

cg01505987 1.30E-07 3.15E-06 -0.39862 -1.88133 0.458585 0.218993 NA 2 N_Shore NA 131485095 Internenic 

cg21848143 1.30E-07 3.15E-06 0.471917 -2.34036 0.571885 0.225787 NA 1 Island NA 39269995 Internenic 

cg23779604 1.31E-07 3.16E-06 -1.34554 0.346398 0.292892 0.555367 NA 7 S_Shelf NA 2760784 Internenic 

cg04657205 1.32E-07 3.20E-06 1.565955 -3.31432 0.738655 0.225751 NA 15 Island NA 34807050 Internenic 

cg01089914 1.33E-07 3.21E-06 2.264066 0.032226 0.786762 0.500593 NA 2 N_Shore NA 218843229 Internenic 

cg09166519 1.33E-07 3.22E-06 -1.64107 -3.86828 0.267078 0.08996 NA 12 Island NA 103344414 Internenic 

cg20283477 1.34E-07 3.22E-06 0.520256 -1.78118 0.583889 0.259708 NA 1 Island NA 20693333 Internenic 

cg08877035 1.34E-07 3.22E-06 -1.886 -4.45789 0.299681 0.061558 NA 12 NA NA 62829123 Internenic 

cg12580752 1.35E-07 3.24E-06 0.02712 -3.5932 0.516712 0.143628 NA 3 Island NA 44038869 Internenic 

cg06050495 1.35E-07 3.26E-06 0.381154 -1.20166 0.566381 0.31974 NA 17 N_Shore NA 35291580 Internenic 

cg23484899 1.36E-07 3.28E-06 2.135618 0.33444 0.791989 0.551849 NA 1 Island NA 244894365 Internenic 

cg06642965 1.36E-07 3.28E-06 -2.27194 -4.69767 0.228068 0.04654 NA 14 NA NA 29226478 Internenic 

cg18728403 1.37E-07 3.29E-06 1.88762 3.044459 0.768565 0.886512 NA 14 NA NA 77388425 Internenic 

cg22586653 1.37E-07 3.29E-06 -0.41405 -2.56419 0.446747 0.172234 NA 12 Island NA 115136098 Internenic 

cg02446073 1.37E-07 3.30E-06 0.185466 -1.06681 0.529228 0.331328 NA 5 N_Shore NA 170740210 Internenic 

cg01513307 1.38E-07 3.32E-06 1.027871 -1.17603 0.661826 0.33293 NA 6 Island NA 108479557 Internenic 
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cg06602200 1.38E-07 3.32E-06 -1.01541 -2.3631 0.351254 0.171047 NA 11 Island NA 46412424 Internenic 

cg10424417 1.38E-07 3.32E-06 0.794669 -1.12432 0.617237 0.330461 NA 5 S_Shelf NA 87989191 Internenic 

cg08359200 1.39E-07 3.34E-06 -3.42168 -5.4459 0.114049 0.029303 NA 15 Island NA 78236860 Internenic 

cg01776188 1.39E-07 3.34E-06 -2.05826 -3.53462 0.203284 0.091657 NA 5 Island NA 172664082 Internenic 

cg16663900 1.40E-07 3.35E-06 -0.66276 -4.9353 0.506504 0.084351 NA 10 Island NA 22540745 Internenic 

cg00054771 1.40E-07 3.36E-06 -0.16538 -2.71821 0.495754 0.17235 NA 2 Island NA 175202397 Internenic 

cg08748184 1.41E-07 3.38E-06 -0.76975 -2.5932 0.392224 0.157093 NA 2 NA NA 741075 Internenic 

cg07005242 1.41E-07 3.38E-06 -1.1669 -3.89162 0.349152 0.098924 NA 6 Island NA 30431577 Internenic 

cg02300216 1.42E-07 3.39E-06 -0.68079 -4.25762 0.432216 0.101373 NA 14 Island NA 70014974 Internenic 

cg04382358 1.42E-07 3.39E-06 -0.45548 -1.53658 0.429478 0.261014 NA 3 N_Shore NA 75628819 Internenic 

cg19905856 1.42E-07 3.41E-06 -1.45839 -3.47986 0.304862 0.101919 NA 10 N_Shore NA 118924620 Internenic 

cg15982972 1.43E-07 3.41E-06 -0.59294 -2.23924 0.404054 0.194691 NA 5 NA NA 50260129 Internenic 

cg07315766 1.43E-07 3.42E-06 -2.16705 -5.34552 0.242585 0.039852 NA 11 S_Shore NA 94474627 Internenic 

cg12558966 1.43E-07 3.42E-06 -0.44921 -1.99766 0.430759 0.21657 NA 4 N_Shore NA 4866946 Internenic 

cg22637594 1.43E-07 3.42E-06 -1.84369 -4.44419 0.289906 0.066236 NA 5 S_Shelf NA 87988304 Internenic 

cg08855170 1.44E-07 3.43E-06 -0.54365 -2.56599 0.426643 0.166902 NA 3 N_Shore NA 27756139 Internenic 

cg08357895 1.44E-07 3.43E-06 0.396883 2.409006 0.559637 0.813921 NA 5 N_Shore NA 42422138 Internenic 

cg15384856 1.44E-07 3.44E-06 -4.36497 -6.27416 0.091426 0.013562 NA 1 Island NA 244014210 Internenic 

cg22309696 1.45E-07 3.45E-06 0.316204 -1.28458 0.560506 0.299002 NA 2 Island NA 172960993 Internenic 

cg27647152 1.45E-07 3.47E-06 -0.54209 -1.94309 0.414573 0.218898 NA 20 S_Shore NA 3220985 Internenic 

cg18007959 1.46E-07 3.49E-06 -0.83519 -3.076 0.385169 0.136803 NA 5 S_Shore NA 153863525 Internenic 

cg06654537 1.47E-07 3.50E-06 0.54211 -1.27674 0.586045 0.311623 NA 13 N_Shore NA 100641317 Internenic 

cg03681834 1.47E-07 3.50E-06 -1.24572 -2.62669 0.316412 0.149326 NA 11 NA NA 41481358 Internenic 

cg13890451 1.47E-07 3.50E-06 0.634832 -0.89953 0.601938 0.360781 NA 10 N_Shore NA 118926475 Internenic 

cg21710066 1.47E-07 3.50E-06 -0.33508 -2.2059 0.444801 0.206456 NA 6 NA NA 474967 Internenic 

cg06463708 1.49E-07 3.55E-06 -2.29933 -3.8129 0.198544 0.074089 NA 6 S_Shore NA 33181870 Internenic 

cg10062141 1.49E-07 3.55E-06 -1.81662 -3.40677 0.236551 0.100491 NA 1 Island NA 91172710 Internenic 

cg11236727 1.50E-07 3.56E-06 1.714109 -0.81285 0.750198 0.385357 NA 2 N_Shore NA 119609592 Internenic 

cg06877669 1.50E-07 3.56E-06 0.174984 -2.75279 0.524357 0.189221 NA 8 Island NA 25904216 Internenic 

cg14560872 1.50E-07 3.57E-06 -1.69647 -3.41906 0.290156 0.091442 NA 9 NA NA 81871926 Internenic 

cg02513141 1.50E-07 3.57E-06 -2.23311 -3.64844 0.213287 0.079136 NA 8 Island NA 19614776 Internenic 
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cg17982165 1.51E-07 3.58E-06 -0.03305 -2.42882 0.494661 0.203043 NA 15 Island NA 30484753 Internenic 

cg07033202 1.51E-07 3.59E-06 0.2246 -1.08136 0.535769 0.329221 NA 3 N_Shore NA 46853631 Internenic 

cg13496979 1.52E-07 3.60E-06 -2.3343 -5.38257 0.260718 0.034753 NA 9 Island NA 133308888 Internenic 

cg13456504 1.52E-07 3.61E-06 -0.10794 -2.64478 0.475129 0.18388 NA 1 Island NA 91191583 Internenic 

cg09941406 1.54E-07 3.64E-06 -0.35629 -2.64901 0.451445 0.173641 NA 12 S_Shore NA 54391325 Internenic 

cg04870639 1.54E-07 3.64E-06 -3.58133 -5.53268 0.146951 0.0224 NA 10 Island NA 51488973 Internenic 

cg07058507 1.54E-07 3.66E-06 -2.71596 -3.86423 0.147885 0.068258 NA 7 NA NA 127260391 Internenic 

cg08378017 1.55E-07 3.67E-06 -0.602 -4.67563 0.453701 0.105011 NA 2 Island NA 105760444 Internenic 

cg11691561 1.55E-07 3.67E-06 -0.31239 -3.04761 0.465934 0.153226 NA 12 N_Shore NA 114877721 Internenic 

cg13307451 1.55E-07 3.67E-06 0.535361 -4.06646 0.588306 0.168442 NA 10 Island NA 22541442 Internenic 

cg17936721 1.56E-07 3.69E-06 0.276726 -2.06763 0.545902 0.236085 NA 5 Island NA 77140543 Internenic 

cg25604183 1.57E-07 3.72E-06 -0.91792 -2.66312 0.369237 0.154809 NA 5 Island NA 180542318 Internenic 

cg11627823 1.58E-07 3.72E-06 -0.01467 -1.7039 0.509073 0.247631 NA 7 N_Shore NA 129424539 Internenic 

cg02675414 1.58E-07 3.73E-06 -1.45536 -3.0859 0.297288 0.118063 NA 12 Island NA 54089240 Internenic 

cg05854114 1.58E-07 3.73E-06 -0.20448 -3.40582 0.46409 0.152813 NA 12 Island NA 77719408 Internenic 

cg00173141 1.59E-07 3.74E-06 -2.8187 -5.54352 0.229514 0.029071 NA 1 Island NA 210466172 Internenic 

cg19887700 1.59E-07 3.74E-06 -1.88029 -3.71948 0.25455 0.083195 NA 12 Island NA 115136200 Internenic 

cg19922825 1.59E-07 3.75E-06 0.344774 -1.21507 0.556279 0.316316 NA 2 N_Shore NA 45029543 Internenic 

cg01790367 1.59E-07 3.75E-06 -3.9456 -5.3389 0.087835 0.025382 NA 1 Island NA 205425637 Internenic 

cg14222656 1.59E-07 3.76E-06 -0.23074 -2.87753 0.468667 0.165292 NA 22 Island NA 24820518 Internenic 

cg19010054 1.60E-07 3.77E-06 0.191252 -1.74083 0.541193 0.252085 NA 19 Island NA 51416010 Internenic 

cg03711698 1.61E-07 3.79E-06 -2.30375 -4.9621 0.275648 0.042242 NA 17 NA NA 33673476 Internenic 

cg18534992 1.61E-07 3.80E-06 -1.86138 -4.70202 0.280091 0.061485 NA 14 Island NA 103550452 Internenic 

cg06920037 1.61E-07 3.80E-06 -1.68257 -3.28429 0.279075 0.100045 NA 12 S_Shore NA 115130868 Internenic 

cg15860695 1.62E-07 3.82E-06 -2.34521 -5.57735 0.294782 0.036158 NA 8 Island NA 19614407 Internenic 

cg11931727 1.63E-07 3.82E-06 0.089759 -2.25033 0.510792 0.216101 NA 2 NA NA 58655790 Internenic 

cg11389764 1.63E-07 3.83E-06 0.258048 -1.89597 0.54972 0.239684 NA 12 Island NA 101111593 Internenic 

cg26156256 1.64E-07 3.85E-06 -0.0562 -2.61834 0.489399 0.190205 NA 1 Island NA 116370891 Internenic 

cg10120572 1.64E-07 3.85E-06 -1.86505 -2.7578 0.233222 0.130175 NA 6 Island NA 4282302 Internenic 

cg08813349 1.64E-07 3.86E-06 -0.43431 -2.07203 0.428184 0.213949 NA 13 N_Shore NA 100630430 Internenic 

cg08168379 1.65E-07 3.87E-06 1.56243 0.060142 0.732088 0.509186 NA 16 NA NA 51279186 Internenic 
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cg20665459 1.65E-07 3.87E-06 0.805443 -2.21744 0.622333 0.241223 NA 11 Island NA 8041551 Internenic 

cg00322212 1.65E-07 3.88E-06 -0.42944 1.373237 0.43141 0.70183 NA 22 N_Shore NA 28072555 Internenic 

cg22258713 1.65E-07 3.88E-06 1.114896 -0.09152 0.680025 0.485816 NA 8 Island NA 144267518 Internenic 

cg11986813 1.66E-07 3.88E-06 -1.95096 -5.82317 0.343918 0.043171 NA 10 Island NA 43429144 Internenic 

cg01951698 1.66E-07 3.89E-06 -1.45718 -3.32911 0.310486 0.105995 NA 16 NA NA 87622589 Internenic 

cg01106529 1.66E-07 3.89E-06 -2.47449 -3.97307 0.182901 0.067135 NA 9 Island NA 126803569 Internenic 

cg02080531 1.67E-07 3.90E-06 -0.68237 -2.19636 0.394399 0.193999 NA 5 N_Shore NA 153852760 Internenic 

cg02583633 1.67E-07 3.92E-06 0.383814 -2.43353 0.564035 0.221075 NA 2 Island NA 175192013 Internenic 

cg02211449 1.68E-07 3.94E-06 0.976894 -1.21588 0.653346 0.330503 NA 10 N_Shore NA 110671609 Internenic 

cg21760128 1.69E-07 3.95E-06 1.094923 2.262948 0.669582 0.820003 NA 3 N_Shelf NA 45427603 Internenic 

cg21803959 1.69E-07 3.95E-06 -2.92165 -4.67848 0.151821 0.047174 NA 8 N_Shore NA 144503255 Internenic 

cg12836280 1.70E-07 3.99E-06 -0.05328 -1.49206 0.491992 0.275953 NA 5 NA NA 50260240 Internenic 

cg23170439 1.71E-07 4.00E-06 0.135962 -1.61036 0.529983 0.266004 NA 3 N_Shore NA 74662982 Internenic 

cg03331123 1.71E-07 4.00E-06 -2.21981 -2.9325 0.17911 0.118766 NA 5 Island NA 67511540 Internenic 

cg13732857 1.72E-07 4.02E-06 0.301283 -1.69111 0.549154 0.263439 NA 2 Island NA 45029729 Internenic 

cg11405534 1.72E-07 4.02E-06 -0.33262 -2.14434 0.444066 0.21095 NA 5 N_Shore NA 50694849 Internenic 

cg00642494 1.73E-07 4.03E-06 -1.52985 -3.96483 0.299713 0.088195 NA 5 Island NA 76941749 Internenic 

cg16673768 1.74E-07 4.06E-06 -0.69031 -2.57464 0.395967 0.169435 NA 2 Island NA 219828170 Internenic 

cg13569486 1.75E-07 4.08E-06 1.569246 -0.86115 0.72173 0.378988 NA 11 S_Shore NA 8290738 Internenic 

cg05872706 1.75E-07 4.08E-06 -0.17424 -2.3939 0.471052 0.198595 NA 6 Island NA 1383982 Internenic 

cg02952127 1.76E-07 4.09E-06 -2.8311 -4.67237 0.158641 0.047832 NA 18 Island NA 24235853 Internenic 

cg11218954 1.76E-07 4.10E-06 0.660061 -1.6047 0.600727 0.28153 NA 2 Island NA 45164864 Internenic 

cg12684136 1.78E-07 4.14E-06 -0.08758 -2.30634 0.491135 0.203384 NA 15 Island NA 89149030 Internenic 

cg09538135 1.78E-07 4.14E-06 -1.80305 -4.61187 0.301669 0.070157 NA 21 Island NA 38593663 Internenic 

cg14143330 1.78E-07 4.15E-06 1.662036 3.399127 0.730922 0.90108 NA 3 NA NA 64305795 Internenic 

cg07591403 1.80E-07 4.18E-06 0.1984 -2.06118 0.539469 0.228499 NA 16 N_Shore NA 89267679 Internenic 

cg09126870 1.80E-07 4.18E-06 -0.19377 -1.96896 0.475139 0.216273 NA 12 Island NA 108297444 Internenic 

cg26667205 1.80E-07 4.18E-06 0.249269 -1.86837 0.538836 0.249287 NA 20 Island NA 56803778 Internenic 

cg10112017 1.80E-07 4.19E-06 -1.30024 -3.71428 0.352327 0.087893 NA 4 Island NA 571489 Internenic 

cg20193203 1.80E-07 4.19E-06 0.872062 2.587819 0.633404 0.837291 NA 3 NA NA 45379158 Internenic 

cg18776616 1.80E-07 4.19E-06 -0.38991 1.038264 0.4404 0.662554 NA 10 N_Shelf NA 72235645 Internenic 
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cg02503159 1.81E-07 4.21E-06 -0.63647 -3.18029 0.428547 0.133605 NA 6 NA NA 5026324 Internenic 

cg14184866 1.81E-07 4.21E-06 1.50573 -0.39412 0.709025 0.440611 NA 9 N_Shore NA 82185137 Internenic 

cg13999458 1.82E-07 4.22E-06 -0.44974 -1.97486 0.433375 0.21448 NA 19 S_Shore NA 5536919 Internenic 

cg04783210 1.82E-07 4.22E-06 -1.29109 -3.77865 0.357349 0.09135 NA 15 N_Shore NA 68851617 Internenic 

cg12169233 1.82E-07 4.22E-06 -0.18585 -2.94997 0.482235 0.163805 NA 19 Island NA 11959578 Internenic 

cg16984834 1.82E-07 4.22E-06 -2.48798 -3.89767 0.180219 0.068474 NA 19 Island NA 1446962 Internenic 

cg00129273 1.83E-07 4.24E-06 0.324973 -1.54017 0.550171 0.279273 NA 8 NA NA 70906996 Internenic 

cg00592870 1.84E-07 4.26E-06 0.01304 -1.43017 0.500307 0.285138 NA 2 Island NA 96192526 Internenic 

cg18577231 1.84E-07 4.27E-06 0.711788 -0.95965 0.612982 0.353192 NA 7 N_Shore NA 127743667 Internenic 

cg17408789 1.85E-07 4.29E-06 -1.40361 -3.47971 0.297452 0.107663 NA 11 NA NA 121800459 Internenic 

cg02297541 1.86E-07 4.29E-06 -0.69238 -2.37528 0.405102 0.176745 NA 6 N_Shore NA 33180841 Internenic 

cg27161852 1.86E-07 4.30E-06 -1.32923 -3.43482 0.321239 0.108038 NA 7 Island NA 64408298 Internenic 

cg27618671 1.87E-07 4.32E-06 -0.40236 -2.28451 0.444997 0.192314 NA 17 N_Shore NA 19483043 Internenic 

cg12286516 1.87E-07 4.32E-06 -1.793 -2.93292 0.248038 0.119681 NA 17 Island NA 77764329 Internenic 

cg01908395 1.87E-07 4.32E-06 -1.97282 -3.4994 0.249717 0.085582 NA 5 Island NA 174147991 Internenic 

cg08601357 1.87E-07 4.32E-06 -0.1123 -1.97081 0.489592 0.226685 NA 20 S_Shore NA 21504446 Internenic 

cg18148512 1.87E-07 4.32E-06 -0.9096 -2.27104 0.352931 0.186071 NA 7 Island NA 97557830 Internenic 

cg22595526 1.87E-07 4.32E-06 -2.03733 -3.90635 0.22142 0.077869 NA 2 NA NA 740718 Internenic 

cg04511728 1.87E-07 4.32E-06 -0.57908 -3.0871 0.423259 0.14744 NA 6 N_Shore NA 137817846 Internenic 

cg02728209 1.88E-07 4.34E-06 -0.85049 -2.46364 0.373719 0.17129 NA 2 Island NA 175202555 Internenic 

cg13806939 1.88E-07 4.34E-06 -0.10532 -2.78778 0.504395 0.169698 NA 9 S_Shore NA 133028661 Internenic 

cg12800962 1.89E-07 4.34E-06 2.047948 -0.00435 0.79484 0.495036 NA 20 Island NA 48626437 Internenic 

cg25941299 1.89E-07 4.35E-06 1.185081 -0.67171 0.679185 0.398345 NA 7 S_Shore NA 113727916 Internenic 

cg12225854 1.91E-07 4.39E-06 1.2508 -1.01277 0.696064 0.356102 NA 13 Island NA 95619884 Internenic 

cg05718146 1.91E-07 4.39E-06 -2.18054 -4.3879 0.222166 0.064912 NA 15 Island NA 80544652 Internenic 

cg07142886 1.91E-07 4.39E-06 -0.11409 -2.60649 0.487311 0.18934 NA 17 NA NA 44919281 Internenic 

cg20435725 1.92E-07 4.42E-06 -1.56085 -5.56117 0.349319 0.058218 NA 2 N_Shore NA 107103716 Internenic 

cg07532515 1.92E-07 4.42E-06 0.478799 -2.85996 0.570926 0.198068 NA 20 Island NA 44937217 Internenic 

cg01284881 1.93E-07 4.43E-06 -1.35065 -4.8705 0.336787 0.070387 NA 12 Island NA 8123543 Internenic 

cg19337180 1.93E-07 4.44E-06 0.492437 -1.69668 0.576073 0.270569 NA 9 Island NA 129373499 Internenic 

cg04038179 1.96E-07 4.49E-06 0.099881 -2.2547 0.520607 0.217164 NA 7 Island NA 127806902 Internenic 
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cg14127910 1.97E-07 4.51E-06 0.773311 -1.45623 0.626589 0.303204 NA 2 N_Shore NA 105488326 Internenic 

cg14768765 1.97E-07 4.51E-06 0.38166 -0.85569 0.560494 0.360823 NA 18 N_Shore NA 14430602 Internenic 

cg04813787 1.99E-07 4.56E-06 -0.48858 1.191421 0.419059 0.682261 NA 6 NA NA 167814397 Internenic 

cg23039195 1.99E-07 4.57E-06 0.557408 -1.7168 0.59066 0.27637 NA 10 Island NA 22624663 Internenic 

cg15522425 2.00E-07 4.58E-06 0.787355 -0.44531 0.63049 0.4281 NA 1 NA NA 2792637 Internenic 

cg01533965 2.03E-07 4.64E-06 -0.05947 -2.74019 0.489764 0.182387 NA 7 Island NA 1281585 Internenic 

cg17807131 2.03E-07 4.66E-06 -3.29499 -6.23898 0.201725 0.018007 NA 4 Island NA 4854690 Internenic 

cg11806178 2.04E-07 4.68E-06 -0.02774 -1.77037 0.493665 0.251261 NA 20 Island NA 39319929 Internenic 

cg15228928 2.05E-07 4.68E-06 0.565105 -2.13837 0.583806 0.244463 NA 13 Island NA 112727521 Internenic 

cg13874780 2.06E-07 4.71E-06 1.04598 -0.58129 0.665626 0.40607 NA 7 N_Shore NA 155164294 Internenic 

cg18255353 2.06E-07 4.71E-06 1.285704 -1.70439 0.686774 0.292429 NA 4 Island NA 154712422 Internenic 

cg04851712 2.06E-07 4.71E-06 0.050054 -2.46906 0.524027 0.195729 NA 12 Island NA 101110871 Internenic 

cg03682366 2.06E-07 4.71E-06 0.826377 -0.57863 0.630046 0.407002 NA 2 Island NA 239072199 Internenic 

cg08975922 2.06E-07 4.72E-06 -0.68668 -3.45232 0.392899 0.125623 NA 6 Island NA 1378677 Internenic 

cg22409854 2.07E-07 4.73E-06 0.172129 -3.05681 0.526588 0.181513 NA 6 Island NA 88877301 Internenic 

cg26072058 2.08E-07 4.74E-06 0.654914 -3.01208 0.598525 0.196046 NA 1 Island NA 91191055 Internenic 

cg08094175 2.09E-07 4.76E-06 -0.96102 -2.71014 0.343218 0.157488 NA 15 Island NA 89952984 Internenic 

cg18676790 2.09E-07 4.77E-06 0.596639 -2.09791 0.602485 0.227838 NA 7 NA NA 97680731 Internenic 

cg00146698 2.10E-07 4.78E-06 -0.49887 -3.56787 0.443033 0.131395 NA 4 N_Shore NA 113431261 Internenic 

cg01659038 2.10E-07 4.79E-06 1.019578 2.523431 0.658999 0.834693 NA 2 NA NA 23371714 Internenic 

cg23152235 2.11E-07 4.81E-06 0.210505 -2.78527 0.536983 0.192228 NA 11 NA NA 133837265 Internenic 

cg04294437 2.11E-07 4.81E-06 0.116514 -2.65248 0.520767 0.19431 NA 16 Island NA 50875204 Internenic 

cg23681581 2.11E-07 4.81E-06 -1.69231 -3.64059 0.286951 0.088075 NA 12 N_Shore NA 119417806 Internenic 

cg23675401 2.12E-07 4.83E-06 0.452205 -1.03974 0.573648 0.341024 NA 4 Island NA 4867481 Internenic 

cg18343474 2.13E-07 4.83E-06 -0.08672 -1.8398 0.485852 0.243041 NA 1 N_Shore NA 229566908 Internenic 

cg20406635 2.13E-07 4.85E-06 -2.97272 -5.62556 0.225528 0.02928 NA 5 Island NA 173739141 Internenic 

cg26695123 2.15E-07 4.89E-06 -0.74857 -2.68119 0.403007 0.155379 NA 12 Island NA 54132220 Internenic 

cg00719143 2.15E-07 4.89E-06 0.599078 -2.38614 0.591841 0.224476 NA 8 Island NA 30770121 Internenic 

cg12962078 2.16E-07 4.90E-06 1.626428 -0.68919 0.736894 0.4038 NA 2 N_Shore NA 119610113 Internenic 

cg16451391 2.17E-07 4.94E-06 -0.13577 -1.3695 0.4778 0.288349 NA 5 NA NA 70741802 Internenic 

cg03209412 2.18E-07 4.94E-06 0.985577 -0.58639 0.6531 0.408167 NA 4 Island NA 183728196 Internenic 
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cg08683343 2.18E-07 4.94E-06 -0.61413 -2.77597 0.412525 0.158564 NA 20 Island NA 61810535 Internenic 

cg23638252 2.19E-07 4.96E-06 0.034452 -1.6706 0.505452 0.259119 NA 1 N_Shore NA 50891750 Internenic 

cg22071067 2.19E-07 4.96E-06 0.100847 -1.51151 0.516625 0.27978 NA 20 S_Shore NA 2802307 Internenic 

cg06641415 2.20E-07 4.99E-06 -0.64614 -3.17485 0.435256 0.134637 NA 2 NA NA 73384073 Internenic 

cg04399289 2.20E-07 4.99E-06 -0.66836 -2.41645 0.406212 0.175459 NA 16 Island NA 49317262 Internenic 

cg10144483 2.20E-07 4.99E-06 0.283914 -2.05134 0.541008 0.230129 NA 4 S_Shore NA 180981242 Internenic 

cg20824189 2.20E-07 4.99E-06 1.674797 -0.208 0.751524 0.469468 NA 7 Island NA 1704082 Internenic 

cg12796028 2.21E-07 5.00E-06 0.230452 -2.9311 0.536378 0.184976 NA 3 Island NA 44040206 Internenic 

cg01302649 2.21E-07 5.01E-06 -0.93233 -2.36823 0.355256 0.176692 NA 16 N_Shore NA 86530623 Internenic 

cg00164235 2.23E-07 5.04E-06 -1.63458 -3.40123 0.282807 0.100152 NA 4 S_Shore NA 4855231 Internenic 

cg10703619 2.23E-07 5.04E-06 1.869171 3.069256 0.77132 0.885552 NA 7 NA NA 155014511 Internenic 

cg03848381 2.23E-07 5.04E-06 0.384701 -2.26216 0.564396 0.223783 NA 15 Island NA 40575645 Internenic 

cg07594658 2.24E-07 5.06E-06 -0.02684 1.289212 0.495747 0.697352 NA 2 N_Shore NA 132151313 Internenic 

cg11332163 2.24E-07 5.06E-06 1.309262 -0.19108 0.700305 0.465867 NA 4 Island NA 54975593 Internenic 

cg13798300 2.24E-07 5.06E-06 0.438298 -3.88484 0.572737 0.15956 NA 4 S_Shore NA 82136839 Internenic 

cg05860195 2.24E-07 5.07E-06 -0.45156 -3.81355 0.478652 0.115438 NA 16 S_Shore NA 89324033 Internenic 

cg06744117 2.25E-07 5.08E-06 -1.19059 -3.59339 0.358504 0.101734 NA 16 NA NA 85496711 Internenic 

cg12046758 2.25E-07 5.08E-06 1.268356 -0.98808 0.694351 0.363538 NA 17 Island NA 59474922 Internenic 

cg00376357 2.25E-07 5.08E-06 1.575972 3.568078 0.718317 0.901089 NA 4 N_Shore NA 10461465 Internenic 

cg00021576 2.26E-07 5.09E-06 -4.39314 -5.31664 0.046703 0.026171 NA 1 Island NA 244211966 Internenic 

cg12173409 2.26E-07 5.09E-06 0.233346 -1.51019 0.537505 0.27807 NA 3 Island NA 54154746 Internenic 

cg03974889 2.26E-07 5.10E-06 -0.13277 -2.0315 0.479017 0.224331 NA 1 Island NA 91192162 Internenic 

cg26769720 2.27E-07 5.11E-06 0.19959 -2.42453 0.526948 0.209132 NA 7 Island NA 121950506 Internenic 

cg07780543 2.27E-07 5.11E-06 0.371415 -2.10905 0.561079 0.23925 NA 12 Island NA 22094750 Internenic 

cg26992603 2.27E-07 5.11E-06 -1.92138 -3.85074 0.246039 0.080193 NA 12 S_Shore NA 115130994 Internenic 

cg12114114 2.28E-07 5.12E-06 0.67971 -0.53381 0.613053 0.415094 NA 15 NA NA 24114806 Internenic 

cg18826572 2.28E-07 5.14E-06 0.82775 -1.24889 0.638891 0.319233 NA 8 N_Shore NA 144510343 Internenic 

cg15132565 2.29E-07 5.15E-06 0.41036 -2.58893 0.573045 0.205843 NA 5 Island NA 72740154 Internenic 

cg20908789 2.29E-07 5.15E-06 0.995222 -0.67984 0.659229 0.394783 NA 8 S_Shore NA 11551964 Internenic 

cg26900934 2.31E-07 5.18E-06 -1.98266 -3.59629 0.228885 0.088732 NA 10 Island NA 77191098 Internenic 

cg01923252 2.31E-07 5.19E-06 0.21655 -1.85391 0.540978 0.241124 NA 6 N_Shore NA 108436849 Internenic 
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cg11183632 2.31E-07 5.19E-06 -0.2496 -3.6316 0.457479 0.148542 NA 20 Island NA 21503152 Internenic 

cg09527658 2.32E-07 5.20E-06 -1.97073 -3.65931 0.243234 0.083177 NA 12 N_Shore NA 54610034 Internenic 

cg01647314 2.32E-07 5.20E-06 0.607351 -1.06446 0.592468 0.339577 NA 1 Island NA 23280066 Internenic 

cg08529345 2.32E-07 5.21E-06 0.148562 -2.45025 0.538553 0.201372 NA 16 Island NA 54971700 Internenic 

cg12015748 2.33E-07 5.22E-06 -1.62164 -2.40712 0.250272 0.162326 NA 17 S_Shelf NA 22055284 Internenic 

cg07935790 2.35E-07 5.27E-06 0.174588 -1.60227 0.528815 0.271488 NA 2 N_Shore NA 119612313 Internenic 

cg16698038 2.36E-07 5.28E-06 -0.39266 -1.94478 0.449532 0.219299 NA 5 Island NA 5495215 Internenic 

cg03447967 2.36E-07 5.29E-06 0.847021 -1.37659 0.633879 0.311711 NA 2 N_Shore NA 45163099 Internenic 

cg25180342 2.37E-07 5.31E-06 0.140816 -1.90165 0.523493 0.245576 NA 2 S_Shore NA 176937957 Internenic 

cg05764240 2.37E-07 5.31E-06 -0.89778 -3.93678 0.419766 0.09563 NA 1 Island NA 205425468 Internenic 

cg02991238 2.38E-07 5.31E-06 -0.0585 -1.9403 0.489222 0.235092 NA 20 Island NA 62734259 Internenic 

cg12030860 2.38E-07 5.32E-06 -1.7658 -3.73201 0.305385 0.076921 NA 1 Island NA 210466024 Internenic 

cg17173663 2.38E-07 5.32E-06 -1.28606 -3.64456 0.339604 0.101785 NA 12 N_Shore NA 115135859 Internenic 

cg15469171 2.38E-07 5.33E-06 0.083018 1.352946 0.515734 0.70878 NA 1 N_Shelf NA 23541345 Internenic 

cg00576250 2.39E-07 5.33E-06 -1.1013 -3.07876 0.3466 0.128942 NA 20 NA NA 45087765 Internenic 

cg21239901 2.39E-07 5.33E-06 -1.29991 -3.48077 0.306136 0.11148 NA 8 Island NA 93115047 Internenic 

cg06462964 2.39E-07 5.34E-06 -1.43179 -3.77993 0.308965 0.096394 NA 6 NA NA 28641757 Internenic 

cg14904261 2.39E-07 5.34E-06 0.540532 -1.08747 0.581596 0.330901 NA 19 Island NA 30716712 Internenic 

cg16713551 2.40E-07 5.36E-06 -0.8783 0.406519 0.363851 0.566422 NA 1 NA NA 20608736 Internenic 

cg00619470 2.41E-07 5.38E-06 -0.66928 -3.07851 0.421628 0.139752 NA 6 S_Shore NA 99276767 Internenic 

cg02977643 2.41E-07 5.38E-06 -2.14052 -4.12025 0.233379 0.069311 NA 7 Island NA 127776310 Internenic 

cg05774915 2.42E-07 5.40E-06 -1.49007 -3.67512 0.308736 0.094564 NA 3 N_Shore NA 27755417 Internenic 

cg11536474 2.43E-07 5.42E-06 0.995017 -2.5836 0.653812 0.23212 NA 2 Island NA 63286049 Internenic 

cg01352586 2.44E-07 5.43E-06 -2.33672 -3.99155 0.217936 0.063702 NA 1 Island NA 202995473 Internenic 

cg24625136 2.44E-07 5.43E-06 0.582854 -2.06148 0.592468 0.246837 NA 3 Island NA 138658554 Internenic 

cg18789636 2.45E-07 5.45E-06 -0.41402 -2.31306 0.4583 0.18504 NA 18 Island NA 14430708 Internenic 

cg15734553 2.45E-07 5.45E-06 0.19507 -2.84793 0.532682 0.186545 NA 19 S_Shore NA 11960208 Internenic 

cg12928173 2.46E-07 5.47E-06 -0.52459 0.72479 0.422349 0.61836 NA 5 NA NA 134920571 Internenic 

cg23999932 2.46E-07 5.47E-06 0.555022 -1.24701 0.590481 0.315261 NA 4 Island NA 54976184 Internenic 

cg04580443 2.47E-07 5.49E-06 0.782614 2.582641 0.615444 0.835533 NA 11 NA NA 115547056 Internenic 

cg03595286 2.47E-07 5.49E-06 -2.83241 -4.76005 0.188171 0.041335 NA 9 Island NA 110228216 Internenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg15449516 2.48E-07 5.50E-06 0.193262 1.925838 0.529749 0.772004 NA 10 NA NA 48593014 Internenic 

cg02967428 2.48E-07 5.50E-06 -2.47657 -3.86681 0.185275 0.0685 NA 8 N_Shore NA 104510754 Internenic 

cg05471523 2.48E-07 5.51E-06 -0.27289 -4.15845 0.45972 0.128053 NA 3 NA NA 43936093 Internenic 

cg18033436 2.49E-07 5.52E-06 -1.33533 -3.48142 0.298483 0.108445 NA 10 Island NA 102982347 Internenic 

cg05511285 2.51E-07 5.56E-06 0.70242 -0.51753 0.613727 0.414565 NA 3 Island NA 12917593 Internenic 

cg02293228 2.51E-07 5.56E-06 -2.75681 -4.43383 0.1891 0.04683 NA 19 Island NA 51222322 Internenic 

cg26446928 2.52E-07 5.58E-06 -1.63726 -3.24251 0.277221 0.106796 NA 12 NA NA 7315565 Internenic 

cg18175808 2.52E-07 5.58E-06 -0.45918 -2.22244 0.423577 0.202358 NA 1 Island NA 63786271 Internenic 

cg11290860 2.54E-07 5.62E-06 0.107038 -2.0556 0.515949 0.226265 NA 5 N_Shelf NA 50674642 Internenic 

cg21145980 2.55E-07 5.64E-06 0.367015 -1.04055 0.561352 0.335191 NA 5 NA NA 175000987 Internenic 

cg23217622 2.55E-07 5.64E-06 0.097663 -2.63932 0.523456 0.186843 NA 1 Island NA 156405438 Internenic 

cg20387258 2.56E-07 5.66E-06 0.29574 -2.00871 0.544678 0.237922 NA 15 Island NA 96960392 Internenic 

cg26119543 2.56E-07 5.67E-06 0.904371 -2.27471 0.638388 0.245261 NA 1 N_Shore NA 241587126 Internenic 

cg27664844 2.57E-07 5.68E-06 -0.36759 -3.27531 0.44439 0.146364 NA 2 S_Shore NA 119532486 Internenic 

cg12285737 2.58E-07 5.71E-06 0.252219 -1.79326 0.539853 0.256469 NA 19 Island NA 49931759 Internenic 

cg18081489 2.59E-07 5.71E-06 -2.30724 -4.78481 0.261528 0.049288 NA 19 N_Shore NA 37808471 Internenic 

cg04193835 2.59E-07 5.71E-06 1.513515 -0.05549 0.733625 0.494126 NA 16 Island NA 28379378 Internenic 

cg00009038 2.59E-07 5.72E-06 0.440697 -0.41265 0.575136 0.431369 NA 2 Island NA 132152167 Internenic 

cg13108646 2.60E-07 5.74E-06 1.075545 -1.3257 0.669723 0.323013 NA 20 Island NA 44936128 Internenic 

cg15258447 2.61E-07 5.75E-06 -1.55889 -4.35048 0.33446 0.068292 NA 10 NA NA 99798430 Internenic 

cg11247378 2.62E-07 5.78E-06 1.18322 -0.56264 0.67059 0.412169 NA 22 Island NA 39784982 Internenic 

cg19452953 2.62E-07 5.78E-06 -2.41298 -4.35809 0.20822 0.0574 NA 10 Island NA 103329500 Internenic 

cg24331598 2.63E-07 5.80E-06 -3.19745 -5.33145 0.14489 0.029806 NA 10 Island NA 101280256 Internenic 

cg04797725 2.64E-07 5.80E-06 0.719087 -2.83693 0.610882 0.208906 NA 12 Island NA 77719326 Internenic 

cg14318197 2.64E-07 5.81E-06 1.494252 -0.55913 0.720233 0.418162 NA 17 S_Shore NA 37754223 Internenic 

cg12759298 2.64E-07 5.81E-06 -2.79178 -4.7045 0.188128 0.042868 NA 12 N_Shore NA 30975363 Internenic 

cg16400802 2.65E-07 5.82E-06 -1.96934 -3.95578 0.245071 0.077074 NA 17 Island NA 58213165 Internenic 

cg26482052 2.67E-07 5.86E-06 0.569938 -1.70655 0.58839 0.273672 NA 2 Island NA 66660462 Internenic 

cg06908806 2.67E-07 5.86E-06 -0.60085 -3.07757 0.432008 0.142597 NA 20 Island NA 42136129 Internenic 

cg13198709 2.67E-07 5.87E-06 0.287335 -1.6803 0.544599 0.267362 NA 10 Island NA 102473456 Internenic 

cg16025451 2.67E-07 5.87E-06 -0.20663 -2.22888 0.479191 0.203033 NA 5 NA NA 170763691 Internenic 
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cg00404838 2.68E-07 5.89E-06 -1.11983 -3.5427 0.32625 0.119543 NA 10 Island NA 22764922 Internenic 

cg15489005 2.69E-07 5.90E-06 0.310818 -1.97471 0.549957 0.246295 NA 1 Island NA 39044328 Internenic 

cg14316431 2.70E-07 5.92E-06 0.042845 -2.30042 0.51423 0.205835 NA 9 Island NA 96721817 Internenic 

cg06437396 2.72E-07 5.96E-06 -1.46389 -3.12207 0.300992 0.115366 NA 6 N_Shore NA 108437013 Internenic 

cg25778304 2.72E-07 5.96E-06 -1.54943 -3.18893 0.286758 0.111593 NA 13 Island NA 28371682 Internenic 

cg14515634 2.73E-07 5.98E-06 0.21252 -1.46815 0.53159 0.283358 NA 7 Island NA 1277104 Internenic 

cg26048448 2.74E-07 6.00E-06 -1.38328 -2.61351 0.29012 0.149688 NA 1 N_Shore NA 197879380 Internenic 

cg21218082 2.74E-07 6.00E-06 0.056638 -3.24628 0.505115 0.166738 NA 22 Island NA 37730886 Internenic 

cg10669265 2.75E-07 6.01E-06 0.595571 -3.45777 0.582394 0.181879 NA 7 Island NA 1709950 Internenic 

cg26170805 2.75E-07 6.02E-06 -0.02878 -3.96166 0.493336 0.149214 NA 18 Island NA 5630016 Internenic 

cg16300637 2.75E-07 6.02E-06 -0.11552 -3.50603 0.480255 0.16096 NA 14 Island NA 97059005 Internenic 

cg02323779 2.76E-07 6.04E-06 -1.64605 -4.3514 0.295281 0.079651 NA 19 Island NA 48794420 Internenic 

cg23506313 2.77E-07 6.06E-06 -0.07189 -0.69698 0.488027 0.382749 NA 5 NA NA 1380759 Internenic 

cg23024448 2.78E-07 6.07E-06 -2.8136 -3.98618 0.143773 0.063186 NA 19 Island NA 51222118 Internenic 

cg26708874 2.78E-07 6.07E-06 -0.1575 -1.66407 0.481454 0.251765 NA 8 Island NA 8580598 Internenic 

cg22879667 2.78E-07 6.07E-06 0.553857 -1.55992 0.583552 0.283602 NA 4 Island NA 4868441 Internenic 

cg04661721 2.79E-07 6.10E-06 -3.42074 -4.51252 0.099433 0.044562 NA 11 NA NA 122311749 Internenic 

cg09344183 2.80E-07 6.11E-06 0.426765 -2.18601 0.570494 0.235545 NA 2 Island NA 175205785 Internenic 

cg14014796 2.81E-07 6.13E-06 -0.581 -2.87798 0.413332 0.158498 NA 2 Island NA 45029977 Internenic 

cg26419728 2.81E-07 6.13E-06 -0.9995 -3.25572 0.353371 0.129426 NA 11 S_Shore NA 43604860 Internenic 

cg10135197 2.83E-07 6.18E-06 -1.01612 -2.74974 0.34609 0.151551 NA 3 Island NA 126854676 Internenic 

cg02722532 2.85E-07 6.20E-06 -0.63059 -2.57533 0.413069 0.168034 NA 14 Island NA 105116606 Internenic 

cg09598285 2.87E-07 6.25E-06 -0.55881 -2.12857 0.418193 0.200083 NA 20 Island NA 4741866 Internenic 

cg22729730 2.87E-07 6.26E-06 -2.00885 -3.93522 0.26307 0.071838 NA 5 NA NA 6687387 Internenic 

cg03015790 2.88E-07 6.27E-06 0.500739 -1.47376 0.576263 0.291708 NA 9 Island NA 96710875 Internenic 

cg16274476 2.89E-07 6.29E-06 0.821396 -1.66925 0.630348 0.284365 NA 20 NA NA 55588962 Internenic 

cg06212263 2.89E-07 6.29E-06 1.236959 -0.66662 0.688332 0.403226 NA 21 S_Shore NA 34392851 Internenic 

cg24767540 2.90E-07 6.30E-06 1.30132 -0.72106 0.697295 0.396045 NA 10 Island NA 102985714 Internenic 

cg10792544 2.91E-07 6.33E-06 -0.96921 -2.20947 0.3542 0.184404 NA 9 Island NA 73704 Internenic 

cg24802014 2.91E-07 6.33E-06 -0.026 -2.30755 0.495696 0.20714 NA 19 Island NA 30717755 Internenic 

cg09003135 2.93E-07 6.38E-06 0.353285 -1.2225 0.558206 0.314793 NA 10 N_Shore NA 102975693 Internenic 
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cg10293403 2.94E-07 6.38E-06 -0.87805 -2.9531 0.374088 0.1445 NA 6 Island NA 10421670 Internenic 

cg21348210 2.95E-07 6.41E-06 -3.01021 -4.93999 0.185802 0.034223 NA 2 Island NA 88650305 Internenic 

cg23152641 2.96E-07 6.42E-06 -1.28791 -2.91297 0.312721 0.133676 NA 7 S_Shore NA 127809009 Internenic 

cg02743713 2.96E-07 6.42E-06 0.830838 -1.49256 0.632857 0.291461 NA 2 S_Shore NA 157178647 Internenic 

cg08376583 2.97E-07 6.45E-06 2.320578 0.551406 0.799958 0.584106 NA 6 NA NA 32222492 Internenic 

cg24419324 2.97E-07 6.45E-06 -2.422 -4.29484 0.230046 0.052553 NA 2 S_Shore NA 223172329 Internenic 

cg18947951 2.98E-07 6.45E-06 0.763919 -1.71158 0.621172 0.27575 NA 2 N_Shore NA 63285739 Internenic 

cg06293205 2.98E-07 6.46E-06 1.758936 0.639716 0.760343 0.604631 NA 1 Island NA 16847801 Internenic 

cg23624008 2.99E-07 6.48E-06 0.096359 -2.28422 0.527928 0.20648 NA 1 S_Shore NA 70035479 Internenic 

cg26603050 3.00E-07 6.50E-06 -0.33287 -2.45262 0.461517 0.184138 NA 1 NA NA 22938172 Internenic 

cg09582952 3.01E-07 6.51E-06 -0.18386 -3.22548 0.468589 0.160753 NA 17 Island NA 29033187 Internenic 

cg17035412 3.02E-07 6.53E-06 -3.29329 -6.22887 0.235089 0.01721 NA 7 Island NA 26415901 Internenic 

cg03919980 3.03E-07 6.55E-06 -0.09864 -1.84582 0.495845 0.238381 NA 8 Island NA 140717689 Internenic 

cg21380560 3.05E-07 6.60E-06 -0.13793 -2.36469 0.475687 0.201879 NA 6 S_Shore NA 41343210 Internenic 

cg14027891 3.05E-07 6.61E-06 -1.03086 -3.39844 0.381902 0.114708 NA 9 S_Shelf NA 129279545 Internenic 

cg20924825 3.07E-07 6.64E-06 0.481428 1.79855 0.577411 0.766783 NA 2 NA NA 202837296 Internenic 

cg08023265 3.09E-07 6.67E-06 -0.18294 -1.69748 0.478733 0.248435 NA 1 Island NA 31158138 Internenic 

cg27354537 3.09E-07 6.68E-06 0.270641 -1.0816 0.545636 0.329617 NA 10 S_Shore NA 101283644 Internenic 

cg12033288 3.10E-07 6.68E-06 -1.4922 -3.94398 0.330522 0.081695 NA 10 NA NA 102381293 Internenic 

cg24114189 3.10E-07 6.69E-06 -2.57366 -3.90404 0.182702 0.065015 NA 1 N_Shore NA 11822116 Internenic 

cg02485597 3.11E-07 6.71E-06 0.434752 -1.15915 0.572041 0.32571 NA 17 N_Shore NA 35291560 Internenic 

cg07572790 3.12E-07 6.72E-06 -0.85605 -2.48183 0.381104 0.164154 NA 17 S_Shore NA 37754424 Internenic 

cg06962918 3.12E-07 6.73E-06 1.966633 0.234705 0.778118 0.536124 NA 7 S_Shore NA 18127112 Internenic 

cg09892426 3.13E-07 6.74E-06 0.373458 -3.72766 0.57033 0.167102 NA 1 N_Shore NA 241587493 Internenic 

cg10377903 3.14E-07 6.76E-06 -1.22489 -3.48649 0.315271 0.115861 NA 10 Island NA 101290699 Internenic 

cg04324498 3.15E-07 6.80E-06 0.744229 -1.56369 0.615103 0.288282 NA 6 NA NA 30449009 Internenic 

cg00126320 3.16E-07 6.80E-06 0.426118 -2.08572 0.570024 0.244006 NA 8 Island NA 23584644 Internenic 

cg02888048 3.18E-07 6.85E-06 0.417477 -1.2299 0.569212 0.319842 NA 7 NA NA 98335163 Internenic 

cg07136023 3.19E-07 6.87E-06 0.468443 -1.64639 0.576169 0.275356 NA 16 N_Shore NA 86537316 Internenic 

cg26349358 3.21E-07 6.90E-06 2.261948 0.598234 0.817897 0.59168 NA 2 S_Shore NA 468989 Internenic 

cg23911970 3.21E-07 6.91E-06 -0.92387 0.403666 0.354595 0.566813 NA 6 N_Shelf NA 35177616 Internenic 
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cg14471364 3.23E-07 6.94E-06 0.594485 -1.71373 0.604035 0.263995 NA 2 S_Shore NA 157177936 Internenic 

cg09272748 3.23E-07 6.95E-06 -1.94826 -3.73024 0.253559 0.081305 NA 10 Island NA 43428910 Internenic 

cg05500125 3.23E-07 6.95E-06 -0.72 -3.96775 0.461116 0.106795 NA 15 Island NA 101390023 Internenic 

cg12698813 3.24E-07 6.95E-06 -1.74284 -3.54615 0.265433 0.094046 NA 12 Island NA 115136060 Internenic 

cg19908556 3.24E-07 6.95E-06 0.685521 -2.6042 0.600305 0.215857 NA 11 Island NA 32355022 Internenic 

cg02531516 3.24E-07 6.96E-06 -0.49048 -1.96022 0.431262 0.217743 NA 1 Island NA 84326624 Internenic 

cg08382226 3.25E-07 6.97E-06 1.248387 -2.16824 0.682367 0.262175 NA 6 Island NA 108440339 Internenic 

cg11818149 3.25E-07 6.98E-06 1.237363 -1.28134 0.688603 0.327084 NA 2 Island NA 132795839 Internenic 

cg18088587 3.26E-07 6.99E-06 1.466769 3.224942 0.705554 0.887182 NA 17 N_Shelf NA 25618450 Internenic 

cg27380429 3.29E-07 7.04E-06 0.169656 -1.79723 0.528256 0.251814 NA 10 Island NA 102498823 Internenic 

cg25201047 3.30E-07 7.06E-06 1.125417 -0.80299 0.681548 0.384163 NA 7 Island NA 1282630 Internenic 

cg05580181 3.31E-07 7.09E-06 -0.38719 -3.04733 0.462295 0.150353 NA 2 N_Shore NA 66802583 Internenic 

cg26876466 3.31E-07 7.10E-06 0.907529 -0.54492 0.645544 0.411206 NA 17 NA NA 7967154 Internenic 

cg27328797 3.32E-07 7.11E-06 0.265022 -2.06627 0.546239 0.240369 NA 3 Island NA 75668035 Internenic 

cg21802055 3.33E-07 7.12E-06 1.107965 -2.30935 0.668947 0.249392 NA 4 Island NA 4868794 Internenic 

cg17146526 3.34E-07 7.16E-06 0.795499 -0.34737 0.629031 0.443302 NA 2 N_Shore NA 175192666 Internenic 

cg13550694 3.35E-07 7.16E-06 -1.93653 -4.39902 0.280749 0.062763 NA 9 Island NA 73835 Internenic 

cg09834465 3.35E-07 7.16E-06 0.386418 -1.50401 0.573611 0.281079 NA 1 Island NA 35586503 Internenic 

cg09968391 3.36E-07 7.17E-06 -1.8202 -4.59154 0.275407 0.067829 NA 8 S_Shore NA 10591633 Internenic 

cg13890649 3.36E-07 7.18E-06 1.130554 -0.7113 0.672532 0.391569 NA 9 N_Shore NA 79629843 Internenic 

cg03785303 3.36E-07 7.18E-06 -2.60817 -3.89 0.176668 0.065621 NA 19 Island NA 34396716 Internenic 

cg08314383 3.40E-07 7.26E-06 -0.39026 -2.33212 0.436626 0.198109 NA 8 Island NA 24858244 Internenic 

cg27521109 3.41E-07 7.27E-06 0.451997 1.889996 0.569458 0.772666 NA 1 S_Shelf NA 41892144 Internenic 

cg01184676 3.41E-07 7.27E-06 -0.11487 -1.42996 0.484653 0.280293 NA 4 Island NA 175135429 Internenic 

cg15737675 3.41E-07 7.27E-06 -0.20585 -3.31778 0.497786 0.148657 NA 19 NA NA 32532614 Internenic 

cg25527494 3.41E-07 7.27E-06 -1.28864 -3.15709 0.309897 0.124415 NA 13 N_Shore NA 100641243 Internenic 

cg02397768 3.42E-07 7.28E-06 0.219974 -1.91296 0.546144 0.247037 NA 4 N_Shore NA 113430989 Internenic 

cg19788833 3.42E-07 7.29E-06 -2.07987 -3.74903 0.234707 0.079516 NA 19 N_Shore NA 36477883 Internenic 

cg08749108 3.43E-07 7.31E-06 -0.78416 -3.68038 0.374549 0.129656 NA 8 S_Shore NA 23572375 Internenic 

cg07036524 3.44E-07 7.33E-06 1.861146 -0.75616 0.769723 0.39762 NA 18 Island NA 77557781 Internenic 

cg03347559 3.45E-07 7.35E-06 -2.37652 -4.58082 0.208212 0.054381 NA 11 Island NA 3225059 Internenic 
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cg16238815 3.46E-07 7.37E-06 -1.36972 -3.36623 0.34074 0.10065 NA 14 NA NA 36741794 Internenic 

cg20674701 3.48E-07 7.39E-06 1.191136 -1.09564 0.674142 0.340168 NA 8 Island NA 10591081 Internenic 

cg17600662 3.51E-07 7.46E-06 -0.58111 -2.48144 0.410381 0.179883 NA 17 S_Shore NA 2952767 Internenic 

cg01740146 3.53E-07 7.51E-06 0.952101 -1.77908 0.648268 0.28122 NA 8 Island NA 23572207 Internenic 

cg23219859 3.54E-07 7.51E-06 -2.0575 -4.95814 0.314557 0.050896 NA 1 Island NA 50799316 Internenic 

cg18480781 3.55E-07 7.55E-06 -0.05821 -1.60768 0.495083 0.26553 NA 15 N_Shore NA 60294291 Internenic 

cg10326806 3.59E-07 7.61E-06 -4.3508 -5.01813 0.048508 0.030702 NA 19 Island NA 46991227 Internenic 

cg01514415 3.59E-07 7.63E-06 -1.2011 -3.57525 0.345601 0.107191 NA 1 Island NA 6301951 Internenic 

cg21873817 3.60E-07 7.64E-06 -0.5382 -3.02143 0.421018 0.156215 NA 4 S_Shelf NA 175139240 Internenic 

cg14515581 3.60E-07 7.64E-06 1.578016 -0.12625 0.732568 0.479821 NA 9 NA NA 31031140 Internenic 

cg19195949 3.61E-07 7.65E-06 -2.26679 -4.5203 0.261514 0.050088 NA 2 NA NA 73383912 Internenic 

cg25440035 3.61E-07 7.66E-06 -1.09062 -3.61251 0.339576 0.114865 NA 19 Island NA 23653837 Internenic 

cg12380743 3.61E-07 7.66E-06 1.404293 -0.72002 0.719274 0.402913 NA 1 Island NA 149334007 Internenic 

cg13405332 3.63E-07 7.68E-06 -0.00434 -4.03335 0.561083 0.138017 NA 17 Island NA 19483367 Internenic 

cg02054697 3.66E-07 7.74E-06 1.214086 2.657223 0.687516 0.847354 NA 4 NA NA 90360897 Internenic 

cg11014380 3.66E-07 7.76E-06 0.810715 1.813719 0.629135 0.772243 NA 6 N_Shelf NA 168678776 Internenic 

cg25019722 3.67E-07 7.77E-06 0.172793 -1.60395 0.533277 0.264589 NA 6 Island NA 37503610 Internenic 

cg17255752 3.68E-07 7.78E-06 -1.62 -3.10272 0.273707 0.114486 NA 3 NA NA 147073044 Internenic 

cg01257171 3.68E-07 7.78E-06 -0.7399 -2.58769 0.403861 0.162917 NA 5 S_Shore NA 172656713 Internenic 

cg02503981 3.68E-07 7.78E-06 0.108987 -2.86187 0.523019 0.182119 NA 13 N_Shore NA 112720182 Internenic 

cg18314424 3.69E-07 7.79E-06 0.268621 -3.02887 0.543602 0.185101 NA 4 Island NA 184718605 Internenic 

cg16933386 3.69E-07 7.79E-06 0.941209 -1.3435 0.643139 0.316012 NA 10 Island NA 124906011 Internenic 

cg24925986 3.69E-07 7.80E-06 1.418936 2.974984 0.701766 0.873142 NA 8 NA NA 1981764 Internenic 

cg00325750 3.70E-07 7.80E-06 -0.16988 -2.95886 0.488259 0.165139 NA 5 N_Shelf NA 50675041 Internenic 

cg04344532 3.70E-07 7.82E-06 -1.92468 -4.30385 0.245565 0.069065 NA 2 NA NA 740151 Internenic 

cg24812442 3.72E-07 7.84E-06 0.002705 -1.55059 0.500245 0.273526 NA 2 N_Shore NA 237079690 Internenic 

cg12002303 3.73E-07 7.86E-06 0.264679 -3.06731 0.555446 0.174709 NA 15 Island NA 68113478 Internenic 

cg09989644 3.73E-07 7.86E-06 0.705899 -0.90241 0.61512 0.365455 NA 1 Island NA 156358119 Internenic 

cg03627468 3.73E-07 7.86E-06 0.949329 2.8628 0.637043 0.860894 NA 16 NA NA 79331759 Internenic 

cg24873464 3.73E-07 7.86E-06 0.548591 -2.28922 0.580061 0.229999 NA 3 N_Shore NA 2139977 Internenic 

cg05180985 3.75E-07 7.90E-06 0.667911 -2.14598 0.604979 0.24727 NA 2 Island NA 66660665 Internenic 
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cg06623560 3.76E-07 7.92E-06 -4.0001 -6.90408 0.143608 0.013699 NA 14 Island NA 81902963 Internenic 

cg23240013 3.76E-07 7.92E-06 -2.33403 -3.59721 0.189532 0.082361 NA 19 Island NA 47142774 Internenic 

cg13864319 3.76E-07 7.92E-06 -0.0999 -2.0775 0.483516 0.22793 NA 5 Island NA 42951935 Internenic 

cg05837727 3.77E-07 7.94E-06 0.044152 -2.03545 0.505293 0.233491 NA 11 Island NA 32355149 Internenic 

cg23274680 3.78E-07 7.94E-06 -1.05543 -3.44339 0.332801 0.123388 NA 10 Island NA 94828605 Internenic 

cg13367169 3.78E-07 7.95E-06 -0.36704 -2.03831 0.447573 0.215634 NA 2 N_Shore NA 119609642 Internenic 

cg01382100 3.79E-07 7.96E-06 0.968559 -1.10862 0.649856 0.341526 NA 4 Island NA 57397125 Internenic 

cg25168494 3.80E-07 7.98E-06 0.698589 -1.33656 0.613246 0.315958 NA 2 Island NA 63286355 Internenic 

cg13254979 3.82E-07 8.02E-06 -0.07457 -0.92166 0.487981 0.348109 NA 13 Island NA 24040510 Internenic 

cg15120333 3.82E-07 8.02E-06 -0.27235 -2.24623 0.459148 0.200709 NA 5 N_Shelf NA 50674729 Internenic 

cg14189988 3.82E-07 8.03E-06 -1.30177 -3.77414 0.320563 0.104131 NA 20 NA NA 59804332 Internenic 

cg14289511 3.84E-07 8.07E-06 1.237583 -0.49835 0.692414 0.423848 NA 16 NA NA 24682446 Internenic 

cg05781999 3.85E-07 8.07E-06 -0.13852 -2.1609 0.48364 0.212627 NA 7 Island NA 155174129 Internenic 

cg20556936 3.86E-07 8.09E-06 -1.26664 -2.74711 0.319226 0.141058 NA 2 Island NA 176952705 Internenic 

cg11527001 3.86E-07 8.10E-06 0.520339 -1.70827 0.589432 0.266345 NA 5 Island NA 143978357 Internenic 

cg19325139 3.87E-07 8.12E-06 -0.29296 -1.63529 0.457994 0.252229 NA 7 NA NA 41982462 Internenic 

cg05577810 3.87E-07 8.12E-06 0.963082 -1.11823 0.652066 0.33723 NA 2 Island NA 79220510 Internenic 

cg26596964 3.88E-07 8.13E-06 -2.18414 -5.01012 0.229784 0.056751 NA 10 Island NA 102495354 Internenic 

cg05595154 3.90E-07 8.17E-06 -2.52244 -3.81045 0.168858 0.072715 NA 15 NA NA 98835956 Internenic 

cg04307561 3.90E-07 8.17E-06 1.854392 -0.57577 0.769308 0.420625 NA 8 Island NA 72460119 Internenic 

cg01274524 3.92E-07 8.21E-06 3.498701 0.608215 0.865095 0.568134 NA 7 NA NA 145280278 Internenic 

cg01264705 3.94E-07 8.23E-06 0.176144 1.627843 0.528697 0.742962 NA 12 NA NA 116848341 Internenic 

cg10189261 3.94E-07 8.24E-06 -0.62291 -2.70096 0.416581 0.162467 NA 14 Island NA 101176105 Internenic 

cg18103859 3.95E-07 8.25E-06 0.839993 -2.08814 0.634433 0.241943 NA 14 S_Shore NA 61110002 Internenic 

cg15676455 3.95E-07 8.25E-06 -0.51139 -2.83372 0.439486 0.157916 NA 3 Island NA 128564943 Internenic 

cg14095142 3.97E-07 8.29E-06 -1.67971 -3.65975 0.270117 0.093868 NA 7 N_Shore NA 151000535 Internenic 

cg00095930 3.97E-07 8.29E-06 -1.32679 0.147271 0.29638 0.524016 NA 12 NA NA 109569116 Internenic 

cg13921910 3.97E-07 8.29E-06 -1.55848 -3.14683 0.267376 0.118826 NA 11 Island NA 123301758 Internenic 

cg23447202 3.98E-07 8.30E-06 -0.27001 1.4434 0.460489 0.712847 NA 17 NA NA 12471472 Internenic 

cg05390452 3.98E-07 8.30E-06 -2.28614 -4.11697 0.244662 0.059062 NA 1 S_Shore NA 158083569 Internenic 

cg22326227 3.99E-07 8.32E-06 -1.06757 -2.48173 0.339764 0.16568 NA 4 NA NA 3726292 Internenic 
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cg23378989 3.99E-07 8.32E-06 0.615193 -3.10672 0.599947 0.201054 NA 5 Island NA 131991993 Internenic 

cg05895545 4.01E-07 8.35E-06 0.316519 -1.44637 0.549857 0.292418 NA 5 Island NA 50695337 Internenic 

cg27042491 4.02E-07 8.38E-06 -1.72036 -3.30795 0.259014 0.105924 NA 10 S_Shore NA 77191686 Internenic 

cg16375948 4.05E-07 8.43E-06 -1.60504 -4.40076 0.297301 0.08012 NA 1 Island NA 91176687 Internenic 

cg13672078 4.07E-07 8.47E-06 1.462979 -0.74859 0.716096 0.394005 NA 5 S_Shore NA 87439429 Internenic 

cg13293488 4.07E-07 8.47E-06 -0.10123 -1.53283 0.490172 0.270143 NA 2 NA NA 879510 Internenic 

cg16683746 4.08E-07 8.49E-06 1.159428 -1.0036 0.681246 0.36071 NA 8 N_Shore NA 93113829 Internenic 

cg03755425 4.11E-07 8.55E-06 -1.35993 -2.96371 0.318405 0.123269 NA 2 N_Shelf NA 73140918 Internenic 

cg02471183 4.11E-07 8.55E-06 0.282537 1.198321 0.546845 0.691351 NA 8 S_Shore NA 67456683 Internenic 

cg00574742 4.12E-07 8.56E-06 1.474546 -0.34073 0.707031 0.443911 NA 5 NA NA 2223624 Internenic 

cg11236526 4.12E-07 8.56E-06 -1.56504 -3.89109 0.311785 0.086155 NA 3 Island NA 64430940 Internenic 

cg24311643 4.12E-07 8.56E-06 0.053888 1.563956 0.506314 0.733774 NA 1 N_Shelf NA 159748210 Internenic 

cg02232839 4.12E-07 8.56E-06 0.680645 -1.26193 0.60563 0.312923 NA 1 N_Shore NA 156404965 Internenic 

cg11533851 4.13E-07 8.58E-06 -0.07764 -1.49383 0.48849 0.275422 NA 13 Island NA 25116393 Internenic 

cg27516732 4.14E-07 8.58E-06 -2.40819 -3.79324 0.187372 0.073647 NA 6 N_Shore NA 161351879 Internenic 

cg25605545 4.14E-07 8.58E-06 -2.44819 -3.6401 0.182076 0.077727 NA 17 Island NA 35060467 Internenic 

cg18887962 4.15E-07 8.61E-06 -1.26601 -2.31571 0.299668 0.175911 NA 4 Island NA 190959045 Internenic 

cg13827984 4.16E-07 8.61E-06 0.316444 -1.17505 0.551563 0.319331 NA 7 Island NA 64699983 Internenic 

cg19705910 4.16E-07 8.61E-06 -1.41899 -3.71555 0.330464 0.094556 NA 14 Island NA 60386705 Internenic 

cg25570629 4.16E-07 8.61E-06 -1.00042 -3.09769 0.360332 0.133786 NA 9 Island NA 134158503 Internenic 

cg15097762 4.17E-07 8.64E-06 -2.02835 -5.43139 0.310844 0.059341 NA 21 Island NA 38593636 Internenic 

cg18475643 4.21E-07 8.71E-06 0.587321 -3.24688 0.604798 0.187866 NA 1 Island NA 46956496 Internenic 

cg19921847 4.22E-07 8.74E-06 -0.45688 -1.44178 0.424137 0.275478 NA 4 Island NA 113444361 Internenic 

cg19560710 4.23E-07 8.76E-06 0.556395 -1.7906 0.58694 0.268599 NA 7 NA NA 70294511 Internenic 

cg11523538 4.29E-07 8.86E-06 -4.00289 -5.76878 0.118098 0.018716 NA 1 Island NA 244013970 Internenic 

cg09884076 4.29E-07 8.87E-06 -0.15841 -1.96656 0.474836 0.230425 NA 5 Island NA 72595434 Internenic 

cg21012296 4.29E-07 8.87E-06 0.833946 -1.37929 0.62796 0.312308 NA 20 Island NA 21502728 Internenic 

cg24642825 4.32E-07 8.92E-06 0.54567 -2.21377 0.590462 0.243587 NA 15 NA NA 89248793 Internenic 

cg01686884 4.32E-07 8.92E-06 1.823318 0.322019 0.766289 0.549395 NA 12 NA NA 131865300 Internenic 

cg18043514 4.32E-07 8.92E-06 1.705095 0.277278 0.755526 0.543585 NA 5 N_Shore NA 158531132 Internenic 

cg23422268 4.34E-07 8.95E-06 1.521051 -0.65943 0.729165 0.407123 NA 10 Island NA 102416715 Internenic 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPT

Luo and Grady. Table S8 

cg07778900 4.34E-07 8.95E-06 0.103809 -0.48537 0.517839 0.417804 NA 5 S_Shore NA 43000890 Internenic 

cg27317909 4.35E-07 8.97E-06 -2.60155 -4.22761 0.196661 0.05419 NA 3 N_Shore NA 77087684 Internenic 

cg14873600 4.35E-07 8.97E-06 -0.23198 -2.64856 0.482429 0.17687 NA 3 NA NA 147072736 Internenic 

cg16654911 4.36E-07 8.99E-06 0.24113 -2.19493 0.539844 0.233678 NA 4 Island NA 128544255 Internenic 

cg04870523 4.38E-07 9.01E-06 -0.94665 -3.49352 0.381467 0.120841 NA 3 NA NA 115231438 Internenic 

cg06619621 4.38E-07 9.01E-06 0.164704 -2.22541 0.519793 0.2198 NA 11 N_Shore NA 32354742 Internenic 

cg09954849 4.39E-07 9.04E-06 -3.46246 -4.60013 0.097954 0.042545 NA 8 S_Shelf NA 142737340 Internenic 

cg04347708 4.40E-07 9.06E-06 2.390464 0.707025 0.824962 0.60459 NA 11 N_Shelf NA 128557965 Internenic 

cg16105870 4.41E-07 9.08E-06 0.217835 -0.93047 0.536701 0.351102 NA 2 Island NA 131451075 Internenic 

cg13274077 4.46E-07 9.17E-06 -2.25413 -4.92848 0.252035 0.049284 NA 2 Island NA 121334614 Internenic 

cg04717895 4.46E-07 9.17E-06 1.605229 0.057952 0.743168 0.508743 NA 16 NA NA 31541298 Internenic 

cg27588605 4.46E-07 9.17E-06 1.667159 -0.45629 0.74056 0.432287 NA 6 N_Shore NA 99271944 Internenic 

cg02166450 4.48E-07 9.20E-06 0.390746 -1.81117 0.560603 0.259845 NA 13 S_Shore NA 112712795 Internenic 

cg02474799 4.48E-07 9.20E-06 -1.73784 -4.36669 0.296302 0.069067 NA 19 NA NA 19072780 Internenic 

cg22854679 4.49E-07 9.22E-06 -1.32451 -3.32002 0.298377 0.12115 NA 19 S_Shore NA 22035024 Internenic 

cg00692484 4.52E-07 9.28E-06 -0.18174 -1.54345 0.477631 0.266685 NA 7 Island NA 97557298 Internenic 

cg03414474 4.56E-07 9.35E-06 -2.4443 -5.19868 0.241136 0.048528 NA 2 Island NA 105488932 Internenic 

cg12630714 4.57E-07 9.38E-06 -0.37546 -3.06548 0.44887 0.161566 NA 4 Island NA 54975894 Internenic 

cg17855963 4.59E-07 9.42E-06 0.799576 2.336015 0.625632 0.815159 NA 6 NA NA 15873800 Internenic 

cg02305765 4.60E-07 9.43E-06 0.717071 -2.11578 0.614382 0.254596 NA 12 N_Shore NA 53107910 Internenic 

cg27630885 4.61E-07 9.45E-06 -2.19467 -3.74668 0.219223 0.077686 NA 7 NA NA 45299766 Internenic 

cg18383486 4.63E-07 9.48E-06 0.388522 -0.42052 0.56597 0.429802 NA 14 Island NA 104928472 Internenic 

cg20658918 4.63E-07 9.48E-06 0.685731 -1.61448 0.606468 0.285731 NA 2 N_Shore NA 131185698 Internenic 

cg11611644 4.64E-07 9.50E-06 0.300105 -2.53882 0.563325 0.200451 NA 5 NA NA 170763956 Internenic 

cg08535260 4.66E-07 9.55E-06 -1.06685 -4.80554 0.399452 0.078053 NA 2 Island NA 127643971 Internenic 

cg17834155 4.69E-07 9.61E-06 1.24806 -1.75364 0.691229 0.298771 NA 1 Island NA 39270149 Internenic 

cg19924008 4.71E-07 9.63E-06 0.231555 -1.67624 0.533322 0.265932 NA 8 NA NA 70907000 Internenic 

cg19254906 4.71E-07 9.63E-06 0.379809 -1.93394 0.560698 0.251372 NA 1 S_Shore NA 43251253 Internenic 

cg10523903 4.73E-07 9.67E-06 -0.39096 -2.90629 0.439056 0.167142 NA 18 Island NA 4455646 Internenic 

cg20593599 4.74E-07 9.69E-06 -0.00545 -0.56037 0.499122 0.404949 NA 17 Island NA 20756118 Internenic 

cg14497940 4.75E-07 9.70E-06 -1.97155 -3.69602 0.255647 0.080197 NA 17 Island NA 77815166 Internenic 
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cg06586759 4.77E-07 9.75E-06 -0.04012 -0.83492 0.493225 0.362906 NA 9 Island NA 44118915 Internenic 

cg01638188 4.78E-07 9.76E-06 -1.74703 -4.36298 0.343269 0.056764 NA 4 N_Shore NA 30720323 Internenic 

cg04116545 4.82E-07 9.84E-06 -1.78404 -3.97616 0.272915 0.082936 NA 6 Island NA 125684679 Internenic 

cg01875784 4.85E-07 9.89E-06 -0.49309 -2.34528 0.440772 0.181137 NA 5 N_Shore NA 1874703 Internenic 

cg22546686 4.86E-07 9.91E-06 -0.33071 -4.81628 0.45175 0.119297 NA 4 S_Shore NA 82136823 Internenic 

cg02897537 4.86E-07 9.92E-06 -0.15686 -1.87526 0.477266 0.237277 NA 10 N_Shore NA 124893832 Internenic 

cg12258093 4.86E-07 9.92E-06 -0.9604 -2.35409 0.348117 0.179519 NA 10 Island NA 103051129 Internenic 

cg19246873 4.87E-07 9.93E-06 0.650301 -0.32137 0.606031 0.445468 NA 17 Island NA 20747199 Internenic 

cg22431184 4.89E-07 9.96E-06 -0.04258 -1.81997 0.491664 0.248368 NA 17 S_Shore NA 37753528 Internenic 

 


